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Figure 2. The molecular phylogenetic analysis of insect Spz4 homologs protein.  
[bookmark: _GoBack]Phylogenetic analyses of TmSpz4 homologues protein were performed using the Clustal X2 and the phylogenic tree was constructed by MEGA7 programs using the maximum likelihood and bootstrapped of 1,000 replications. The following Protein sequences were used to construct the phylogenetic tree. DmSpz4; Drosophila melanogaster spatzle 4 (AAF53100.2), DmSpz6; Drosophila melanogaster spatzle 6 (AAF47261.1), DmSpz5; Drosophila melanogaster spatzle 5 (AAF47694.1), DmSpz; Drosophila melanogaster spatzle (AAF82745.1), DmSpz3; Drosophila melanogaster spatzle 3 (AAF52574.2), DmNTP1-H; Drosophila melanogaster neurotrophin 1, isoform H (AGB94113.1), DmNTP1-E; Drosophila melanogaster neurotrophin 1, isoform E (ACZ94621.1), DmNTP1-D; Drosophila melanogaster neurotrophin 1, isoform D (NP_001163348.1), TcSpz7; Tribolium castaneum spatzle 7 (EEZ99267.2), TcSpz4; Tribolium castaneum spatzle 4 (EFA09263.2), TcSpz5; Tribolium castaneum spatzle 5 (EEZ97725.1), TcSpz3; Tribolium castaneum spaetzle 3 (NP_001153625.1), TcSpz6; Tribolium castaneum spatzle 6 precursor (NP_001164082.1), TcSpz; Tribolium castaneum spaetzle (EEZ99207.1), TcP-Spz; Tribolium castaneum PREDICTED: protein spaetzle (XP_008201191.1), TcSpz-like; Tribolium castaneum spaetzle-like protein (EEZ99268.2).
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