.,"
&
5
A

Figure S1. F9 fimbriae antibody specificity and electron micrograph of purified F9 fimbriae.
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Figure S2. EHEC (Sakai) F9 fimbriae gene organization and reporter constructs used in this study.
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Figure S3. A. thaliana H7 flagella and ECP fimbriae responsive genes common to overall A. thaliana
responses to biotic stress mapped by MapMan [36].



