
Figure S1 The predicted transmembrane domains of nine SlUGlcAE proteins 



Selecton Results

Legend:

The selection scale:

1 11 21 31 41
M P S L E E E L F P S T P G K F K D R N R H F H R C F A S T S N M F L W A L F L I A L T A S Y L C F
51 61 71 81 91
Q S F M D S G N R Y F T S T W G G H H W E R N V I N S A Q I R R S H G G M S V L V T G A A G F V G S
101 111 121 131 141
H V S L A L K K R G D G V V G I D N F N N Y Y D P S L K K A R K N L L T Q N S I F I V D G D I N D S
151 161 171 181 191
K L L V K L F D I A R F T H V M H L A A Q A G V R Y A M E N P G S Y I H S N I A G L V S L L E V C K
201 211 221 231 241
N S N P Q P A I V W A S S S S V Y G L N E K V P F S E S D R T D Q P A S L Y A A T K K A G E E I T H
251 261 271 281 291
T Y N H I Y G L S I T G L R F F T V Y G P W G R P D M A Y F S F T R N I L Q G K P I T V Y R G K N R
301 311 321 331 341
V D L A R D F T Y I D D V V K G C I G S L D T S G K S T G S G G K K R G P A P Y R I F N L G N T S P
351 361 371 381 391
V T V P M M V A M L E K H L K V K A K K N F V V M P G N G D V P F T H A N I S S A R K E F G Y K P T
401 411 421
T D L Q T G L K K F V K W Y L S Y Y G Y D Q G K L

 1  2  3  4  5  6  7 
Positive selection   Purifying selection

Figure S2 Selective pressure analyses of the other 8 SlUGlcAE proteins 
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Figure S3 Selective pressure in promoter regions of SlUGlcAE genes



Gene sample HSE MBS Skn-1_motif TGA-element HD-Zip 1 HD-Zip 2 TC-rich repeats circadian CAT-box TATC-box W box WUN-motif LTR TCA-element ELI-box3
SlUGlcAE1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0
SlUGlcAE1-like 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0
SlUGlcAE2-like 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0
SlUGlcAE3 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
SlUGlcAE3-like1 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0
SlUGlcAE3-like2 0 0 0 0 0 0 1 2 0 0 0 1 0 0 0
SlUGlcAE5 1 0 0 0 0 0 1 0 0 0 0 0 1 2 0
SlUGlcAE6 2 0 1 0 0 0 0 0 0 0 0 0 0 0 1
SlUGlcAE6-like 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0

Table S1 Kinds and numbers of cis-acting elements in the 0.5 kb upstream regions of 9 SlUGlcAE genes



Gene sample ABRE ARE HSE MBS TGA-element TGACG-motif CGTCA-motif TC-rich repeats circadian AuxRR-core GARE-motif LTR  TATC-box P-box ERE WUN-motif MRE TCA-element HD-Zip 1 HD-Zip 2 Skn-1_motif GCN4_motif O2-site as-2-box W box CAT-box GC-motif CCGTCC-box ELI-box3
SlUGlcAE1 2 1 1 1 1 2 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0
SlUGlcAE1-like 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 0 0 0 0 0
SlUGlcAE2-like 0 0 0 0 0 1 0 0 1 1 1 1 1 0 0 0 0 0 0 0 1 2 0 0 1 2 1 0 0
SlUGlcAE3 0 0 1 0 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
SlUGlcAE3-like1 0 0 0 0 0 0 0 1 2 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0
SlUGlcAE3-like2 0 0 2 1 0 0 0 2 2 0 0 0 0 0 1 1 0 0 0 0 0 0 0 1 1 0 0 1 0
SlUGlcAE5 0 0 1 0 0 0 0 3 2 0 0 1 0 0 1 0 1 2 0 0 0 0 0 0 0 0 0 0 0
SlUGlcAE6 0 2 2 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 2 1 0 0 1 0 0 0 1
SlUGlcAE6-like 0 0 2 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0

Table S2 Kinds and numbers of cis-acting elements in the 1.5 kb upstream regions of 9 SlUGlcAE genes
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