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Figure S1: Sequence and characteristics of conserved motifs identified in G. hirsutum, G. raimondii, and G. arboretum.
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Figure S2: Putative cis-regulatory elements in the promoter of G. hirsutum HDACs. 




Figure S3: Gene expression pattern of G. hirsutum HDACs at different times of cotyledon and root development. The illumine reads of RNA-seq data were retrieved from the NCBI SRA database. The color scale on the bottom of heat map indicates the FPKM-normalized log2 transformed counts.
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