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Supplemental Table S1. PCR Primers. 
Target Forward Reverse 

MAP4K4-AS agagcccaagcctcactatgac tctgtcctgcttggctattct 

MAP4K4-cDNA atcaagcttatggcgaacgactctcccgcg atcgaattcccagctcagaagagaagtcct 

SRSF3-AS gtcccttggattgtaaggtt aaaagcttctccttcttggg 

SRSF3-cDNA atcgaattcatgcatcgtgattcctgtc atcgatatctttcctttcatttgacctag 

SRSF3(F30A) mutant acggaattggaacgggctgctggctactatggaccactc gagtggtccatagtagccagcagcccgttccaattccgt 

MAP4K4-minigene atcgaattccacgaccacaggaggccgcac atcaagcttctggtggaatttctctgtcc 

MAP4K4-minigene 

(E-mut) 
ctcaggacccatgtccacgttgccgcagtgaggggctca tgagcccctcactgcggcaacgtggacatgggtcctgag 

MAP4K4-minigene 

(I-mut) 
cagacagacgcgctgttgtctgtttatttaaacttactgt acagtaagtttaaataaacagacaacagcgcgtctgtctg 

SRSF3-minigene atcgatatcaacactatgtggctgccgtg atcgagctcctgctccggctgcgagagaag 

SRSF3-minigene 

(E-mut) 

ccggcagcctcacctcaccaatacaagcttgttgaaa 

cccaaaa 
ttttgggtttcttcttgcttgtattggtgaggtgaggctgccgg 

SRSF3-minigene 

(I-mut) 
acccaaaactagtaagttatacatgcttatacagtttact agtaaactgtataagcatgtataacttactagttttggt 

CMV tgggaggtctatataagcaga 

GAPDH cggagtcaacggatttggtcgtatg agccttctccatggtggtgaagac 

Supplemental Table S2. qPCR Primers. 
Target Forward Reverse 

PRDM16 gacattccaatcccaccaga cacctctgtatccgtcagca 

BMP2 ccaagagacatgtgaggatt ttagtggagttcaggtggtc 

BMP7 gaaaacagcagcagtgacca ggtggcgttcatgtaggagt 

UCP1 tacacggggacctacaatgct ggtcactggaagatatggc 

Cited1 cggggtcaccgcaaatgga ctcatccaccgggtcagaa 

Hoxa9 cagtgtatcatcaccaccacca gaggagaaccacaagcatagt 

Gapdh cggagtcaacggatttggtcgtatg agccttctccatggtggtgaagac 
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