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Figure S1. Molecular network of the 131 extracts from fungal endophytes. Relative quantification of
each ion within the extracts are represented as a XIC area-dependent pie-chart drawing.
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Figure S2. Dereplication process and MS/MS fragmentation spectra of nodes belongings to the clusters

composed by ions from the four active fungal extracts
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Figure S3. Molecular network of the 66 extracts from bacterial endophytes. Relative quantification of
each ion within the extracts are represented as a XIC area-dependent pie chart drawing.
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Figure S4. Dereplication process of nodes belongings to the clusters composed by ions from the
Luteibacter sp. extract.
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Figure S5. Dereplication process of nodes belongings to the clusters composed by ions from the
Bacillus sp. extract (left). Relative quantification of those clusters depending on the bacterial genus
(right).
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Figure S6.'H NMR spectrum of (R)-2-hydroxy-13-methyltetradecanoic acid (1) in CDsOD
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Figure S7.3C NMR spectrum of (R)-2-hydroxy-13-methyltetradecanoic acid (1) in CDsOD
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Figure S8. MS spectrum of (R)-2-hydroxy-13-methyltetradecanoic acid (1)
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Figure S9.'H NMR spectrum of (R)-3-hydroxy-14-methyl-pentadecanoic acid (2)
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Figure 510.3C NMR spectrum of (R)-3-hydroxy-14-methyl-pentadecanoic acid (2)
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Figure S11. MS spectrum of (R)-3-hydroxy-14-methyl-pentadecanoic acid (2)
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Figure S12.'"H NMR spectrum of (S)-B-hydroxypalmitic acid (3)
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Figure §13.°C NMR spectrum of (S)-f -hydroxypalmitic acid (3)
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Figure S14. MS spectrum of (S)-B-hydroxypalmitic acid (3)
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Figure S15.'"H NMR spectrum of (R)-3-hydroxy-15-methylhexadecanoic acid (4) in CDsOD
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Figure S17. MS spectrum of (R)-3-hydroxy-15-methylhexadecanoic acid (4)
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Figure S18.'H NMR spectrum of (R)-3-hydroxy-13-methyltetradecanoic acid (5) in CDsOD
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Figure 520. MS spectrum of (R)-3-hydroxy-13-methyltetradecanoic acid (5)
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Figure 521.'"H NMR spectrum of 13-methyltetradecanoic acid (6) in CDsOD
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Figure $22.7°C NMR spectrum of 13-methyltetradecanoic acid (6) in CDsOD
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Figure 523. MS spectrum of 13-methyltetradecanoic acid (6)
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Figure 524.'H NMR spectrum of 9Z-hexadecenoic acid (7) in CDsOD
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Figure 525.3C NMR spectrum of 9Z-hexadecenoic acid (7) in CDs:OD
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Figure S26. MS spectrum of 9Z-hexadecenoic acid (7)
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Figure 527.'H NMR spectrum of 15-methyl-9Z-hexadecenoic acid (8) in CDsOD
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Figure S30. Fragmentation of 9Z-hexadecenoic acid (7)
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Table S1. Identification of endophytic microorganisms associated with Astrocaryum sciophilum and
biological activities of their respective EtOAc extracts: antibacterial on methicillin-resistant S. aureus
(MIC in pg/ml) and cytotoxicity on MRC-5 cells (viability percentage at the concentration of 10 pg/ml)

BI
Closest species in NCBI NC . MRSA Selectivity
ID codes (accession number) accession (ug/ml) MRC-5 index
number He
BSNB-0575 | Fusarium sp. (EF687915) MK?279517 32 202+1.5 0.63
BSNB-0651 | Fusarium sp. (EF687946) MK?279518 32 23.9+3.0 0.75
Fusarium decemcellular MK?279519
BSNB- 1 14.8 £3.7 92
SNB-0303 (MHS57667) 6 8+3 0.9
BSNB-0721 | Luteibacter sp. (JQ723723) MK279522 64 102.4 £4.5 1.60
K279521
BSNB-0730 | Bacillus subtilis (CP029461) MK2795 64 106.5 + 3.5 1.66
Akanthomyces attenuatus MK279520
BSNB-0732 < .0+0.1 >0.62
SNB-073 (MHS72738) 8 50+0 0.6

Positive Control: Vancomycin against MRSA (MIC =1 ug/ml) and Docetaxel against MRC-5 cells (ICso
=5x101M, 0 % viability at 10 pg/ml )

Table S2. Antibacterial activity of AcOEt extract of Luteibacter sp. and its fractions on MRSA
(Minimum Inhibitory Concentration in pig/mL)

ID codes Fractions MRSA (ug/mL)

Crude extract 64

F1 > 256

F2 > 256

F3 > 256
BSNB-0721 F4 128
F5 256
F6 32
F7 256

F8 > 256

Positive control: Vancomycin (MIC =1 ug/mL)



