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Figure S1. Significant expression changes in the microRNAs of Group A and Group B on the 1st day, 3rd day and 5th day after differentiation.
(A) MicroRNAs expression on the 1st day; (B) MicroRNAs expression on the 3rd day; and (C) MicroRNAs expression on the 5th day.



Table S2. List of microRNAs with inconsistent expression throughout the experimental time
intervals and excluded from the analysis.

Group A Group B

Treatment Day ) Treatment Day
miRNAs
1 3 5 1 3 5
miR-101a* 196 -1.06 1.44 miR-100 453 1.14 1.06
miR-101b  2.38 —1.06 1.20 miR-101a*  3.18 —-1.28 1.74
miR-181a —3.81 1.08 —12.22 miR-101b 326 -1.68 1.11
miR-18a 276 -138 —1.27 miR-124* 436 -129 126
miR-196a  3.18 —4.08 1.11 miR-125a-5p -3.92 1.67 -35.49
miR-214 290 1.14 -113.07 miR-125b-5p —-1.53 1.20 —42.21
miR-23b 287 131 —36.67 miR-18la  -2.07 146 —8.51
miR-24 -1.88 1.00 -31.09 miR-18a 479 202 141
miR-30c-2* 2.10 -1.26 1.40 miR-191 -1.38 126 —7.24
miR-31 —-245 1.16 —4.76 miR-200b 3.86 —-146 1.76
miR-322 247 -1.03 1.15 miR-203 329 -1.72 1.03

miRNAs

miR-325-3p 244 -1.24 1.50 miR-23a -5.61 123 -21.40

miR-542-3p 2.09 -1.15 1.06 miR-23b -1.34 1.07 -24.30

miR-542-5p 1.14 -1.41 1.53 miR-26a -1.80 124 -931
miR-671 1.40 -1.29 1.00 miR-28* 3.07 -1.64 1.02
miR-672 1099 -1.18 1.74 miR-29¢ 544 -1.18 1.37
miR-708 1.74 -1.18 1.50 miR-30a 335 -139 126
miR-879 1.70 —-1.49 1.66 miR-30c 248 -246 133
miR-22 1.14 340 —1.07 miR-30c-2* 1.71 —1.41 1.46
miR-99a 1.88 250 -1.04 miR-31 -134 1.12 -6.44

miR-322 6.76 —1.34 1.11
miR-325-3p 3.71 -192 1.77
miR-330 410 -155 190
miR-542-3p 528 —-143 1.10
miR-542-5p 338 —-2.01 1.77
miR-671 453 -1.63 1.08
miR-672 407 -1.15 140
miR-879 396 -1.72 1.63
miR-935 590 -140 196
miR-99a -1.20 142 -1.13
miR-99b —-4.57 121 -19.11
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Figure S2. Number of predicted genes for each miRNA constantly up- and down-regulated
in Group A (EGF + bFGF) and Group B (EGF + bFGF + IGF-1). Target genes were
predicted by miRWalk database. The number of predicted gene target varied ranging from
2 (miR-330) to 436 (let-7c).
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Figure S3. Gel snapshot of RNA samples by 2200 Agilent Tapestation System. Small RNA
population including microRNAs were observed from the gel snapshot indicate that small

saiz RNAs were well conserved during total RNA extraction.

Table S7. The quality of RNA and small RNA population. Quality of both RNA and
detectable small RNA was determined by 2200 Agilent Tapestation System. Samples with
RIN® value more than 9.0 and 28S/18S ratio more than 1.2 were preceded for miRNA

microarray screening.

Location ID Sample RIN® Value 28S/18S Ratio
Al Group A day 1 9.5 1.7
B1 Group A day 3 9.6 1.6
C1 Group A day 5 (rep 1) 9.5 1.8
D1 Group C day 1 9.5 1.7
El Group C day 3 94 2.0
F1 Group C day 5 9.1 2.9
Gl Group B dayl1 (rep 1) 9.4 1.6
H1 Group B dayl1 (rep 2) 9.0 2.7
A2 Group B day1 (rep 3) 9.4 1.8
B2 Group B day 3 (rep 1) 9.2 2.5
C2 Group B day 3 (rep 2) 9.2 2.5
D2 Group B day 3 (rep 3) 9.3 2.1
E2 Group B day 5 (rep 1) 9.6 2.8
F2 Group B day 5 (rep 2) - 2.4
G2 Group B day 5 (rep 3) 9.9 2.8
H2 Group A day 5 (rep 2) 9.5 2.5




