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Table S1. Differences in the sequence of the rDNA ITS1-5.85-ITS2 region.!

Sample 151

no. 5.85 ITS2
111 1112 22 21 111111 122
16 6 6 7 011 3 8 8 0 0 2 2 3 2 22 3 4 46 7 7 9000556 91 2
8 3 45 8 48 07 2 4 8 4 5 3 4 8 67 8 3 1 4902 9147 16 8 9 71
1 CKGGCCRTTYYCASS® G TCRGGTYCACCCCYSAT CYZC
2 CTGGCCATTTCCACGCG TCGAGTCCACCCCTGAYCC
3 CTGGCTATTTUCCACS®*® © G °® CGAGTCCACCYCTGAT < CY
4 YT GGCCATTT CCACGCG TCGAGTCYAYCCYYGATCTCLC
5 cccecGcgycasegTTCTCAC- - G TCAGGTCCACCCCCGATCTC
6? CTGGCCATTTC CCACGCG TCGAGYCYACCCCYGWYCC
7 CKRKCCRYWYYCRC®*® ¢ G TCRRGTCCACYCCYGATCTCZC
8 CTGGCCATTTCYACGCG ® YGAGTYCACCCCTG GATCC
9 CTGGCCATTTCYACGCG TCRAGTCCACCCCTGATCC
Ref* CTGGCCATTTT CCACGTC CK CGGKTYCWCCYCTG GACTCZC
1 K=C+T; R=A+G; S=C+G; W=A+T; Y=C+T;, -, deletion.
2 Asequence with A inserted between positions 22 and 23 in ITS2 was also present.
3 Accession no. LC333008 (L. limprichtii).
4 AL duciformis sequence in the GenBank/EMBL/DDB]J database (ID=LC128585).
5 A sequence with TT in place of T was also present.
6 Two sequences with and without GC were present.



Figure S1. 'H NMR spectrum of 2.
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Figure S2. 3C NMR spectrum of 2.
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Figure S3. 'H NMR spectrum of 8.
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Figure S4. 3C NMR spectrum of 8.
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Figure S5. LCMS profile (total ion chromatogram) of samples 1-6 and 9.1

N Y

A

o™

|
Fr

2

R N

Sample 1

Sample 3

M}L_NW”\ Sample 4

} Sample 5
ar —— — rret e |

Sample 6
Sample 9

_ MMMMWWM

0 5 10 15 20 o5 30 5 0 a5 i

1 Apeak at fr =23.3 min is an impurity contaminated during sampling procedure.



