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Figure S1. (a) ipu-let-7j-2 conserved sequences were located in 3’arm of precursor sequences. (b) bfl-let-7b

conserved sequence was the reverse complementary sequence of let-7b sequence of fish species.



ola-lec-Tb-2

GCCOUCECUGEA
GCCOOCE
GCCDOCECUG
CAl - GCCOUCECUG
DCEEACH Clele T . . . -BG. t 2 GCCOUCEEUGARGEE
CEChl GCCOUCEE
GCCuyCcCe
GCCUNCCCUGARAG
GCCOUCCC
GCCOUCCe
= . ECCOUCCE
CUGUACD 2 . UGE . AGH Chle . CCEOOCECACUECUG
UUUAGCCGUGUACU AGLS . ..ge. .3 g CCCUNGECAGUGCUGGUUACACUCY
£ CccCiuee
GCCOUGEUA
GCCUDGEUA
GCCODGEC

ACCUDGEC
GCCOUGCC
UUAGGEUCUGUUARUCUGE . . CCUGDURAGE . AG ) 2 GCCONGE
{r L UAGGEUCUGUUARUCUGE . . CCUGDURAGE . AG GCCOUCECCAGEGT

-BGGEUCUGUGANUCUEE . . CCCRUACAGE . AC L Alle : GCCOUCEE

GGEUCUCUGADUCUEE . . CCCADACAGE . AG ClA ECCOUCEE
RAGGEUCUGUGARUCUGC . . CCCADACAGE . ACG] G

UEGUAAUGC (& GGEY . AGUGARUUUAU . . CCUCRGUAGA .. GCCUNCCCUGAGGGECAGARAUACACA

GGEU . ACUGARUUURU . . CCUCDGURGH .
- GGEU . ACUGADUUUAC . . CCUGAUCAEA . A
CAGUUGGCUGUGUY 2 CEEAUCAGUATAGURUECCCCUDCRAGE . A ECCUUCCAUARUGCAGACUCUC
T CCEAUCAGUATAGUAUECCCCUDCRAGE . ACHA 7 ECCUUCE
d GEEAUCAGEADAGUBCECCCCGDACEEE . AGH A GCCOUCEU
ARUDGGCUUUGCU d i -ACH GCCOUCEU
[ GCCOUCEU
GA E c . -GGO. . CACRCCCACRCUGEE . AGA 2 GUCODOEUCRARAGUC
L .GGD. . CACACCCACACUGEE . AGHE2iNs 2 GUCUDOCU
«.BGH . . CACACCCACACUGEG . AGH A GUCORUCY

-GAD . . CACACCAGAUCUGES . T GUCODDCUCACAGCUGCUCC
GUCODDCU
-GAD . . CACRCCACRUCUGEE . Al EUCODDCCCACGGUUACCEC 7
-BAD. . CACRCCACRUCUGEE . Al EUCUDUCCCACGEUAR a7
-GAL. . CACRCCAGAUCUGEE . A GUCUDDCCCA 79
-GAL. . CACACCAGAUCUGEE . AGAS GUCUDUCCCA 79
. -GAL . . CACACCAGAUCUBEE . GUCUUOCC 72
CGUGCUGUE 2 . JGaO. t . EUCUDOCUVAUAGCRRCG 94
C -G20 . . CACACCACRUCUGEE . B 2 GUCODOCC 72
-BA0. . CACACCACAUCUBEE . AGH GUCUDUCC 72
-AGCCCUBCECUCUCUCUCUG . AGNER s 2 GUCORDUCCUAAGGCGACAEC 100
AGCCCUBCECUCUCDCUCUS . AGK d GUCOUDC 73
-GGOUGUEUEACCUCDAUGUG . AGA C GUCODUCCCAAGGAGRCAGC 100
-GGOUGUGUEACCUCUUAGUG . AGA GUCODUCCUARGGAGRCAGE 100
-GGHUUUCEEACCUCH GUCODDCCCAA 8
-GG . AUAUGUCCUCCC! it A GUCURuCC 73
-GGH . AUAUGUCCUCCCUCUG . Al GuCuvuCe 73
-AGO . AURRRACCUCCCUUUE . Al GUCODDCU 73
C ICEUCDDOCCCCARGUGE! URGUGUC 107
ipu-let-Ta-3 2 C GUCUD0CC 72
cla-let-Ta-1 G il lele . -GGG UCAUECCCUDCCUGUC . AGKE ACT GUCUDDCCUAARGUGGCY 29
g G a4
UURURCECUDCCUBUC . AGKS EACT 76
ACGUCCUUUE N UCAUUCEEA! UEUC. 2 EUCODDCCUGARGCGECY 9s
-BG. . UCAURCECUUCCUGUC 20 A GUCUDUCC T2
- . .GG. . UGRCRCCCUUCCUGUU . AGNIRs AL GUCUUDCC 72
GCCCCCAGE! - B . P {1 PP . .GA ’ . AGCODUCCCUGAGRU 84
: U] N .Gl e AGCOUDCC 67
GCGAUGUCUCE A -G a aas o . .GH B GCUDUCEUCGAGCAGACEC 93
UGUUUCE! . . LGGA. .G a1
67
99
74
tni-let-Ta=1 74
67
CUGAGRGUG 0 - . . {r . A el GEUDDCCUUGCAGCUCACAAGCCAG 107
[Eleliliinjoted 67
GEUBDECUUGEAGCECACGY 98
1 2 GEORUDCCUUGEAGUACACGU 96
GUGUGCAUCCA - B B it B . S GEODDCCUUGEAGUACAC 2
RGOS AGCOUDCC 7
A GCUDDCEY 8
AGCODDCC &7
UGUECGUUECEEU ACCUDUCCCUGCGECUGCACG 7
ipu-1 =COUDCC 70
tni-letc UGUECUCUGCA (GEODDCCCUGCGGRGUCAC 96
£ru-1i UGUGCUCUGCA o o . - (GEODDCCCUGCGGREUCAC 96
ssa-lec-Td-1 - CCUDUCC 70
pol-let-7d C ECOUDCC 70
. GCUDDCC 70
CGCUGCH T . -AUC.. . AURAUCAGCCUGER. .CUS ? GEODBEECUGCGGUG L1
- - .BURAUCRGCCUGER . 2 FECUDICS 70
dre-let-7a-5 GUACGUGUUUUUEEUGUCUGCACAAG -BGCAUCARACCCUGUUCAGC . UGKE GCCON CEUUGUEUCACCUARGEUCUGC 12
ipu-lec-7a-5 - -GGCRUCARACCCUGDUCAGC. T GCCOUCeU 78
tni-1i CRAG AGHE -UGGCUUGGAUCCUACUCAGA . T ACCOUCCUUGAGAGGUACARUG 96
33a-1i [ -GGGAUUUARUCCUADUCAGE . BECCOUCEU 7
ssa-1 . -GGGAUAGRAUCCUADUCAGE . (MECCOUCCU 76
dre-let-Ta- CACAGUGAACCUGUGUGUUUCUDCAA GGEA. . . .AGGAUCACAUCCURDUCAGE . URGCCUNCCCUGAGAGRACACAAUGACCAC 124
ipu-1 GGEA. . . .AGGAUCACAUCCUADUCAGE . GCCuuCce 3
ola-1i CRGG -EGCACUCCACCCUUCRUAGE . GCCOUCECUG [
£ru-1i CRGCH -BGGRUUEE . . . CCCCCCAGE . URECCONCCUUGAGGAECUCACUG 94
pol-lec-Ta ECEDuCE 76
Consensus ugagguagu uug gquu u ac ca o

Figure S2. All fish let-7miRNAs have the same seed sequence (GAGGTAG) in 5’ arm, and the let-7 miRNAs

mature sequences of fish were completely conservative in three regions (TGAGGTAGT, TTG and GTT).
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Figure S3. The sequences of let-7 miRNAs in M. amblycephala showed the completely
consistent mature sequences with zebrafish.
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Figure S4. Let-7 miRNAs expression in five tissues of 12-month-old M. amblycephal. L, liver; M,
muscle; P, pituitary; B, brain; G, gonad. Statistical significances between females and males are
indicated as follows: *P < 0.05; ns, not significant.
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Figure S5. Let-7 miRNAs expression in five tissues of 3-month-old M. amblycephala. Values with the same

letter mean no significant difference (P > 0.05).
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Figure S6. Let-7 miRNAs expression in five tissues of 6-month-old M. amblycephala. L, liver; M,
muscle; P, pituitary; B, brain; G, gonad. Statistical significances between slow- and fast-growth groups

are indicated as follows: *P < 0.05; ns, not significant.
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Figure S7. Let-7 miRNAs expression in five tissues of 12-month-old M. amblycephala. L, liver; M,
muscle; P, pituitary; B, brain; G, gonad. Statistical significances between slow- and fast-growth groups

are indicated as follows: *P < 0.05; ns, not significant.
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Figure S8. (a) Let-7 miRNAs expression in five tissues of 3-month-old M. amblycephala small size
group. (b) Let-7 miRNAs expression in five tissues of 3-month-old M. amblycephala big size group. L,

liver; M, muscle; P, pituitary; B, brain; G, gonad.



Table S1. All the let-7 precursor sequences of 12 fish species and 4 out-group species collected from the miRBase

. miRNAs
Species Sequences of precursor
GACGGUGGGAUGAGGUAGUAGGUUGUAUAGUUUUAGGGUCACACCCACACUGGGAGAUAACUAUACAACCUACUGUCUUUCUCAAAG
dre-let-7a-1 | UC
dre-let-7a-2 | GCCCCCAGGCUGAGGUAGUAGGUUGUAUAGUUUAGAAUAACAUCACUGGAGAUAACUGUACAACCUCCUAGCUUUCCCUGAGAU
GAGACUGUCGUUUGGGGUGAGGUAGUAGGUUGUAUAGUUUGAGGGUUUAACCCUUGCUGUCAGAUAACUAUACAACUUACUGUCUUU
dre-let-7a-3 | CCCGAAGUGGCCGUAGUGUC
GCGAUGUCUCGGGAUGAGGUAGUAGGUUGUAUAGUUUAGAGUUACAACACGGGAGAUAACUGUACAGCCUCCUAGCUUUCCUCGAGC
dre-let-7a-4 | AGACGC
GUACGUGUUUUUGGUGUCUGGACAAGGUGAGGUAGUAGGUUGUAUAGUUUGGUGGGAGGGAUCAAACCCUGUUCAGCUGAUAACUAU
dre-let-7a-5 | ACAGUCUAUUGCCUUCCUUGUGUCACCUAAGGUCUGC
CACAGUGAACCUGUGUGUUUCUUCAAGGUGAGGUAGUAGGUUGUAUAGUUUGUGGGAAGGAUCACAUCCUAUUCAGGUGAUAACUAU
dre-let-7a-6 | ACAGUCUAUUGCCUUCCCUGAGAGACACAAUGACCACGAGUG
UCGGACAGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGUUUUUGCCCCAUCAGGAGUUAACUAUACAACCUACUGCCUUCCC
dre-let-7b | UGAAGGG
CUGAGAGUGUGUGCAUCCAGGCUGAGGUAGUAGGUUGUAUGGUUUAGAAUUUUGCCCUGGGAGUUAACUGUACAACCUUCUAGCUUU
dre-let-7c-1 | CCUUGGAGCUCACAAGCCAG
GUGUGCAUCCAGGCUGAGGUAGUAGGUUGUAUGGUUUCGAAUGACACCAUGGGAGUUAACUGUACAACCUUCUAGCUUUCCUUGGAG
Danio rerio dre-let-7c-2 | UACAC
UGUGCGUUGCGGUGUGAGGUAGUUGGUUGUAUGGUUUUGCAUAAUAAACAGCCCGGAGUUAACUGUACAACCUUCUAGCUUUCCCUG
dre-let-7d-1 | CGGCUGCACG
dre-let-7d-2 | CGCUGCAGGCUGAGGUAGUUGGUUGUAUGGUUUUGCAUCAUAAUCAGCCUGGAGUUAACUGUACAACCUUCUAGCUUUCCCUGCGGUG
GCUGUUCUUGGGGCUGAGGUAGUAGAUUGAAUAGUUGUGGAGCCCUGCGCUCUCUCUCUGAGAUAACUAUACAAUCUACUGUCUUUCC
dre-let-7e UAAGGCGACAGC
UGGUAAUGCUUGUGCAGUGUGAGGUAGUAGAUUGUAUAGUUGUAGGGUAGUGAUUUUAUCCUGUGUAGAAGAUAACUAUACAAUCUA
dre-let-7f UUGCCUUCCCUGAGGGGCAGAAAUACACA
GGGGGCUGUGGAAUGAGGUAGUAGUUUGUAUAGUUUGGGAUCACACCAGAUCUGGGAGAUAACUAUACAGCCUACUGUCUUUCUCAC
dre-let-7g-1 | AGCUGCUCC
GUGGACUGUGGGAUGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCCCA
dre-let-7g-2 | CGGUUACCGC
GAGUUGGCUGUGUUGUGGUGAGGUAGUAAGUUGUGUUGUUGUUGGGGAUCAGUAUAGUAUGGCCCUUGAAGGAGAUAACUAUACAAU
dre-let-7h UUACUGCCUUCCAUAAUGCAGACUCUC
GUGUACUGGCUGAGGUAGUAGUUUGUGCUGUUGGUUGGGAUGUGACAUUGCCCGUUAUGGAGAUGACUGCGCAAGCUACUCCCUUGC
dre-let-7i CAGUGCUG

dre-let-7j

GGUUGAGGUAGUUGUUUGUACAGUUUUUAGGGUCUGUUAUUCUGCCCUGUUAAGGAGCUAACUGUACAGACUACUGCCUUGCC




AGACUGUCCUUUGGGGUGAGGUAGUAGGUUGUAUAGUUUUAGGGGUCAUGCCCUUCCUGUCAGAUAACUAUACAACUUACUGUCUUU

ola-let-7a-1 | CCUAAAGUGGCU
ola-let-7a-2 CAGGGUGAGGUAGUAGGUUGUAUAGUUUGGUGGGUGGGACUCCACCCUUCAUAGGUGAUAACUAUACAGUCUAUUGCCUUCCCUG
ACGUCCUUUGGGGUGAGGUAGUAGGUUGUAUAGUUUUAGGGUCAUUCCCAUGCUGUCAGAUGACUAUACAACUUACUGUCUUUCCUG
ola-let-7a-3 | AAGCGGCU
UUCCAGUGUUCCGCAGGUUGAGGUAGUAGGUUGUAUAGUUCAGAGUGACACCACAGGAGAUAACUGUACAGCCUCCUAGCUUUCCCUG
ola-let-7a-4 AGGAAACACAA
. . CGUACGGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGUAGUUAUUUUGCCCAAUCAGGAGAUAACUAUACAACCUACUGCcCcUUcCcCU
Oryzias latipes | (10 lot-7b-1 | GAAG
UACAGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGAUUUUACCCCAUAAGGAGCUAACUAUACAACCUACUGCCUUCCCUGG
ola-let-7b-2 | A
AUGUGUGCAUCCGGGUUGAGGUAGUAGGUUGUAUGGUUUAGAAUUACACCCUGGGAGUUAACUGUACAACCUUCUAGCUUUCCUUGG
ola-let-7¢ AGCGCACGU
ola-let-7e UUGGGGCUGAGGUAGUAGAUUGAAUAGUUGUGGGGUUUUCCGACCUCUUUCUUCAGUUAACUAUACAAUCUACUGUCUUUCCCAA
CGUGCUGUGGGAUGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCUUAU
ola-let-7g AGCAACG
fru-let-7a-1 CAGGUUGAGGUAGUAGGUUGUAUAGUUGAGAGUGACACCACAGGAGAUGACUGUACAGCCUCCUAGCUuUUcCcCU
fru-let-7a-2 GGGUGAGGUAGUAGGUUGUAUAGUUUUAGGGUUAUACCCUUCCUGUCAGAUAACUAUACAACUUACUGUCUUUCCU
CAGGGUGAGGUAGUAGGUUGUAUAGUUUGGUGGGUGGGAUUGCCCGCCCAGGUGAUAACUAUACAGUCUAUUGCCUUCCUUGAGGAG
fru-let-7a -3 | CUCACUG
fru-let-7b CAGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGAUUUUGCCCCAUCAGGAGCUAACUAUACAACCUACUGCcCUUCcCCUG
UGUGCUCUGCAGUGUGAGGUAGUUGGUUGUAUGGUUUCGCAUAAUAAACAGCACGGAGAUAACUGUACAACCUUCUAGCUUUCCCUG
Fugu rubripes fru-let-7d CGGAGUCAC
GCUGUCCUUGGGGUUGAGGUAGUAGAUUGAAUAGUUGUGGGGUUGUGUGACCUCUUAGUGAGAUAACUAUACAAUCUACUGUCUUUC
fru-let-7e CUAAGGAGACAGC
fru-let-7g UGGGAUGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCCCA
fru-let-7h UGUGGUGAGGUAGUAAGUUGUGUUGUUGUAGGGGAAGAUUGUGCACCCUGUUCAGGAGAUAACUAUACAACUUACUGCCUUCCU
fru-let-7i CUGGCUGAGGUAGUAGUUUGUGCUGUUGGUUGGGUUGUGACACUGCCCGCUAUGGAGAUGACUGCGCAAGCUACUGCCUUGCUA
fru-let-7j GUCUGAGGUAGUUUUUUGUACAGUUUGAGGGUCUGUGAUUCUGCCCCAUACAGGAGCUAACUGUACAAGUGAcCUGCcUUGCC
tni-let-7a-1 CAGGGUGAGGUAGUAGGUUGUAUAGUUGAGAGUGACACCACAGGAGAUAACUGUACAGCCUCCUAGCcuUUcccu




tni-let-7a-2

GUCCUUUGGGGUGAGGUAGUAGGUUGUAUAGUUUUAGGGUUAUACCCUUCCUGUCAGAUAACUAUACAACUUACUGUCUUUCCU

CAAGGUGAGGUAGUAGGUUGUAUAGUUUGUGGGAUGGCUUGGAUCCUACUCAGAUUAUAACUAUACAGUCUAUUACCUUCCUUGAGA

tni-let-7a-3 | GGUACAAUG
tni-let-7b CAGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGAUUUUGCCCCAUCAGGAGCUAACUAUACAACCUACUGCCcUUCCCUG
UGUGCUCUGCAGUGUGAGGUAGUUGGUUGUAUGGUUUCGCAUAAUAAACAGCACGGAGAUAACUGUACAACCUUCUAGCUUUCCCUG
tni-let-7d CGGAGUCAC
Tetraodon GCUGUCCUUGGGGCUGAGGUAGUAGAUUGAAUAGUUGUGGGGUUGUGUGACCUCUAUGUGAGAUAACUAUACAAUCUACUGUCUUUC
nigroviridis tni-let-7e CCAAGGAGACAGC
tni-let-7g UGGGAUGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCCCA
AAUUGGCUUUGCUGUGGUGAGGUAGUAAGUUGUGUUGUUGUUGGGGAUCAAGAUUGUGCACCCUGUCAAGGAGAUAACUAUACAACU
tni-let-7h UACUGCCUUCCU
tni-let-71 CUGGCUGAGGUAGUAGUUUGUGCUGUUGGUUGGGUUGUGACACUGCCCGCUAUGGAGAUGACUGCGCAAGCUACUGCCUUGCUA
tni-let-7j GUCUGAGGUAGUUUUUUGUACAGUUUGAGGGUCUGUGAUUCUGCCCCAUACAGGAGCUAACUGUACAAGUGACUGCCUUGCC
ipu-let-7a-1 UGAGGUAGUAGGUUGUAUAGUUUUAGGGUCACACCCACACUGGGAGAUAACUAUACAACCUACUGUCUUUCU
ipu-let-7a-2 | UGAGGUAGUAGGUUGUAUAGUUUAGAAUAACAUCACUGGAGAUAACUGUACAACCUCCUAGCUUUCC
imkkb7&3 UGAGGUAGUAGGUUGUAUAGUUUGAGGGUUUAACCCUUGCUGUCAGAUAACUAUACAACUUAcCUGUcCUUUCC
ipu-let-7a-4 | UGAGGUAGUAGGUUGUAUAGUUUAGAGUUACAACACGGGAGAUAACUGUACAGCCUCCUAGCUUUCC
ipu-let-7a-5 | UGAGGUAGUAGGUUGUAUAGUUUGGUGGGAGGGAUCAAACCCUGUUCAGCUGAUAACUAUACAGUCUAUUGCCUUCCU
Ictalurus ipu-let-7a-6 | UGAGGUAGUAGGUUGUAUAGUUUGUGGGAAGGAUCACAUCCUAUUCAGGUGAUAACUAUACAGUCUAUUGCCUUCC
unctatus .
P ipu-let-7a-7 | UGAGGUAGUAGGUUGUAUAGUUUUAGGGUGACACCCUUCCUGUUAGAUAACUAUACAACUUACUGUCUUUCC
ipu-let-7b-1 UGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGUUUUUGCCCCAUCAGGAGUUAACUAUACAACCUAcCUGCcUUcCcC
ipu-let-7b-2 | UGAGGUAGUAGGUUGUGUGGUUUCAGGGUAGUGAUUUUGCCCCAUCAGGAGUUAACUAUACAACCUACUGCCUUCCC
ipu-let-7c-1 UGAGGUAGUAGGUUGUAUGGUUUAGAAUUUUGCCCUGGGAGUUAACUGUACAACCUUCUAGCUUUCC
ipu-let-7¢-2 UGAGGUAGUAGGUUGUAUGGUUUCGAAUGACACCAUGGGAGUUAACUGUACAACCUUCUAGCUUUCC

ipu-let-7d-1

UGAGGUAGUUGGUUGUAUGGUUUUGCAUAAUAAACAGCCCGGAGUUAACUGUACAACCUUCUAGCUUUCC




ipu-let-7d-2

UGAGGUAGUUGGUUGUAUGGUUUUGCAUCAUAAUCAGCCUGGAGUUAACUGUACAACCUUCUAGCUUUCC

ipu-let-7e-1 | UGAGGUAGUAGAUUGAAUAGUUGUGGAGCCCUGCGCUCUCUCUCUGAGAUAACUAUACAAUCUACUGUCUUUC
ipu-let-7e-2 | UGAGGUAGUAGAUUGAAUAGUUGUGGAGUAUAAAACCUCCCUUUGAGAUAACUAUACAAUCUACUGUCUUUCU
ipu-let-7f UGAGGUAGUAGAUUGUAUAGUUGUAGGGUAGUGAUUUUAUCCUGUGUAGAAGAUAACUAUACAAUCUAUUGCCUUCC
ipu-let-7g-1 | UGAGGUAGUAGUUUGUAUAGUUUGGGAUCACACCAGAUCUGGGAGAUAACUAUACAGCCUACUGUCUUUCU
ipu-let-7g-2 | UGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCC
ipu-let-7h UGAGGUAGUAAGUUGUGUUGUUGUUGGGGAUCAGUAUAGUAUGGCCCUUGAAGGAGAUAACUAUACAAUUUACUGCCUUCC
ipu-let-7i UGAGGUAGUAGUUUGUGCUGUUGGUUGGGAUGUGACAUUGCCCGUUAUGGAGAUGACUGCGCAAGCUACUCCCUUG
ipu-let-7j-1 UGAGGUAGUUGUUUGUACAGUUUUUAGGGUCUGUUAUUCUGCCCUGUUAAGGAGCUAACUGUACAGACUACUGCCUUGC
ipu-let-7j-2 | UUGUGUAUGGCUGUUUAUCCUUGCCUGUUCUGGGUUGAGGUAGUUGUUUGUACAGUU
ccr-let-7a UGUUUCGGGAUGAGGUAGUAGGUUGUAUAGUUUAGAGUUACAACAUGGGAGAUAACUGUACAGCCUCCUAGCUUUCCCCGA
ccr-let-7b AGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGUAGUGAUUUUGCCCCAUCAGGAGAUAACUAUACAACCUACUGCCUUCCC
Cyprinus
ﬁi,m cer-let-7g UGUGGGAUGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCCCACGGUAA
P UUUAGCCGUGUACUGGCUGAGGUAGUAGUUUGUGCUGUUGGUUGGGAUGUGACAUUGCCCGUUAUGGAGAUGACUGCGCAAGCUACU
cer-let-71 CCCUUGCCAGUGCUGGUUACACUCU
CUGCUCUGGGUUGAGGUAGUUGUUUGUACAGUUUUUAGGGUCUGUUAUUCUGCCCUGUUAAGGAGUUAACUGUACAGACUACUGCCU
cer-let-7j UGCCCAGGGU
pol-let-7a UGAGGUAGUAGGUUGUAUGGUUUGUGGGAUGGAGUAAAUCCUACUCAGGGGAUAACUAUACAACCUACUGCCUUCC
Paralichthys
olivaceus pol-let-7b | UGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGAUUUUACCCCAUCAGGAGCUAACUAUACAACCUACUGCCUUCC
pol-let-7d UGAGGUAGUUGGUUGUAUGGUUUCGCAUAAUAAACAGCACGGAGAUAACUGUACAACCUUCUAGCUUUCC
) AUGUGUGCAUCCGGGUUGAGGUAGUAGGUUGUAUGGUUUAGAAUUACACCCUGGGAGUUAACUGUACAACCUUCUAGCUUUCCUUGG
Hippoglossus hhi-let-7¢ AGUACACGU
hippoglossus . .
hhi-let-7j GGUCUGAGGUAGUUGUUUGUACAGUUUGAGGGUCUGUGAUUCUGCCCCAUACAGGAGCUAACUGUACAAGUGACUG
Salmo salar ssa-let-7a-1 | UGAGGUAGUAGGUUGUAUAGUUCAGAGUGACAUCACAGGAGAUAACUGUACAGCCUCCUAGCUUUCC




ssa-let-7a-2

UGAGGUAGUAGGUUGUAUAGUUGAGAAUUACACCCCGGGAGAUAACUGUACAGCCUCCUAGCUUUCC

ssa-let-7a-3 | UGAGGUAGUAGGUUGUAUAGUUUUAGGGUCAUACCCUUCCUGUCAGAUAACUAUACAACUUACUGUCUUUCC

ssa-let-7a-4 | UGAGGUAGUAGGUUGUAUAGUUUGUGGGAGGGAUUUAAUCCUAUUCAGGUGAUAACUAUACAGUCUAUUGCCUUCCU

ssa-let-7a-5 | UGAGGUAGUAGGUUGUAUAGUUUGUGAAGGGAUAGAAUCCUAUUCAGGUGAUAACUAUACAGUCUAUUGCCUUCCU

ssa-let-7b-1 | UGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUUAUUUUGCCCCAUCAGGAGUUAACUGUACAACCUACUGCCUUCCC

ssa-let-7b-2 | UGAGGUAGUAGGUUGUGUGGUUUCAGGGUUGUGAUUUUGCCCCAUCAGGAGUUAACUGUACAACCUACUGCCUUCCC

ssa-let-7c-1 | UGAGGUAGUAGGUUGUAUGGUUUAGAAUGACACCCUAGGAGUUAACUGUACAACCUUCUAGCUUUCC

ssa-let-7c-2 | UGAGGUAGUAGGUUGUAUGGUUUAGAAUGACACCCUGGGAGUUAACGGUACAACCUUCUAGCUUUCCU

ssa-let-7d-1 | UGAGGUAGUUGGUUGUAUGGUUUCACAUAAUAAACAGCCCGGAGAUAACUGUACAACCUUCUAGCUUUCC

ssa-let-7d-2 | UGAGGUAGUUGGUUGUAUGGUUUCGCAUAAUAAACAGUCCGGAGAUAACUGUACAACCUUCUAGCUUUCC

ssa-let-7e-1 | UGAGGUAGUAGAUUGAAUAGUUGUGGGGUAUAUGUCCUCCCUCUGACAUAACUAUACAAUCUACUGUCUUUCC

ssa-let-7e-2 | UGAGGUAGUAGAUUGAAUAGUUGUGGGGUAUAUGUCCUCCCUCUGAGAUAACUAUACAAUCUACUGUCUUUCC

ssa-let-7f UGAGGUAGUAGAUUGUAUUGUUGUGGGGUAGUGAUUUUACCCUGAUCAGAAGAUAACUAUACAAUCUAUUGCCUUCCC

ssa-let-7g-1 | UGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUGACUAUACAGUCUACUGUCUUUCC

ssa-let-7g-2 | UGAGGUAGUAGUUUGUAUAGUUUUAGGAUCACACCAGAUCUGGGAGAUAACUAUACAGUCUACUGUCUUUCC

ssa-let-7h UGAGGUAGUAAGUUGUGUUGUUGUUGGGGAUCAGGAUAGUGCGCCCCGUACGGGAGAUAACUAUACAACUUACUGCCUUCCU

ssa-let-7i-1 | UGAGGUAGUAGUUUGUGCUGUUGGUCGGGUUGUGACAUGGCCUGCUGUGGAGAUAACUGCGCAAACGACUACCUUGCC

ssa-let-7i-2 | UGAGGUAGUAGUUUGUGCUGUUGGUUGGGUUAUGACAUUUCCCGCUAUGGAGAUGACUGCGCAAGCUACUGCCUUGCC

ssa-let-7j UGAGGUAGUAGGUUGGAUAGUUUUAGGGUCACACCCACACUGGGAGAUAACUGUACAACCUACUGUCUUUCU

bfl-let-7a-1 | CUGAGGUGAGGUAGUAGGUUGUAUAGUUCAGAAGUACAACAUUGGAGAUGACUGUACAACCCGUUACCUUUUUUUGGGUCAU
Branchiostoma AGACACGGGUGCACCUGAGGUGAGGUAGUAGGUUGUAUAGUUGAGAAGUACAUCAUUGGAGAUAACUGUGCAACCUGCUAGCUCUCC

floridae bfl-let-7a-2 | UUGGGGCAUGCC
bfl-let-7b GUAUGACCCAAAAAAAGGUAACGGGUUGUACAGUCAUCUCCAAUGUUGUACUUCUGAACUAUACAACCUACUACCUCACCUC




Branchiostoma
belcheri

bbe-let-7a-1

CUGAGGUGAGGUAGUAGGUUGUAUAGUUGAGAAGUACAACAUUGGAGAUGACUGUACAACCCGUUACCUUUUUUCGGGUCAU

AGACAAGGGUGCGCCUGAGGUGAGGUAGUAGGUUGUAUAGUUGAGAAGUACAUCAUUGGAGAUAACUGUGCAACCUGCUAGCUCUCC

bbe-let-7a-2 | UUGGGGCAUGCC
hsa-let-7a-1 | UGGGAUGAGGUAGUAGGUUGUAUAGUUUUAGGGUCACACCCACCACUGGGAGAUAACUAUACAAUCUACUGUCUUUCCUA
hsa-let-7a-2 | AGGUUGAGGUAGUAGGUUGUAUAGUUUAGAAUUACAUCAAGGGAGAUAACUGUACAGCCUCCUAGCUUUCCU
hsa-let-7a-3 | GGGUGAGGUAGUAGGUUGUAUAGUUUGGGGCUCUGCCCUGCUAUGGGAUAACUAUACAAUCUACUGUCUUUCCU
hsa-let-7b | CGGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGCAGUGAUGUUGCCCCUCGGAAGAUAACUAUACAACCUACUGCCUUCCCUG
hsa-let-7¢ | GCAUCCGGGUUGAGGUAGUAGGUUGUAUGGUUUAGAGUUACACCCUGGGAGUUAACUGUACAACCUUCUAGCUUUCCUUGGAGC
Homo sapiens | hsalet-7d | CCUAGGAAGAGGUAGUAGGUUGCAUAGUUUUAGGGCAGGGAUUUUGCCCACAAGGAGGUAACUAUACGACCUGCUGCCUUUCUUAGG
hsa-let-7e | CCCGGGCUGAGGUAGGAGGUUGUAUAGUUGAGGAGGACACCCAAGGAGAUCACUAUACGGCCUCCUAGCUUUCCCCAGG
hsa-let-7f-1 | UCAGAGUGAGGUAGUAGAUUGUAUAGUUGUGGGGUAGUGAUUUUACCCUGUUCAGGAGAUAACUAUACAAUCUAUUGCCUUCCCUGA
hsa-let-7f-2 | UGUGGGAUGAGGUAGUAGAUUGUAUAGUUUUAGGGUCAUACCCCAUCUUGGAGAUAACUAUACAGUCUACUGUCUUUCCCACG
hsa-let-7g | AGGCUGAGGUAGUAGUUUGUACAGUUUGAGGGUCUAUGAUACCACCCGGUACAGGAGAUAACUGUACAGGCCACUGCCUUGCCA
hsa-let-7i | CUGGCUGAGGUAGUAGUUUGUGCUGUUGGUCGGGUUGUGACAUUGCCCGCUGUGGAGAUAACUGCGCAAGCUACUGCCUUGCUA
mmu-let-7a- | UUCACUGUGGGAUGAGGUAGUAGGUUGUAUAGUUUUAGGGUCACACCCACCACUGGGAGAUAACUAUACAAUCUACUGUCUUUCCUA
1 AGGUGAU
mmu-let-7a- | CUGCAUGUUCCCAGGUUGAGGUAGUAGGUUGUAUAGUUUAGAGUUACAUCAAGGGAGAUAACUGUACAGCCUCCUAGCUUUCCUUGG
2 GACUUGCAC
mmu-let-7b | GCAGGGUGAGGUAGUAGGUUGUGUGGUUUCAGGGCAGUGAUGUUGCCCCUCCGAAGAUAACUAUACAACCUACUGCCUUCCCUGA
mmu-let-7¢- | UGUGUGCAUCCGGGUUGAGGUAGUAGGUUGUAUGGUUUAGAGUUACACCCUGGGAGUUAACUGUACAACCUUCUAGCUUUCCUUGGA
" l 1 GCACACU
US MUSCUIS 1 mmu-let-7c- | ACGGCCUUUGGGGUGAGGUAGUAGGUUGUAUGGUUUUGGGCUCUGCCCCGCUCUGCGGUAACUAUACAAUCUACUGUCUUUCCUGAAG
2 UGGCCGC
CGCGCCCCCCGGGCUGAGGUAGGAGGUUGUAUAGUUGAGGAAGACACCCGAGGAGAUCACUAUACGGCCUCCUAGCUUUCCCCAGGCU
mmu-let-7¢ | GCGCC
mmu-let-7f- | AUCAGAGUGAGGUAGUAGAUUGUAUAGUUGUGGGGUAGUGAUUUUACCCUGUUUAGGAGAUAACUAUACAAUCUAUUGCCUUCCCUG
1 AG
mmu-let-7f-

2

UGUGGGAUGAGGUAGUAGAUUGUAUAGUUUUAGGGUCAUACCCCAUCUUGGAGAUAACUAUACAGUCUACUGUCUUUCCCACG




mmu-let-7g

CCAGGCUGAGGUAGUAGUUUGUACAGUUUGAGGGUCUAUGAUACCACCCGGUACAGGAGAUAACUGUACAGGCCACUGCCUUGCCAGG

mmu-let-7i | CUGGCUGAGGUAGUAGUUUGUGCUGUUGGUCGGGUUGUGACAUUGCCCGCUGUGGAGAUAACUGCGCAAGCUACUGCCUUGCUAG
AUUGGAGGCUAUUUCUGAUCAUGAUAAUUUCCUGAGGUAUUAGUUUGUGCUGUUAUAUGAAUCGAAUAAUAUCCCUUGCUCAGAUUA
mmu-let-7j | AAAGCCUGGAGUUAAAAAAAUCAAGUGCCUUGAAC
UAGCCACAGCCCUAACCCUAGCCUGAGGUAGGAGGUUGUGUGCAAGCUCACCACUAACCUAUAGUACACAGAGAGCCUUUAUCCCACA
mmu-let-7k | ACACAACACAAAACAAUACUUC

pma-let-7a-1

UGUGGGCUCCUGGGUUGAGGUAGUAGGUUGUAUAGUUUAAGGGGCAGACAUUCAUCUUCCCUUAUCGGAGAUAAGCUAUGCAGCCAA
CUGCCUUUCCCAGGGCUUCGC

pma-let-7a-2

UGAGUGCGCCCUGGGAUGAGGUAGUAGGUUGUAUAGUUUCAGGGUCACACCCAAACUGGGAGUUAACUGUACAAUCUACUCUCUUUCC
CAAGGCGGCACGCUG

pma-let-7a-3

GCGUGGGAUGAGGUAGUAGGUUGUAUAGUUUGGGGAGUGUGACCCCGUUCAGGAGAUAACUGUACAAUCUACUGUCUUGCCCAAGC

Petromyzon
marinus pma-let-7a-4 | GUUUUCGGGGUGAGGUAGUAGGUUGUAUAGUUUAGCAUUACACCUACGGAGAUAACUGUACAACCUUCUAGCUUUCCCCGCGGGC
GCAGGGUGAGGUAGUAGGUUUUGUAGUUCUGCGGGCAGAGAUUUUGCCCAGCGAGUGGAGAUGAACUAUAUAAUCUACUGCCUUGCC
pma-let-7b | CGGA
CCGGCUCGCGGGGUGAGGUAGUAGAUUGUAUGGUUUUAGGGUCACACCCUCGGUUGGGAGAUAACUAUGCAAUCUACUGUCUUUCCCG
pma-let-7c | CGGGUGCG
pma-let-7d | GGUGAGGUGAGGUAGUAGGUUGUAAAGUUGUAGGGUGUCAUUUGUUUACACCCGAUUUGGAGAUAACUGUACAACCUAUUGCCUUC
mz ZZ’; ZZ Z;l;r dme-let-7 | UCUGGCAAAUUGAGGUAGUAGGUUGUAUAGUAGUAAUUACACAUCAUACUAUACAAUGUGCUAGCUUUCUUUGCUUGA
Caenorhabditis | - | UACACUGUGGAUCCGGUGAGGUAGUAGGUUGUAUAGUUUGGAAUAUUACCACCGGUGAACUAUGCAAUUUUCUACCUUACCGGAGAC

elegans

AGAACUCUUCGA




Table S2 The phenotypic data of sampling fish in fast- and slow-growth groups of Megalobrama amblycephala

3-month old 6-month old 12-month old
Groups Body
length Body height Body weight Body length Body height Body weight Body length Body height Body weight
(cm) (cm) (2) (cm) (cm) (2 (cm) (cm) (g
9.3 3.6 15.2 12.2 4.9 41.7 13.0 52 48.6
Fast-growth
9.6 3.6 16.5 12.1 4.8 38.2 133 5.5 51.1
group
9.2 3.6 16.0 11.7 4.6 36.4 13.1 5.0 44.7
5.0 1.8 3.1 5.9 2.0 3.6 7.5 2.5 7.2
Slow-growth
53 1.8 3.6 6.5 2.2 4.8 7.5 2.6 7.7
group
5.1 1.8 2.9 6.4 23 5.4 8.2 3.0 10.6




