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S1. Alignment of TRPM6 with TRPM7. The TRPM6 and TRPM7 amino acid sequences alignment. The
alignment was performed according to TRPM7 part which has been assigned to structure by CryoEM. (A)
The hydrophobic and (B) the polar character of TRPM6/TRPM7 alignments. Specific TRPM6np binding
epitope aligned with TRPM?7 region is labelled in yellow frame. TRPM6 sequence corresponds to human;
TRPM7 sequence corresponds to part of CryoEM assigned structure (PDB: 5ZX5).



