Supplementary Table S1 Male CCR carriers with evaluated reproductive status, according to the literature data published so far.

azoo – azoospermia, crypto – cryptozoospermia, necro – necrozoospermia, O – oligozoospermia, OA – oligoasthenozoospermia, OAT – oligoasthenoteratozoospermia, OATLN – oligoasthenoteratoleucocytonecrozoospermia, A – asthenozoospermia, AT – asthenoteratozoospermia, N – normozoospermia, NA – non available (not evaluated), RA – recurrent abortion, MCA – multiple congenital abnormalities, ICSI – intracytoplasmic sperm injection, RCT – reciprocal chromosome translocation, mat – inherited maternally, pat – inherited paternally, FISH – fluorescent in situ hybridization

	No.
	Karyotype
	inheritance
	type of CCR
	methods
	Seminology
	reproductive history
	reference

	1
	47,XXY,t(1;3;5)(p22;q29;q22) [Klinefelter syndrome]
	mat
	-
	classic banding
	azoo
	infertility
	[1]

	2
	46,XY,der(1)(1pter->1q31.3::9q13->9qter),der(3)
(9pter->9p21.3::3p14->3q12::14q13->14qter),der(9)
(3pter->3p24::3q24->3q12::3p24->3p14::9p21.3->
9q13::1q31.1->1qter),der(14)(14pter->14q13::3q24->3qter)
	-
	II
	classic banding, FISH
	azoo
	infertility
	[2]

	3
	46,XY,der(1)(9qter?9q22::1p32?1qter),der(4)(1pter?
1p32::13q32?13q14::4p14?4qter),der(9)(9pter?9q22::4p14?
4pter),der(13)(13pter?13q14::13q32?13qter)
	-
	II
	classic banding, FISH
	azoo
	infertility
	[3]

	4
	46,XY,der(1)(5qter->5q14.3::15q21->15q26::1p13->1qter),
der(5)(5pter->5q14.3::1p13->1pter),
der(15)(pter->q21::q26->qter)
	-
	II
	classic banding, FISH
	azoo
	infertility
	[4]

	5
	46,XY,t(1;10)(q43q44;q21q26.1),
ins(14;4)(q31.3;q23q33)
	-
	II
	classic banding, FISH
	azoo
	infertility
	[5]

	6
	46,XY,t(2;19;22)(q11.2;p13.2;p11.2)
	-
	I
	classic banding, FISH
	azoo
	infertility
	[3]

	7
	46,XY,der(3)(3pter->3p23::3q25.3->3p11.1::6q27->6qter),
der(6)(6pter->6q27::16q24->16qter),der(12)(12pter->
12q24.3::3q25.3->3qter),der(16)(16pter->16q24::3p11.1-> 3p23::12q24.3->12qter)
	-
	II
	classic banding, FISH
	azoo
	infertility
	[3]

	8
	46,XY,t(3;16;8)(p26;q13;q21.2)
	de novo
	I
	classic banding
	azoo
	infertility
	[6]

	9
	46,XY,t(5;1;10;12)(5qter->5p13::12q24->12qter;1pter-> 1q42::5p13->5pter;10pter->10q24::1q42->1qter;
12pter->12q24::10q24->10qter)
	de novo
	I
	classic banding
	azoo
	infertility
	[7]

	10
	46,XY,t(5;7;9;13)(q11;p11;p15;q12;p12)
	-
	I
	classic banding, FISH
	azoo
	infertility
	[8]

	11
	46,XY,t(9;13;14)(p22;q21.2;p13)
	-
	I
	classic banding
	azoo
	infertility
	[9]

	12
	46,XY,t(9;13;21)(p22;q22;p11)
	-
	I
	classic banding
	azoo
	infertility
	[10]

	13
	46,XY,der(11)(11pter->11q22),der(12)(12pter->12q13:
:11q22->11qter),der(21)(21qter->21p11:12q13->12qter)
	-
	I
	classic banding
	azoo
	infertility
	[11]

	14
	46,XY,inv(12)(p13.31q23.2),ins(7;12)(p21.3;q23.2q12)
	-
	II
	classic banding, FISH
	azoo
	Infertility; 5 sisters and4 brothers - nonkaryotyped
	[12]

	15
	46,Xder(Y)(Ypter->Yq11.23::12q21.2->12qter),der(12)
(12pter->12p11.2::12q21.2->12p11.2::15q13->15qter),
der(15)(15pter->15q13::Yq11.23->Yqter)
	de novo
	I
	classic banding, FISH
	azoo
	infertility
	[13]

	16
	46,XY.ish t(1;4)(q42;q32),ins(1;11)(q41;q23q24),
ins(4;11)(q23;q14q23)
	de novo
	II
	classic banding, FISH
	azoo/crypto
	ICSI: balanced CCR daughter
	[14]

	17
	46,XY,der(3)(14pter::3q10?3qter),
der(14)(3pter?3p11.1::14q21?14p11::14q21?14qter)
	-
	II
	classic banding, FISH
	crypto/necro
	infertility (Sertoli cells only; BUT immotile sperm after centrifugation
	[3]

	18
	46,XY,der(7)t(7;13)(p14;q21),der(9)t(9;13)(p11.2;p21),
der(13)t(7;13)(q14;q21)t(9;13)(9p11.2;p21)
	de novo
	II
	classic banding, FISH
	crypto
	infertility
	[15]

	19
	46,XY,der(1)(1qter->1p13.3::9q22.1->9qter),
der(6)(6pter->6q15::?1p13.3->?1p31.2::14q31->14qter), der(9)(9pter->9q22.1::6q15->6qter),
der(14)(14pter->14q31::1p31.2->1pter)
	-
	II
	classic banding, FISH
	O
	infertility
	[16]

	20
	46,XY,der(2)(2qter->2p25.1::13q13->13q22::18q12.3-> 18qter),der(13)(13pter->13q13::2p25->2pter),
der(18)(18pter->18q12.3::13q22->13qter)
	de novo
	II
	classic banding, FISH
	O
	RA
	[17]

	21
	46,XY,t(5;13;14)(q23;q21;q31)(5pter->5q23::14q31-> 14qter;13pter->13q21::5q23->5qter;
14pter->14q31::13q21->13qter)
	-
	I
	classic banding, FISH
	O
	RA
	[18]

	22
	46,XY,der(1)(3qter->3q12::1p32->1q42::3p13->3pter),
der(3)(1pter->1p32::3p13->3q12::13q14.1->13qter),
der(13)(13pter->13q14.1::1q42->1qter)
	mat
	II
	classic banding, FISH
	OA
	infertility
	[19]

	23
	46,XY,t(1;19;13)(1qter->1p31::13q31->13qter;19pter->19q13.2::1p31->1pter;13pter->13q31::19q13.2->19qter)
	mat
	I
	classic banding, FISH
	OA
	infertility; ICSI: balanced CCR male fetus
	[20]

	24
	46,XY,t(3;4)(p21;q21),t(12;14)(q14;q31)
	-
	III
	classic banding
	OA
	infertility
	[21]

	25
	44,X,der(Y),t(Y;15)(q12;q10)pat,
rob(13;14)(q10;q10)mat
	pat/mat
	III
	classic banding
	OA
	fertile - 1 daughter 46,XX
	[22]

	26
	46,XY,der(1)(1qter->1p35.1::10q26.13->10qter),
der(2)(2pter->2q21.3::1p35.1->1pter),
der(10)(10pter->10q11.23::10q24.33->10q26.13:
:10q24.33->10q11.23::2q21.3->2qter)
	-
	II
	classic banding, FISH
	OAT
	infertility
	[23]

	27
	46,XY,t(1;22;4)(p22.3;q11.1;q31.1)
	-
	I
	classic banding
	OAT
	infertility
	[24]

	28
	46,XY,t(2;7;4)(q31;q34;q33)
	-
	I
	classic banding, FISH
	OAT
	infertility
	[3]

	29
	46,XY,t(6;10;11)(q25.1;q24.3;q23.1)
	mat
	I
	classic banding, FISH
	OAT
	infertility
	[25]

	30
	46,XY,der(9)t(9;12)(q32;p13),
der(12)(14qter->14q32::12p13->12q13::9q32->9qter), der(14)t(12;14)(q13;q32.2)/46,XY
	de novo
	II
	classic banding, FISH
	OAT
	2 children, secondary infertility
	[26]

	31
	44,XY,der(13;14)(q10;q10),der(21;22)(q10;q10)
	-
	III
	classic banding, FISH
	OAT
	infertility
	[27]

	32
	46,XY,der(13)(t(13;18)(q22;q21.2)
ins(13;14)(q22;q24q32.1),del(14)(q24q32.1),
der(16)t(16;13)(p12.3;q22),der(16;18)(p12.3;q21.2)
	de novo
	IV
	classic banding, FISH
	OAT
	infertility; infertile twin brother - CCR carrier; 2 fertile brothers - non-karyotyped
	[28]

	33
	46,XY,der(2)(12pter->12p13.1::2p12.1->2qter), der(4)ins(4;2)(p15.1;p23.3-p13.3),
der(12)(2pter->2p24::12p12.3->12qter)/46,XY
	de novo
	II
	classic banding, FISH
	OATLN
	1 child
	[26]

	34
	46,XY,t(1;8;2)(q42;p21;p15)
	-
	I
	classic banding, FISH
	A
	infertility
	[29]

	35
	46,XY,t(9;12;13)(q22;q22;q32)
	pat
	I
	classic banding
	AT
	MCA
	[30]

	36
	46,XY,del(1)(q24.3;q31.1),der(3)(4qter->4q12::1q24.3-> 1q31.1::3p26.2)->3qter),der(4)t(3;4)(p26.2;q12)
	-
	IV
	classic banding, FISH
	N
	1 abortion (abnormal)
	[31]

	37
	46,XY.t(1;3;6),der(1)(6pter->6p21.2::1p21.1->1qter),
der(3)(3pter->3q22.1::1p22.1->1pter),
der(6)(3qter->3q22.1::1p22.1->1p21.1::6p21.2->6qter)
	mat
	II
	classic banding, FISH
	N
	Infertility; 1 brother CCR, 1 sister CCR, mother CCR, aunt CCR
	[32]

	38
	46,XY,t(1;16)(q21;p11.2),t(8;9)(q24.3;p24)
	de novo/ mat
	III
	classic banding
	N
	infertility; fertil ebrother with t(8;9); fertile cousin with t(8;9)
	[33]

	39
	46,XY,t(2;4;9)(p13;q25;p12)
	-
	I
	classic banding
	N
	2x RA; 1 healthy son 46,XY
	[34]

	40
	46,XY,t(2;4;14)(q21.1;p15.2;q22)
	-
	I
	classic banding
	N
	6x RA
	[35]

	41
	46,XY,t(3;6)(p24;p21.2),inv(8)(p11;2q21.2
	de novo
	II
	classic banding
	N
	3x RA
	[36]

	42
	46,XY,t(4;7;15)(q24;q22;q24)
	de novo
	I
	classic banding
	N
	NA
	[37]

	43
	46,XY,t(5;11)(p13;q23.2),t(7;14)(q11;q24.1)
	-
	III
	classic banding
	N
	4x RA, 1 daughter with cri-du-chat, 1 son with RCT t(7;14)
	[38]

	44
	46,XY,der(16)(16pter->16q12::13q14.2->13q14.1:
:5q13->5qter),der(5)(5pter->5q11.2::13q14.2->13qter),
der(13)(13pter->q14.1::16q12->qter)
	de novo
	II
	classic banding, FISH
	N
	RA
	[39]

	45
	46,XY,t(1;4;2)(p31.1;q31.3;q24.3)
	-
	I
	classic banding, FISH
	NA
	1 healthy child (nonkaryotyped); 2x RA; 1x aborted fetus (abnormal)
	[40]

	46
	46,XY,t(1;8)(p31;q21.1),t(8;9)(p23.1;q34)
	-
	III
	classic banding, FISH
	NA
	1 miscarriage; 2 non-karyotyped sons; 1 CCR son and 1 CCR daughter
	[41]

	47
	46,XY,t(1;12)(p22.1;q22),ins(7;1)(q11.2;q32q42.1)
	-
	III
	classic banding
	NA
	MCA
	[42]

	48
	46,XY,t(2;3;18)(3pter->3p24::2p22->2qter;18qter->18q23: :2p2?4->2p22::3p24->3qter;18pter->18q23::2p2?4->2pter)
	-
	IV
	classic banding, FISH
	NA
	2x RA: 1st - CCRpat; 2nd - RCT t(2;18)pat
	[43]

	49
	46,XY,der(2)(2pter->2q37.2::6p22.2-> 6p22.2::6p22.1> 6p12.3::2q37.2->2qter),der(6)(6pter->6p22.2::18q21.32-> 18q21.32::6p12.3->6qter),der(18)(18pter->18q21.32: :6p22.2->6p21.1::6p12.3->6p12.3::18q21.32->18qter)
	pat
	III
	classic banding, FISH
	NA
	MCA in unbalanced CCR son; CCR carriers in family
	[44]

	50
	46,t(2;11;22)(q13;q23;q11.22)
	mat
	I
	classic banding
	NA
	fertile: 3x RA, 1 healthy son 46,XY, 1 daughter with unbalanced karotype
	[45, 46]

	51
	46,XY,t(3;4;6)(3pter->3q13::6q13->6qter)(4pter->4q33:
:3q25->3qter)(6qter->6p13::3q12->3q25::4q33->4qter)
	-
	IV
	classic banding
	NA
	RA, MA balanced
	[47]

	52
	46,XY,t(3;7;9)(q23;q22;q22)
	-
	I
	classic banding, FISH
	NA
	8x RA, 1 healthy child
	[48]

	53
	46,XY,t(3;9)(p11;p23),ins(8;9)(q23;p23)
	-
	II
	classic banding, FISH
	NA
	6x RA; 2 daughters with: t(3;9)(p11;p23) or del(9)(p22->ter),ins(8;9)(q23;p23)
	[49]

	54
	46,XY,t(3;9)(q10;p10),der(14;15)(q10;q10)
	-
	III
	classic banding, FISH
	NA
	NA
	[50]

	55
	46,XY,der(4)(4pter->4q27::10q11.2->10qter),der(10)
(10pter->10q11.2::14q24.1->14q13::4q28->4qter),
der(14)(14pter->14q13::4q28->4q27::14q24.1->14qter)
	de novo
	III/IV
	classic banding, FISH
	NA
	1 unbalaced son with t(4;10),+ins(10); 1 healthy son
	[51]

	56
	46,XY,t(5;13;8)(q21.2;q14.3;q24.3)
	-
	I
	classic banding, FISH
	NA
	>2x RA
	[52]

	57
	46,XY,t(5;13;16)(q35.1;q12.1;q32.1)
	mat
	I
	classic banding, FISH
	NA
	2x RA; 1 daughter der(13)
	[50]

	58
	46,XY,t(6;7;10)(q16.2;q34;q26.1)
	de novo
	I
	classic banding, FISH
	NA
	1 daughter with CCR; 1 son der(10); 2 stillbirths; 1x RA
	[53, 54]

	59
	46,XY,t(6;7;18;21)(6pter->6q22::6q25->6qter;7pter->7q21.3 ::21q21.3->21qter;7qter->7q32.1::18p11.21-> 18q21.3: :7q31.3->7q32.1::6q22->6q25::18q21.3->18qter;21pter-> 21q21.3::7q21.3->7q31.3::18p11.21->18pter)
	de novo
	IV
	classic banding, FISH
	NA
	3 sons with unbalanced CCRs/RCTs: t(6;7;18), t(7;21), t(6;7;18)
	[55]

	60
	46,XY,t(6;10;13)(p23;q11;q14)
	-
	I
	classic banding
	NA
	MCA
	[56]

	61
	46,XY,t(6;15)(q16;q21),ins(3;6)(q12;q14q16)
	familial
	III
	classic banding, FISH
	NA
	MCA
	[57]

	62
	46,XY,t(7;9)(q22;p24),ins(8;7)(q21,2;q22q32)
	de novo
	III
	classic banding, FISH
	NA
	6x RA; 2 abnormal infants perinatally died 
	[58]

	63
	46,XY,t(9;10;18)(p24;q24;q21)
	de novo
	IV
	classic banding
	NA
	MCA
	[59]

	64
	46,XY,t(14;15)(q24.1;q24),t(14';21)(q13;q22.1)
	-
	II/III
	classic banding, FISH
	NA
	1 miscarriage; 1 daughter MCA; 1 son CCR (other than father's)
	[60]
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