Table S1. Primers designed for map-based cloning and mutants genotyping
	Name
	Forward (5’-3’)
	Reverse (5’-3’)

	For Map-based cloning

	M152.3
	GATCAGGGCAGAGGCAACTAGGG
	ATGAACACCACGCACTCAACTTTT

	M177.4
	AAAGGACGAATGCGGCATCAAG
	GGGGCAGGACGATTGGTAGTAAG

	M198.9
	TCTCGGGATTTTTCTTGGTCTGG
	TGGTTTATCGTGGAGAGAGAGGC

	M205.6
	GGTATGGGCAAAGACTACATCAAAC
	AGGACATGGTATCTTTGACCCTTAT

	M217.4
	AGAAATGGACCATTGTAAGGCTATG
	CTTTCCGCTTAAGTGTTGCTTTA

	M219.40
	GGCCAGGTGGTAGATAAGAACATA
	GCCAGCTTGACAGGGATAGTTTT

	M219.69
	GACAACAGGAACACTCAGATTTGGT
	ACACAGGATTTGGATAAGTTTAGCC

	M220.17
	ACTGGGAGTCAAGTGGAA
	AGTGGTGGGATAGTGGTT

	M220.96
	TAATCTGGGCGCAAACGCAGGAACT
	GCCGACGCCAAGACATACCCTA

	M221.5
	AGATCGATGTGCATTCCAAAAGA
	CCAAAAAACGGTAGCTTTTGATC

	M230.5
	AGTACAAGCAGAGTGCATCTTTAGA
	TTTTGTTGCATAAACCTCGCTGGT

	For mutants genotyping

	RAD51C1-seq
	CTGGTGACCTCAATGACAT
	CAGAAGAGGACTTCTCATGG

	RAD51C2-seq
	CAAATCCCAGTGGAATGTG
	CAGAAGAGGACTTCTCATGG

	RAD51C2-RT
	[bookmark: _GoBack]ACTGCCTGATGCACAGCACT
	GCTCTCTGAGGAACTTCTCC



