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Figure S1. MYC binding region peptide docking results contact mapping.
Figure 3C.
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Figure S2. MBD2 binding region peptide docking results contact mapping. This figure supplements

Figure 6C.
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Figure S3. p66a binding region peptide docking results contact mapping. This figure supplements

Figure 6D.
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Figure S4. APC-focused MBD2 binding region peptide docking results contact mapping. This figure

supplements Figure 7E.
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Figure S5. APC-focused p66a binding region peptide docking results contact mapping. This figure

supplements Figure 7F.
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Figure S6. APC-focused docking score comparison between APC contact residue mapping results
and other peptide docking best 10 results (MBD2; 4 peptides, p66a; 5 peptides) without APC (wo
APC). This figure supplements Figure 7EF. *: p-value < 0.001.
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