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Additional Figure S1: Gene ontology enrich analysis of the differentially phosphorylated proteins in shoot in response to M10 treatment. *, **: means differ significantly from one

CC: Cellular Component
another at, respectively P <0.05 and P <0.01.
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Additional Figure S2: Gene ontology enrich analysis of the differentially phosphorylated proteins in shoot in response to H100 treatment. *, **: means differ significantly from one
another at, respectively P <0.05 and P <0.01.



