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Supplementary Table 

Table S1. Genes and primers used for RT-qPCR analysis. 

No. Gene ID Forward Primer (5'-3') Reverse Primer (5'-3') References E* 

1 CSD1 At1g08830 AGACCCTGATGACCTCGGAAA GCCACACACCAGAAGATACAC [1] 1.8 

2 CAT2 At4g35090 AACTCCGCCTGCTGTCTG ATAGGGCATCAATCCATC [2] 1.9 

3 ACTIN2 At3g18780 GCACCACCTGAAAGGAAGTACA CGATTCCTGGACCTGCCTCATC [3] 1.9 

4 GmNAC019 Glyma04g38990.1 CGAACGTGTTCAATGTGTCTCT CCACTCACGCTGGCATTA [4] 1.8 

*As calculated by LinRegPCR software. 
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