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MALDI-TOF

Molecular mass of the purified 37-kDa protein was determined by MALDI-TOF mass
spectrometry, arbitrary index a.i.; charge-to-mass ratio, m/z. A dilution series of the peptide
mixture was prepared and then mixed with a-cyano-4-hydroxycinnamic acid matrix (7.5mg/ml)
in a 1;1 ratio. Each sample (0.5pd) was then spotted onto a single spot on a standard stainless
steel plate in different amounts on 5800 MALDI-TOF/TOF analyzer (AB SCIEX). The laser
power was set in 5500. MS spectra were acquired between 20000 to 60000m/z. and analysed
by 4000 Series Explorer software, version 4.0 (AB SCIEX). The instrument was operated in
positive ion mode and external calibration was performed using a calibration mixture 1 from
mass calibration standard kit (AB SCIEX).

TOFTOF™ Linear Spec #1 MC=-NR(15.00)=>BC=-BC=-BC=-BC[BP = 37030.9, 715]
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Figure S1: MALDI TOF analysis of purified HEV Methyltransferase. The major peak
corresponds to the molecular weight of the HEV Methyltransferase i.e. 37.07kDa.



