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Figure S1. SOX9 gene expression in 3 biopsies from grade II (G2) chondrosarcoma were analysed and 
compared to 3 not tumorous cartilage tissue samples. 

 
Figure S2. Summary of the TMA analysis. Dedifferentiated and highly differentiated areas of the 
chondrosarcoma tissue were evaluated for SOX9 reactivity. Each tumor sample was spotted as triplet 
on the TMA. 



 

 

Figure S3. Generation of SOX9 knockdown and knockout clones in HTB94 cells. (A) SOX9 knockdown 
after siRNA transfection leads to a 80–90% reduction of gene expression. (B) Alignment of the DNA 
sequences of SOX9 knockout clones with the wild type (WT) sequence. Guide RNA (gRNA) targeting 
sites are highlighted in yellow, PAM sequence in light blue and inserted nucleotides in red. Deleted 
parts are marked as low line. (C) Morphological appearance of the SOX9 knockout clones which are 
of single-cell derived origin (magnification 10×). Results are means ± SD; *** p ≤ 0.001. 


