Supplementary Materials

Figure S1. Carbon labelling of (A) $3GO(N), (B) G0.5(N) and (C) PhesGI(N).
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Figure S2. Positive ion ESI-MS/MS mass spectrum of [03GO(N)+H]" and the corresponding

fragmentation pattern.
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Figure S3. ESI-MS/MS mass spectrum Phe2G1(N) (A) and the corresponding fragmentation
pattern (B).
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/ =Branch(102) / = Branch (114)

_/ =2*Branch (228 Da) — =Arm (330)

¢ = Phenylalanine (147 Da) A= Phenylalanine + Branch (249 Da) » = Phenylalanine + Branch (261 Da)

N = Phenylalanine+ 2*branch (363 Da) A = Phenylalanine + 2 * Branch (375 Da)

—<.= Phenylalanine+ Arm (477 Da) —(': Phenylalanine+ Arm (489 Da)



