

[image: E:\manuscript\6 Accepted\ijms-199105\ijms-199105 proofdone\ijms-199105 supplementary\ijms-199105 supplementary\Figure S1.tif]
Figure S1. Enriched KEGG pathways of DA proteins involved in starch and sucrose metabolism. The identified DA proteins in this study were marked in red.
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Figure S2. Enriched KEGG pathways of DA proteins involved in glycolysis/glyconeogenesis. The identified DA proteins in this study were marked in red.
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Figure S3. Enriched KEGG pathways of DA proteins involved in citrate cycle (TCA cycle). The identified DA proteins in this study were marked in red.
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[bookmark: _GoBack]Figure S4. Enriched KEGG pathways of DA proteins involved in carbon fixation in photosynthetic organisms. The identified DA proteins in this study were marked in red.
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