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	Phenotype
	Source of Variation
	df
	SS
	MS
	F-value
	P-value

	State 3 respiration rate
	Treatment
	1
	16842.0092
	16842.0092
	2.75
	0.1021

	
	Genotype
	2
	264924.3832
	132462.1916
	21.63
	<.0001

	
	Age
	1
	230097.4087
	230097.4087
	37.57
	<.0001

	
	Treatment*Genotype
	2
	42649.1340
	21324.5670
	3.48
	0.0366

	
	Treatment*Age
	1
	18008.6176
	18008.6176
	2.94
	0.0912

	
	Genotype*Age
	2
	312995.0536
	156497.5268
	25.55
	<.0001

	
	Treatment*Genotype*Age
	2
	43712.2959
	21856.1479
	3.57
	0.0338

	
	Error
	65
	398106.718
	6124.719
	
	

	
	 
	 
	 
	 
	 
	 

	State 2 respiration rate
	Treatment
	1
	0.1371
	0.1371
	1.40
	0.2404

	
	Genotype
	2
	4.1526
	2.0763
	21.25
	<.0001

	
	Age
	1
	3.6535
	3.6535
	37.39
	<.0001

	
	Treatment*Genotype
	2
	0.3727
	0.1863
	1.91
	0.1567

	
	Treatment*Age
	1
	0.2902
	0.2902
	2.97
	0.0896

	
	Genotype*Age
	2
	3.7465
	1.8733
	19.17
	<.0001

	
	Treatment*Genotype*Age
	2
	0.4737
	0.2369
	2.42
	0.0965

	
	Error
	65
	6.3507
	0.0977
	
	

	
	 
	 
	 
	 
	 
	 

	State 4o respiration rate
	Treatment
	1
	0.0044
	0.0044
	0.02
	0.6478

	
	Genotype
	2
	4.6204
	2.3102
	10.36
	0.0001

	
	Age
	1
	1.5812
	1.5812
	7.09
	0.0098

	
	Treatment*Genotype
	2
	0.1950
	0.0975
	0.44
	0.6478

	
	Treatment*Age
	1
	0.0727
	0.0727
	0.33
	0.5701

	
	Genotype*Age
	2
	4.7113
	2.3557
	10.56
	0.0001

	
	Treatment*Genotype*Age
	2
	0.4049
	0.2024
	0.33
	0.5701

	
	Error
	63
	14.0488
	0.2230
	
	


State 2 and oligomycin-induced state 4 (state 4o) respiration data were log10 transformed to fulfill the assumption of normality
