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	American alligator <=> Platypus
	1.43 
	0.24 
	0.17 

	Platypus <=> Zebra finch
	1.56 
	0.24 
	0.16 

	Human <=> Platypus
	1.70 
	0.26 
	0.15 

	Minke whale <=> Platypus
	2.14 
	0.26 
	0.12 

	House mouse <=> Platypus
	2.35 
	0.27 
	0.11 

	American alligator <=> Zebra finch
	0.75 
	0.08 
	0.11 

	Human <=> Minke whale
	0.58 
	0.05 
	0.09 

	American alligator <=> Human
	1.83 
	0.15 
	0.08 

	Human <=> Zebra finch
	1.74 
	0.14 
	0.08 

	Minke whale <=> Zebra finch
	1.91 
	0.15 
	0.08 

	House mouse <=> Minke whale
	0.81 
	0.06 
	0.08 

	House mouse <=> Human
	0.77 
	0.06 
	0.08 

	American alligator <=> Minke whale
	2.24 
	0.15 
	0.07 

	House mouse <=> Zebra finch
	2.19 
	0.15 
	0.07 

	American alligator <=> House mouse
	3.10 
	0.16 
	0.05 


[bookmark: _GoBack]
