
 

 
 

MCH-R1 antagonist GPS18169, a pseudopeptide, is a peripheral anti-obesity agent in mice. 
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Supplementary Table S1: Characteristics of the peptides and pseudopeptides synthesized for the present study 

 

        
Code "N-

terminus" 
sequence C-

terminus 
Bridge Purity Experimental 

mass 
Theoretical mass 

11371 pGua [Cys-Met-Leu-Arg-Tyr-Arg-Pro-Cys]-Trp OH S-S bridge C1-C8 95,17 1385,92 1386,71 
11372 H Arg-[Cys-Met-Leu-Arg-Tyr-Arg-Pro-Cys]-Trp OH S-S bridge C2-C9 95,32 1381,16 1381,72 
11373 pGua [Cys-Met-Leu-Arg-Val-Arg-Pro-Cys]-Trp OH S-S bridge C1-C8 95,73 1322,08 1322,67 
11374 pGua [Cys-Met-Leu-Arg-Val-Tyr-hArg-Pro-Cys]-Trp OH S-S bridge C1-C9 95,18 1499,06 1499,8 
11375 pGua [Cys-Met-Leu-Arg-Val-Tyr-dArg-Pro-Cys]-Trp OH S-S bridge C1-C9 95,29 1485,06 1485,8 
11376 pGua [Cys-Met-Leu-Arg-Val-Ala-hArg-Pro-Cys]-Trp OH S-S bridge C1-C9 95,21 1407,22 1407,74 
11377 pGua [Cys-Met-Leu-Val-Tyr-Arg-Pro-Cys]-Trp OH S-S bridge C1-C8 97,01 1328,94 1329,6 
11378 pGua [Cys-Met-Leu-Ala-Val-Ala-hArg-Pro-Cys]-Trp OH S-S bridge C1-C9 95,16 1322,62 1322,63 
11379 pGua [Cys-Met-Leu-Ala-Ala-hArg-Pro-Cys]-Trp OH S-S bridge C1-C8 95,22 1223,7 1223,5 
11380 pGua [Cys-Met-Leu-Arg-Val-Alva-Pro-Cys]-Trp OH S-S bridge C1-C8 95,12 1264,96 1265,6 
11381 pGua [Cys-Met-Leu-Arg-Val-2-Ala-bu-Pro-Cys]-Trp OH S-S bridge C1-C8 95,43 1250,96 1251,6 
11398 pGua [Asp-Met-Leu-Arg-Val-Tyr-Arg-Pro-Dap]-Trp OH Lactam bridge D1-Dap9 98,83 1464,38 1464,72 
11399 pGua [Asp-Met-Leu-Arg-Tyr-Arg-Pro-Dap]-Trp OH Lactam bridge, D1-Dap9 96,73 1365,03 1365,66 
11400 pGua [Asp-Met-Leu-Arg-Val-Arg-Pro-Dap]-Trp OH Lactam bridge, D1-Dap8 95,82 1301,1 1301,54 
11401 pGua [Asp-Met-Leu-Arg-Val-Arg-Pro-Dab]-Trp OH Lactam bridge D1-Dab8 94,78 1315,21 1315,57 
11402 pGua [Asp-Met-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 95,37 1329,11 1329,6 
11403 pGua [Asp-Met-Leu-Arg-Val-Tyr-hArg-Pro-Dap]-Trp OH Lactam bridge D1-Dap9 95,27 1478,42 1478,74 
11404 pGua [Asp-Met-Leu-Arg-Val-Tyr-dArg-Pro-Dap]-Trp OH Lactam bridge D1-Dap9 96,94 1464,43 1464,72 
11405 pGua [Asp-Met-Leu-Arg-Val-Ala-hArg-Pro-Dap]-Trp OH Lactam bridge D1-Dap9 96,06 1386,18 1386,65 
11406 pGua [Asp-Met-Leu-Val-Tyr-Arg-Pro-Dap]-Trp OH Lactam bridge D1-Dap8 95,28 1308,14 1308,53 
11408 pGua [Asp-Met-Leu-Ala-Ala-hArg-Pro-Dap]-Trp OH Lactam bridge D1-Dap8 95,48 1201,98 1202,4 
11410 pGua [Asp-Met-Leu-Arg-Val-2Abu-Pro-Dap]-Trp OH Lactam bridge D1-Dap8 95 1230,13 1230,46 
12731 pGua [Asp-Met-Leu-Arg-Val-Arg-Pro-Lys]-Trp OH Lactam bridge D1-K8 89,32 1343,32 1343,6 



12732 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Dap]-Trp OH Lactam bridge E1-Dap8 91,89 1315,6 1315,57 
12733 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Dab]-Trp OH Lactam bridge E1-Dab8 95,93 1329,01 1329,6 
12734 pGua [Asp-Met-Leu-Gly-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 90,83 1385,84 1386,4 
12735 pGua [Asp-MeCys-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge  D1-Orn8 96,41 1315,02 1315,6 
12736 pGua [Asp-bhMet-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge  D1-Orn8 97,75 1343,04 1343,6 
12737 pGua [Asp-Eth-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge  D1-Orn8 91,71 1343,02 1343,6 
12738 pGua [Asp-Buth-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge  D1-Orn8 92,72 1371,05 1371,7 
12739 pGua [Asp-SeMet-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge  D1-Orn8 95,76 1376,3 1376,6 
12740 pGua [Pra-Met-Leu-Arg-Val-Arg-Pro-Aha]-Trp OH Triazole bridge 90,32 1339,2 1339,6 
12741 pGua [Aha-Met-Leu-Arg-Val-Arg-Pro-Pra]-Trp OH Triazole bridge 90,42 1339,1 1339,6 
12742 ArgBzi [Asp-Met-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge  D1-Orn8 91,62 1440,1 1440,74 
12743 pGua [Orn-Met-Leu-Arg-Val-Arg-Pro-Asp]-Trp OH Lactam bridge Orn1-D8 91,18 1329,08 1329,6 
12744 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 91,63 1343,18 1343,62 
12745 pGua [Orn-Met-Leu-Arg-Val-Arg-Pro-Glu]-Trp OH Lactam bridge Orn1-E8 90,43 1343,12 1343,62 
12746 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Lys]-Trp OH Lactam bridge E1-K8 90,18 1357,2 1357,65 
12748 pGua [Asp-Met-dhLeu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 83,36 1345,17 1327,58 * 
12749 pGua [Asp-Met-Leu(5F3)-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 92,82 1383,18 1383,57 
12750 pGua [Asp-Met-Nle-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 93,51 1330,83 1329,6 
12751 pGua [Asp-Met-ButGly-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 92,18 1330,83 1329,6 
12752 pGua [Asp-Met-Leu-Arg-Val-Arg-Aib-Orn]-Trp OH Lactam bridge D1-Orn8 90,36 1317,9 1317,58 
13628 pGua [Asp-Met-Leu(4OH)-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge D1-Orn8 84,42 1345,17 1345,59 
13661 pGua [Glu-MeCys-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,49 1328,96 1329,6 
13662 pGua [Glu-bhMet-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 96,07 1357,12 1357,65 
13663 pGua [Glu-Eth-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,96 1357,54 1357,65 
13664 pGua [Glu-Buth-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 94,55 1385,16 1385,7 
13665 pGua [Glu-SeMet-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 93,19 1390,66 1390,52 
13666 pGua [Glu-Met-3FLeu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 90,68 1397,09 1397,59 
13667 pGua [Glu-Met-Nle-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 96,19 1343,11 1343,62 
13668 pGua [Glu-Met-ButGly-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,76 1343,06 1343,62 



13669 pGua Glu-Met-Leu-Arg-Val-Arg-Pro-Orn-Trp OH Linear 95,26 1361,52 1361,64 
13670 pGua Ala-Met-Leu-Arg-Val-Arg-Pro-Ala-Trp OH Linear 95,38 1260,16 1260,53 
13671 pGua [Pra-Eth-Leu-Arg-Val-Arg-Pro-Aha]-Trp OH CLICK bridge 90,24 1353,21 1353,62 
13672 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Orn]-NMeTrp OH Lactam bridge E1-Orn8 97,02 1357,11 1357,65 
13673 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Orn]-Bta OH Lactam bridge E1-Orn8 95,22 1361,06 1360,67 
13674 pGua [Glu-Met-Leu-Arg(NO2)-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,01 1388,13 1388,62 
13675 pGua [Glu-Met-Leu-Arg(Me)-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 90,71 1356,98 1357,65 
13676 pGua [Glu-Met-Leu-Cit-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,84 1344,21 1344,61 
13677 pGua [Glu-Met-Leu-hArg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,02 1357,17 1357,65 
13678 pGua [Glu-Met-Leu-Cav-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 90,77 1345,68 1345,55 
13679 pGua [Glu-Met-Leu-Arg-Val-Arg(NO2)-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 96,39 1388,12 1388,62 
13680 pGua [Glu-Met-Leu-Arg-Val-Arg(Me)-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 91,06 1357,5 1357,65 
13681 pGua [Glu-Met-Leu-Arg-Val-Cit-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,09 1344,2 1344,61 
13682 pGua [Glu-Met-Leu-Arg-Val-hArg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,45 1357,33 1357,65 
13683 pGua [Glu-Met-Leu-Arg-Val-Cav-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,6 1344,88 1345,55 
13684 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro(4NH2)-Orn]-Trp OH Lactam bridge E1-Orn8 95,6 1358,24 1358,64 
13685 pGua [Glu-Met-Leu-Arg-Val-Arg-dmPro-Orn]-Trp OH Lactam bridge E1-Orn8 95 1370,86 1371,68 
13686 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro(4CF3)-Orn]-Trp OH Lactam bridge E1-Orn8 94,09 1411,15 1411,62 
13687 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro(4Ph)-Orn]-Trp OH Lactam bridge E1-Orn8 95,38 1419,4 1419,72 
13688 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro(4NH2)]-Ala-Trp OH Lactam bridge E1-P7 93,93 1315,04 1315,57 
13689 pGua [Glu-Met-Leu-Arg-Val-Arg-Pro-Orn]-Trt   Lactam bridge E1-Orn7 95,97 1299,92 1299,61 
13695 pGua [Glu-Met-Leu-Arg-Val-Tyr-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn9 93,09 1506,49 1506,8 
14488 pGua [Glu-Met-Leu-Gly-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn9 93,86 1400,68 1400,67 
14489 pGua Glu-Met-Leu-Arg-Val-Cav-Pro-Orn-Trp OH Linear 94,63 1363,93 1363,61 
14509 pGua [Glu-SeMet-Leu(5F3)-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 90,73 1445,14 1444,49 
14510 pGua [Glu-Met-Leu(5F3)-Arg(Me)-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 95,36 1412,12 1411,62 
14511 pGua [Glu-Met-Leu-Arg(Me)-Val-Arg(Me)-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 93,76 1371,65 1371,68 
14512 pGua [Glu-Met-Leu-Arg-Val-Arg(Me)-dmPro-Orn]-Trp OH Lactam bridge E1-Orn8 91,45 1386,16 1385,7 
14514 pGua [Glu-Met-Leu-Arg-Tyr-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 92,95 1407,95 1407,67 



14515 Aaba [Glu-Met-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 91,05 1344,81 1344,61 
14516 pGua [hPra-Met-Leu-Arg-Val-Arg-Pro-Aha]-Trp OH CLICK bridge 96,8 1353,6 1353,62 
14517 pGua [Aha-Met-Leu-Arg-Val-Arg-Pro-hPra]-Trp OH CLICK bridge 95,22 1353,6 1353,62 
14518 pGua [Pra-Met-Leu-Arg-Val-Arg-Pro-Nva(N3)]-Trp OH CLICK bridge 95,46 1353,87 1353,62 
14519 pGua [Nva(N3)-Met-Leu-Arg-Val-Arg-Pro-Pra]-Trp OH CLICK bridge 90,11 1353,5 1353,62 
14522 pGua Glu-Met-Leu-Arg OH Linear 97,94 709,14 708,84 
14523 H Val-Arg-Pro-Orn-Trp OH Linear 98,18 670,81 670,82 
15287 pGua [Glu-Met-Leu-Arg-Val-Arg-Aib-Orn]-Trp OH Lactam bridge E1-Orn8 96,38 1332,13 1331,61 
15288 pGua [Glu-Met-Leu-Arg-Val-Tyr-Arg-Pro(4NH2)-Orn]-

Trp 
OH Lactam bridge E1-Orn8 94,92 1522,17 1521,8 

15290 pGua [Aha-Met-Leu-Arg-bhVal-Arg-Pro-Pra]-Trp OH CLICK bridge 93 1353,3 1353,62 
15291 pGua [Pra-Eth-Leu-Arg-bhVal-Arg-Pro-Aha]-Trp OH CLICK bridge 91,81 1367,6 1367,65 
15292 pGua [Glu-Met-Leu-Arg-Val-Tyr-Arg-Pro-Orn]-Trp OH Lactam bridge E1-Orn8 92,01 1507,13 1506,8 
15293 H dArg-[Glu-Met-Leu-Arg-Val-Arg-Pro-Orn]-Trp OH Lactam bridge E2-Orn9 94,01 1338,99 1338,65 
15363 pGua [Aha-Met-Leu-Arg-bhVal-Arg-Pro-Pra]-Bta OH CLICK bridge 96,19 1371,2 1370,67 
15364 pGua [Aha-Met-Leu-Arg-bhVal-Arg-Pro(4NH2)-Pra]-Trp OH CLICK bridge 97,03 1368,65 1368,64 
15365 pGua [Aha-SeMet-Leu-Arg-bhVal-Arg-Pro-Pra]-Trp OH CLICK bridge 95,06 1401,47 1400,65 
15366 pGua [Aha-Met-Leu-Arg-bhVal-Arg-Pro-Pra] tryptamine CLICK bridge 92,56 1309,64 1309,61 
15367 pGua [Aha-NMeMet-Leu-Arg-bhVal-Arg-Pro-Pra]-Trp OH CLICK bridge 94,08 1368,11 1367,65 
15368 pGua [Aha-Met-NMeLeu-Arg-bhVal-Arg-Pro-Pra]-Trp OH CLICK bridge 93,12 1368,38 1367,65 
15369 pGua [Aha-Met-Leu-NMeArg-bhVal-Arg-Pro-Pra]-Trp OH CLICK bridge 92 1367,51 1367,65 
15370 pGua [Aha-Met-Leu-Arg-bhVal-NMeArg-Pro-Pra]-Trp OH CLICK bridge 90,62 1367,81 1367,65 
18169 pGua [Aha-Nle-Leu-Arg-bhVal-Arg-Pro-Pra]-Trp OH CLICK bridge 97,18 1335,1 1335,59 
                

 

 

 

 



 

 

 

 

 

 

 

The abbreviations used are as follows (in alphabetical order): 2Abu=2-aminobutyric acid; 3FLeu=5,5,5-trifluoro-DL-leucine; Aaba= 4-((aminocarbonyl) amino) 
benzoic acid; Aha=L-azidohomoalanine; Aib= α-aminoisobutyric acid; Arg(NO2)=Nω-nitro-L-arginine; ArgBzi=Arg benzimidazole; Arg(Me)=Nω,ω-
dimethyl-L-arginine (symmetrical); Ava=L-5-aminovaleric acid, L-5-aminopentanoic acid; bhMet=L-β-homomethionine; bhVal=L-β-homovaline; Bta=L-3-
benzothienylalanine; ButGly=L-α-t-butylglycine ; Buth=buthionine; Cav=Canavanine; Cit=L-citrulline; Dab=L-2,4-diamino butyric acid; Dap=L-2,3-diamino 
propionic acid; dhLeu=4,5-dehydro-L-Leucine ; dmPro=5,5-dimethyl-L-proline;  Eth=DL-ethionine; Eth=L-ethionine; hArg= homoArginine ; hPra=homo-
propargylglycine; Leu(4OH)=4-hydroxy-L-Leucine; Leu(5F3)=5,5,5-trifluoro-DL-leucine ; MeCys=S-methyl-L-cysteine; NMeArg=N-methyl-L-arginine; 
NMeLeu=N-methyl-L-leucine; NMeMet=N-methyl-L-methionine; NMeTrp=N-methyl-Trp; Nva(N3)=5-azido-L-norvaline; pGua= p-guanidino benzoic acid; 
Pra=propargylglycine; Pro(4CF3)=4-trifluoromethyl-L-proline; Pro(4NH2)=4(S)-amino-L-proline; Pro(4Ph)=4(S)-phenyl-L-proline;  SeMet=L-seleno-
methionine; Trt=tryptamine.  

Purity was obtaiend by liquid chrmoatography analyses, eithet uPLC or HPLC coupled with a ???mass spectrometer (). 



Table S2. Blood biochemistry of diet-induced obese mice with and without treatment by the MCHR1 antagonist GPS18169. Individual data 

 

 



 



  



Table S3: Comparison of the adipose tissue weights between lean, high fat diet fed and GPS18169-treated mice. Individual data. 

 



 

  



Table S4: Food intake in high-fat diet-induced obesity model in C57BL/6 mice during treatment with GPS18169. Individual data. 

 

 



 

  



 

  



Table S5: Water intake in high-fat diet-induced obesity model in C57BL/6 mice during treatment with GPS18169. Individual data. 

 



 



  



Table S6: Body weight changes in high-fat diet-induced obesity model in C57Bl/6 mice during treatment with GPS18169. Individual data. 

 

 

  



 

 



 



 



 


