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Figure S1. Ramachandran Plot. A) CXCR3_model_I-TASSER, B) CXCR3_Cluster_1_50 ns, C) CXCL9_model_I-

TASSER, D) CXCL9_Cluster_1_5 ns, and E) Alpha_model_I-TASSER
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Figure S2. Ramachandran Plot. A) CXCR3/G and B) CXCR3/GGVOBVCIuster_1_1OO ns.
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Figure S3. Ramachandran Plot. A) CXCR3_CXCL9 Docking, B)
CXCR3_CXCL10_Docking, C) CXCR3_CXCL11_Docking.
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Figure S4. AA-MD simulation of CXCL9 5 ns. A) CXCR3 model obtained from I-
TASSER, B) Cluster_1 of the simulation, C) Alignment of To and Cluster_1, RMSD
=2.675 A.
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Figure S5. Rotation of TMs from the CG-MD simulation of CXCR3/GP complex.



AA_MD_CXCR3_GP_100 AA_MD_CXCR3_10

1.6
1.0

1.4

1.21 0.81

<]

a 0.61

%o.s-

0.6 0.4

0.4
0.2

0.2

0 25 50 75 100 0 50 100 150 200 250

Time (ns)

Figure S6. RMSD of AA-MD simulations.
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Figure S7. RMSD of CG-MD simulations.



Table S1. Salt bridge interactions CXCR3 with CXCL9, CXCL10 and CXCL11 in molecular docking. There are two salt bridges between CXCR3
and CXCL9, one between CXCR3_CXCL10, and none between CXCR3 and CXCL11.

CXCL9 CXCR3 Distance CXL10 CXCR3 Distance

NH1 ARG Q30 OD1ASPR7 3.15 NH1 ARG Q29 OE1GLUR 15 3.79
NH1 ARG Q30 OD2ASPR7 2.88

Table S2. Salt bridge interactions CXCR3 with CXCL9, CXCL10 and CXCL11in AA-MD 50 ns. There are nine salt bridges between CXCR3 and
CXCL9, none between CXCR3 and CXCL10, and one between CXCR3_CXCL11.

CXCL9 CXCR3 Distance CXCL11 CXCR3 Distance
NH1 ARG Q27 OE1GLURA4 2.60 NZLYS Q38 OE1GLUR4 3.16
NH2 ARG Q27 OE1GLURA4 2.90 NZLYS Q67 OE1GLUR4 2.65

NZLYS Q 28 OD1ASP R 13 2.88
NZLYS Q 28 OD2 ASPR 13 2.75
NZLYS Q 47 OE1GLUR?21 2.76
NZLYS Q 50 OE1 GLUR?21 3.82
NZLYS Q104 OD1ASPR28 2.59
NZLYS Q104 OD2ASPR28 3.71
NZLYS Q104 OE1GLURS31 2.65



Table S3. Salt bridge interactions CXCR3 with CXCL9 in CG-MD simulation. The salt bridges present in the three most representative clusters

of the 1us simulation.

CXCL9
NH1 ARG Q 27
NH2 ARG Q 27
NZLYS Q 28
NH2 ARG Q 30
NH2 ARG Q 30
NZ LYS Q 60
NZ LYS Q 109
NZ LYS Q 109
NH2 ARG Q 114
NZ LYS Q 115
NZLYS Q 115
NH1 ARG Q 118
NH1 ARG Q 118
NH2 ARG Q 118
NH2 ARG Q 118
NZ LYS Q 122

CXCL9
NH1 ARG Q 27
NH1 ARG Q 27
NH2 ARG Q 27
NH1 ARG Q 30
NH1 ARG Q 30
NH2 ARG Q 30
NZ LYS Q 50
NZ LYS Q 60
NH1 ARG Q 114
NZLYS Q 115
NZLYS Q 115
NH1 ARG Q 118
NH2 ARG Q 118
NH2 ARG Q 118

Cluster_1
CXCR3
OE1GLUR 4
OE1GLUR 4
OE1GLUR 15
OD1ASPR7
OD2ASP R 7
OD2 ASP R 13
OE1GLUR 21
OE1 GLU R 196
OD1ASP R 28
OD2 ASP R 28
OE1GLUR 31
OD1ASP R 35
OD2 ASP R 35
OD1ASP R 35
OD2 ASP R 35
OE1 GLU R 196

Cluster_3

CXCR3
OE1GLUR 4
OD2ASP R 7
OE1GLURA4
OD1ASPR 7
OD2ASP R 7
OD1ASPR 7
OE1GLURZ21
OD2 ASP R 13
OD2 ASP R 28
OD1ASP R 28
OE1GLUR31
OD2 ASP R 35
OD1ASP R 35
OD2 ASP R 35

Distance
2.55
3.03
2.54
2.83
2.84
2.50
3.09
2.62
2.69
2.53
3.29
2.75
3.30
3.73
2.63
3.64

Distance
2.76
2.66
2.87
2.73
3.28
3.45
2.64
2.62
2.65
2.56
2.59
3.51
3.17
2.64

CXCL9Y
NZLYSQ 28
NH1 ARG Q 30
NH1 ARG Q 30
NH2 ARG Q 30
NZ LYS Q 50
NZ LYS Q 60
NZ LYS Q 60
NZLYS Q 68
NZLYS Q 87
NH2 ARG Q 114
NZ LYS Q 115
NZ LYS Q 115
NH1 ARG Q 118
NH1 ARG Q 118
NH2 ARG Q 118
NZLYS Q 122

Cluster_2
CXCR3
OE1GLUR 15
OD1ASPR 7
OD2 ASP R 7
OD1ASPR 7
OE1GLUR 21
OD1ASP R 13
OD2 ASP R 13
OE1GLUR 21
OD2 ASP R 7
OD2 ASP R 28
OD1ASP R 28
OE1GLUR 31
OD1 ASP R 35
OD2 ASP R 35
OE1GLUR 31
OE1 GLU R 196

Distance
2.59
2.62
3.71
2.82
3.11
3.81
2.52
2.66
2.94
2.63
2.64
2.95
2.54
3.94
3.03
3.41



Table S4. Salt bridge interactions CXCR3 with CXCL10 in CG-MD simulation. The salt bridges present in the three most representative clusters

of the 1us simulation.

CXCL10
NH1 ARG Q 29
NH2 ARG Q 29
NH2 ARG Q 43
NH1 ARG Q 59
NH2 ARG Q 59
NZ LYS Q 67
NZLYSQ 72
NZLYS Q 72
NZ LYS Q 80
NZ LYS Q 80
NZ LYS Q 87
NZLYS Q 91

CXCL10
NH2 ARG Q 29
NH2 ARG Q 59
NH1 ARG Q 73
NH2 ARG Q 73
NZLYS Q 80
NZLYS Q 80
NZLYS Q 91

Cluster_1
CXCR3
OE1GLUR 15
OE1GLUR 15
OE1GLUR 4
OD1ASP R 13
OD1ASP R 13
OD2 ASP R 28
OD1 ASP R 46
OD2 ASP R 46
OD1ASPR7
OD2ASPR 7
OE1GLUR 31
OE1GLUR 21

Clsuter_3
CXCR3
OE1GLUR 15
OD2 ASP R 13
OE1GLUR 4
OE1GLUR 4
OD1ASPR7
OD2ASPR 7
OE1GLUR 21

Distance
3.95
2.73
2.62
2.66
3.04
2.56
3.00
2.71
3.45
2.55
2.79
2.97

Distance
3.33
2.98
3.16
3.95
2.84
2.77
2.88

CXCL10
NH1 ARG Q 29
NH2 ARG Q 59
NH2 ARG Q 59
NZ LYS Q 80
NZ LYS Q 87
NZ LYS Q 87
NZLYS Q91

Cluster_2
CXCR3
OE1GLUR 15
OD1ASP R 13
OD2 ASP R 13
OD1ASPR 7
OD1ASP R 28
OD2 ASP R 28
OE1GLUR 21

Distance
3.17
3.28
2.74
2.53
2.87
2.71
3.13



Table S5. Salt bridge interactions CXCR3 with CXCL11 in CG-MD simulation. The salt bridges present in the three most representative clusters
of the 1us simulation.

Cluster_1 Cluster_2
CXCL11 CXCR3 Distance CXCL11 CXCR3 Distance
NH1 ARG R 197 | OE1GLU Q 90 3.26 NZ LYS Q 26 OD2ASPR 7 3.44
NZ LYS Q 26 OD2ASPR 7 2.57 NH2 ARG Q27 OE1GLURA4 3.31
NH1 ARG Q 27 OE1GLUR 4 3.21 NH1 ARG Q29 OD2ASPR 13 2.80
NH1 ARG Q 27 OD2 ASP R 13 3.40 NH2 ARG Q29 OD1ASPR13 3.79
NH2 ARG Q 27 OE1GLUR 4 2.71 NH2 ARG Q29 OD2ASPR13 1.83
NH2 ARG Q 27 OD1ASPR 7 2.68 NZ LYS Q 80 OD1ASPR46 354
NH2 ARG Q 29 OD1ASP R 13 2.95 NH1ARG Q83 OE1GLUR?Z21 3.97
NZLYSQ 70 OE1GLUR 15 2.56 NH2 ARG Q83 OE1GLURZ21 251
NZLYSQ 78 OD2 ASP R 52 2.55 NH2 ARG Q91 OE1GLUR33 214
NH1 ARG Q 83 OE1GLUR 21 2.63
NZLYS Q 87 OD1 ASP R 46 2.72
NZLYS Q 87 OD2 ASP R 46 2.84
NZLYS Q 88 OE1GLUR 293  2.62
NH1 ARG Q 91 OE1GLUR 33 3.06
NZLYS Q 92 OE1GLUR 31 2.72
Cluster_3
CXCL11 CXCR3 Distance
NH2 ARG R 197 | OE1 GLU Q 90 2.69
NH1 ARG Q 27 OE1GLUR4 2.71
NH2 ARG Q 27 OE1GLUR4 3.12
NH1 ARG Q 29 OD1ASP R 13 2.63
NH1 ARG Q 29 OD2 ASP R 13 3.29
NZLYSQ 38 OD1ASPR7 2.81
NZLYSQ 38 OD2ASPR 7 2.75
NZ LYS Q 47 OE1GLU R 15 3.02
NH1 ARG Q 83 OE1GLUR 21 2.83
NH2 ARG Q 83 OE1GLUR 21 3.35
NZLYS Q 87 OD1 ASP R 46 2.64
NZLYS Q 87 OD2 ASP R 46 2.68
NZLYS Q 88 OE1GLUR 196 @3.58
NZLYS Q 88 OE1GLUR 293  2.71
NH1 ARG Q 91 OE1GLUR 33 2.67
NH2 ARG Q 91 OE1GLUR 33 2.79
NZ LYS Q 92 OE1GLUR 31 2.72



Table S6. Polar interactions between CXCR3_CXCL9 CG-MD.
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Table S7. Polar interactions between TMs in CXCR3_CXCL9 CG-MD.100 ns: R252-V321, 400 ns: Y150-A253, 700 ns: Y150-A253, 800 ns: Y150-

A253.
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Table S8. Polar interactions between CXCR3_CXCL10 CG-MD.

[ oms | aooes | 2oom ] sooms ] woms | som | eons ] woms | ewons | oom | 000w ]
R Q R Q R Q R Q R Q R Q R Q R Q R Q R Q R Q

E1S R29 E4 S34R73 (38 K87 Y27 | A81 E31 K87 Y27 K87 D13 RS9 $24 K91 E15 R29 P42 K67 E21 K91,v28
E4 R73 E15 R29 $40 K87 524 L86 D28 K87 E31 K87 E15 R29 E21 K91,Q55 H8 €32 P44 K72 E15 R29
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a9 R37, RS9,C32 E21 K91 D7 K80 | NSO vas FA7 P52 D195 Ka7 N22 R29 D7 K80 E4 R43 H8 c30
D7 K80 D13 | RS9 D7 K80 Qa5 AS3 E4 R43 D28 K67 ca3 M66 L3 Q38 $6 $79,R59
D13 | R59,75 3 R43 56 K80,R59 N22 V28 S6 N76 39 K67 E21 K91,v28 | E21 K91 D13 | R59,K80
H8 S34 E4 R43 E15 R29 E21 V29,K91 N12 K80 D13 RS9 E31 K87 E15 R29 D7 K80
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Table S9. Polar interactions between TMs in CXCR3_CXCL10 CG-MD. 0 ns; Y223-H237, Y235-M254, L256-A253 and V258-M254, 200-300 ns:

Y150-H337.
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Table S10. Polar interactions between CXCR3_CXCL11 CG-MD.
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Y29 R91 H194 R91 N289 E90, T201 K87 D46 R83,K87 L198 K87 N22 554 T201 K87 R197 E90 E15 K47
K88
C290 K87 E196 R91 E293 K88 N199 K88 A200 K87 Q45 K87 E21 R83 N199 K87 E31 K92 F47 Q81
526 R91,K92 E33 R91 D46 K87, E293 K88 V118 K87 D46 AB2 D46 AB2,K87 E33 R91 G30 K92 Q45 K87
K80
R197 ESO G30 R91 Q45 K80 E33 R91 N199 K88 F47 Q81 E293 K88 D46 K87 E196 R91 D297 Q81
Y27 K92 E31 K92 E15 K70 G30 R91 N289 K88 548 S79 D52 K78 S48 K78 E33 R91 E4 K26
E31 K92 526 N93,E9 526 K92 N50 K78 D52 S79,K78 E293 K88
0
R197 E90 E31 K92 R197 E90,Vv89 Y27 K92 N289 K88
Y29 K87,i86 N22 185 D13 R29 A287 T65
N199 K87 E31 K92 N50 K78
525 R83 E33 R91
E21 150,r83 534 R91
C43 Q81 H194 R91
548 Q81




Table S11. Polar interactions between TMs in CXCR3_CXCL11 CG-MD. 500 ns: Y150-C234, H237, 600: R252-F320, 700 ns: R252-F320, 800

ns: R252-F320.

[ons [Tw1 [ 2 | s | e | Tws | 7o | vz [ toons | Mt (T2 [ M3 | M | w5 | 6 | TM7 |
™1 = = = = = = = ™1 - . - - . B} )

TM2
TM3
TM4
TMS
TM6

D99-N134

N132-D186 -

D186-Q219

T™2
T™3
T™M4
T™M5
TM6

D89-N134

N132-D186 -

D186-Q219

™2
T™M3

™4
™S5
™6

D99-N134

H94-W176

A139-A222
Y150-V230

D186-Q219

N134-Y271
G138-W268

G223-W268

Y60-S301
D99-Y308

™
™2
™3
™4
TM5
T™M6

N132-D186, F182

Y60-S301
- G138-W268 -
D186-Q219 - -

™2
T™3
™4
T™M5
TMB

D99-N134

N132-D186

D186-Q219

Y60-S301

™
™2

TM3

™4
T™M5
TM6

N71-T100

D99-N134

H94-W176 - - D99-Y308

L102-Y308

N132-D186 Y150-C234 N134-Y271 -

G138-W268



(ooons [ it [ w2 | s ] we | ws | wo | wr Broons [ | w2 | ms | we | ws | w0 | |

TM1 - Y60-S301 TM1 - N71-D99 - -
T™2 - - D99-N134 - - - L92-318 S80-Ho4
D99-Y308 T™M2 - - D99-N134 H94-W176 - - D99-Y308
L102-Y308 L102Y308
W109-S304 L104-Y308
T™M3 - - - N138-F182 Y136-L218 G138-W268 - W109-S304
Y150-Y233, C234 ™3 - - - - Y150-Y233  G138-W268 -
TM4 - - - - D186-0219 - - ™4 - - - - R186-Q219 - -
™5 - - - - - - - ™S - - - - - - -
T™6 - - - - - - - ™8 - - - - - - Y271-L306
Cooons e 2 | o |~ s ws | wo | w Booons e (el o | s | s | w | w
T™M1 - - - - - - Y600-S301 ™M1 - - - - - - -
TM2 - - D99-N134 H94-W176 - - D99-Y308 T™M2 - - D99-N134 H94-W176 - - D99-Y308
T™M3 - - - N132-D186 - G138-W268 - TM3 - - - N132-D186 - N132-Y271 -
G138-W268
T4 - - - - - - -
™4 - - - - D186-Q219 - -
™5 - - - 8 - - -
TM5 - - 8 . - - -
™8 2 = = 2 2 . 2
M6 . = 2 = = . =
Cooors o |z | o | s | s | we |
T™M1 - N71-D99 - - - - -
TM2 - - D99-N134 - - - D99-Y308
™3 - - - N132-D186 Y136-L218 - -
T™M4 - - - - D186-Q219 - -
™5 = = = . . = .

™6 - = - . = . .



Table S12. Polar interactions between TMs in CXCR3/GP complex 1 ps. The arginine cage is present at 1000 ns and R149 interacts with TM5
and TM7. The residue R149 is not oriented to GP in any frame of simulation.

m—-—-— m--———

Y60-5301 ™ N71-T100
™2 - - D99-N134 - - - - ™2 - ; - ; - - -
™3 - - - - Y136-1218 -  A127,F131-Y308 TM3 - ; - ; - N132-Y271 A127-5304
N132-Q219 ™4F - - - - D186-Q219 - D186-K300
™4 - - - - D186-Q219 - D186-K300 E _ _ _ _ _ i
™5 - - - - - - - ™6 - ; - ; - - -
. 1256-Y318
m-—_-— m-————
™1
™2 - - D99-N134 - - - - ™2 - - D99-N134 - ; - ;
™3 - - - N132-D186 Y136-L218 - 1145,R149-Y318 ™3 - - - - Y136-L218 N132-Y271 A127-5304
— ) ) ) ] D186-K300 $146-P227, Y235 $146-Y318
R149-Y318
™S - - - - - - -
™4 - - - - D186-0219 - D186-K300
™6 - - ; - - ; -
™5 - : - : ; R216-V275 ;
™6 - - - - ; - Y271-K300

A263-N314



a00ns | TM1 [TM2| Tm3 [Ttv4| TMs | TMe | TM7 Jsooms|TMi/TM2| TM3 | T4 | TmMs | ™M |  Twm7 |
™1 - = = = = 5 = ™1 - - . B - ) _

T™M2 - - D99N134 - - - - T™M2 - - D99-N134 - - - -

™3 - - . - Y¥136-1218 G128,N132-Y271 1130-Y308 TM3 - - . N132-F186, D186 S146,Y150-Y235 G128, N132-Y271  L130-5304
1145-Y318 Y136-1218 N134-Y308

™4 = - = = o - D186-K300 |:|.-‘|-5J R149-Y318

™5 - - - - - 220-H272  Q219-k300 ™M+ - - - - D186-0219 - D186-K300
v235-Y318 TM5 - - - 2 . . .

™6 - - - - - - Y271-k300 TM6 - - - - - - -
V260-N314

Ceoons | T | w7 [ Twa ||t |y |
™1 - 2 z o = o o o = z z -

N71-C312 ™1 -

™2 - - - - = 8 S ™2 - - D99-N134 - - - -
™3 - = = - Y136-1218 F131-Y271 A127-5304  TM3 - = - - N132-Q219 A126-Y271 A126-5304
™4 - ] B _ ) ) D186-K300 Y136-1218 R149-Y318
¥150-C234

™S - - - - - - Q219-K300

™4 - - - - D186-0219 - D186-K300
™6 - a - . . - 3

™5 - 5 B - ; B 3

™6 - - - - - - A263-N314



[ooons | T | T2 | Twa | Twe | T | Tvs
™1 - . - y - B - ™1 - - - . i )

T™M2
T™M3

™4
™S5

TM6

D99-N134

N132-F182 Y136-L218

™2
T™M3

™4
TM5

T™M6

A126-S304
N134-Y308

D186-K300

R216-V275 @
Q219-Y271

D99-N134

T™M2
™3

™4
™S
T™6

D186-Q219

D99-N134 -

Q219-Y271
L220-H272

Cuooons [T vz | Twa | Twa | Tws | Twe | w7
™1 - - - < = = -

A126-S304
L130-Y308
1145-Y318
R149-Y318

D186-K300

N132-F181

N132-Q219
R149-Y235

Q219-Y271

N71-C312
D99-Y308

N134-Y308
R149-V231

D186-K300

A263-H310



Table S13. Polar interactions between CXCR3_CXCL10 250 ns AA-MD.

E31
E4
D13
H8
540
D28
524

Q11

E21
N22
548

E15

K87
R43
R59
R59, E/8, N76
Ac4d
K67
K67
K72

K91
V28
V28, R29

R29

P41

540

43

D13

E21

NAG32

K67

K67

K67

K80

K91

K87

D13

548

540

P41

C43

*Y27

K80
Q55
K67
K67

K67

K87

540

P41

C43

E21

T65, K67
K67
K67

K91

S24

D28

540

E21

*Y¥27

K91
K91
A64, K67

R59

K87

D13

E21

*Y¥27

K83

K91

K87

E4

Al4

E21

43

sS40

*¥27

N37
c30
R59, K91
K67

K67

K88

524

D28

P41

L3

D7

E15

E21

K91

K91

K67

N37

R29

R29

R59

Al8

E21

D7

D13

P41

*¥27

Qss
R59
K83
K83

K67

K87

E21

Al4

H8

R59

C30

N37

E21

D13

Ald

56

o | e ] som | e | wom ] e | ssow | ame | 0w [ 2w | 2w
R Q R Q R Q R Q R Q R Q R Q R Q R Q R Q R Q
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K87
K67
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Table S14. Polar interactions between TMs in CXCR3_CXCL10 250 ns AA-MD.

N71-D99 - 2 W71-C311 2 N71-D99 -
S80-H94
™2 = = = = = : =
™2 = : = VO7-W176 = = T105-S304
™3 = = = N132-F182, D186 = = N134-C311
™3 - = = N132-D186  N132-219 - =
T™4 = = = = = : =
™4 - : = = = = :
™5 = = = = = = =
™5 - = = = = = =
™6 = = = = = : =
™6 - : = = = = :
mmm-mmm— [ 7sns | mt [ w2 [ms | e | ms [ me | w7 |
N71-D99 ™1 2 2 2 2 2 2 2
™2 = = = = = : : ™2 = = = = = = :
™3 = = = N132-D186  S146-Y235 = A137-N314 ™3 = = = N132-D186 S146- N134-W268  A137-N314
Y235 R149-Y318
™4 = = = = = : :
™4 = = = = = = :
™5 = = = = = R216-Y271 =
™5 = = = . . Q219-Y271 =
™8 = = = = = : :
™6 = = = = = = :
- N71-D89 - - N71-D99
™2 = = = = = = = ™2 = = = = : = =
™3 = = = N132-F182 - = A137-N314 ™3 = = = N132-D186 = N134-W268  A137-N314
™4 = = = = = = = ™4 = = = = : = =
™5 = = = = = R216-Y271 = ™5 = = = = : R216-Y271 =

™6 = = = = = = = ™6 = = = = : = =



[ 1sons | vt | w2 | s | tme | Tms | s | w7 | 7ons | twt [ w2 [ M3 | twe [ s | tMe | w7 |
™1 - - - - - - - ™1 - - - - - = o

™2 - - - - - - - ™2 - - . . - - .
™3 - - - N132-D186 - - - ™3 - - - N132-D186 -  N134-W268  A137-N314
T™M4 = : . = - . - ™4 . = - - - - -
™S = - = = - - - ™S - - = = = = -
TM6 - - - - - - - ™6 - - . . - - .
| 200ns [T | M2 | M3 | tma [ Tms | Tme | W7 | [ 225ns | w1 | M2 [ Tws | w4 [ Tms | Tme | M7 |
™1 - N7T1- - = = = - ™1 - A76D99 - = - - -
D9
™2 . = - - - - -
™2 - - - - - - W109-5302
™3 . = - N132-F182 - N134-W268  A137-N314
™3 - - - N132-D186 -  N134-W268  A137-N314 4
TM4 = : - - - - -
™5 . B, - - - ; .
™5 = = - - - - -
™6 - - ; . . . -
TM6 = c - - - - -

[ 250ns | it [ M2 [ 3 | me | tws | e | w7 |
T™M1 - - - - = = -

™2 - = . . - = W109-5302
T™3 - = - N132-F182,D186  N132-Q219  N134-W268  A137-N314
™4 - - . = - . ;
T™5 - - - - - Q219-Y271 -

TM6 - - - - = = -



Table S15. Polar interactions between CXCR3_alpha subunit 250 ns AA-MD.

[ om | me | s | mm | e | wsw | o | wsw | wom | amne | som
R A R A R A R A R A R A R A R A R A R A R A

R25 D337 R250 D337 R342 D25 As4 H195 R342 E27 5364 K209 R353 D19 R149 D193 T83 E32 R149 D193 AB4 R31
0
R14 D193 E327 R31 R82 T190 R353 D19 Y365 L353,W258 Y365 L353 T157 K192 R353 D19 R82 E24 R342 E27 T83 R31
9
L79 E24, R23 W330 E24 88 D193 R342 D25 Q341 D25 R353 D19 R149 D193 L159 Q333 580 R25 R161 H56 D89 R31
R34 R23, D25 R342 D25 Y365 G352, W258 R352 c2 R335 D25 T83 H195 R342 E27 Q158 Q333 W330 R23 ‘W330 R23 R249 D341
2
w3 E37 587 D193 R162 Q333 W330 E24 R353 D19 R342 D25, E27 $366 F354 R161 Q51, T329 R353 D19 R82 E24 R82 E24
30
R35 D19 T88 D193 E327 R31 587 D193 R162 Q333 Y160 Q333 W330 R23 W330 R23 R342 E27 L159 Q333 W330 R23
3
Y26 Q217 Y365 ‘W258, 1353 €338 K28 Y365 G217, W258 Y160 Q333 R161 Q51,0333 R161 154 R82 E24 T157 D337 T83 R31 R149 D193
5
R24 D341 R161 H56 R353 D19 Agd T190 R149 D193 Y365 G217, W258, L353 R342 E27 R161 Q51, K53, T329 D89 R31 Y365 IS5
9
R353 D19 R335 R23 s87 D193 5366 W258 E327 R31 5366 F354 R149 D193 A84 W258 R342 E27
E327 R31 Y365 G217 Y365 G217, W258 Y365 Q158 K330
L159 Q333




