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Table 1. Frequency distribution of SNP rs311103 genotypes among maternal subgroups. 

 Maternal groups 

Maternal 

Genotype 

PE mothers of 

males 

% (n=51) 

Control mothers of 

males  

% (n=77) 

PE mothers of 

females  

% (n=54) 

Control mothers of 

females  

% (n=59) 

GG 41.2 (21) 36.4 (28) 40.8 (22) 40.7 (24) 

GC 51.0 (26) 42.8 (33) 37.0 (20) 40.7 (24) 

CC 7.8 (4) 20.8 (16) 22.2 (12) 18.6 (11) 

PE-preeclampsia 

 

Table S2. Frequency distribution of SNP sr311103 genotypes among fetal subgroups. 

Fetal 

genotype 

Males of PE 

mothers 

% (n=51)  

Males of control 

mothers 

% (n=77)  

Females of PE 

mothers 

% (n=54) 

Females of control 

mothers 

% (n=59) 

GG 31.4 (16) 29.9 (23) 40.8 (22) 30.5 (18) 

GC 49.0 (25) 46.7 (36) 37.0 (20) 49.2 (29) 

CC 19.6 (10) 23.4 (18) 22.2 (12) 20.3 (12) 

PE-preeclampsia 

 

Table S3. Male fetus genotype versus mother genotype. 

 PE mother genotype Control mother genotype 

Male genotype CC GC GG CC GC GG 

CC 3 7 0 11 7 0 

GC 1 13 11 5 19 12 

GG 0 6 10 0 7 16 

PE-preeclampsia 

 

Table S4. Female fetus genotype versus mother genotype. 

 PE mother genotype Control mother genotype 

Female genotype CC GC GG CC GC GG 

CC 8 4 0 5 7 0 

GC 4 7 9 6 13 10 

GG 0 9 13 0 4 14 

PE-preeclampsia 


