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Figure S1. Evaluation of apoptosis in MCF-7 and MCF-7 LTED cells. (a) Terminal deoxynucleotidyk 
transferase-mediated dUTP nick end labeling (TUNEL) staining in MCF-7 and LTED cells in 
serum-free medium for 48h. DAPI was used for nuclear staining; (b) Immunoblot analysis of PARP 
and cleaved-PARP protein levels from total MCF-7 and LTED cellular extracts. β-Actin was used as a 
control for equal loading and transfer. The histograms represent the mean ± SD of three separate 
experiments in which band intensities were evaluated in terms of optical density arbitrary units (OD) 
and expressed as fold over MCF-7 cells. n.s., nonsignificant. 



 

Table S1. Oligonucleotide primers used in this study. 

Gene Symbol Gene Name Primer Sequences 

RAB3D Member RAS oncogene family RAB3D For 5′- TCAAGACCGTCTACCGCCAT -3′ 
Rev 5′- CTTGATTTGCGTGGCCCAGTC -3′ 

RAB5A Member RAS oncogene family RAB5A 
For 5′- CTAGTCGAGGCGCAACAAGA -3′ 
Rev 5′- GGGTTAGAAAAGCAGCCCCA -3′ 

RAB5B Member RAS oncogene family RAB5B For 5′- CGGAGCCCCAGGAGTGTT -3′ 
Rev 5′- CACTGCAGATTCTCCCAGCA -3′ 

RAB6A Member RAS oncogene family RAB6A 
For 5′- GCCCGTGCAAATGTATCTGTG -3′ 
Rev 5′- GACCCGCAGTATCCCACAG -3′ 

RAB7A Member RAS oncogene family RAB7A 
For 5′- CCTCGAAAACAGACAAGTGGC -3′ 

Rev 5′- ATTCCGTGCAATCGTCTGGA -3′ 

RAB11A Member RAS oncogene family RAB11A 
For 5′- ACGTCATCTCAGGGCAGTTC-3′ 

Rev 5′- GAGAAACAATGCGGTAAATCTCTGT -3′ 

RAB12 Member RAS oncogene family RAB12 
For 5′- TCATCATTATCGGCTCCCGC -3′ 

Rev 5′- TTGAAGTCAACACCCACGGT -3′ 

RAB14 Member RAS oncogene family RAB14 
For 5′- ACCATGGCAACTGCACCATA -3′ 
Rev 5′- TCCTACTCCCATGTCCCCAAT -3′ 

RAB18 Member RAS oncogene family RAB18 
For 5′- ACTTGCAGCAACAATAGGTGT -3′ 
Rev 5′- TAACACCCTGTGCACCTCTA -3′ 

RAB21A Member RAS oncogene family RAB21A 
For 5′- AACGACAAGCACATCACCAC -3′ 
Rev 5′- TCTTGACCTGCCGTATCCCAT -3′ 

RAB22A Member RAS oncogene family RAB22A 
For 5′- TCAACCCAACAATAGGGGCA -3′ 
Rev 5′- ATTATAGCTGCAGCCGACCC -3′ 

RAB23 Member RAS oncogene family RAB23 
For 5′- TCCCGGGTTGTGCCTTACT -3′ 

Rev 5′- TCTTCCCTCTCAAATCGCTGGG-3′ 

RAB24 Member RAS oncogene family RAB24 
For 5′- GAGATCGGGGTTTGCCTCCC -3′ 

Rev 5′- CGGCCCCGATGGTGTTCT -3′ 

RAB27B Member RAS oncogene family RAB27B 
For 5′- ATAAGTAGCTGTCCCCGTGC -3′ 
Rev 5′- GATGGTCTTGGTCGGTCAGC -3′ 

RAB32 Member RAS oncogene family RAB32 
For 5′- CATCGCGGGGCAGGAG -3′ 

Rev 5′- AGAGGACAGCAGGGATAGGG -3′ 

 


