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	Defined population
	N
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	Nh
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	China
	23
	4
	5
	0.514
	0.00092

	Vietnam-Laos
	4
	2
	3
	0.833
	0.00130

	South Korea
	2
	0
	1
	0.000
	0.00000

	Japan
	58
	2
	2
	0.499
	0.00111

	N group
	61
	2
	2
	0.505
	0.00112

	S group
	26
	6
	7
	0.572
	0.00102

	All
	87
	7
	8
	0.713
	0.00164


N Number of sequences, S number of segregating sites, Nh number of haplotypes, Hd haplotype diversity, π nucleotide diversity
