Supplementary materials

Diet
@ B5/LS/LS+FW combined
A @i chow

Axis.2 [13%]

Axis.1[42.3%]

Figure S1. Microbiota composition of chow differs from the ED diets. Permutation tests were used to
calculate statistical differences in microbiome composition and group distances were visualized
between chow and all of the ED diets.
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Figure S2. All of the ED diets reduced species evenness in all of the gut compartments. 165 rRNA
gene sequencing analysis was performed on the luminal and mucosal contents of both the ileum and
colon, and was used to calculate the Pielou evenness index. Data are presented as mean + SD, * p <
0.05 or ** p<0.01 or *** p <0.001 compared to chow.



