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Supplementary Table 1. The markers selected from GWA analysis for verification.

Sources Marker ID p-value * Marker and Flanking Sequence
AXS7956267 2.37 x 1073 (L)/ CCATGTAGTTTTTGCATTCCAAAAGATCTTGCTGCMAA
1.45 x 1073 (W) GAGCTAATGATTATTACAGATATTATGTTATTT
AX88290778 7.27 x 10 (L)/ TGGCACTTTTCAAATATTGAATTGGAATTTCAATTMAT
1.03 x 103 (W) GTCCTGAATTGACCATGGCTCTGGATAGAAACT
AXS7963258 1.65x 10 (L)) CCTGTATGAGGGCAGCGAATGCTGGGTTCTGGAGGYTG
& @ 1.42 x 10* (W) GCATGAATACCTAGGAGAGAGAATGGTTGTATT
% g AXS8270804 1.32x10° (L)) TCAGAGGTCTCGCTGGCGTCTCGTGAGACAGAGAGRG
2 5 6.96 x 10 (W) GGTCGTTCCGCCACTGGGAGGTGAAAGAGGGCAA
g % AX87944147 5.45 = 107> (L)/ CAGAGAGAGGGAGACCAGCGAGAGGGACACCAGAA
& ED 278 x10° (W) MAAAAAGAAGGGAGGAAATTGAAGATGTTGCGGCGG
= R — 730 x10°5 (L)) ATTTAGCCACAGGGCCTATCCTCCCATCCTTAGACYGG
6.41 x 105 (W) CAGAGAGAGATGTAGGGAGACAAAGGCCTTTCA
AX87992121 2.67 x10* (L)) GAGCACTCCAACATTAATTTATTCAGGCATATITAMCA
9.54 x 1075 (W) GGACAAAGAGCAGAGGCCAGACCCTCCCGCCAC
AX87943138 4.82 x 10 (L)/ CACTTCAAGAGTTTACACGAAAAGTTGTTCTTATTRCG
1.17 x 10* (W) GAAATTGCCTATTGAGCTTTCCTATTCATGTAT
- AX87998237 570x102 (L)) GCAATGGAGGATGGAGATAATGGTTATGGAGATGGYA
‘:, 4.85 %102 (W) TGGAGCTGGAGAAGGAACTGAGTCAGGAAGAGAG
< TGGAATTGCCCCCATACACTAATTACAAATGAAAGMG
@] -2
AX88289827 1.84>107 (L) GTCTCTAATCTGGTGCTTGTCCCTTTGTAGTGTC
AATCTGACAGCGGTTCTTTCTTTTACCCAGTCGGASAGG
-5
X = Sl 9-96 <10 CCTCCTGGCTGGGGGTGCAAGGGCAGTTCACA
o &0
S 5 AX88293695 1.4 x 104 GCCCTATCAGAGAGAAGGGGGGGTGATGATAACAAYG
% E AGGTAGCTTTTTCAATCAACAATCACTCTTTTTA
= .5
AX87959413 1.25 x 104 CCCTTCATCGTATGGACTGACCATAAAAACCTGACYTA
CATCCAGACCGCCAAACGTCTGAACTCCCGGCA
AGTTTTGGCTGGGGTAAGTAAAGGATACTTTCCAARTA
-5
° < AX88141678 54510 TTTATCTTTTTTTAGAAGGCCTACTCTAATTTA
0 o CCCTTTCAAGCACACCTTTCTCAATAACCTGTGGCYAGT
= AX87959512 13 x 103
& %:’ 879595 91310 TATTCACAATTTTTGATGAAGAAATAAGGTTT
= .5
TTCCAGAAGATCCAAGAGCTGATAGATGACAAGCAK
AX88083269 1.02 x 10 CCAGAAGATCCAAGAGCTG GATGACAAGCARG

CTCTGGTGTTTGTTCTCATCGATGAGGTAAAGCA

* The p-value was given in Tsai et al. [14]. W, body weight; L, body length. The shadow is used to
distinguish different sources of markers utilized in this study. The bold letter are the single nucleotide
polymorphism used in this study.
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Supplementary Table 2. The marker ID, p-value estimated by the GWA analysis, putative gene and
flanking sequence of two informative SNPs. The results were given in Tsai ef al. [14].

Marker Genotype # No of Fish Weight (g, SE) Length (mm, SE)

G/G 22 128.58 (5.20) 225.50 (3.48)

A/G 240 115.26 (1.58) 216.93 (1.06)

AX88141678  A/A 362 109.16 (1.22) 211.82 (0.81)
PVE 0.06 0.07

p-value 4.12 x 10 5.45 x 10°°

G/G 153 119.25 (2.11) 218.54 (1.42)

A/G 355 110.98 (1.08) 213.69 (0.72)

AX88270804 A/A 116 106.25 (2.52) 210.50 (1.69)
PVE 0.05 0.04

p-value 1.32 x 103 6.69 x 10




