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Figure S1. Representative spectra of mass spectrometry. (A) Laminin subunit alpha-2 isoform 
X1. Peptide TPYNILSSPDYVGVTK. (B) Fibrillin-1. Peptide CIDVRPGYCYTALTNGR. (C) 
Collagen alpha-1(I) chain. Peptide PGPMGPSGPR. 



 

Figure S2. dpECM proteins involved in (A) the pancreatic secretion pathway and (B) the insulin 
secretion pathway based on the KEGG pathway analysis. Magenta boxed proteins are the 
proteins present in both adult and young dpECM, and blue boxed are proteins unique to young 
porcine dpECM. 
 


