Table S5

EXAMPLES OF COMPLETE TANDEM REPEAT SEQUENCES IN FIVE GENOMES
B.coagulans

B.alkalitelluris

B.mesonae

B.cellulosilyticus

B.weihaiensis

B.coagulans. NCBI code: NZ CP026649.1.
All tandem repeats with repeat 52

The CG sequence is highlighted to demonstrate the irregular sequence of
each repeat, while its size is constant with a very few exceptions.
There are two types of tandem repeats, with characteristic signals
either TCTAYG or AARGACA (or reverse). In practically all cases the
direct and reverse seqguence are present in the same repeat, which may
indicate that they form an RNA hairpin. There is only one exception, a
short tandem repeat at position 2867866.

> TTAAGGAAGC Con:1 reps=11 [16146,16780] 1l-int=635 l-seq = 52
TTAAGGAAGCGTCGAAAAACGAAGGCCTTTCTTTACATAGAGCCCCTICTATG
TTAAGGAAGCAAACAAAAACGAAGGTCTTCCTTCACATAGAGTGTGTCTACG
TTAAGAAAGCGCGGAAAAACGAAGGTCTTTCTTTACCTAGAGCGCGTCTACG
TTAAGGAAGCAAACAAAAACGAAGATCTTCCTTCACTTAGAGCGCATCTACG
TTAAGGAAGCGCGGAAAAAAGGCGGTCTTTCTTTACCTAGAGCGCGTCTACG
TTAAGGAAGCAAGCAAAAACAAAGGTCTTCCTTAACATAGGGCGCATCTACA
TTAAGGAAGCGCGGAAAAAAGGCGGTCTTTCTTTACCTAGAGCGCGTCTACG
TTAAGGAAGCAAGCAAAAACAAAGGTCTTCCTTAACATAGGGCGCATCTACA
TTAAGGAAGCGCGGAAAAAAGGCGGTCTTTCTTTACCTAGAGCGCGTCTATG
TTAAGGAATCAAACAAAAACAAAGGTCTTCCTTAACATAGGGCGCGTCTACG
TTAAGGAAGCAAACAAAAACGAAGGTCTTCCTTCACTTAGAGCCCGTCTATG
TTAAGGAAGCAAGCAAAAACAAAGGTCTTCCTTAACATAGGGCGCGTCTACGTTAAGGAAGC
> TTIGTCCTTT Con:1 reps=5 [91213,91536] 1-int=324 l-seqg = 52
TTTGTCCTTTTGGCAGGTTCAAAAAGACATTTCGGACCCGGATGCAGCTTGT
TTIGTCTTTTTGACAGGTTCAAAAAGACATTTTGGGGCCAGGTGCGGTATGT
TTIGTCTTTTTGACGGCTTCAAAAGGACATTTCGAACCCGGATGCAATCGTGT
TTIGTCCTTTTGACGGCTTCAAAGGGACATTTCGGGCCAGGATGCAACGTGT
TTTGTCCTTTTGGCAGGTTCAAGAAGACATTTTGGGGCCAGGTGCAGTTTGA
TTTGTCCTTTTGGCGGTTTCAAAAGACCATTTCGAGCCCAGGTGCGTCTTGTTTIGTCCTTT
> CTACGTTAAG Con:1 reps=13 [246661,247295] 1-int=635 1l-seq = 52
CTACGTTAAGGAAGCGAGCCAAAACCGCCGTGTATCTTAACATAGAAGCGCT
CTACGTTAAGGAAGCAGCTGAAATTTTCCGTGTATCTTAACATAGAGAGGCT
CTACGTTAAGGAAGCAAGTCAAATCTGCCGTGTATCTTAACATAGAGAGGCT
CTACGTTAAGGAAGCAAGTCAAATCTGCCGTGTATCTTAACATAGAGAGGCT
CTACGTTAAGGAAGCAGCCGAAATCTGTCTTGTATCTTAACATAGAGAGGCC
CTACGTTAAGGAAGCGAACCAAATCCGCCGCGTATCTTAACATAGAGAGGCT
CTACGTTAAGGAAGCAGTCGAAAACTGCTGTGTATCTTAACATAGAAGAGGT
CTACGTTAAGGAAGCAGCTGAAATTTTCCGTGTATCTTAACATAGAGTGGCT
CTACGTTAAGGAAGCAGTCGAAAACTGCTGTATATCTTAACATAGAAGGGCT
CTACGTTAAGGAAGCAAGCCAAACCTTCGCCGTATCTAAACATAGAGTGGCT
CTACGTTAAGGAAGCAGCTGAAATCCGTCGCGTATCTTAACATAGAAGTGCT
CTACGTTAAGGAAGCAGTCGAAAACAGCCGTGTATCTTAACATAGAAGGGCTCTACGTTAAG
> CTATGTGAAG Con:1 reps=4 [272402,272568] 1l-int=167 l-seqg = 52
CTATGTGAAGGAAGATCTTCATTTTTCCGTTCTTCCTTAACGTAGATGGGCT
CTATGTGAAGAAAGCCCTTCATTTTTCCACGCTTTCTTAACATAGCCGGGCT
CTATGTGAAGAAAGACCTTCGTTTTTCCATGCTCCCTTAACGTAGCCGGGTTCTATGTGAAG
> AAAAGACAAA Con:1 reps=9 [304761,305189] 1-int=429 l-seqg = 52
AAAAGACAAAAGGAAATGATTCCCACCCTGAAATGTCCCCTAGAACACTTCA
AAANAGACAAAAAGGAGGTGGGACCGAGTCCAAATGTCTTTTTAAAACGTTCA
AAAAGACAAAAAAGGATCCGGGCGGAGGTCCAAATGTCCTTTAGAGACCTTCA
AAAAGACAAAAGGCAATGATTCTCGCCCCAAGATGTCCCCTAGACGCCTTCA
AAAAGACAAAAAGGAGTGGGGATCGAGCCAAAATGTCTTTTTAAGATGCTCA
AAAAGACAAAAAGGATCTGGGTAGTGGTCCAAGTGTCCTTTAGAAGCCTTCA
AAAAGACAAAACGGGGGTGGGACTGAGTCCAAATGTCTTTTTAAAACGTTCA




AAAAGACAAAAAAGGATCCGTACGATGGTCCCAATGTTTTTTAGAGGTCTTTAAAAAGACAAA
> CTTAACGTAG Con:1 reps=17 [312592,313642] 1-int=1051 l-seqg = 52
CTTAACGTAGACGGGCTCTATGTTAAGAAAGGCCGTCAATTTTTCGTACTTC
CTTAACGTAGACGCCCICTATGTGAAGAAAGACCTTCAATTTTCCGTGCTTC
CTTAACATAGACGGGCTICTATGTGAAGAAAGGTCATCTTTTTTTCGTGCTTC
CTTAACGTAGACGGGCTCTATGTTAAGAAAGGCCGTCAATTTTTCATGCTTT
CTTAACGTAGACGCGCCCTAAGTGAAGGAAGGTCTTCGATTTTTCGTGCTTT
CTTAACGTAGACGGGCTCTATGTCAAGGAAGGTCTTCGGTTTTCCGTGCTTT
CTTAACGTAGACACCCTCTATGTGAAGAAAGACCTTCAATTTTCCTTGCTTT
CTTAACATAGACGGGCTCTATGTTAAGAAAGGCCGTCAATTTTTCATGCTTT
CTTAACGTAGACGCGCCCTATGTGAAGGAAGGCCGTCAATTTTTCATGCTTT
CTTAACGTAGACGCCCTCTATGTGAAGAAAGACCTTCATTTTTCCGCGCTTC
CTTAACATAGACGGGCCCTATGTGAAGGAAGGTCATCTTTTTTTCATGCTAT
CTTAACGTAGACGCGCCCTATGTAAAGGAAGGTCTTCGTTTTTGCTTGCTTT
CTTAACGTAGACGGGCTICTATGTTAAGAAAGGCCGTCAATTTTTCGTACTTC
CTTAACGTAGACGCCCICTATGTGAAGAAAGACCTTCAATTTTCCGTGCTTC
CTTCACATAGACGGACTCTATGTGAAGAAAGGTCATCTTTTTTTCGTGCTAT
CTTAACGTAGACGCGCCCTATGTAAAGGAAGGTCTTCGTTTTTTCGTGCTTT
CTTAACGTAGACGGGCTCTATGTTAAGGAAGGCCATCTTTTTTTCGTGCTTT
CTTAACGTAGACGGGCTCTATGTGAAGAAAGGCCGTCAATTTTTCATGCTTC
CTTAACGTAGACGGGCCCTATGTTAAGGAAGGCCATCTTTTTTTTGTGCTTT
CTTAACGTAGACGCCCTICTATGTGAAGGAAGGCCGCCAATTTTCCGCGCTTCCTTAACGTAG
> TCGAAATGTC Con:1 reps=9 [374204,374914] 1-int=711 l-seq = 52
TCGAAATGTCCTTTTGGGGGTTTGAAAAGGCCAAAAGCGGCTTGGTTGGTGT
TCGAAATGTCTTTTTGGAGGTTACAAAAGGACAAAAGTGGCTTGGGTAGTGT
TCGAAATGCCTTTTTGGAGAGCTCAAAAAGACAAAAGGAACCCGGGCAGTGA
TCGAAATGTCCTTTTGGAGGGCTCAAAAGGACAAAAGGAATCCGGGTAGCGA
TCGAAATGTCCTTTTGGAGGGTTCAAAAGGCCAAAAGTGGCTTGGGTAGTGT
TCGAAATGTCTTTTTGGAGGTTTGAAAAGGCCAAAAGTGGCCTGGTTGGTGT
TCGGAATGTCCTTTTGGAGGCTTCGAGGCCACTGAAGAAGTGCGAAATAATC
TCGCTAAACACTGTATTTAGATGTATTTACGGGTTTTATCATACTATATATTGTGTTAGTGAATCTATTCAAAAAG
TTTTTCAGTGGCCTCGGAGGCTTCAAAAGGACAAAAGCGGCTTGGGTAGTGT
TCGAAATGTCTTTTTTGAGAGTTCAAAAGGACAAAAGGAATCLCGGGCAGTGA
TCGAAATGTCCTTTTGGAGGCTTCAAAAAGACAAAAGGACCCLCGGGTAGCGA
TCGAAATGTCCTTTTGGAGGTTTCAAAAAGACAAAAGTGGCCTGGTTGGTGT
TCAAAATGTCTTTTTGGAGGTTTCAAAAGGCCAAAAGCGGCTTGGGTAGTGTTCGAAATGTC
> TCTAAGTTAA Con:1 reps=4 [378507,378725] 1-int=219 l-seqg = 52
TCTAAGTTAAGGAAGCGCAGAAAAANAGGAGGTCTTCCTTCACGTAGAGCCCG
TCTAAGTTAAGGAAGCAAGCAAAAATAAAGGCCCTTCTTAACATAGAGCCCG
TCTAAGTTAAGGAAGCGAGGAAAAAAGAAGGTCTTCCTTCACGTAGAGCCCG
TCTAAGTGAAGGAAGCGTGGAAAAAAGACGGCCTTTCTTCACATAGAACCCATCTAAGTTAA
> AAAGACAAAA Con:1 reps=5 [419590,419808] 1-int=219 l-seq = 52
AAAGACAAAAGTGAAGTGCCCGCGCAGCGAATTGTCTTTCATCAAGGTGATG
AAAGACAAAAGGGGGTTGCCCACGCAGCAAAATGTCTTTCATCGGAGTTATG
AAAGACAAAAGAGAGCTGGAATCCGAGCAAATTGTCCTTTTGGGGGATTCAA
AAAGACAAAAGAAAGCCGGACCLCGGGGTGAATTGTCCTTTTGGAGGTTTCAAAAAGACAAAA
> TCAAAAAGAC Con:1 reps=7 [421586,421908] 1-int=323 l-seq = 52
TCAAAAAGACAAAAGAGAGCTGGAATCCGAGCAAATTGTCCATTTGGAGGTC
TCAAAAAGACAAAAGAAAGTCGGACCAGAGGCAAACTGTCTTTTTGGAGGTC
TCAAAAAGACAAAAGAAAGCCGGACCCGGGGCAAATTGTCCTTTTGAAGGTC
TCAAAAAGACAAAAGAGAGCTGGGATCCGTACAAATTGTCCTTTTGAAGGTC
TCAAAAAGACAAAAGAGAGCTGGAATCLCGGGCAAACTGTCCTTTTGGAGGTT
TCAAAAAGACAAAAGAAAGCCGGACCCGGGGCAAATTGTCCTTTTGGGGGGTTCAAAAAGAC
> TTCAAAAGGA Con:1 reps=6 [430682,430952] 1-int=271 l-seqg = 52
TTCAAAAGGACATTTCGGGCCCGGATGCAGCTCGTTTTGTCTTTTTGACGGC
TTCAAAAGGACATTTCGGGCCCGGATGCAACTCCTTTIGTCCTTTTGACAGG
TTCAAAAGGACATTTCGTTACCTGATGCAGCTCGTTTTGTCTTTTTGACGGC
TTCAAAAGGACATTTTGGGCCCGGATGCAATTCCTTTTIGTCCTTTTGACAGG
TTCAAAAGGACATTTCATTCCCGGATGCGGCACGTTTTGTCCTTTTGACAGGTTCAAAAGGA
> GCTCAAAAAG Con:1 reps=5 [447227,447445] 1-int=219 l-seq = 52
GCTCAAAAAGACAAAAGAGAGCTGGACCAGGAGCAAATTGTCCTTTTGGAGA
GCTCAAAAAGACAAANGAGAGTCGGATCAGGGGCGAATTGTCCTTTTGGAGG
GCTCAAAAAGACAAAAGAAAGCCGGACCAAGAGCAAATTGTCTTTTTGAATG
GCTCAAAAAGACAAANGAGAGTCGGATCAGGGGCGAATTGTCCTTTTGGAGAGCTCAAAAAG
> GTTCTACGTT Con:1 reps=9 [795794,796220] 1-int=427 l-seq = 52
GTTCTACGTTAAGGAACAGACGAAAAAATTGGTCAAAAGTTCACATAGAATG
GTTCTACGTTAAGGAACAGACAAAAAATCCGGTCAAAAGTTCACGTAAAGTG
GTTCTACGTTAAGGAACAGACGAAAAAATCGGTCAAAAGTTCACATAGAACG
GTTCTACGTTAAGGAACAGACGAAAAAATCGGTCAAAAGTTCACATAGAATG
GTTCTACGTTAAGGAACAGACAAAAAATCCGGTCAAAAGTTCACATAGAGCG
GTTCTACGTTAAGGAACAGACAAAAAATCCGGTCAAAAGTTCACATAGAGCG
GTTCTACGTTAAGGAACGGACGAAAAATCCGGTCATAAGTTCACATAGAGTG
GTTCTACGTTAAGGAACAATGCAAAAATCCGGCCATAAGTTCACATAGAGCAGTTCTACGTT
> TGTTCCTTAA Con:1 reps=4 [814905,815123] 1-int=219 l-seq = 52
TGTTCCTTAACATAGAGCGCGTCTATGTGAAGGAAGCGAGGAAAAAATGCCT




TGTTCCTTAACGTAGAGTGCGTCTACGTGAAGGAAGCACGCAAAAAAATCGC
TGTTCCTTAACGTAGAGTGCGTCTATGTGAAGGAAACGCGCACAAAAATCGA
TATTCCTTAACATAGAGTGCGTCTACGTGAAGGAAACACGCAAAGAAATCGCTGTTCCTTAA
> CTTAACGTAG Con:1 reps=8 [859087,859513] 1-int=427 l-seq = 52
CTTAACGTAGAACGGGTCTAAGTGAAGGAAGCGCGGGAAAAAATTATTGTTT
CTTAACGTAGGACGCGCCTATGTGAAGGAAGCGGGCGAAAATTCCGTTGTTC
CTTAACGTAGAGCGCGCCTACGTTAAGGAAGCGAGCAAAAAACGCAGTGTTC
CTTAACATAGAGTGCGTCTATGTTAAGGAAGCGGGCGCAAAAGACGTTGTTC
CTTAACGTAGAACGGGTCTAAGTGAAGGAAGCGCGGAAAAAACGCCGTGTTT
CTTAACGTAGAACGGGTCTACGTTAAGGAAGCGGGCGAAAATTCCGTTGTTC
CTTAACGTAGAACGGGTCTGAGTGAAGGAAGCGCGGAAAAAACGCGTTGTTT
CTTAACGTAGGATGCGTCTAAGTGAAGGAAGCGAGCGAAAAATCTGGTGTACCTTAACGTAG
> CTTCCTTAAC Con:1 reps=6 [880079,880505] 1-int=427 l-seq = 52
CTTCCTTAACATAGAGCGGTTCTACGTTAAGATATCCATAAAAATTCCGCGT
CTTCCTTAACGTAGAAGCGTTCTATGTTAAGATACCCGGCAAAACCGAGGGT
CTCCCTTAACCTAGAGCGCGACTACGTTAAGATATCCGCAAAAATTTTCTCG
CTTCCTTAACATAGAGTGCGTCTACGTTAAGATACCCGGCAAAATTGAGAGT
CTTTCTTAACATAGAGCACGTCTACGTTAAGATATCCATAAAAATTCCGCGT
CTTCCTTAACGTAGAGTGCTTICTATGTTAAGATATCCGGCAAAATCGAAGGT
CTTTCTTAACCTAGAGCGCGACTACGTTCAGATACCCGTAAAAATTCCGCGT
CTTCCTTAACATAGAAGCGTTCTATGTTAAGATACCCGGCAAAATCGAGGGTCTTCCTTAAC
> TTCATAAGCG Con:1 reps=4 [942373,942540] 1-int=168 1l-seq = 52
TTCATAAGCGGGATGAAAGACAAAANAGCAAGAGCTGLCGGACCGAAATGTCC
TTCATAAGCGGGATGAAGGACAAAAGGAGGCGAACCGCAGGCTGAAATGTCC
TTCATAAGCGGGATGAAAGGACAATAGGGGGCGAACTGCAGTCAGAAATGTCCTTCATAAGCG
> ATGAAAGACA Con:1 reps=5 [975899,976117] 1-int=219 l-seq = 52
ATGAAAGACATTTTAAAGGGTGGCGGGCGCCTATTTGTCCTTCACCGGTTTG
ATGAAAGACAAAACAAAGCGCGACTGCTTGCCATTTGTCCCTCATCGATGCG
ATGAAAGACAAAACAAGGTATGACGGGTATCGATTTGTCCTTCATCACCCCG
ATGAAAGACATTTTATAAGATGGCTGCCAGTATTCTGTCCTTCACCGGCATAATGAAAGACA
> AAGGACAAAA Con:1 reps=10 [1089498,1090080] 1-int=583 l-seq = 52
AAGGACAAAATGTATGCGTGTGACCGGGGAAATGTCCTTCATTGCGGCGGGA
TGAACAAGAGGTATGCGTGTGAGGCGGCGAACTGTCCTTTTGAACCTGTCAA
AAGGACAAAACAGGATGCACCLCGGGCCCGAAATGTCTTTTTAAAGCCGCCAA
AAGGACAAAAGGAGTGGCGATTGGGCTCGAAATGTCTTTTTGGGGCTGTCAA
AAGGACAAAACAGGCTGCATTCGGGCTCGAAATGTCTTTTTGAGCTTGTCAA
AAGGACAAAACAGGCTGGATCAGGGGTCAAACTGTCTTTTTGAAGCCGTCAA
AAGGACAAAAGGAGTCGCGATTGGGCTCGAACTGTCTTTTTGGGGCTGTCAA
AAGGACAAAACATGTTGCGTCCGGGGCCAAACTGTCTTTTTGAACCTGTCAA
AAAGACAAAACAGGCTGCGTCCGGGTTCAAACTGTCTTTTTGATGCCGCCAA
AAGGACAAAAGGAGTGACGTTTGAGCCCGAAATGTCTTTTTGAGCTTGTCAA
AAGGACAAAACAGGCTGGATCAGGGGTCAAACTGTCTTTTTGAAGCCGTCAAAAGGACAAAA
> AAGGACAAAA Con:1 reps=14 [1091587,1092481] 1-int=895 l-seq = 52
AAGGACAAAACATGTTGCGTCCGGGGCCAAACTGTCTTTTTGAACCTGTCAA
AAAGACAAAACAGGCTGCGTCCGGGTTCAAACTGTCTTTTTGATGCCGCCAA
AAGGACAAAAGGAGTGACGTTTGAGCCCGAAATGTCTTTTTGAACTTGTCAAA
AAGGACAGAACACGCTGCATACAGGCCCGAAACGTCCTTTTGAATCTGTAAA
AGGGAAAAAACGCATGCCCGAAACCGTTGAAATGTCCTTCATCGGGGTGATG
AAGGACAAAAGTGAGCCGCCAAACATTGAAATGTCTTTCATCGGGCAAATG
AAGGACAAAATGCAGGCCCGAGACCGTGAAAATGTCCTTCACCGGGTTGATG
AAGGACAAAACGCGAGCCCGAGACCGTGAAAATGTCTTTCACCGGGTTGATG
AAGGACAAAACGCGGGCCGCCAACCATTGAAACGTCCTTCATCGGGCAAATG
AAGGACAAAACGCATGCCCGAAACCGTTGAAATGTCCTTCATACGGCAAATG
AAGGACAAAACGCGAGCCCGAGACCGTGAAAATGTCTTTCACCGGGTTGATG
AAGGACAAAACGCATGCCCGAGACCATGAAAATGTCCTTCATCGAGGTAATG
AAGGACAAAACGCGTGCCACCACACATTAAAATGTCCTTCATTGGGTTAATG
AAGGACAAAACGCGTGCCACCACACATTAAAATGTCCTTCATTGGGTTAATG
AAGGACAAAACGCATGCCACCAACCATTGAAATGTCTTTAATAGGGCAGATG
AAAGACAAAACGCAGGCCCGAGACCGGGAAAATGTCCTTCACCGGGTTGATG
AAGGACAAAACACGAGCTCGAAACCGTAGAAATGTCCTTCATCGAGGTAATGAAGGACAAAA
> TGTTTTGTCC Con:1 reps=10 [1107902,1108435] 1-int=534 l-seq = 52
TGTTTTGTCCTTTTAACGGCTTCATAAAGACATTTCAGACCCAGTCGTGACT
CCTTTTGTGCTTTTGGCGGCAGGTTCAAAAGGACATTTCAGGCCCGGAAGCAGLG
TGTTTTGTCCGTGTGGCAACTTCAAAAAGACATTTTGGACCCGGAAGCAGCG
TGTTTIGTCCTTTTGACGGTTACAAAAGGACATTTCGGGCCCGGAAGCAGCG
TGTTTTGTCCTTTTGGCAGGTTCAAAAAGACATTTCGAGCCCGGATGCAACA
TGTTTIGTCCTTTTGACGGCTTCAAAAGGACATTTCGAGCCCGGATGCAACA
TGTTTTIGTCCTTTTGACGGCTTCAAAAGGACATTTCGGGCCCGGATACATCG
TGTTTIGTCCTTTTGACGGTTACAAAAGGACATTTCGGGCCCGGATACATCG
TGTTTTIGTCCTTTTGACGGCTTCAAAAGGACATTTCGGATCCAGACGTAACG
TGTTTIGTCCTTTTGACGGCTTCAAAAAGACATTTCGAGCTCGGATGAAACGTGTTTTGTCC
> GCGTCTATGT Con:1 reps=5 [1175303,1175521] 1-int=219 l-seq = 52
GCGTCTATGTTAAGGAAGCACAGAAAAATGAAGGTCTTTCTTCACGTATGGG
GCGTCTATGTTAAGGAAGCATGGAAAAAAGACGGTCTTTCTTCATGTATGGG
GCGTCTATGTTAAGGAAGCATGGAAAAATGAGTTTCTTTCTTCACGTAGAGG




GCGTCTATGTTAAGGAAGCGCGAAAAANCGACAGTCTTTCTTAACGTAGGGAGCGTCTATGT

> GTTAAGGAAG Con:1 reps=5 [1179203,1179473] 1l-int=271 l-seq = 52
GTTAAGGAAGCACGGAAAAAAGATGGTCTTTCTTCATCTAGAGGTCGTCTAC
GTTAAGGAAGCAAGCAAAAAAGGCGGCCTTTCTTTACGTAGAGGTCGTCTAT
GTTAAGGAAGCATGGAAAAAAGAAGGTCTTTCTTCACGTATGGGGCGTCTAT
GTTAAGGAAGCGCGAAAAAACGACAGTCTTTCTTAACGTAGGGAGCGTCTAT
GTTAAGAAAGCAAGCAAAAACGAGGTTCTTCCTTCACATAGAGCCCGCCTACGTTAAGGAAG

> CAAAAGGACA Con:1 reps=11 [1310475,1311005] 1-int=531 l-seq = 52
CAAAAGGACAAAACACGCTGCATCCGGGCCCGAAATGTCTTTTTGAAGCTGC
CAAAAGGACAAAACACGTTGCATCTGGTCTCGGAATGTCCTTTTGAAGCTGC
CAAAAGGACAAAACGCGTTGCATCTGGGATCGGAATGTCCTTTTGAAGCAGT
CAAAAGGACAAANGGAGCCGTGAACTGAAACAAAATGTCCTTTTGAAGCTGT
CAAAAGGACAAANAGGAGCCGTGGACCGGAGCAAAAAGTCCTTTTGGAGTATT
CAAAAGGACAAANGGAGCCGTGGACCGGAGCAAAAAGTCCTTTTGGAGTATT
CAAAAGGACAAANAGGAGCCGTGAACCAGAGCAAAAAGTCCTTTTGGAGTATT
CAAAAGGACAAANGGAGCCGTGAACTGAAACAAAATGTCCTTTTGAAGCTGT
CAAAAGGACAAANAGGAGCCGTGGACCGGAGCAAATTGTTCTTTTGGAGCATC
CAAAAGGACAAANAGGAGCCATTGACCGGAACAAAATGTCTTTTTGGAGTGTTCAAAAGGACA

> GTCTACGTTA Con:1 reps=5 [1334998,1335268] 1l-int=271 l-seq = 52
GTCTACGTTAAGAAAGCAAGCAAAAACGAAGGCCTTCCTTAACATAGAATGC
ATCTATATTAAGTAAGCGTGAAAAAACGAAGTCCTTTCTTCACATAGAGGAC
GTCTACGTTAAGGAAGTGCGGAAAAAAGACGGCCTTTTTTCACCTAGAGGGC
GTCTACGTTAAGGAAGCAAGCAAAAACAAAGTCCTTCCTTCACCTAGAGCCC
GTCTACGTTAAGGAAGCGTGAAAAAACAAAGTCCTTCCTTCACCTAGAGCCTGTCTACGTTA

> GTTAAGGAAG Con:1 reps=5 [1568001,1568271] 1l-int=271 l-seq = 52
GTTAAGGAAGCAAGCAAAAACGAGGCTCTTCCTTGACATAGAGCCCGTCTAT
GTTAAGGAAGCGTGGAAAATTGGTGGCCTTCCTTAACATAGGGCGCATCTAC
GTTAAGGAAGCACGAAAAAACGAGGCTCTTCCTTCACATAGAGCGCGTATAT
GTTAAGGAAGCGCGAAAAATTGACGGCCTTTCTTCACATAGAGCGCGTCTAC
GTTAAGAAAGCGTGAAAAAACGAGGGTTTTCCTTCATATAGAGCCTGTCTACGTTAAGGAAG

> GATGTTTCTT Con:1 reps=5 [1642950,1643272] 1-int=323 l-seq = 52
GATGTTTCTTAATGTAGAGTGCGTCTCCGTTAAGGAAGCGCGTGGAAAAAAC
GATGTTTCTTAACGTAGAGTGCGTCTAGGTGAAGGAAGCTGGGGCAAAAGTC
GGTATTTCTTAACGTAGAAGGCGTCTACGTGAAAGAAGCGCGGAAAAAAGAC
GATGTTCCTTAAAATAGAGTGCGTCTACGTTAAGAAAGCAGGCGCAAAAGAC
GATGTTTCTTAACGTAGAAGGTGTCTACGTTAAGGAAACGCGTGGAAAAAAC
GATGTTTCTTAACGTAGAGTGCGTCTATGTTAAGGAAGGGAGCGAAAAAATTGATGTTTCTT

> CTTAACGTAG Con:1 reps=6 [2233857,2234179] 1-int=323 l-seq = 52
CTTAACGTAGACGGGGGCTATGGGAAGGAGGGACTTCGTTTTTGCTTGCTTC
CTTAACGTAGACGAGCTCTATGTTAAGAAAGACCTTCATTTTTCCGTGCTTC
CTTAACGTAGACGAGCTCTATGTTAAGGAAGACCTTCATTTTTGCGCGCTTT
CTTAACTTAGACGCGCTCTATGTGAAGGAAGGCCTTCGTTTTTCCAAGCTTC
CTTAACGTAGACACCCICTATGTTAAGGAAGGCCTTCGTTTTTCCAAGCTTC
CTTAACGTAGATGGGCICTATGTTAAGAAAGGCCTTCGTTTTTCCGTGCTTCCTTAACGTAG

> GCTTCCTTAA Con:1 reps=9 [2251337,2251815] 1-int=479 l-seq = 52
GCTTCCTTAACGTAGACGCGCTCTACGTGAAGATAGACCGTCTTTTTTCCGC
GCTTCCTTAACATAGACACGCTCTATGTTAAGGAACAACCTCAATTTCCTTC
GCTTCCTTAACGTAGACGCACTCTATGTGAAGATAGACCGACTTTTTTCCGC
GCTTCCTTAACATAGACACGCTCTATGTTAAGGAACAACTTCAATTTCCTTC
GCTTCCTTAACGTAGACGCACTCTATGTGAAGATAGACCGACTTTTTTCCGC
GCTTCCTTAACATAGACACGCTCTATGTTAAGGAACAACTTCAATTTCCTTC
GCTTCCTTAACATAGACGCGCTCTATGTAAAGAAAGGACTCATTTTTTCCAC
GCTTTCTTAACGTAGACGGGCTCTAGGTTAAAGAAGAGGACCATTTTCCTTC
GCTTCCTTAACATAGACGCGCCCTATGTGAAGAAAGGCTGCCTTTTTTCCACGCTTCCTTAA

> GCTTCCTTAA Con:1 reps=6 [2366309,2366944] 1-int=636 l-seq = 52
GCTTCCTTAACGTAGACGGGCTCTAGGTGAAAAAAGGCTTTCGTTTTTGLCGC
GCTTCCTTCACGTAGACGCCCTCTAGGTGAAGGAAGAACCTCATTTTTGCGT
GCTTCCTTCACGTAGACGCGCCCTATGTGAAGGAAGGCCGTCTTTTTTCLCGC
GCTTTCTTAACGTAGACGCCCTCTAGGTTAAGGAAGACCCTCAATTTTCCGC
GCTTCCTTAACGTAGACGGGCTCTATGTGAAGAAAGACCTTCGTTTTTCCGT
GCTTCCTTAACGTAGACGGGCTCTATGTGAAGAAAGACCTTCGTTTTTCCGC
GCTTCCTTAACATAGACGGGTTCTATGTTAAGAAAGGCCTTCGTTTTTCCAT
CCTTCCTTAATGTAGACGCCCTCTATGTAAAGCAAGAGCCTCGTTTTTGCTT
GCTTCCTTAACGTAAACGCCCTCTATGTAAAGAAAGGCCGTCTTTTTTCCGC
GCTTTCTTAACGTAGACGCACTCTAGGTTAAGGAAGATCCTCAATTTTTCGC
GTTTCCTTAGCGTAGACAGGCTCTAGATTAAGAAAGCGCCTTGTTTTTGCTT
GCTTTCTTAATGTAGACAGGCTCTAGGTGAAGAAAGGCCCATCTTTTTTCCGTGCTTCCTTAA
> GATGAAGGAC Con:1 reps=4 [2375388,2375659] 1l-int=272 l-seq = 52
GATGAAGGACAAAACATAGGTCGGGGAAGCGGCATATTGTCTTTCATCGGCGG
GATGAAAGACAAATCAAAGGTCGACAAGCGGAATATTGTCCTTCATAGGCGT
GATGAAAGACAAAACACGGGCCGGCAAACGGCGAATTGTCCTTCATAACTAT
GATGAAGGACAAAACATGGGCCCGCAAACGGCGAATTGTCCTTCATAACTAT
GATGAAGGACAAATCACCTCCCAGCAAATAGCTAAATGTCTTTCATCGGCATGATGAAGGAC

> CTTAACGTAG Con:1 reps=6 [2399253,2399523] 1-int=271 1l-seq = 52
CTTAACGTAGACGCGCTCTATGTGAAGAAAGAGACTCGTTTTTGCTTGCTTC




CTTAACGTAGACGCGCTCTATGTGAAGAAAGGCCTTCATTTTTCCGTGCTTC
CTTAACGTAGACGCTCTCTATGTGAAGGAAGCGCCTCGTTTTTCCACGCTTC
CTTAACGTAGATGCACTICTATGTAAAGGAAGCGCCTCGTTTTTCCGCGCTTC
CTTAACGTAGATACTCICTATGTGACGGAAGACCTTCATTTTTCCGCGCTTCCTTAACGTAG

> GCTTCCTTAA Con:1 reps=6 [2405830,2406100] 1-int=271 l-seq = 52
GCTTCCTTAACGTAGACGCACCCTATGTTAAGATACGCCTTCTTTTTTCCAT
GCTTCCTTAATGTAGACGTGCTCTATGTTAAGGAACTACGTCTTTTTTTCAC
GCTTCCTTAACGTAGACGCATCCTATGTTAAGAAACATTTTCTTTTTTTCAC
GCTTCCTTAACGTAGACACGCCCTATGTAAAAAAACAATGTCTTTTTTGCTC
GCTTCCTTAACATAGACGCGCCCTATGTGAAGGAACATCTTCTTTTTTTCACGCTTCCTTAA

> TGTCCTTTTG Con:1 reps=6 [2412501,2412771] 1l-int=271 l-seq = 52
TGTCCTTTTGAACCTCTTTAAAGGACAATTTGTGCTTTGTTTCTCCCTGAAA
TGTCCTTTTGAATCCCTGTAAAGGACAGTTTACGCTTCGTTTCTACCTGAAT
TGTCCTTTTGAACCCTTCTAAAGGACATTTTGCTTTTTGTCTCTCCCTGAAT
TGTCCTTTTGGAACACGCTAAAAGACAATTTGACCTTTGTCAGTTGCCGAAA
TGTCCTTTTGAATCCCTGTAAAAGACAATTTGCTCTTCGGCTTTCCCTAAATTGTCCTTTTG

> TTTCATCGGC Con:1 reps=4 [2493743,2493909] 1l-int=167 l-seq = 52
TTTCATCGGCTCTATGAAGGGCAGTTCACTGTTTCCCGGCCAGTCTTTTGTT
TTTCATCGGCTCTATGAAGGACAATTCGTCGTTTCCCGGCCAGTCTTTTGTT
TTTCATCGGCTCTATGAAGGACAGTTCACCGTTCATGGCCCEGGTGTTTTGTCTTTCATCGGC

> TGTCCTTCAT Con:1 reps=7 [2511339,2511869] 1l-int=531 l-seq = 52
TGTCCTTCATCGGCTGTATGAAAGACAAAATCAATGGCTCCGTGCTCCGAAT
TGTCCTTCATCAATCCGATGAAAGACAAATTTCAAATCCCAGAACGGCGAAA
TGTCCTTCATAGACTGAATGAAGGACAAAATCAATGGATCCGTACCCAGAAT
TGTCCTTCATAAGCTGTATGAAAGACAAAATCAATGGCTCCATACCACGATT
TGTCCTGCATCAACCCGATGAAAGACAAATTTCAGATCCCAGGACGGCGAAA
TGTCTTTCATAAACTGAATGAAGGACAAAATCAAGGACTCCTTACCCCAAAT
TGTCCTTCATAAGCTGTATGAAAGACAAAAACAAAGGCTCCGTGCTCCGAAT
TGTCCTTCGTCAACCCGATGAAGGACAAATTTCAAATCCCAGAACGGCGAAA
TGTCTTTCATAGACTGAATGAAGGATAAAATCAAGGACTCCTTACCCCAAAT
TGTCCTTCATCGTTTGTATGAAAGACAAAAACGTGGGLCGCCGCTCCCCAAATTGTCCTTCAT

> TGAAGGACAT Con:1 reps=4 [2533354,2533520] 1-int=167 l-seq = 52
TGAAGGACATTTTATGCTTTCAGGCACAGTGGTTTGTCTTTCATGATCTGGA
TGAAGGACATTTCGCTGGTTCTCGGCTCATGTTTTGTCTTTCATCGCCCTGA
TGAAGGACATTTCGCCGGTTCTCGGCACGCGTTTTGTCTTTCATTACCTCGATGAAGGACAT

> TTAACGTAGA Con:1 reps=5 [2557529,2557747] 1-int=219 l-seq = 52
TTAACGTAGACGCGCTCTATGTGAAGGAAGGCCTTCGTTTTTCCACGCTTCC
TTAACGTAGACGCGCTCTATGTGAAGGAAGGCCTTCGTTTTTCCACGCTTCC
TTAACGTAGACGTGCCCTATGTGAAGGAAGACCCTCGTTTTTGCTTGCTTCC
TTAACGTAGACGGGGTCTATGTTAAGGAAGGGCTTCGTTTTTCCATGCTTCCTTAACGTAGA

> TTTIGTCCTTT Con:1 reps=8 [2559923,2560297] 1-int=375 l-seq = 52
TTIGTCCTTTTGACGGCTTCAAAAGGACATTTCGGGCTCGGATGCAACGTGT
TTTGTCCTTTTGACGGCTTCAAAGGGACATTTCGAGCCCGGATGCTGCTCCT
TTIGTCCTTTTGATAGCTTCAAAAAGACATTTCAGACCCGGATGCTGCTCCT
TTIGTCCTTTTGATAGCTTCAAAAGGACATTTCGAGCCCGGCTGAAGCTCCT
TTIGTCCTTTTGGCAGTTTCAAAAGGACATTTCGGGTCTGGATGCAACGTGT
TTTGTCCTTTTGACAGCTTCAAAAAGACATTTTGGGCCCGGGTGGAGGTCAA
TTTGTCCTTTTGACGGCTTCAAAAGGACATTTCAGACCCGGATGCAACGTGTTTIGTCCTTT

> TTTTGTCTTT Con:1 reps=11 [2601680,2602405] 1-int=726 l-seq = 52
TTTTGTCTTTCATAGATCCAATGAAGGACATTTCTTTCGCCCTGGTGCCTCA
TTTTGTCTTTCATAAGCTTGATGAAGGACACTTCTCTGGTTATCGGTCCCTG
TTTTGTCTTTCATAACCTTATTGAAGGACATTTCCTTGTTTCTCAGCCCGTG
TTTTGTCTTTCATGAACCCTATGAAGGACATTTCCTTCGTCCCGGCGCCTCT
TTTTGTCTTTCATGAACCTTATGAAGGACATTTCCTTCGTCCCGGCGCCTCG
TTTTGTCTTTCATGGAACCGATGAAGGACATTTCTTTCGTCTCGACTCCCCG
TTTTGTCTTTCATGAACCCTATGAAGGACATTTCCTTCGTTCCAGAGCCTCG
TTTTGTCCTTCATAAGCTCGATGAAGGACATTTTCTTCATCCAGGCGCCTCG
TTTTGTCTTTCATAAGCCCAGTGAAGGACATTTTCTTCGTCCCGACTCCCCG
TTTTGTCTTTCATGAACCCTATGAAGGACATTTCTTTCACCTCGGCCCCTCGTTTTGTCTTT

> GATGAAGGAC Con:1 reps=9 [2756365,2756895] 1l-int=531 l-seq = 52
GATGAAGGACAAAAGGAGACGCACCCCAAGCTGAAATGTCCTTCATAAACGG
GATGAAAGACAAANAGGGAACGAACCGCGGGATGAAATGTCCTTCATAAACGG
GATGAAGGACAAAANGGGGCGAACTGCAAGCTGAAATGTCCTTCATAAALCGG
GATGAAAGACAAANAGGAGGCGATCCGCGGGATGAAATGTCCTTCATAACTGG
GATGAAGGACAAAAGGGAACGAACCGCGGGATGAAATGTCCTTCATAAACGG
GATGAAGGACAAAANGGGGCGAACTGCAAGCTGAAATGTCCTTCATAAACAG
GATGAAGGACAAANAGGGGALCGATCCGCGGGATGAAATGTCTTTCATAACAGG
GATGAAGGACAAAAGGAGACGCACCCCAAGCTGAAATGTCCTTCATAAACAC
GATGAAGGACAAANAGGGGACGATCCGCGGGATGAAATGTCTTTCATAACAAG
GATGAAGGACAAAAGGAGACGCACCCCAAGCTGAAATGTCCTTCATAAACACGATGAAGGAC

> AAAAGACATT Con:1 reps=18 [2756984,2757881] 1-int=898 l-seq = 52
AAAAGACATTTCAACATGGGACGGGCATGCTTTTIGTCTTTTTGCGCCTTTGT
AAAAGACATTTCAACCAGCATCGTGCACCCTTTIGTCCTTTTAAACCTCTAT
AAAAGACATTTCGACCGGCATCGTGCACCCTTTTIGTCCTTTTGAACCCTTGT
AAAAGACATTTCAACCGGCCACATGCACCCTTTTIGTCCTTTTGAACCTCTGT




AAAAGACATTTCAACCGGCCACATGCACCCTTTTIGTCCTTTTGCGCCCCTCT
AAAAGACATTTCAACCGGCAACGTGCCCTCTTTTIGTCCTTTTGAGCCTTTGT
AAAAGACATTTCAACCGGCCACGTGCACCCTTTTIGTCCTTTTGAACCTCTGT
AAAAGACATTTCAACCGGCCACATGCACCCTTTIGTCCTTTTGAACCTCTGT
AAAAGACATTTCAACCGGCCACATGCACCCTTTTIGTCCTTTTAAACCTCTAT
AAAAGACATTTCGACCGGCATCGTGCACCCTTTIGTCCTTTTGTGCCCCTATAA
AAAAGACATTTCGACCGGCATCGTGCACCCTTTTIGTCCTTTTGAACCCTTGT
AAAAGACATTTCAACCGGCAACGTGTCCCCTTTTIGTCCTTTTGCGCCATTGT
AAAAGACATTTCGACCGGCCACGTGTCCCCTTTTIGTCCTTTTGCGCCCCTCT
AAAAGACATTTCAACCAGCTTCGTGCACCCTTTTGTCCTTTTGAACCTCTGT
AAAAGACATTTCAACCGGCCACATGCACCCTTTTGTCCTTTTGTGCCCCTATAA
AAAAGACATTTCGACCGGCATCGTGCACCCTTTTIGTCCTTTTGCGCCATTGT
AAAAGACATTTCGACCGGCCACGTGTCCCTTTIGTCCTTTTGCGCCCCTCTAAAAGACATT

> TAAAAGACAT Con:1 reps=7 [2759662,2759984] 1-int=323 l-seq = 52
TAAAAGACATTTCAACCAGCTTCGTGCACCCTTTIGTCCTTTTGAGCCTCTA
TAAAAGACATTTCAACCAGCTTCGTGCACCCTTTIGTCCTTTTGAGCCTCTA
TAAAAGACATTTCAACCGGCCACGTGTCCCCTTTIGTCCTTTTGCGCCTCTA
TAAAAGACATTTCAACCGGCCACATGCCCCCTTTIGTCCTTTTGAACCCTTG
TAAAAGACATTTCAACCGGCAACGTGTCCCCTTTIGTCCTTTTGCACCTTTG
TAAAAGACATTTCAACCAGCATCGTGCACCACTTTTIGTCCTTTTGAGCCCTATAAAAGACAT

> GTCTAATTAG Con:1 reps=5 [2867866,2868084] 1-int=219 l-seq = 52
GTCTAATTAGCTTTTTCAATTAGATAAAAGCAGATGAGTGCCACGATCATTT
GTCTAATTAGCGTTTCCAATTAGACAATTGCAGATGAGCGGCGTGGTCATTT
GTCTAATTAGAACCGCCAATTGGACATTTGCAGGAGGACTGCACGCTCATTC
GTCTAATTAGCGTTTCTAATTAGACAATTGCAGGTGGGCGGCGCGGCCTTTTGTCTAATTAG

> CTATGTTAAG Con:1 reps=9 [2952075,2952501] 1-int=427 l-seq = 52
CTATGTTAAGGAACAAGGCAATTTTTGCTCGCTTCCTTTACGTAGACGGGCT
CTATGTTAAGGAACAACGCCTTTTGACCTCGCTTCCTCAACATAGACGGCCT
CTATGTTAAGGAACAACGTCTTTTTTGCTCGCTTTCTTAACGTAGACGCGCT
CTATGTTAAGAAACAACACTTTTTTTGCTCGCTTCCTTAATGTAGACGTGCA
CTATGTTAAGGAACAATGTCTTTTTACCTCGCTTCCTTTACGTAGACAGCCT
CTATGTTAAGAAACAACACCTTTTTTGCTCGCTTTCTTCACGTAGACGTACT
CTATGTTAAGGAACAACGCAATTTTCGCTCGCTTCCTTAACGTAGCCGACCT
CTATGTTAAGAAACAAAGCTATTTTCGCTCGCTTTCTTAACGTAGACGCGCTCTATGTTAAG

> CTTAACGTAG Con:1 reps=7 [2987594,2988175] 1-int=582 l-seq = 52
CTTAACGTAGACGCTTTCTATGTGAAGGAAGGCCTTCGTTTTTCCGCGCTTT
CTTAACGTAGACGCCTCCTATGTGAAGGAAGACCGTCATTTTTCCACGCTTC
CTTAACATAGACGGACTCTATGTGAAGGAACAACGCACTTTTTGCTCGGTTC
CTTAACGTAGGCGCACTCTATATTAAGGAAGACCTTCATTTTTCCACGCTTC
CTTAACATAGACGGACTCTATGTAAAGGAAGAGCCTCGTTTTATCGTGCTTT
CTTAACATAGACGCGCCCTATATGAAGAAAGGACGTCATTTTICTATGATTC
CTTAACATGACAGGCTICTATGTTAAGGAACAACGCATTTTTTTCTCGATTC
CTTAACGTAGACGCCTTCTATGTTAAGGAAGACCTTCATTTTTCCACGCTTC
CTTAACGTAGACGCGCTCTATGTGAAGGAAGAGCCTCGTTTTATCGTGCTTC
CTTAACGTAGACGCACTCTATGTTAAGGAAGGCCTTCATTTTTCCACGCTTT
CTTAACATAGACAGGCICTATGTGAAGAAAGTCCTTCGTTTTTCCGTGCTTTCTTAACGTAG

> TCTACGTTAA Con:1 reps=15 [3137925,3138715] 1-int=791 l-seq = 52
TCTACGTTAAGGAAGCGTGCGAAAATGGCGTTGTTCCTTTACATAGAGGCTA
TCTACGTTAAGGAAGCATGGAAAAATTGTCTTGTTCCTGAACATAGAGGGCG
TCTACGTTAAGAAAGCATGAAAAATTGGCCTCATTCCTTCGCATGAAGCATG
TCTACGTTAAGAAAGCGTGAAAAAATTGCCTCGTTCCTTTACATAGAGCATG
TCTACGTTAAGGAAGCATGAAAAATTGGCCTCGTTCCTTCACATAGAGCATG
TCTACGTTAAGGAAGCGTGCGAAATTGGCCTCGTTCCTTCACATAGAGCATG
TCTATGTTAAGGAAGCGTGCGAAATTGGCATTGTTCCTTCACATAGAGGGLCG
TCTACGTTAAGAAAGCATGAAAAATTGGCCTTGTTCCTTCACATAGAGGCCG
TCTACGTTAAGAAAGCATGAAAAATTGGCCTCGTTCCTTCACATAGAGCATG
TCTACGTTAAGGAAGCGTGCGAAAATGGCATTGTTCCTTAACATAGAGGGCG
TCTACGTTAAGAAAGCATGAAAAATTGGCCTTGTTCCTTCACATAGAGGCCG
TCTACGTTAAGAAAGCATGAAAAATTGGCCTCGTTCCTTCACATAGAGCATG
TCTACGTTAAGAAAGCATGAAAAATTGGCCTCGTTCCTTTACATAGAGGCTG
TCTACGTTAAGAAAGCATGGAAAAATTGTCTTGTTCCTGAACATAGAGGGCG
TCTACGTTAAGGAAGCGCGCAAAAATGGCCTTGTTCCTTCACATAGAGGGCGTCTACGTTAA

> TTTTGTCCTT Con:1 reps=4 [3150825,3150991] 1l-int=167 l-seq = 52
TTTTGTCCTTCATTACCTCGATGAAAGACATTCCGAGCCGCGAGCAAATCTG
TTTTGTCCTTCATTGACTCTCTGAAGGACATTTCCGGACTCAACCAAACGCC
TTTTGTCCTTCATAACCTCGATGAAAGACATCCCCAGCCACGGCCAACTCGGTTTTGTCCTT

> TCGCTTCCTT Con:1 reps=5 [3159024,3159294] 1-int=271 l-seq = 52
TCGCTTCCTTAACGTAGACGCCTTCTAGGTTAAGATAGAGCCGCAATTTCCT
TCGCTTCCTTTACATAGACGCACTCTATGTTAAGAAAGAACCCCGATTTGCT
TTGCTTCCTTTACATAGACGGCTTCTATGTTAAGATATAGCTGCGATTTTTC
TCGCTTCCTTAACGTAGACGCCTTCTATGTTAAGATAGAACCACAGTTTTTC
TCGCTTCCTTAACGTAGACGCACTCTACGTTAAGAAAGACCTGCAATTTTTCTCGCTTCCTT

> GTGAAGGAAC Con:1 reps=4 [3165204,3165422] 1-int=219 l-seq = 52
GTGAAGGAACAACGGCTTTTTCACTCTCTTCCTTAACGTAGACGTTCTCTAT
GTTAAGGAACAACGGCTTTTTTGCATGCTTCCTTAACGTAGACGGCCTCTAC




GTGAAGGAACAAGGCAATTTTTGCTCGCTTCCTTAACGTAGATGGCCTCTAT
GTGAAGGAACAGCGACTTTTTACCTCGCTTCCCTAACGTAGACAACCTCTATGTGAAGGAAC

> TTTTGTCTTT Con:1 reps=9 [3215264,3215690] 1-int=427 l-seq = 52
TTTTGTCTTTTTAAGCCCTCCAAAAGGACAATTGGCCCCGGGTCTGGCTCTC
TTTTGTCTTTTTGAAGCCCCCAAAAGGACAATTCGAACGGATTCCAGTTCCC
TTTTIGTCTTTTTAAACCCTCCAAAAGGACAATTCACTCGGATTACAGCTCTC
TTTTGTCTTTTTGAACCCTTCAAAAGGACAATTGGCCCCAGGTCTGGCTCTC
TTTTGTCTTTTTGAGGCACTCAAAAGGACAATTCGACCGGATTCCAGTTCCC
TTTTGTCTTTTTGAACCCTCCAAAAGGACAGTTCGACCGGATTTCAATCCCC
TTTTGTCTTTTTGAACCCTCCAAAAGGACAATTCGACCGGATTCCAGCTTTC
TTTTGTCTTTTTAAAGCCTCCAAAAGGACAATTGGCCCLCGGGTCTGGCTCTCTTTTGTCTTT

> CTTAACGTAG Con:1 reps=8 [3382355,3382833] 1-int=479 l-seq = 52
CTTAACGTAGATGCGGCCTATGTGAAGAAAGGCCGGCTTTTTCCCCCGCTTG
CTTCACTTAGAGGTAGTCTATGTGAAGGAAGAGATCCTTTTTGGCTCGGTTT
CTTAATGTGGACGCGCTCTATGTTAAGAAACAAGCTCATTTTCCTCCGCTTC
CTTAACGTAGACGCGCTCTATGTTAAGAAACTATCTCATTTTCCCTCGCTTC
CTTAACGTAGACGCGCTCTATGTTAAGAAACAAGCCCATTTTCCTCCGCTTC
CTTAACGTAGACGGGCTCTAAGTTAAGAAACAAGCCCATTTTCCTCCGCTTC
CTTAACGTAGACGCGCTCTATGTGAAGGAAGCACCTCATTTTCCCTCGCTTC
CTTAACGTAGACGTGCTCCATGTTAAGAAACTATCTCATTTTCCCTCGCTTC
CTTAACGTAGACGCGCTCTATGTTAAGAAACAAGCTCATTTTCCTCCGCTTCCTTAACGTAG

> TTTTGGCTTT Con:1 reps=11 [3474529,3475266] 1-int=738 l-seq = 52
TTTTGGCTTTTAAGATGTTCTAAAGGACAGTTTGTTTGATTCACAGGLCGCT
TTTTGGCTTTTTGAGATGTTCTAAAAGACAGTTTGGACGCTGTCAAGGTGTC
TTTTGGCTTTTTGAGACGCTCTAAAGGACAATTGGCACGTTTCCCCAGCACC
TTTTGGCTTTTTGAAACGTTCTAAAGGACAGTTTGGATGATTTCCAGGTGCA
TTTTGGCTTTTTGAGATGCTCTAAAAGACAGTTTGGACGCTACCAAGGTGTC
TTTTGGCTTTTTGAGATGTTCTAAAAGACAATTTGAACGCTGCCTAGGTTTC
TTTTGGCTTTTTGGAACGTTCTAAAGGACAGTTTGGATGATTTCCAGGTGCA
TTTCGTCTTTTTGAGATGCTCTAAAAGACAATTTGGACGCTGCCTAGGTGTC
TTTTGGCTTTTTGAAACGCTCTAAAGGACAATTGGCACGTTTCCCCAGCATC
TTTTIGTCTTTTTGAAACGTTCTAAAGGACAATTGGGCTGATTTCCAGGTGCG
TTTTGGCTTTTTGAGATGCTCTAAAGGACAGTTTGGACGCTACCAAGGTGTC
TTTTGGCTTTTTGAGACGCTCTAAAGGACAATTAGCACGTTCCCCGAGCACC
TTTTGTCTTTTTGAAACGTTCTAAAGGACAGTTTGGATGATTTCCAGGTGCA
TTTCGTCTTTTTGAGATGCTCTAAAAGACAATTTGGACGCTGCCTAGGTGTCTTTTGGCTTT

> ATGAAGGACA Con:1 reps=7 [3475558,3475933] 1l-int=376 l-seq = 52
ATGAAGGACAAAACAGAGACCATCTCCGACCCCAAATGTCTTTCATCCGCTCC
ATGAAGGACAAAACAAACTCGCCATAACCCTAAAATGTCCTTCATTCACCCG
ATGAAGGACAAATCAAAGACATTACAGACCCCAAATGTCTTTCATCTGCCCA
ATGAAGGACAAAACAAACTCACCATAACCCTAAAATGTCCTTCATTCACCCA
ATGAAGGACAAATCAAAGACATCACAGAGCCCAAATGTCTTTCATCTGCCCC
ATGAAGGACAAAATAAAGTCGCCACAACCCCAAATTGTCCTTCATGCGCCAG
ATGAAAGACAAAAACAGGCTACCATCACTTTAAAATGTCCTTCATCCACTTCATGAAGGACA

> CTATGTGAAG Con:1 reps=6 [3502875,3503248] 1-int=374 l-seq = 52
CTATGTGAAGGAAGACCTTCATTTTTCCGTGCTTCCTAACGTAGACAGCCT
CTATGTGAAGAAAGGCCGTCAATTTTTTGTTCTTCCTTAACATAGACACGCC
CTAGGTTAAGGAAGGCCTTCATTTTTCTGCGCTTCCTTAACGTAGACGCCCT
CTATGTGAAGAAAGGCCTTCGTTTTTTCGTGTTTCCTTAACGTAGACAGCCT
CTATGTAAAGGAACAACGTCATTTTTTCACGCTTCCTTAACTTAGACGCGAC
CTATGTGAAGAAAAGCCTTCAATTTTCCGCGCTTCCTTAACGTAGACGGGCT
CTATGTGAAGGAAGACCTTCATTTTTTCGTGCTTCCTTAGCGTAGACGCGCCCTATGTGAAG

> GTTAAGGAAG Con:1 reps=6 [3514468,3514791] 1-int=324 l-seq = 52
GTTAAGGAAGAGACTCATTTTTCACCGCGTTCTTAACGTAGACGCGTTCTAA
GTTAAGGAAGGAAACCCATTTCCTCCGTTTCCTTAACGTAGACGCGTTCTAG
GTTAAGGAAGGGAACCCATTTCCTTCGCTTTCTTAACGTAGAAGCACTCTAG
GTTAAGGAAGAGGACCCCATTTCCTTCGCTTCCTTAACGTAGGCGCACTCTAG
GTTAAGGAAGACCCTCATTTTCCTTCGCTTCCTTAATGTAGACGCGCTCTAG

> GCTTCCTTAA Con:1 reps=8 [3567366,3567793] 1-int=428 l-seq = 52
GCTTCCTTAACGTAGACAGGCTCTAGGTTGAAGAAAGCGCCTCGTTTTTGCTT
GCTTCCTTAACGTAGACGCACTCTATGTGAAGGAAGACCTTCGTTTTTCTAC
GCTTCCTTAACGTAGACGCACTCTATGTGAAGGAAGACCTTCGTTTTTCCGC
GCTTCCTTAACGTAGACGCACTCTATGTGAAGGAAGACCTTCGTTTTTCTAC
GCTTCCTTAACATAGACGAGCTCTACGTGAAGAAAGGTCGCCTTTTTTCCAC
GCTTCTTTAACATAGACAGGCTCTACGTGAAGGAAGACCTTCATTTTTCCAC
GCTTCCTTAACATAGACGGGCTCTAGGTGAAGAAAGCGCCTCGTTTTTGCTT
GCTTCCTTAACGTAGACGGGCTCTACGTGAAGAAAGGCCTTCGTTTTTCTGCGCTTCCTTAA




B.alkalitelluris (NZ KvV917374.1). All tandem repeats with repeat 51-52

Practically all tandem repeats have two short palindromic signals in
each 52 nt repeat. There are three main signals, shown in different
colors:

AAAgGGAAT, AAAGCTGTC, AATCATAG
Only part of the repeat is highlighted.

> GCTGTCCGAA Con:1 reps=14 [115528,116213] 1-int=686 l-seq = 52
GCTGTCCGAAGTTGGTTGAGGTTCAGACAGCTTGAGGATCAAAAGAGAGAAA
GCTGTCCGAACTTGGCTGAGGTTCAGACAGCTTGGGAGACACAAGAGAGAAA
GCTGTCCGAACTTGGCTGAGGTTCAGACAGCTTGAGGATCAAAAGAAAGAAA
GCTGTCCGAATTAGCTAAGGTTCAGACAGCTTAAGGATCAAAAGAGGGAAA
GCTGTCCGAACTTGGATGAGGTTCAAACAGCTTGAGGGAGAACACAGATAAA
GCTGTCCGAACTTAGCTTAGGTTCAGACAGCTTGAGGGAGAAAACAGATAAA
GCTGTCCGAACTTGGCTTAGGTTCAGACAGCTTGGGAGACAAAAGAGAGAAA
GCTGTCCGAACTTGGCTGAGGTTCAGACAGCTTGGGAGACACAAGAGAGAAA
GCTGTCCGAACTTGGCTGAGGTTCAGACAGCTTAAGGATCAAAAGAGGGAAA
GCTGTCCGAACTTAGCTTAGGTTCAGACAGCTTGAGGGAGAACACAGAGAAA
GCTGTCCGAACTTGGCTGAGGTTCAGACAGCTTAAGGCTCAAAAGAGGGAAA
GCTGTCCGAACTTAGCTTAGGTTCAGACAGCTTGAGAAAGAAAACAGATAAA
GCTGTCCGAACTTGGCTTGAATTCAGACAGCTTGAACGAGAAAACATGTAATGCTGTCCGAA
> ACTTCAGACA Con:1 reps=8 [123004,123378] 1l-int=375 l-seqg = 52
ACTTCAGACAACTTCTGCAACCAAGAACCTAAAGCTGTCCGAACTCTTGCCT
ACTTCAGACAACTTCTGCTGCCAATTGCTTAAACCTGTCCGAACTCTTGCCT
ACTTCAGACAACTTCTGCCGCCAATTGCTTAAACCTGTCCGAACTCTTGCCT
ACTTCAGACAACTTCTGCCGCCAATTACTTAAACCTGTCCGAACTCTTGCCT
ACTTCAGACAACTTCTGCCGCCAATTACTTAAACCTGTCCGAACTCTTAACT
ACTTCAGACAGCTTCACCGACCAATTACCTAAAGCTGTCCGAACTCTTGCCT
ACTTCAGACAACTTCAGCAACCAAGAACCTAAAGCTGTCCGAACTCTTGCCTACTTCAGACA
> GAGCAACTTG Con:1 reps=9 [208479,209009] 1-int=531 l-seqg = 52
GAGCAACTTGATCGTAGAACTCCTATGATTCACTTCCCTACAATTAATGTGC
GAGCAACTTGATGATAGACCTACTATGATTGACTTCCTTACAAATCATGTGC
GAGCAACTTGATGATAGACCTACTATGATTGACTTCCTTACAAATCATGTGC
GAGCAACTTGATCGTAGACCTCCTATGATTCACTTCCCTACAATTCATGTGC
GAGCAACTTGATICATAGAACTCCTTTGATTCACTTCCTTACAATTCATGTGT
GAGCAACTTGATCATAGAACTCCTATGATTCATTTCCCTACAATTAATGTGC
GAGCAACTTGATCATAGACCTCCTATGATTCACTTCCCTACAATTAATGTGC
GAGCAACTTGGTCATAGACCTCCTATGATTCACTTACCTATAATTAATGTGC
AAGCAACTTGATCATAGACCTCCTATGATTCACTTCCCTACAATTAATGTGC
GAACAACTTGATCATAGACCTCCTATGATTCACTTCCCTACAATTCATGTGCGAGCAACTTG
> CTTCGGACAG Con:1 reps=14 [287166,287852] 1-int=687 l-seq = 52
CTTCGGACAGCTTTAAAGGCTTGGCTCCTCAACCTGTCTGAACTTACTCTGA
CTTCGGACAGCCTTAACCGCTGGACTCCTCAACCGGTCTGAACTTACTCTAT
CTTCGGACAGCTTTTCCCGTGTGGCTCCTCAACCTGTCTGAACTTACTCTGA
CTTCGGACAGCTTTAACCGCTGGACTCCTCAACCTGTCTGAACTTACTCTAT
CTTCGGACAGCTTTTCCCGTGTGGCTCCTCAACCTGTCTGAACTTACTCTAT
CTTCGGACAGCTTTTCCCGTTTGGCTCCTCAACCTGTCTGTACTTACTCTGA
CTTCGGACAGCTTTAACCGCTGGACTCCTCAACCTGTCTGAACTTACTCTGA
CTTCGGACAGCTTTAACCGCTTGGCTCCTCAACCTGTCTGAACTTACTCTGA
CTTCGGACAGCCTTAACCGCTGGACTCCTCAACCGGTCTGAACTTACTCTAT
CTTCGGACAGCTTTTCCCGTGTGGCTCCTCAACCTGTCTGAACTTACTCTGA
CTTCGGACAGCCTTAACCGCTGGACTCCTCAACCGGTCTGAACTTACTCTAT
CTTCGGACAGCTTTTCCCGTGTGGCTCCTCAACCTGTCTGTACTTACTCTGA
CTTCGGACAGCCTTAACCGCTGGACTCCTCAACCGGTCTGAACTTACTCTGACTTCGGACAG
> TGTTTGATTC Con:1 reps=11 [341445,341974] 1-int=530 l-seq = 52
TGTTTGATTCCCTTTCTCATGCCCAAAGCCCAACAAAGGGAATGAAAGGCAC
TGTTTGATTCCCTTTCTCATGCAAAAATCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGTCAAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCAT




TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCAAAAGCCCAACAAAGGGAATGAAAGGCATTGTTTGATTC
> TTCTGATTCC Con:1 reps=4 [502640,502805] 1l-int=166 l-seq = 52
TTCTGATTCCCTTCCTCATGCCAAAGAAGCAAGAAAGGGAACGAAAGGAGCG
TTCTGATTCCCTTCCTCATGCCAAAGAAGCAAGAAAGGGAACGAAAGGAGTA
TTCTGATTCCCTTCCTCATGCCAAAAATCAAGAAAGGGAACGAAAGAAGTATTCTGATTCC
> AGGGAACGAA Con:1 reps=8 [542786,543160] 1l-int=375 l-seqg = 52
AGGGAACGAAAGACGTTGTCAGATTCCCTTGCTGGTGGCAAAAGTCGAAAAA
AGGGAACGAAAGGTGCTGTCAGATTCCTTTACTGGTGCTAAAAGTCGAAGAA
AGGGAACGAAAGGTGCTGTCAGATTCCTTTACTGGTGCTAAAAGTCGAAGAA
AGGGAACGAAAGGTGCTGTCAGATTCCTTTACTGGTGCTAAAAGTCGAAGAA
AGGGAACGAAAGGTGCTGTCAGATTCCTTTACTGGTGCTAAAAGTCGAAGAA
AGGGAACGAAAGACGTTGTCAGATTCCCTTGCTGATGTCAAAAGTCGAAGAA
AGGGAACGAAAGACGTTGTCAGATTCCCTTGCTGATGCTAAAAGTCGAAGAAAGGGAACGAA
> TCTATGATCC Con:1 reps=4 [546114,546280] 1l-int=167 l-seqg = 52
TCTATGATCCAGTTGCCAAGGCGAAAGCAAGGAGAAAGTAAATCATAGGCCT
TCTATGATCCAGTTGCCTGAGCGAAAACAAGGAGAAAATGAATCATAGACCT
TCTATGATCCAGTTGCCTGAGCGAAAACAAGGAGAAAGTGAATCATAGACCTTCTATGATCC
> TGTCTGAAGT Con:1 reps=36 [579578,581412] 1-int=1835 l-seq = 52
TGTCTGAAGTAGCTTTGGGTTCGGACAGCTTTGATTGTTTTGAAGTAAAAGT
TGTCTGAAGTAGCTTCGGGTTCGGACAGCTTTGATTGTTTTGAAGCAAAAGC
TGTCTGAAGTAGCTTCGGGTTCGGACAGCTTTGTTGGTTTGTTTGTGAAAGC
TGTCTGAAGTAGCCCCGTGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGGCTAGAAACAAAAGC
TGTCTGAAGTAGCCCCGTGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCCCGTGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGGCTAGAAACAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGGGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGGGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCCCGGGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCCCGTGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAGGTAAAAGC
TGTCTGAAGTAGCTTAGGGTTCGGACAGCACTGTTAGTTTGTTTGTGAAAGC
TGTCTGAAGTAGCTTAGGGTTCGGACAGGTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCTTAGGGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCCCGTGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAGGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGCCAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAGGTAAAAGC
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCTTCGGGTTCGGACAGCTTTGATTGTTTAGAAGCAAAAGC
TGTCTGAAGTAGCTTCAGGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCTTCGGGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGT
TGTCTGAAGTAGCCTCGAGTTCGGACAGCTTTGATTGGCTAGAAACAAAAGC
TGTCTGAAGTAGCCCCGAGTTCGGACAGCTTTGATTGTTTAGAAGTAAAAGC
TGTCTGAAGTAGCTTCGGGTTCGGACAGCTTTGATTGTTTAGAAGCAAAAGT
TGTCTGAAGTAGCCCCGTGTTCGGACAGCTTTGATTGTTTAGAAGCAAAAGCTGTCTGTCTGAAGT
> GAAAGGGAAT Con:1 reps=7 [908246,908566] 1l-int=321 l-seqg = 52
GAAAGGGAATCAGACAGCATCTTTGAATCCCTTTCTTGTGCTTTTTGCGAGA
GAAAGGGAATCAGACAGCACCTTTGATTCCTTTTTTGGATTTTTGGTATGA
GAAAGGGAATCAGACAACACCTTTCATTCCCTTTCTTGGACTTTTTGCGTGA
GAAAGGGAATCAGACAGCACCTTTCATTCCCTTTCTTGGGTTTTGGTATGG
GAAAGGGAATCAGACAGCACCTTTGAATCCCTTTCTTGGACTTTTTGCGTGA
GAAAGGGAATCAGACAACACCTTTCATTCCCTTTCTTGGGTTTTGGGTATGAGAAAGGGAAT
> AAGGGAATCA Con:1 reps=24 [953299,954484] 1-int=1186 l-seqg = 51
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTTGACTTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCACCAGT




AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTCGACTTTTGGCACCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTTGACTTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTTGACTTTTGGCACCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTCGACTTTTGGCACCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTTGACTTTTCGCACCAGT
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTCGACTTTTGGCACCAA
AAGGGAATCAGACAGCGTCTTTCGTTCGCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTTGACTATTGGCACCAA
AAGGGAATCAAACAGCGCCTTTCGTTCCCTTTCTTTGACTTTTGGCACCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTTGAATTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGCCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCATCAA
AAGGGAATCAGACAGCGTCTTTCGTTCCCTTTCTTCGACTTTTGGCACCAA
AAGGGAATCAAACAGCGTCTTTCGTTCCCTTTCTTTGACTTTTGGCATCAAAAGGGAATCA
> AGGGAATCAA Con:1 reps=5 [991762,991980] 1-int=219 l-seq = 52
AGGGAATCAAAGAGTGTGTCTGATTCCCTTTTTGAAGCCAAAAGCCTTGGAA
AGGGAATCAAAGAGTGTTTCTGATTCCTTTTCTGATGCCAGAAGCCTGAGAA
AGGGAATCAAAGAGTGTGTCTGATTCCTTTTCTGATGCCAGAAGCCTGAGAA
AGGGAATCAAAGAGTGTGTCTGATTCCTTTTCTGATGCCAAAAGCCTTGGAAAGGGAATCAA
> AAGGTTCGGA Con:1 reps=17 [995262,996156] 1-int=895 l-seq = 52
AAGGTTCGGACAGCTTTTGTTCGAAGGCTCATGAAGTTGTCCGAAGTCGCTT
AAGGTTCGGACAAATTTTGCTTGATGGCCCTCGAAGTTGTCCGAAGAGGGCA
AAGGTTCGGACAGCTTTAGCTCGAAGGCCCTCGAAGTTGTCCGAAGTCGCTC
AAGGTTCAGACAGCTTAAGCTTGAAGGCCCTCGAAGTTGTCCGAAGATGCCC
AAGGTTCGGACAGCTTTTGCTCAATGGCCCTTGAAGTTATCCGAAGAGGGCA
AAGGTTCGGACAGCTTTAGCTTGATGGCCCTCGAAGTTGTCCGAAGTCGCTC
AAGGTTCGGACAGCTTTTGCTTGAAGGCCCTCGAAGTTGTCCGAAGAGGCCC
AAGGTTCGGACAGCTTTTGCTCGAAGGCTCATGAAGTTGTCCGAAGTCGTCC
AAGGTTCGGACAGCTTTTGTTCGAAGGCTCATGAAGTTGTCCGAAGTTGCTC
AAGGTTCGGACAGCTTTAGCTTGATGGCCCTCGAAGTTGTCCGAAGAGGGCA
AAGGTTCGGACAGCTTTAGCTCGAAGGCCCTCGAAGTTGTCCGAAGTCGCTC
AAGGTTCGGACAGCTTAAGCTTGAAGGCCCTCGAAGTTGTCCGAAGATGCCC
AAGGTTCGGACAGCTTTTGCTCAATGGCCCTTGAAGTTATCCGAAGTCGTCC
AAGGTTCGGACAGCTTTAGCTTGATGGCCCTCGAAGTTGTCCGAAGAGGCCC
AAGGTTCGGACAGCTTTTGCTCGAAGGCTCATGAAGTTGTCCGAAGTCGCCC
AAGGTTCGGACAGCTTTTGCTCGGAGGCTCATGAAGTTGTCCGAAGTCGTCC
AAGGTTCGGACAGCTTTTGCTCGAAGGCTCATGAAGTTGTCCGAAGTGGTTCAAGGTTCGGA
> TGTCCGAAGT Con:1 reps=13 [1098526,1099160] 1-int=635 l-seq = 52
TGTCCGAAGTTGGCTGGAGTTCAGACAGCTTTAAGGGTTTGGCAGCAGAAGC
TGTCCGAAGTTGATTAGAGTTCAGACAGCTTTAAGTGTTTGGAAGCAGAAGC
TGTCCGAAGTTGGTTAGAGTTCAGACGGCTTTAGGGGTTTGGAAGCAAAAGT
TGTCCGAAGTTGCTCTGAGTTCAGACAGGTTTAGGGGTTTGGAAGCAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGCTTTAGGGGTTTGGAAGCAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGGTTTAGGGGTTTGGGAGCAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGGTTTAGGGGTTTGGAAGCAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGGTTTAGGGGTTTGGAAGCAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGGTTTAGGGGTTTGGAAGCAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGCTTTAAGTGTTTGGAAGTAAAAGC
TGTCCGAAGTTGCTCTGAGTTCAGACAGGTTTAGGGATTTGGAAGTAAAACC
TGTCCGAAGTTGGCTAGAGTTCAGACAGTTTTAAGTGTTTGGTCCCAAAAGCTGTCCGAAGT
> TGTCTGAAGT Con:1 reps=13 [1309331,1310018] 1-int=688 l-seq = 52
TGTCTGAAGTTGAGAGGCCTTCGGACAGGTTAGAAGCCCACAAATGAAAAGC
TGTCTGAAGTTGGGTAGCCTTTGGACAGGTTAGAAGCCTACAGAGTAAAAGC
TGTCTGAAGTTGGGTAGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGT
TGTCTGAAGTTGAGCAGCCTTTGGACAGGTTAGAAGCCTACAGAGTAAAAGT
TGTCTGAAGTTGAGCAGCCTTTGGACAGGTTAGAAGCCTACAGAGTAAAAGT
TGTCTGAAGTTGAGCAGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGC
TGTCTGAAGTTGGGTAGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGC
TGTCTGAAGTTGAGAGGCCTTCGGACAGGTTCATAGCCTACAGAGTAAAAGT




TGTCTGAAGTTGGGTAGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGC
TGTCTGAAGTTGAGAGGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGC
TGTCTGAAGTTGAGAGGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGT
TGTCTGAAGTTGAGAGGCCTTCGGACAGGTICATAGCCCTACAGAGTAAGAGT
TGTCCGAAGTTGAGCAGCCTTCGGACAGGTTAGAAGCCTACAGAGTAAAAGTTGTCTGAAGT

> TGTTTGATTC Con:1 reps=5 [1336769,1336987] 1l-int=219 l-seqg = 52
TGTTTGATTCCCTTACTAATGCCCAAAGCCCAACAAAGGGAATGAAAGGCAC
TGTTTGATTCCCTTTCTCATGCCCAAAGCCCAACAAAGGGAATGAAAGGCAC
TGTTTGATTCCCTTTCTCATGCCCAAAGCCCAACAAAGGGAATGAAAGGCAT
TGTTTGATTCCCTTTCTCATGCCCAAAGCCCAACAAAGGGAATGAAAGGCATTGTTTGATTC

> CAAAGGGAAT Con:1 reps=5 [1400861,1401079] 1l-int=219 l-seq = 52
CAAAGGGAATAAAAAGCGTTGTTTCATTCCCTTTCTCATGCACAAAGCTCAA
CAAAGGGAATGAAAAGCATTGTTTCATTCCTTTTCTCATGCCAAAAGCTATC
CAAAGGGAATGAAAACCATTGTTTCATTCCTTTTCTCATGCCAAAAGCTATC
CAAAGGGAATGAAAAGCATTGTTTCATTCCTTTTCTCATGCCAAAAGCTATCCAAAGGGAAT

> TTTGGCATGA Con:1 reps=10 [1412262,1412738] 1-int=477 l-seq = 52
TTTGGCATGAGAAAGGGAATGAAACAATGCTTTTCATTCCCTTTGGTAGGCT
TTTGGCATGAGAAAGGGAATCAGACAACTCCTTTCATTCCCTTTGTTGGGCT
TTTGGCATGAGAAAGGGAATCAGACAACTCCTTTCATTCCCTTTGTTGGGCT
TTTGGCATGAGAAAGGGAATCAGACAACTCCTTTCATTCCCTTTCATAGGCT
TTTGGCATGAGAAAGGGAATCAAACAAGCTTTTCATTCCCTTTGGTAGGCT
TTTGGCATGAGAAAGGGAATCAAACAACTCCTTTCATTCCCTGICATAGGCT
TTTGGCATGAGAAAGGGAATCAAACAATGCTTTTCATTCCCTTTGTTGGGCT
TTTGGCATGAGAAAGGGAATCAGACAACTCCTTTCATTCCCTTTGTTGGGCT
TTTGGCATGAGAAAGGGAATCAAACAATGCTTTTCATTCCCTTTGTTGGGCTTTGGCATGA

> AAGCTGTCCG Con:1 reps=20 [1511589,1512587] 1-int=999 l-seq = 52
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTTGGTTTTAGTGGA
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTGGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTAGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTGGA
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTAGA
AAGCTGTCCGAAGAGAGCGCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGCGCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCAGGTTAAGTAGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTAGA
AAGCTGTCCGAAGAGAGCGCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTAGA
AAGCTGTCCGAAGAGAGCGCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTTGCTCTGGTTAAGTAGA
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCAGGTTGAGCGGG
AAGCTGTCCGAAGAGAGTTCAGGTTCAGACAGGTTTGCTCAGGTTGAGTGGA
AAGCTGTCCGAAGAGAGCTCAGGTTCAGACAGGTTAGCTCAGGTTGAGTGGAAAGCTGTCCG

> TTTCGTTCCC Con:1 reps=26 [1602707,1604017] 1-int=1311 l-seqg = 52
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGGAATCAGAGAACAGC
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGGAATCAGAGAACAGC
TTTCGTTCCCTTTCATGGGCTTTGGGTATGAGAAAGGGAATCAGAGAACAGC
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGCGAATCAGAGAACAGC
TTTCGTTCCCTTTCATGGGCTATTTGTGTGGGAAAGGCGAATCAGAGAACAGC
TTTCGTTCCCTTTCATGGGCAATTGGTATGGGAAAGGGAATCAGCCAGCATC
TTTCGTTCCCTTTCATGGGCTTTGGGTGTGGGAAAGGGAATCAGAGAACAGC
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCTTTGTGTGTGGGAAAGGCGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGGAATCAAACACGACC
TTTCGTTCCCTTTCATGGGCTTTGTGTGTGGGAAAGGCGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCAATTGGTATGGGAAAGGGAATCAGCCAGCATC
TTTCGTTCCCTTTCATGGGCTTTGGGTGTGGGAAAGGGAATCAGAGAACATT
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCTTTGTGTGTGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCGATTGGTGTGGGAAAGGGAATCAAACACGAGC
TTTCGTTCCCTTTCATGGGCTTTGGGTATGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCCGGGGCGATTGGTGTGGGAAAGGGAATGAAACACGACC
TTTCGTTCCCTTTCATGGGCGTTGGGTATGGGAAAGGGAATCAGAGAACATC




TTTCGTTCCCTTTCCGGGGCGATTGGTGTGGGAAAGGGAATGAAACACGACC
TTTCGTTCCCTTTCATGGGCGTTGGGTATGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCTTTGGGGGTGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCTTTGTGTGTGGGAAAGGGAATCAGAGAACATC
TTTCGTTCCCTTTCATGGGCTATTGGTGTGGGAAAGGGAATCAAACACGACC
TTTCGTTCCCTTTCATGGGCTTTGGGTATGGGAAAGGGAATCAGAGAACATCTTTCGTTCCC
> GAGAAAGGGA Con:1 reps=9 [1747684,1748108] 1l-int=425 l-seq = 52
GAGAAAGGGAATCAAACAACGTCTTTCGTTCCCTTGCACCGGTGTTTGGCGG
GAGAAAGGGAATCAAACAACGTCTTTCGTTCCCTTGCACCGGCTTTTGGCGA
GAGAAAGGGAATGAAACAGCGCCTTTCGTTCCCTTGCACCGGCTTTTGGCAA
GAGAAAGGGAATGAAACAGCGCCTTTCGTTCCCTTGCACCGGCTTTGGCAA
GAGAAAGGGAATGAAACAGCGCCTTTCGTTCCCTTGCACCGGCTTTGGCAA
GAGAAAGGGAATGAAACAGCGCCTTTCGTTCCCTTGCACCGGCGTTTGGCGA
GAGAAAGGGAATCAGACACCGCCTTTCGTTCCCTTGCACCGGCTTTTGGCGA
GAGAAAGGGAATCAAACAGCGTCTTTCGTTCCCTTCCGACGGCTTTTGGCAAGAGAAAGGGA
> CTTCTATGAT Con:1 reps=4 [1932894,1933060] 1l-int=167 l-seq = 52
CTTCTATGATCCAGTTGTCGAGGCGAAAACAAGAAGGAAGTGAATCATAGTC
CTTCTATGATCCAGTTGCCGAAGTGAAAACAAGAAGGAAGTGAATCATAGGC
CTTCTATGATCCAGTTGCCGAAGTGAAAATAAGGAGGAAATGTATCATAGGGCTTCTATGAT
> GACAGCTTTG Con:1 reps=20 [1958292,1959394] 1-int=1103 l-seqg = 52
GACAGCTTTGGTTAGATCTAATAGAAAGTTGTCCGAACCTGGGCAGACTTCG
GACAGGTTTGGTTAGATTTACGAGATAGCTGTCCGAACCTGGGTAGACTTCG
GACAGCTTTGGTTAGATCTAATAGAAAGTTGTCCGAACCTAAGTAGACTTCG
GACAGCTTTGGTTAGATCTAATAGAAAGTTGTCCGAACCTAAGTAGACTTCGG
ACAGCTTTAGCTCATACAACAAAAAAGCTGTCCGAACACAGGTGTACTTCA
GACAGCTTTGTGTCTAACAACAAGAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGCAATATCAACAAGAAAGCTGTCCGAACCCAGGCGCACTTCA
GACAGCTTTGGCTAGATCAACAAGAAAGCTGTCCGAACCAAGGTAGACTTCA
GACAGCTTTGGCTCATACAACAAAAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGCTCATACAACAAAAAAGCTGTCCGAACACAGGTGTACTTCA
GACAGCTTTGTGTCTAACAACAAGAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGCAATAACAACAAGAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGCAATAACAACAAGAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGTAATAACAACAAGAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGCAATATCAACAAGAAAGCTGTCCGAACCTAGGCGCACTTCA
GACAGCTTTGGCTAAATCAACAAGAAAGCTGTCCGAACCTAGGTAGACTTCG
GACAGCTTTGGCTAGATCAACAAGAAAGCTGTCCGAACCCAGGCGCACTTCA
GACAGCTTTGGCTAAATCAACAAGAAAGCTGTCCGAACCCAGGCGCACTTCA
GACAGCTTTGGCTAAATCAACAAGAAAGCTGTCCGAACCAAGGTAGGCTTCG
GACAGCTTTGGCTCATACAACAAAAAAGCTGTCCGAACACAGGTGTACTTCA
GACAGCTTTGTGTCTAACAACAAGAAAGCTGTCCGAACCCAGGCGCACTTCAGACAGCTTTG
> AAGCTGTCCG Con:1 reps=6 [1960889,1961159] 1l-int=271 l-seq = 52
AAGCTGTCCGAACCTAGGTAGACTTCGGACAGCTTTGGCAATATCAACAAGA
AAGCTGTCCGAACCTAGGCGCACTTCAGACAGCTTTGGCTAAATCAACAAGA
AAGCTGTCCGAACCTAGGTAGACTTCGGACAGCTTTGGCTAGATCAACAAGA
AAGCTGTCCGAACCAAGGTAGACTTCGGACAGCTTTGGCTATATCAACAAGA
AAGCTGTCCGAACCCAGGCGCACTTTAGACAGCTTTGGCTAAATCAACTAAGAAGCTGTCCG
> AAGCTGTCCG Con:1 reps=19 [1988468,1989414] 1-int=947 l-seq = 52
AAGCTGTCCGAACCCAAGGTGACTTCAGACAGCTTTAGCGAGAAATGAAGTC
AAGCTGTCCGAACCCAAGGTGACTTCAGACAGCTTTAGCGAGAAAGCGATAA
AAGCTGTCCGAACCCAAGGCAACTTCAGACAGGTTTAGCAAGAAATGAAGTC
AAGCTGTCCGAACCCAGGGCAACTTCGGACAACTTTAGCAAGAAATGAAGTC
AAGCTGTCCGAACCCAGGGCAACTTCGGACAACTTTAGCAAGAAATGAAGTC
AAGCTGTCCGAACCCAAGGCAACTTCAGACAGCTTTAGCGAGAAAGCGATAA
AAGCTGTCCGAACCCAAGGCAACTTCAGACAGCTTTAGCGAGAAAGCGAGAA
AAGCTGTCCGAACCCAAGGCAACTTCAGACAGGGTTAGCGAGAAATGAAGTC
AAGCTGTCCGAACCCAGGGCAACTTCGGACAACTTTAGCAAGAAATGAAGAC
AAGCTGTCCGAACCCAGGGCAACTTCGGACAACTTTAGCAAGAAATGAAGAC
AAGCTGTCCGAACCCAGGGCAACTTCGGACAACTTTAGCAAGAAATGAAGAC
AAGCTGTCCGAACCCAGGGCAACTTCGGACAACTTTAGCAAGAAATGAAGAC
AAGCTGTCCGAACCCAGGGCAACTTCAGACAGATTTAGCGAGAAAGCGATAA
AAGCTGTCCGAACCCAAGGCAACTTCAGACAGGTTTAGCAAGAAATGAAGTC
AAGCTGTCCGAACCCAAGGTGACTTCAGACAGCTTTAGCGAGAAATGAAGTC
AAGCTGTCCGAACCCAAGGCAACTTCAGACAGGTTTAGCAAGAAATGAAGTC
AAGCTGTCCGAACCCAAGGTGACTTCAGACAGCCTTAGCGAGAAATGAAGTC




AAGCTGTCCGAACCCAGGGCAACTTCAGACAGATTTAGCGAGAAAGCGATAAAAGCTGTCCG
> GTTCAGACAG Con:1 reps=21 [2030290,2031340] 1-int=1051 l-seqg = 52
GTTCAGACAGCTTTTAGCGTTTGAGTTGAGAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGTTTTTAGTGTTTGAGTTGAGAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGCTTTTAGCGTCTGAGTTGAAAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGTTTTTAGTGTTTGGCTCCGAAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGCTTTTAGCGTTTGAGTTGAAAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGTTTTTAGTGTTTGGCTCCGAAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGCTTTTAGCGTTTGAGTTGAAAAGCTGTCCGAAGTAGTGTCAG
GTTCAGACAGCTTTTAGCGTCTGGCTCGAAAAGCTGTCCGAAGTCGTGCGAG
GTTCAGACAGCTTTTAGCGTCTGAGTTGAGAAGCTGTCCGAAGTCGTGCGAG
GTTCAGACAGCTTTTAGCGTCTGGCTCCGAAAGCTGTCCGAAGTGGATCAAG
GTTCAGACAGCTTTTAGCGTCTGGCTCCGAAAGCTGTCCGAAGTGGATCAAG
GTTCAGACAGCTTTTAGTGTTTGGCTCCGAAAGCTGTCCGAAGTCGTGTGAG
GTTCAGACAGCTTTTAGCGTCTGGCTCGAAAAGCTGTCCGAAGTCGTGTGAG
GTTCAGACAGCTTTTAGCGTCTGAGTTGAGAAGCTGTCCGAAGTGGATCAAG
GTTCAGACAGCTTTTAGCGTTTGAGTTGAGAAGCTGTCCGAAGTAGAGCAAG
GTTCAGACAGCTTTTAGTGTTTGGCTCCGAAAGCTGTCCGAAGTCGTGTGAG
GTTCAGACAGCTTTTAGCGTCTGAGTTGAGAAGCTGTCCGAAGTCGTGCGAG
GTTCAGACAGCTTTTAGCGTCTGGCTCCGAAAGCTGTCCGAAGTGGATCAAG
GTTCAGACAGCTTTTAGCGTCTGGCTCCGAAAGCTGTCCGAAGTGGATCAAG
GTTCAGACAGCTTTTAGTGTTTAGGTCGAAAAGCTGTCCGAAGTAGAGCAAAGTTCAGACAG
> TTCAGACAGC Con:1 reps=10 [2086406,2086936] 1-int=531 l-seq = 52
TTCAGACAGCTTTATCTCAAAACCTGTCAAAGTTGTCCGAAGTGGAGGTAAC
TTCAGACAGCTTTGGCCGAGCCCGAAGCAAAGTTGTCCAAAGACGCTGGAAG
TTCAGACAGCTTTGGCTCAAAACCTGTCAAAGCTGTCCGAAGTGGTTGGAAG
TTCAGACAGCTTTGGCTCAGAAGGAAGCAAAGCTGTCCGAAGAGGTTGGAAG
TTCAGACAGCTTTGGCCCAGAACGAATCAAAGCTGTCCGAAGTGGAGGTAAC
TTCAGGCAGCTTTGGCCCAGAACAAAACAAAGTTGTCCGAAGTGAAGGTAAC
TTCAGACAGCTTTGGCCCAGAACGAATCAAAGCTGTCCGAAGGGGTTGGAAG
TTCAGACAGCTTTGGCTCAGAAGAAAGCAAAGCTGTCCGAAGAGGTTGGAAG
TTCAGACAGCTTTGGCCCAGAACGAATCAAAGCTGTCCGAAGTGGAGGTAAC
TTCAGACAGCTTTGGCCCAGAACAAAACAAAGTTGTCCGAAGTGAAGGTAACTTCAGACAGC
> GAAAGCTGTC Con:1 reps=10 [2116675,2117153] 1-int=479 l-seq = 52
GAAAGCTGTCCGAAGTAGGTCTGGGTTCAGACAGCTTTAACGTCCAAGCACC
GAAAGCTGTCCGAATGTGGACCGGGTTCAGACAGCTTTTCCGTCTGAGCACC
GAAAGCTGTCCGAAGTTGGTCTAGGTTCAGACAGCTTTTCCGTCCGAGCACC
GAAAGCTGTCCGAAGTTGGTCTAGGTTCAGACAGCTTTTCCGTCCGAGCGCG
GAAAGCTGTCCGAAGTAGGTCTGGGTTCAGACAGTTTTTCCGCCCGAGCACG
GAAAGCTGTCCGAAGTTGCCCCGGGTTCAGACAGCTTCAACGCCCGAGCGCG
GAAAGCTGTCCGAAGTTGCCCCGGGTTCAGACAGCTTCAACGCCCGAGCACG
GAAAGCTGTCCGAAGTTGCCCCGGGTTCAGACAGCTTCAACGCCCGAGCACG
GAAAGCTGTCCGAAGTTGCCCCGGGTTCAGACAACTTTTCAGTCCGAGCGCGGAAAGCTGTC
> TCTGATTCCC Con:1 reps=23 [2149247,2150397] 1-int=1151 l-seqg = 52
TCTGATTCCCTTTCAGTAGTGTATTGGGGTAGAAGGGAATGAAAGAGCGAG
TCTGATTCCCTTTCAGTAGTGTATTGGGGTAGAAGGGAATGAAAGAGCGAT
TCTGATTCCCTTTCAATAGTGAATCGAGATAAAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAATAGTGAATCGGGGTAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAATAGTGTATCGGGTAGAAAGGGAACGAAAGAGCGAG
TCTGATTCCCTTTCAATAGTGTATCGGGTAGAAAGGGAACGAAAGAGCGAG
TCTGATTCCCTTTCAATAGTGAATCGGGGTAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAATAGTGTATCGGGGTAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGCATCGGAGGAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGAATCGGAGGAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAATAGTGAATCGGGGTAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGCATCGGAGGAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGCATCGGGGTAGAAAGGGAATGAAAGAGCGAG
TCTGATTCCCTTTCAGTAGTGAATCGGGGTAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGCATCGGGGTAGAAAGGGAATGAAAGAGCGAG
TCTGATTCCCTTTCAGTAGTGTATCGGGGTAGAAAGGGAATGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGCATCGGAGGAGAAAGGGAACGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGAATCGAGGTAGAAAGGGAATGAAAGAGCAAG
TCTGATTCCCTTTCAGTAGTGCATCGGGGTAGAAAGGGAATGAAAGAGCGAG
TCTGATTCCCTTTCAGTAGTGTATCGGGGTAGAAAGGCGAATGAAAGAGCAAG
TCTGATTCCCTTTCGGTAGTGCATCGGGGGAGAAAGGGAATGAAAGAGCGAG




TCTGATTCCCTTTCAGTAGTTAATTGGGGTAGAAAAGGAATGAAAGAACGAGTCTGATTCCC

> GCTACTTCAG Con:1 reps=7 [2223040,2223414] 1-int=375 l-seq = 52
GCTACTTCAGACAGCTTTTGCTTTAAAACAATTAAAGTTGTCTGAACCCGAG
GCTATTTCAGACAGCTTTTGCTTTAAAACAATTAAAGCTGTCCGAACCCGAA
GCTACTTCAGACAGCTTTTGCTTTAAAACAATCAAAGCTGTCCGAACCCGAA
GCTACTTCAGACAGCTTTTGATTAAAAACAATCAAAGCTGTCCGAACCTGAG
GCTACTTCAGACATCTTTTGCTTTAAAACAATCAAAGCTGTCCGAACCCGAA
GCTACTTCAGACAGCTTTTGATTAAAAACAATCAAAGCTGTCCGAACCCGAG
GCTACTTCAGACAGCTTTTGCTTTAAAACAATCAAAGCTGTCCGAACCCGAGGCTACTTCAG

> GCATGAGAAA Con:1 reps=5 [2268253,2268471] 1-int=219 l-seq = 52
GCATGAGAAAGGGAATCAAACAACGCTTTTCATTCCCTTTGGATAGCTTTTG
GCATGAGAAAAGGAATGAAACAATGCTTTTCATTCCCTTTGGATAGCTTTTG
GCATGAGAAAAGGAATGAAACAACGCTTTTTATTCCCTTTGTAGGGCTTTGG
GCATGAGAAAGGGAATGAAACAACACTTTTCATTCCCTTTGTTGAGCTTTGTGCATGAGAAA

> AGATTCCCTT Con:1 reps=5 [2283102,2283320] 1-int=219 l-seq = 52
AGATTCCCTTACTAGGCAAAAATGAGGTGCAAAGGGAACGAAAGGTAGTCAC
AGATTCCCTTACTAGGCAAAAATGAGGTGCAAAGGGAACGAAAGGTAGTCAC
AGATTCCCTTACTAGGTAAAAATGAAGCGAGAAGGGAACGAAAGGTAGTCAC
AGATTCCCTTACTAGGCAAAAATGAAGTGCAAAGGGAACGAAAGGTAGTGTTAGATTCCCTT

> TCAGACAACC Con:1 reps=7 [2379685,2380007] 1l-int=323 l-seqg = 52
TCAGACAACCACTTTCGTTCCCTTTCTCGCGCTCTTGGCATTAGAAAGGGAA
TCAGACAACCACTTCCGTTCCCTTTCTCGCGCTCTTGGCACTAGAAAGGGAT
TCAGACAACCACTTCCGTTCCCTTTCTCGCGCTCTTGGTACCAGAAAGGGAA
TCAGACAACCACTTCCGTTCCCTTTCTCGCGCTCTTGGTACCAGAAAGGGAA
TCAGACAACCACTTCCGTTCCCTTTCTCGCGCTCTTGGTACCAGAAAGGGAA
TCAGACAACCACTTCCGTTCCCTTTCTCGCGCTCTTGGCACTAGAAAGGGATTCAGACAACC

> CATAGGCCTT Con:1 reps=5 [2495463,2495733] 1-int=271 l-seq = 52
CATAGGCCTTCTATGATTTAGTTGCTTGAGCGAAAACAAGGAGAAAGTGAAT
CATAATCCTCCTATGATCCAGTTGTCTGAGCGAAAACAGGGAGAAAGTAAAT
CATAGGCCTTCTATGATTTAGTTGCTTGAGCGAAAACAAGGAGAAAGTGAAT
CATAGGCCTTCTATGATCCAGTTGTCTGAGCGAAAAGAAGGAGAAAGTAAAT
CATAGGCCTTCTATGATTTAGTTGTCTGAGCGAGAACAGGTAGGAAGTAAACCATAGGCCTT

> GGGTTGTCAG Con:1 reps=8 [2516063,2516488] 1l-int=426 l-seqg = 52
GGGTTGTCAGATTTTCCTATCTGTATGCCAAAAGCCCAAGAAAGGGAACGAAAG
GGGTTGTCAGATTCCCTTTCTGGCACCAAAAGCCCGAGAAAGGGAACGAAAG
GGGTTGTCAGATTCCCTTTCTGGCACCAAAAGCCCGAGAAAGGGAACAAAAG
GGGTTGTCAGATTCCCTTTCTGGCACCAAAAGCCCGAGAAAGGGAACGAAAG
GGGCTGTCAGATTCCCTTTCTGGCACCAAAAGCCCGAGAAAGGGAACAAAA
GGGTTGTCAGATTCCTTTTCTGGCACCAAAAGCCCGAGAAAGGGAACGAAAG
GGGTTGTCAGATTCCCTTTCTGGCACCAAAGCCCGAGAAAGGGAACGAAAG
GGGTTGTCAGATTCCTTTTCTGGCACCAAAAGCCCGAAAAAGGGAACGAAAGGGTTGTCAG

> AAGAGGAAAA Con:1 reps=6 [2536105,2536375] 1l-int=271 l-seq = 52
AAGAGGAAAAGCTGTCGGAAGTGGAGTGAGGTTCAGACAGGTTGGGGGTGAG
AAGAGGAAAAGCTGTCCGAAGTGGAGTAAGGTTCAGACAGGTTGAGGGTGAG
AAGAGGAAAAGCTGTCCGAAGTGGAGTGAGGTTCAGACAGGTTGGGGGTGAG
AAGAGGAAAAGCTGTCCGAAGTGGAGTGAGGTTCAGACAGGTTGAGGGTGAG
AAGAGGAAAAGCTGTCCGAAGTGGAGTGAGGTTCAGACAGGTTGAGGGTGTAAAGAGGAAAA

> CCAAGAAAGG Con:1 reps=7 [2696032,2696348] 1-int=317 l-seq = 52
CCAAGAAAGGGAATCAAAGGTGTTGTCTGATTCCCTTACTGTTGCCAAAAG
CCAAGAAAGGGAATCAAAGCTGTTGTCTGATTCCCTTACTGTTGCCAAAAGC
CCAAGAAAGGGAATCAAAGGCGTTGTCTGATTCCCTTATTGTTGTCAAAAGC
CCAAGAAAGGGAATCAAAGGCGTTGTCTGATTCCCTTATTGTTGTCAAAAGC
CCAAGAAAGGGAATCAAAGGCGTGATTCCCTTACTGTTGTCAAAAGC
CCAAGAAAGGGAATCAAAGGCGTTGTCTGATTCCCTTACTGTTGTCAAAAGCCCAAGAAAGG

> AAGGAGGAAG Con:1 reps=7 [2741337,2741711] 1-int=375 l-seq = 52
AAGGAGGAAGTGAATCATACGCCTTCTATGATTCAGTTGCCGAGGCGAAACC
AAGGAGGAAGTGAATCATACACACTCTATGATCCAGTTGCCAAGGCGAAGCC
AAGGAGGAAGTGAATCATACACACTCTATGATCCAGTTGCCAAGGCGAAAAT
AAGGAGGAAGTGAATCATACGCCCTCTATGATCCAGTTGCCGAGGCGAAACC
AAGGAGGAAGTGAATCATACGCCCTCTACGATCCAGTTGGCAAGGCGAAAAT
AAGGAGGAAGTGAATCATAGCCCCTCTATGATACAGTTGCCGAGGCGAAGCC
AAGGAGGAAATAAATCATAGCCCCTCTIATGATCCAGTTGCCGAGGCGAAACCAAGGAGGAAG

> CAAAGGGAAT Con:1 reps=12 [2767735,2768316] 1-int=582 l-seq = 52
CAAAGGGAATGAAAAGCGTTGTTTGATTCCCTTTCTCATGCCAAAAGCTCAA
CAAAGGGAATGAAAAGCGTTGTTTGATTCCCTTTCTCATCCCAAAAGCTCAA




CAAAGGGAATGAAAAGCGTTGTTTGATTCCCTTTCTCAGGCCAAAAGCTCAA
CAAAGGGAATGAAAAGCGTTGTTTCATTCCCTTTCTCAGGCCAAAAGCCATC
CAAAGGGAATGAAAAGCATTGTTTGATTCCCTTTCTCAGGCCAAAAGCTCAA
CAAAGGGAATGAAAAGCGTTGTTTCATTCCCTTTCTCAGGCCAAAAGCCATC
CAAAGGGAATGAAAGCATTGTTTGATTCCCTTTCTCAGGCCAAAAGCTCAA
CAAAGGGAATGAAAAGCGTTGTTTGATTCCCTTTCTCATGCCAAAAGCCATC
CAAAGGGAATGAAAAGCATTGTTTGATTCCCTTTCTCAGGCCAAAAGCCATC
CAAAGGGAATGAAAAGCGTTGTTTCATTCCCTTTCTCATGCCAAAAGCCATC
CAAAGGGAATGAAAAGCATTGTTTGATTCCCTTTCTCATGCCAAAAGCCATCCAAAGGGAAT

> AAAGGGAATG Con:1 reps=7 [2792762,2793084] 1-int=323 l-seq = 52
AAAGGGAATGAAAAGAGTTGTTTGATTCCCTTTCTCATGCCCAGAGCCCAAC
AAAGGGAATGAAAAGCGTTGTTTCATCCCCTTTCTCATGACCAAAGCCCAAC
AAAGGGAATGAAAAGAGTTGTTTGATTCCCTTTCTCATGCCCGAAGCCCAAC
AAAGGGAATGAAAAGAGTTGTTTGATTCCCTTTCTCATGCCCAAAGCCCAAC
AAAGGGAATGAAAAGCATTGTTTGATTCCCTTTCTCATGCCCAAAGCCCAAC
AAAGGGAATGAAAAGCATTGTTTGATTCCCTTTCTCATGCCCAGAGCCTATGAAAGGGAATG

> AATCATAGGC Con:1 reps=4 [2999947,3000113] 1-int=167 l-seq = 52
AATCATAGGCTCTCTATGATTTAGTTGACAAGGCGAAAGCAAGGAGGAAGTG
AATCATAGGCTCTCTATGATTTAGTTGCCAAGGCAAAAACAAGGAAGAAGTG
AATCATAGGCCTTCTATGATTTAGTTGCCAAAGCGAAAGCAAGGAGGAAGTAAATCATAGGC

> TTTCATTCCC Con:1 reps=7 [3095308,3095632] 1-int=325 l-seq = 52
TTTCATTCCCTTTCATAGGCTTTGTGTATGAGAAAGGGAATCAAACAACGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATAAGAAAGGGAATCAAACAACGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGTAGAGCTTTGTGCATGAGAAAGGGAATCAAACAACGCGCTTTTCATTCCC
> TGTCTGATTC Con:1 reps=6 [3491116,3491382] 1l-int=267 l-seq = 52
TGTCTGATTCCTTTACTAATACCAAAAGCCCAACAAAGGGAATTAAAGAGGT
TGTCTGATTCCCTTTTTGATGCCAGAAGCCCAACAAAGGGAATCAAAGCGGT
TGTCTGATTCCCTTTCTGATGCCAAGTGCCCTAGAAAGGGAACCAAAGGGGC
TGTCTGATTCCCTTTCTGATGCCAAGTGCCCTAGGAAGGGAACAAAAGGC
TGTCTGATTCCCTTTCTGATGCCAGAGCCCACAAAGAGAATCAAAGCGGTTGTCTGATTC

> ATCAAACAAC Con:1 reps=7 [3630624,3630945] 1-int=322 l-seqg = 52
ATCAAACAACTCTTTTCATTCCCTTTGCTGGTCTTATGGCATGAGAAAGGGA
ATCAAACAACTCCTTTCATTCCCTTTGTTGGGCTTATGGCATGAGAAAGGG
ATCAAACAACTCCTTTCATTCCCTTTGTTGGGCTTATGGCATGAGAAAGGGA
ATCAAACAACTCCTTTCATTCCCTTTGTTGGGCTTATGGCATGAGAAAGGGA
ATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTATGGCATGGGAAAGGGA
ATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTATGGCATGGGAAAGGGAATCAAACAAC

> TTTCTCCTTG Con:1 reps=6 [3790499,3790820] 1l-int=322 l-seq = 52
TTTCTCCTTGTTTTCGCGACGGGAACTAAATTATAGAAGCTTATGATTTAC
TTTCTCCTTGTTTTTGCCTCAGCAACTGAATCATAGAGAGCCTATGATTCAC
TTTCTCCTTGTTTTTGCGACGGGAACTAAATCATAGAGAGCCTATGATTCAC
TTTCTCCTTGTTTTCCCCCCGCCAACTAAATCATAGAGAGCCTTTGATTTAC
TTTCTCCCTGTTTTCGCCTCATCAACTGAATCATAGAGAGCCTTTGATTTAC
TTTCTCCTTGTTTTTTCCTCAGCAACTGAATCATAGAGAGCCTATGATTCACTTTCTCCTTG

> GAAAGCTGTC Con:1 reps=10 [3845277,3845755] 1-int=479 l-seq = 52
GAAAGCTGTCCGAACTTCACTTGGGTTCTGACTACTTTTCCTTTACGACCAC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTCCCTTTACGACCAC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTCCCTTTACGACCAC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTTCCTTTTTGACCGC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTTCCTTTACGACCAC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTCCCTTTACGACCAC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTTCCTTTACGACCAT
GAAAGCTGTCCAAACTTCACTTGGGTTCGGACTACTTTTCCTTTACGACCAC
GAAAGCTGTCCGAACTTCACTTGGGTTCGGACTACTTTCCCTTTACGACCACGAAAGCTGTC

> AAAGGGAATG Con:1 reps=4 [3876626,3876792] 1l-int=167 l-seq = 52
AAAGGGAATGAAAAGAGTTGTTTGATTCCCTTTCTCATGCCCAAAGCCCAAC
AAAGGGAATGAAAAGCGTTGTTTCATCCCCTTTCTCATGACCAAAGCCCAAC
AAAGGGAATGAAAAGAGTTGTTTGATTCCCTTTCTCATGCCCAGAGCCTATGAAAGGGAATG

> TTGGCATGAG Con:1 reps=5 [3924084,3924302] 1-int=219 l-seqg = 52
TTGGCATGAGAAAGGGTATGAAACAACGCTTTTCATTTCCTTTCTTGAGCTC
TTGGCATGAGAAAGGGAATGAAACAATGCTTTTTATTCCCTTTGTTGAGCTT
TTGGCATGAGAAAGGGAATGAAACAACGCTTTTCATTCCGTTTGTTGAGCTT




TTGGCATGAGAAAGGGAATGAAACAATGCTTTTTATTCCCTTTGTTGAGCTTTTGGCATGAG

> GCCTATGATT Con:1 reps=8 [3938951,3939325] 1-int=375 l-seq = 52
GCCTATGATTTAGTTCTTCCTTGTTCTCGCTTCGGCAACTGACTCATAGAAG
GCCTATGATTCACTTCCTCCTTGTTTTCGCTTCAGCAACTGACTICATAGAAG
GCCTATGATTCACTTCCTCCTTGTTTTCGCTTCAGCAACTGAATCATAGAAG
GCCTATGATTCACTTCCTCCTTGTCTTCGCTTCGGCAACTGACICATAGAAG
GCCTATGATTTAGTTCCTCCTTGTTTTCTCTTCGGCAACTGAATCATAGAAG
GCCTATGATTCACTTCCTCCTTGTCTTCGCTTCGGCAACTGACTICATAGAAG
GCCTATGATTTAGTTCCTCCTTGTTTTCTCTTCAGCAACTGAATCATTAAGAGCCTATGATT

> ACTTCGGACA Con:1 reps=20 [3948839,3949836] 1-int=998 l-seq = 52
ACTTCGGACAGCTTTACCCAGTTTTAGTGCAAAGCTGTCTGAACTCTGGCCT
ACTTCGGACAGCTTTACCCAGTTTTAAAGCAAAGCTGTTTGAACTCTGGCAA
ACTTCGGACAGCTTTAGCTTGTTTAGAGCAAAACTGTCTGAACTCATACCT
ACTTCGGACAGCTTTACCTATTTTTAGAGCAAAGCTGTCTGAACTCTGGCAA
ACTTCGGACAGCTTTAGCTTGTTTTAGAGCAAAGCTGTCTGAACTCTGGCCT
ACTTCGGACAGCTTTAGCTTGTTTTAGAGCAAAGCTGTCTGCGCTCTTGCCA
ACTTCGGACAGCTTTAGCGTGTTTTAGAGCAAGGCTGTCGGAACTCTGGCCT
ACTTCGGACAACTTTAGCTTGTTTTAGAGCCAAGCTGTCTGAACTCTAGCCT
ACTTCGGACAGCTTTAGCGTGTTTTAGAGCAAGGCTGTCGGAACTCTGGCCT
ACTTCGGACAACTTTAGCTTGTTTTAGAGCCAAGCTGTCTGAACTCTAGCCT
ACTTCGGACAGCTTTAGCGTGTTTTAGAGCAAGGCTGTCGGAACTCTGGCCT
ACTTCGGACAACTTTAGCTTGTTTTAGAGCCAAGCTGTCTGAACTCTAGCCT
ACTTCGGACAGCTTTAGCGTGTTTTAGAGCAAGGCTGTCGGAACTCTGGCCT
ACTTCGGACAACTTTAGCTTGTTTTAGAGCCAAGCTGTCTGAACTCTAGCCT
ACTTCGGACAGCTTTAGCTTGTTTTAGAGCAAAGCTGTCTGAACTCTGGCCT
ACTTCGGACAGCTTTAGCTTGTTTTAGAGCAAAGCTGTCTGAACTCTGGCCT
ACTTCGGACAGCTTTACCTATTTTTAGAGCAAAGCTGTCTGAACTCTGGCAA
ACTTCGGACAACTTTACCTAGTTTTAAAGCAAAGCTGTCTGAACTCTGGCCT
ACTTCGGACAGCTTTACCTAGTTTTAGAGCAAAGCTGTCTGAACTCACACCTACTTCGGACA

> GGAATGAAAA Con:1 reps=8 [3983763,3984137] 1l-int=375 l-seq = 52
GGAATGAAAAGAGTTGTTTCATTCCCTTTCTCATGCCCAAAGCCCAACAAAG
GGAATGAAAAGAGTTGTTTCATTCCCTTTCTCATGCCCAAAGCCCAACAAAG
GGAATGAAAAGCGTTGGTTCGTTCCCTTTCTCATGCCAAAAGCCCAACAAAG
GGAATGAAAAGCATTGTTTCGTTCCCTTTCTCATGCCAAAAGCTCAACAAAG
GGAATGAAAAGAGTTGTTTCATTCCCTTTCTCATGCCCAAAGCCCAACAAAA
GGAATGAAAAGCAGTGTTTCATTCCCTTTCTCATGCCGAAAGCCCAACAAAG
GGAATGAAAAGCATTGTTTGATTCCCTTTCTCATGCCCAAAGCCCAACAAAAGGAATGAAAA

> TTTCTCATGC Con:1 reps=6 [4004918,4005188] 1l-int=271 l-seq = 52
TTTCTCATGCACAAAGCTCAACAAAGGGAATGAAAAGCATTGTTTCATTCCT
TTTCTCATGCCAAAAGCTATCCAAAGGTAATGAAAAGCATTGTTTCATTCCT
TTTCTCATGCCAAAAGCTATCCAAAGGGAATGAAAAGCGTTGTTTGATTCCC
TTTCTCATGCCAAAAGCTATCCAAAGGGAATGAAAAGCATTGTTTCATTCCT
TTTCTCATGCCAAAAGCTATCCAAAGGGAATGAAAAGCGTTGTTTGATTCCCTTTCTCATGC

> TTTCATTCCC Con:1 reps=8 [4016265,4016639] 1-int=375 l-seq = 52
TTTCATTCCCTTTCATAGGCTTTGTGCATGAGAAAGGGAATCAAACAACGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGTTGAGCTTTTGGCATAAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGGATGGCTTTTGCATGAGAAAGGGAATGAAACAATGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGGATGGCTTTTGCATGAGAAAGGGAATGAAACAATGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATCAAACAACGCGCTTTTCATTCCC
> ACTTCGGACA Con:1 reps=25 [4106739,4108001] 1-int=1263 l-seqg = 52
ACTTCGGACAACTTCGAGAGGCACGAAGCAAAAGCTGTCCGAACCTTGAGTG
ACTTCGGACAACTTCAAGTGTCCGGAAAGCAAAAGCTGTCCGAACCTTGAGTG
ACTTCGGACAACTTCGAGTGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGTG
ACTTCGGACAACTTCGAGTGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCTAAAGCTGTCCAAACCTTGAGCA
ACTTCGGACAACTTCGAATACCCGGAAGCTAAAGCTGTCCGAACCTTGAGCA
ACTTCGGACAACTTCGAGTGCCCGGAAGCTAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCA
ACTTCGGACAACTTCAAGTGTCCGGAAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCTAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAGTGCCCGGAAGCTAAAGCTGTCCAAACCTTGAGCA




ACTTCGGACAACTTCAAGTGTCCGGAAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAGTGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAGTGCCCGGAAGCTAAAGCTGTCCGAACCTTGAGTG
ACTTCGGACAACTTCGAATACCCGGAAGCTAAAGCTGTCCGAACCTTGAGCA
ACTTCGGACAACTTCGAGTGCCCGGAAGCTAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCA
ACTTCGGACAACTTCAAGTGTCCGGAAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCAAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCTAAAGCTGTCCGAACCTTGAGCG
ACTTCGGACAACTTCGAATGCCCGGAAGCTAAAGCTGTCCGAACCTTGAGCA
ACTTCGGACAACTTCGAGTGCCCAGTTGCTAAAGCTGTCCGAACCTTGAGTGACTTCGGACA

> TTCATTCCCT Con:1 reps=6 [4144195,4144465] 1l-int=271 l-seq = 52
TTCATTCCCTTTCATAGGCTCTGGGCATGAGAAAGGGAATCAAACAATGCTT
TTCATTCCCTTTGTTGGGCTTTGGGCATGAGAAAGGGAATCAAACAACTCTT
TTCATTCCCTTTGTTGGGCTTCGGGCATGAGAAAGGGAATCAAACAACTCTT
TTCATTCCCTTTGTTGGGCTTTGGTCATGAGAAAGGGGATGAAACAACGCTT
TTCATTCCCTTTGTTGGGCTTTGGGCATGAGAAATGGAATCAAACAACTCTTTTCATTCCCT

> AAAGGGAATG Con:1 reps=7 [4262761,4263081] 1l-int=321 l-seq = 52
AAAGGGAATGAAAAGAGGTGTTTGATTCCCTTTCTCTTGCCAAAAGCCCAAC
AAAGGGAATGAAAAGCATTGTTTCATTCCCTTTCTTATGCCAAAAGCCCAAC
AAAGGGAATGAAAAGAGTTGTTTCACTCCCTTTCACTTCAAATGCCCAAC
AAAGGGAATGAAAAGAGGTGTTTGATTCCCTTTCTCATGCCAAAAGCCCAAC
AAAGGGAATGAAAAGCATTGTTTGATTCCCTTTCTCATGCCAAAAGCCCAAC
AAAGGGAATGAAAAGCATTGTTTCATTCCCTTTCTCTTGCCAAAAGCCCAACAAAGGGAATG

> TTTCATTCCC Con:1 reps=6 [4272434,4272704] 1l-int=271 l-seq = 52
TTTCATTCCCTTTGGATGGCTTTTGGCATGAAAAAGGGAATCAAACAACGCT
TTTCATTCCCTTTGTTGAGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGTAGGGCTTTTGGCATGAGAAAGGGAATCAAACAATGCT
TTTCATTCCCTTTGTTGAGCTTTTGGCATGAGAAAGGGAATGAAACAACGCT
TTTCATTCCCTTTGGATGGCTTTTGGCATGAGAAAGGGAATGAAACAACGCTTTTCATTCCC

> AGGAACTCAA Con:1 reps=5 [4292665,4292883] 1-int=219 l-seq = 52
AGGAACTCAATCATAGACCTGCTTTGATCCAGTTACCGAAGTGAAAACAAAG
AGGAACTCAATCACAGACCTGCTTTGATCCAGTTGCCGAAGTGGAAACAAAG
AGGAACTCAATICATAGACCTGCTTTGATCCAGTTGCAGAAGCAAAAACAAAG
AGGAACTCAATCATAGACCTGCTTTGATCCAGTTGCAGAAGCAAAAACAAAGAGGAACTCAA

> AAACAACTCT Con:1 reps=10 [4292959,4293487] 1-int=529 l-seq = 52
AAACAACTCTTTTCGTTCCTTTTTTTGGGCTTTTGGCATGAATAAGGGAATC
AAACAACTCTTTTCATTCCCTTTGTTGGGTTTTGGGCATTAGTAAGGGAATC
AAACAACTCTTTTCATTCCCTATTTTGGGCTTTTGGGATGGTAAAGGAATCA
AACAATGCCTTTCATTCCCTTTGTTGGGCTTTTGGCATGAGTAAGGGAATC
AAACAACTCTTCTCATTCCCTTTGTTGAGCTTTTGGCATGAGAAAGGGAATG
AAACAACTCTTTTCTTCCCTTTGTTGGGCTTTTGGCATGAGAAAGGGAATG
AAACAACTCTTTTCATTCCCTTTGTTGAGCTTTTGGCATGAGAAAGGGAATC
AAACAACTCTTTTCATTCCCTTTGTTGGGCTTTTGGCATGAGAAAGGGAATG
AAACAACTCTTTTCATTCCCTTTGTTGAGCTTTTGGCATGAGAAAGGGAATC
AAACAACTCTTTTCATTCCCTTTGTTGGGCTTTTGGCATGAGAAAGGGAATGAAACAACTCT

> CTCTCTTCGG Con:1 reps=21 [4298062,4299591] 1-int=1530 l-seqg = 52
CTCTCTTCGGACAGCTTTGGCTCTTTTGGCTTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTGGCTCTTTTGGCTTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNTCTTTAGCTCTTTTTGCGTCAAAGCTGTCTCAACCTGGG
CTCTCTTCGGACAGCTTTAGCTCTTTTGGCTTCAAAGCTGTCTGAACCCGGA
CTCTCTTCGGACAGCTTTGGCTCTTTTGGCTTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTGGCTCTTTTGGCTTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTGGCTCTTTCAGACATAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAACTTTGGCTCTTTCAGCCTTAAAGCTGTCTAAACCTGGA
CTCTCTTCGGACAACTTTAGCTCTTTTGGCTTCAAAGCTGTCTGAACCCAGA
CTCTCTTCGGACAGCTTTGGCTCTTTTGGCTTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTAGCTCTTTCAGACATAAAGCTGTCTGAACCTAGG
CTCTCTTCGGACAACTTTGGCTCTTTCAGCCTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTAGCTCTTTTGGATTCAAAGCTGTCTGAACCCAG




CTCTCTTCGGACAGCTTTGGCTCTTTCAGACATAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTAGCTCTTTTGGCTTCAAAGCTGTCTGAACCCAGA
CTCTCTTCGGACAACTTTGGCTCTTTCAGCCTTAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAGCTTTAGCTCTTTTGGCTTCAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAACTTTGGCTCTTTCAGACATAAAGCTGTCTGAACCTGGA
CTCTCTTCGGACAACTTTGGCTCTTTCAGACATAAAGCTGTCTGAACCTAGG
CTCTCTTCGGACAACTTTGGCTCTTTCAGCCTTAAAGCTGTCTGAACCTGGACTCTCTTCGG
> AGTTCGGACA Con:1 reps=13 [4385482,4386323] 1-int=842 l-seq = 52
AGTTCGGACAGCTTTTGCCACTTGGTAGCTTAAGCTGTCTAAAGTTACTCCG
AGTTCGGACAACTTTCACTCCCTGACTCTCAAAGCTGTCCGAGGTTGCTCCG
AGTTCGGACAGCTTTCACTCTCTGACTCTCGAAGTTGTCCGAAGTTACTCCA
AGTTCGGACAACTTTCACTCCTTTGGCCCTCAAAGCTGTCCGAAGTTGCTCCG
AGTTCGGACAACTTTTGGCACTTGGCTACTAAAGCTGTCTGAACTTGGCTAA
GGTTCGGATAGCTTTTCCTCCTTGGACCTCGAAGTTGTCCGAAGTTACTCCA
AGTTCGGACAGCTTTACTCTCTGACTCTCGAAGTTGTCCGAAGTTACTCCA
AGTTCGGACAGCTTTCACTCTCTGACTCTCGAAGTTGTCCGAAGTTACTCCA
AGTTCGGACAACTTTCACTCCTTGGCCCTCAAAGCTGTCCGAAGTTGCTCCG
AGTTCGGACAACTTTTGGCACTTGGCTACTAAAGCTGTCTGAACTTGGCTAA
GGTTCGGACAGCTTTTGCTCCTTGGCCCTCAAAGTTGTCCGAAGTTACTCCG
AGTTCAGACAGCTTTACTCTCTGACTCTCGAAGTTGTCCGAAGTTACTCCA
AGTTCGGACAACTTTCACTCCTTGGCCCTCAAAGCTGTCCGAAGTTGCTCCG
AGTTCGGACAACTTTTGGCACTTGGCTACTAAAGCTGTCTGAACTTGGCTAA
GGTTCGGACAGCTTTTCCTCCTTGGACCTCGAAGTTGTCCAATGTTACTCCA
AGTTCGGACAACTTTTGCTCCCTGGCCCTCAAAGCTGTCCGAAGTTGCTCCAAGTTCGGACA
> ACTTCGGACA Con:1 reps=13 [4426732,4427366] 1-int=635 l-seq = 52
ACTTCGGACAAGTTCGATCCTCTTAGACTAAAAGCTGTCCGAACCCCGAGCA
ACTTCGGACAACTTCAATCCTCTGAGACCAAAAGCTGTCCGAACCCCGAGCA
ACTTCGGACAACTTCAATCCTCTGAGACCAAAAGCTGTCCGAACCCAGCACG
ACTTCGGACAACTTCGATTCTCTGTGACCAAAAGCTGTCCGAACCCAGCACG
ACTTCGGACAACTTCGATCCTCTGAGACCAAAAGCTGTCCGAACCCAGCACG
ACTTCGGACAACTTCGATCCTCTTAGACTAAAAGCTGTCCGAACCCTGAACA
ACTTCGGACAGGTTCGACCCTCTGTGACCTAAAGTTGTCCGAACCCCGAGCA
ACTTCGGACAGCTTCAATCTTCTGAGACCAAAAGCTGTCCGAACCCTGAACA
ACTTCGGACAGGTTCGACCCTCTGTGACCTAAAGTTGTCCGAACCCCGAGCA
ACTTCGGACAGCTTCAATCTTCTGAGACCAAAAGCTGTCCGAACCCAGCACG
ACTTCGGACAGGTTCGATCCTCTTAGACCAAAAGCTGTCCGAACCCCGCACG
ACTTCGGACAGGTTCGATCCGCTGAGACCAAAAGCTGTCCGAACCCCACGCAACTTCGGACA
> TACTTCAGAC Con:1 reps=27 [4437435,4438792] 1-int=1358 l-seqg = 52
TACTTCAGACAACTTGGCCTTGTAAAGCACGAAAGCTGTCCGAACACAGAGC
TACTTCAGACAACTTTGCTTTGCTATCCACAAAAACTGTCCGAACACAGAGC
TACTTCAGACAACTTTTCCTTGTAAAGCACGAAAGCTGTCCGAACACAGAGA
TACTTCAGACAACTTGGCCTTGTAAAGCACGAAAGCTGTCCGAACACAGAGA
TACTTCAGACAACTTTGCTTTGCTATCCACAAAAGCTGTCCGAACACAGAGA
TACTTCAGACAACTTGGCCTTGTAATTCCCAAAAGTTGTCCGAACACCAGGC
TACTTCAGACAACTTTTCCTTGTAAAGCACGAAAGCTGTCCGAACACTAGGC
TACTTCAGACAGCTTGGCCTTGTAATTCCCAAAAGTTGTCCGAACACCCGGC
TACTTCAGACAACTTTTCCTTGTAAAGCACAAAAGCTGTCCGAACACCAGGC
TACTTCAGACAACTTTTCCTGGTAAAGCACGAAAGCTGTCCGAACACTAGGC
TACTTCAGACAACTTGGCCTTGTAAAGCACGAAAGCTGTCCGAACACAGAGC
TACTTCAGACAACTTTGCTTTGCTATCCACAAAAACTGTCAGAACACAGAGC
TACTTCAGACAACTTTTCCTTGTAAAGCACGAAAGCTGTCCGAACACTAGGC
TACTTCAGACAGCTTGGCCCTGTAATTCCCAAAAGTTGTCCGAACACTGGGC
TACTTCAGACAGCTTGGCCTTGTAATTCCCGAAAGTTGTCCGAACACTGGGC
TACTTCAGACAACTTGGCCTTGTAAAGCACGAAAGCTGTCCGAACACAGAGC
TACTTCAGACAGCTTTGCTTTGCTATCCACAAAAGCTGTCCGAACACAGAGA
TACTTCAGACAACTTTTCCTGGTAAAACACAAAAGCTGTCCGTACACCAGGC
TACTTCAGACAACTTGGCCTTGTAATTCCCAAAAGTTGTCGAACACCAGGC
TACTTCAGACAACTTTTCCTGGTAAAGCACGAAAGCTGTCCGAACACTAGGC
TACTTCAGACAGCTTGGCCTTGTAATTCCCGAAAGTTGTCCACTGGGC
TACTTCAGACAACTTGGCCTTGTAAAGCACGAAAACTGTCCGAACACAGAGC
TACTTCAGACAGCTTTGCTTTGCTATCCACAAAAGCTGTCCGAACACAGAGC
TACTTCAGACAACTTTTCCTTGTAGAGCACGAAAACTGTCCGAACACAGAGC
TACTTCAGACAGCTTTGCTTTGCTATCCACAAAAGCTGTCCGAACACAGAGC
TACTTCAGACAACTTTTCCTTGTAAAGCACGAAAATTGTCCGAACACAGAGATACTTCAGAC
> GTTCAGACAG Con:1 reps=13 [4452843,4453477] 1-int=635 l-seq = 52




GTTCAGACAGCTTTTGCCTCCTAGGACCTGAACCTGTCCAATCTTGACTCGT
GTTCAGACAGCTTTTGCTTCTTCGCTCATGAACCTGTCCGAACTTGACTCGG
GTTCAGACAGCTTTTGCCTCCTAGGACCTGAACCTGTCCAAACTTGACTCGG
GTTCAGACAGCTTTTGCCTCCTGGCCCCCGAAGCTGTCCGAACTTAGCTCAG
GTTCAGACAGCTTTTGCTTTCTGGCCACCGAAGCTGTCCGAACTTAGCTCGG
GTTCAGACAGCTTTTGCCTCCTGGCCCCCGAAGCTGTCCGAACTTAGCTCGG
GTTCAGACAGCTTTTGCCTCCTAGCCACCGATCCTGTCCGAACTTGACTCGG
GTTCAGACAGCTTTTGCCTCCTGGCCACCGAAGCTGTCCGAACTTAGCTCGA
GTTCAGACAGCTTTTGCCTCCTAGGACCTGAACCTGTCCAAACTTGACTCGG
GTTCAGACAGCTTTTGCTTTCTGGCCACCGATCCTGTCCGAACTTGACTCGG
GTTCAGACAGCTTTTGCCCGCTAGCCACTGAACCTGTCCGAACTTGACTCGG
GTTCAGACAGCTTTTGCCTCCTAGCCACCGTACCTGTCCGAACTTGACTCGGGTTCAGACAG
> AATGCTTTTC Con:1 reps=8 [4471530,4471903] 1-int=374 l-seq = 52
AATGCTTTTCATTCCTTTTGTTGGATTTGGGCATGTGAAAGGGAATGAAAC
AATGCTTTTCATTCCCTTTGTTGGGCTTTGGGCATGTGAAAGGGAATCAAAC
AATGCTTTTCATTCCCCTTTGTTGGGCTTTGGGCATGTGAAAGGGAATGAAAC
AATGCTTTTCATTCCTTTTGTTGGGCTTTGGGCATGTGAAAGGGAATCAAAC
AATGCTTTTCATTCCCTTTGTTAGGCTTTGGGCATGTGAAAGGGAATGAAAC
AATGCTTTTCATTCCTTTTGTTGGGCTTTGGGCATGAGTAAGGGAATCAAAC
AATGCTTTTCATTCCTTTTGTTGGATTTGGGCATGTGAAAGGGAATCAAACAATGCTTTTC
> GTTCGGACAG Con:1 reps=23 [4520185,4521337] 1-int=1153 l-seqg = 52
GTTCGGACAGCTATGGGACCAAAAGATCAAAACCTGTCTGAAGTCAGATCAG
GTTCGGACAGCTATGGGACCAAAAGATCAAAACCTGTCTGAAGTCAGAGCAG
GTTCGGACAGCTATGGGACCAAAAGATCAAAAGCTGTCTGAAGTCGGAGCAG
GTTCGGACAGCTTGGACCCCAAAAGATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTGGACCCCAAAAGTTCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTGGACCCCAATAAATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTGGACCCCAATAAATCAAAAGCTGTCCGAAGTCGGAGCAG
GTTCGGACAGCTTGGACCCCAATAAATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTAGGGACCAATAGATCAAAAGCTGTCTGAAGTCGGAGCAG
GTTCGGACAGCTTGGACCCCAATAAATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTAGGGACCAATAGATCAAAACCTGTCTGAAGTCGGAGCAA
GTTCGGACAGCTATGGGACCAAAAGATCAAAAGCTGTCGAAGTCGGAGCAG
GTTCGGACAGCTTGGACCCCAATAAATCAAAAGCTGTCCGAAGTCGGAGCAA
GTTCGGACAGCTATGGGACCAAAAGATCAAAACCTGTCTGAAGTCAGATCAG
GTTCGGACAGCTATGGGACCAAAAGATCAAAAGCTGTCGAAGTTGGAGCAG
GTTCGGACAGCTTGGACCCCAAAAGATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTGGACCCCTATAAATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTCGGACCCCAATAAATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTAGGGACCAATAGATCAAAAGCTGTCTGAAGTCGGAGCAG
GTTCGGACAGCTTGGACCCCAATAGATCAAAAGCTGTCTGAAGTCGGAGCAG
GTTCGGACAGCTTGGACCCCAATAAATCAAAAGCTGTCCGAAGTCAAGGTAA
GTTCGGACAGCTTAGGGACCAATAGATCAAAAGCTGTCCGAAGTCGGAGCAAGTTCGGACAG
> CAGGCAACTT Con:1 reps=4 [4542766,4542983] 1-int=218 l-seq = 52
CAGGCAACTTGATTATAGAAAGCCTATGATTCACTTACACCATATTTTCGCT
CAGGCAACTTGAICATAGAAGGTCTATGATTTACTTCCTCCTCGTTTTCGT
CAGGCAACTGAATICATAGAAGGCCTATGGTTTACTTTCTCCTCGTTTTCGTC
CAGGCAACTTGATICATAGAAGGCCTATGGTTTACTTGCTCCTCGTTTTCGTCCAGGCAACTT
> ATTCCCTTTG Con:1 reps=10 [4572662,4573194] 1-int=533 l-seq = 52
ATTCCCTTTGTCGGAGAAATTACACAGGAAAGGGAACGAAAGGAGCGCTTTG
ATTCCCTTTGTCGGAGAAAATACACAGGAAAGGGAACGAAAGGAGCGCTTTG
ATTCCCTTTGTCGGAGGAAATACACAGGAAAGGGAACGAAAGGAGTGCTTTG
ATTCCCTTTGTCGGAGGAAATACACAGGAAAGGGAACGAAAGGAGCGCTTTG
ATTCCCTTTGTTGGAGAAAATACACAGGAAAGGGAACGAAAGGAGTGCTTTCA
ATTCCCTTAGTCGGAGAAAATACACAGGAAAGGGAACGAAAGGAACGCTTTG
ATTCCCTTTGTCGGAGAAAATACACTGGAAAGGTAACGAAAGATGTGCTTTG
ATTCCCTTTGTCGGAGAAAATACACTGGAAAGGGCACGAAAGGAGCGCTTTCA
ATTCCCTTTGTCGGAGAAAATACACAGGAAAGGGAACGAAAGGAGCGCTTTG
ATTCCCTTTGTCGGAGAAAATACACTGGAAAGGGAACGAAAGGAGCGCTTTGATTCCCTTTG
> TGAACCTGTC Con:1 reps=18 [4704557,4705503] 1-int=947 l-seq = 52
TGAACCTGTCTGAACTTACCTTCACTTCAGACAGCTTTTGGCTTCTGGCACA
TGAACCTGTCCGAACTTGCCTTCACTTTGGACAGCTTTCGGCTCCTGGCGCT
TGAACCTGTCCGAACTTGTCTCCACTTCGGACAGCTTTCGGCTTCTGGCGCT
TGAACCTGTCCGAAGTTGAGCACTCTTCGGACAACTTTCGGCTTCTAACGCA
TGAACCTGTCTCAAGTTGCGCACTCTTCGGACAGCTTTCGGCTCCTGGCGCA




TGAACCTGTCCGAACTTGCCTTCACTTCAGACAGCTTTCGGCTTCTAGCACA
TGAACCTGTCCGAACTTGCCTTCACTTCAGACAGCTTTCGGCTTCTAGCACA
TGAACCTGTCCGAACATGCCTTCACTTCAGACAGCTTTCGGCTTCTAACGCA
TGAACCTGTCTCAAGTTGCGCACTCTTCGGACAGCTTTCGGCTTCTGGCGCA
TGAACCTGTCCGAACTTGCCTTCACTTCAGACAGCTTTCGGCTTCTGGCGGA
TGAACCTGTCTCAAGTTGCGCACTCTTCGGACAGCTTTCGGCTCCTGGCGCA
TGAACCTGTCCGAACTTGCCTTCACTTCAGACAGCTTTCGGCTTCTAGCACA
TGAACCTGTCCGAACTTGCCTTCACTTCAGACAGCTTTCGGCTCCTGGCGCG
TGAACCTGTCCGAACTTGCCTTCACTTCGGACAGCTTTCGGCTTCTGGCGCA
TGAACCTGTCTCAAGTTGCGCACTCTTCGGACAGCTTTCGGCTCCTGGCGCA
TGAACCTGTCCGAACTTGCCTTCACTTCGGACAGCTTTCGGCTTCTGGCGCT
TGAACCTGTCCGAACTTGTCTCCACTTCGGACAGCTTTCGGCATCTGGCGCG
TGAACCTATCCGAACTTGCCTTCACTTCGGACAGCTTTCGGCTCCTGGCGCGTGAACCTGTC
> GCTACTTCAG Con:1 reps=11 [4753408,4753938] 1-int=531 l-seq = 52
GCTACTTCAGACAGCTTGACCCTAAAACCATCCAAACCTGTCCGAACCCCAT
GCTACTTCAGACAGCTTTAGCCTAAAACCAATCAAACCTGTCCGAACCCAAC
GCTACTTCAGACAGCTTGACCCTAAAACCATCCAAACCTGTCCGAACCCCAT
GCTACTTCAGACAGCTTTAGCCTAAAACCAATCAAACTTGTCCGAATCCAAC
GCTACTTCAGACAGCTTTAGCCTAAAACCAACCAAAGTTGTCCAAACCCAAC
GCTACTTCAGACAGCTTTAACCTAAAACCAACTAAAGTTGTCCGAACTCAAC
GCTACTTCAGACAGCTTTAGCCTAAAACCAACCAATGTTGTCCGAACCCAAC
GCTACTTCAGACAGCTTTAGCCTAAAACCCCCAAAAGGTGTCCGAACCCAAA
GCTACTTCAGACAGCTTTAACCTAAAACCGACCAAACCTGTCCGAACCCAAC
GCTACTTCAGACAGCTTTAACCTAAAACCGACCAAACCTGTCCGAACCCCATGCTACTTCAG
> CTTTCGTTCC Con:1 reps=6 [4783299,4783568] 1l-int=270 l-seq = 52
CTTTCGTTCCCTTTCTCGATCTTTTGCTGTAAGAAAGGGAACCTGAGAGCAG
CTTTCGTTCCCTTTCTTGGGCTCTTGGTGTAAGAAAGGGAACCAAAGAACAG
CTTTCGTTCCCTTTTTCGAGCTTTTGGTGTAAGAAAGGGAACCTGAGAACAC
CTTTCGTTCCCTTTCATGGGCTCTTGGTGTAAGAAGGGAACCTGAGAACAC
CTTTCGTTCCCTTTCTTGGGCTTTTGGCGTGAGAAAGGCGAACCTGAGAACACCTTTCGTTCC
> TACTTCGGAC Con:1 reps=26 [4937598,4938907] 1-int=1310 l-seqg = 52
TACTTCGGACAGCTTTTCCTCTTCGCACACTCAAGCTGTCTGAACCTTACCC
TACTTCGGACAGCTTTTCCTCTCCACACACCCTAGCTTCTGAACCTTACCC
TACTTCGGACAGCTTTTCCTCTTCTCACACTCAAGCTGGCTGAACCTTACCC
TACTTCGGACAGCTTTTCCACTTTGCACACCAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCCCTCCTAACACCAAAGCTGTCTGAACTTCACTC
TACTTCGGACAGCTTTTCCCATCCTAACACCAAAGCTGTCTGAACTTCACCC
TACTTCGGACAGCTTTTCCACTTTGCACACCAAAGCTGTCTGAACTTCACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGTCTGAACCTTACCC
TACTTCGGACAGCTTTTCCCCTCCTAACACCAAAGCTGTCTGAACTTCACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGGCTGAACCTTACTC
TACTTCGGACAGCTTTTCCCATCCTAACACAAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCCCTCCTAACACCAAAGCTGTCTGAACTTCACTC
TACTTCGGACAGCTTTTCCCATCCTAACACCAAAGCTGTCTGAACTTCACCC
TACTTCGGACAGCTTTTCCCCTCCTAACACCAAAGCTGTCTGAACCTTACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGTCTGAACCTTACTC
TACTTCGGACAGCTTTTCCATTTGGCACACCAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCCCTCCTAACACCAAAGCTGTCTGAACTTCACTC
TACTTCGGACAGCTTTTCCCATCCTAACACCAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCATTTCGAACACCAAGGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCTCTCCACACACCCTAGCTGTCTGAACCTTACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGTCTGAACCTCACTC
TACTTCGGACAGCTTTTCCTCTTTGCACACCAAAGCTGTCTGAACTTCACCC
TACTTCGGACAGCTTTTCCTCTCCTAACACCAAAGCTGTCTGAACCTCACTCTACTTCGGAC
> GGAATCAAAC Con:1 reps=8 [5084517,5084891] 1-int=375 l-seq = 52
GGAATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTTTAACATGAGAAAG
GGAATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTTAGGCATGAGAAAA
GGAATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTTAGGCATGAGAAAG
GGAATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTTAGGCATGAGAAAA
GGAATCAAACAACTCTTTTTATTCCCTTTGTTGGGCTTTAGGCATGAGAAAA
GGAATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTTAGGCATGAGAAAG
GGAATCAAACAACTCTTTTCATTCCCTTTGTTGGGCTTTTAACATGAGAAAAGGAATCAAAC
> AAGTGAATCA Con:1 reps=4 [5108997,5109219] 1-int=223 l-seqg = 52




AAGTGAATCATCATAAGCTTCTCTATGACCCAGTTGCCTGAGTGAAAACAAAGAGA
AGGTGAATCATTGGCTCTTTATGATCCAGTTGCCTGAGCGGAAACAAGGAGA
AAGTGAATCATTGGCTCTCTATGATTCAGTTGCTAAAGCGGAAACAAGGAGA
AAGTGAATCATTGGCTCTCTATGATTCAGTTGCTAAAGCGGAAACAAGGAGAAAGTGAATCA
> AAAAGCTGTC Con:1 reps=15 [5152559,5153297] 1-int=739 l-seq = 52
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAACTTAGGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCTTACTTCGGACAGCTTTAGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAGCTTAGGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCTTACTTCGGACAGCTTTAGGAGCCATGAGGT
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAGCTTTAGGAGCCATGAGGT
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAACTTTAGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAGCTTAGGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCTTACTTCGGACAGCTTTAGGAGCCATGCGGT
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAGCTTTAGGAGCCATGAGGT
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAACTTTAGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAGCTTTAGGAGCCATGAGGT
AAAAGCTGTCTGAACTTGAGCCTACTTCGGACAACTTTAGGAGCCATGCGGC
AAAAGCTGTCTGAACTTAAGCCTACTTCGTACAGCTTTAGGAGCCATGCGGC
AAAAGCTGTCTGAACTTGAGCTTACTTCGGACAGCTTGGAGAGACAAACGACAAAAGCTGTC
> CTGTTCAGAC Con:1 reps=10 [5249431,5249908] 1-int=478 l-seq = 52
CTGTTCAGACATCTTGCCTCTTTTTCCGACTGAAGTTGTCCGAAGTTGCGCT
CTGTTCAGACAGCTTCTCTCTTTTTCTAGCTAAATCTGTCCGAAGTTGCGCT
CTGTTCAGACATCTTGCCTCTTTTTCCGACTGAAGTTGTCCGAAGTTGCGCT
CTGTTCAGACAGCTTTCCTCTTTTCTAGCTAAGGCTGTCCGAAGATAGGCT
CTGTTCAGACAGCTTTCCTCTTTTTCTAACTAAAGCTGTCTGAAGATCGGCC
CTGTTCAGACAGCTTTCCTCTTTTTCTAGCTAAAGCTGTCCGAAGATAGGCT
CTGTTCAGACAGCTTCTCTCTTTTTCTAGCTAAATCTGTCCGAAGTTGCGTT
CTGTTCAGACAGCTTCTCTCTTTTTCTAGCTAAATCTGTCCGAAGTTGCGTT
CTGTTCAGACAGCTTCTCTCTTTTTCTAGCTAAAGCTGTCCGAAGTTGCGCTCTGTTCAGAC
> ACTTCGGACA Con:1 reps=10 [5267087,5267720] 1-int=634 l-seq = 52
ACTTCGGACAGCTTTAGGGCTCAGACAGAAAGAGCTATCTGAACTTAAACTA
ACTTCGGATTCTTCAAGCTCCAGACAGGGAAAGCTGTCCGAACACAAGCCG
ACTTCGGACAGCTTTAGGACTCAGACAGAGAAAACCGTCCGAACACAAGCTA
ACTTCGGACAGCTTCAGCACTCAAACGGAGAAAGCTGTCCGAACACAAGCCA
ACTTCGGACACCTTCAGCCTCCTTACAGAGAAAACTGTCCGAACACAAGCCA
ACTTTGGACACCTTCTGCGCTCAAACGGAGAAAGCTGTCTGAACACAAGGCC
ACTTCGGACACCTTCAGCGCTCAAACGAGTCAAGCTGTCCGAACCTATGCTA
ACTTCGGACAGCTTTAGGACTCAGACAGAGAAAACTGTCCGAACATAAGTTA
ACTTCGGACAGCTTCAGCACTCAAACGGAGAAAGCTGTCCGAACACAAGCCA
ACTTCGGACACCTTCAGCCTCCTTACAGAAAAAGCTGTCCGAACACAAACCA
ACTTTGGACAGCTTCAGCGCTCAAACGAGGAAAGCTGTCCGAACCTATGCCA
ACTTCGGACAGCTTCAAGCTCCAGACAGGGAAAGCTGTCCGAACACAAGCCAACTTCGGACA
> AAGCTGTCTG Con:1 reps=33 [5404130,5406169] 1-int=2040 l-seqg = 52
AAGCTGTCTGAAGTTACCCTAACTTCGAACAGCCTGACTCCGAAAAACCCTA
AAGCTGTCTGAACCTACCCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTCGGACAGCTTGACTCCCTAAAAACCAA
AAGCTGTCTGAACCTACCCCACCTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTTGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACCCTGACTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTTGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACCCTGACTTCGGACAACTTGACTCCGAAAAATCCAA
AAGCTGTCTGAACCTACCCTGACTTCGGACAACTTGACTCCGAAAAATCCAA
AAGCTGTCTGAACCTACTCCACCTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACCCCACCTTCGGACAGCTTGACTCCTAAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCCGAACCTACTCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCTGAACCTACCCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCCGAACCTACTCCACCTTTGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCCGAACCTTCCCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCCGAACCTACCCCACCTTCGGACAACTTGACTCCTAAAACCCATA
AAGCTGTCTGAACATTACTCGACTTCGGACAGCTTCACTCCTAAAAACCATA
AAGCTGTCTGAACATTACTCGACTTCGGACAGCTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTAATCCACCTTTGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTTGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTTGGACAACTTGACTCCGAAAAACCCAA




AAGCTGTCTGAACCTACCCTGACTTCGGACAACTTGACTCCGAAAAATCCAA
AAGCTATCTGAACCTACTCCACCTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTTGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACCCTGACTTCGGACAACTTGACTCCGAAAAATCCAA
AAGCTATCTGAACCTACTCCACCTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACCCCACCTTCGGACAGCTTGACTCCTAAAAACCCAA
AAGCTGTCTGAACCTAATCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCTGAACCTACTCCACCTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTTCCCCACCTTCGGACAGCTTGACTCCCTAAAACCCAA
AAGCTGTCCGAACCTACCCTGACTTCGGACAACTTGACTCCGAAAAACCCAA
AAGCTGTCTGAACCTACCCTGACTTCGGACAGCTTCACTCCTAAAAACCATA
AAGCTGTCTGAACATTACTCGACTTCGGACAGCTTCACTCCTAAAAACCATA
AAGCTGTCTGAACATTACTCGACTTCGGACAGCTTGACTCCTAAAAACCATA
AAGCTGTCTGAACCTTCCCCACCTTCGGACAGCTTCACTCCTAAAAACCATA
AAGCTGTCTGAACCTACCCTGACTTCGGACAGCTTCACTCCTAAAACCCATT
AAGCTGTCTGAACCTTCCCCGACTTCGGACAGCTTGACCGCTCAAAATCAAA
AAGCTGTCTGAACCTACCTCACCTTCGGACAGCTTGACTCCCAAGAAAGCTAAAAGCTGTCTG




B. mesonae (NZ KV440949.1). All tandem repeats with repeat 52-
53

Signal sequences: TTTTC and TTCAT

> TTTTTACCGC Con:1 reps=7 [69909,70770] 1l-int=862 l-seq = 53
TTTTTACCGCTTAACCCTGGTTGAGGCGCTGCCCGGGCAAAATCAAGACTTCT
TTTTTACCGCTGACCTGGAATTGTGGTGCTGATCGGCAGAATCATGCCACTA

TTTTTACCGCTTGACCTCCTTCTAAGCACTCCGCGGGCAATAGAACCCTCTTC
TTTTTACCGCCTGACCCCCTACTCAGCACTCCTCGGGCAATAGAACCATITTTIC
TTTTTACCGCCTAACCCCATACTCAGCACTCCTCGGGCAATAGAACCCTCTTC
TTTTTACCGCCTCACACCCTTCAAAGGACCCAGCGGGCAATAGAACCATCTAC
TTTTTACCACCTTACCCCTTCCGAGCACCCAGCGGGCAATAGACCCCTCTTCTTTTTACCGC
> TCTACGTTAC Con:1 reps=9 [122623,123151] 1-int=529 l-seqg = 52
TCTACGTTACATTACAGTCTTTCITTTCGCTCTTTCGGTCACGTAGACCCCT
TCTACGTTACCCTACTGCCTTTCITTTCACTCTTTCAGTCACCTAGACCCCT
TGTACGTTACCCTACTGCCTTTCITTTCACCTCTTCGGTCACGTTGACCCTT
TCTACGTTACCTTACATGCTTCCITTTCATTCTTTTTGTCACGTAGACCCTT
TCTACGTTACCCTACAGCCTGGCITITCACTCTTTCGGTCACGTAGACCCTT
TCTACGTTACCCTACAGCCTGGCITTTCACTCTTTCGGTCACGTAGACCCCT
TCTACGTTACCCTAATGCCTTTCITTTCACCTCTTCGGTCACGTAGACCCCT
CCTATGTTACCCTAATGCCTTTCITTTCACCTCTTCGGTCACGTAGACCCCT
TCTACGTTACCTACAACCTTTCITTTCACCTITTTCGGTCACGTAGACATCC
TCTACGTTACCTACAACCTTTCITTTCACCTTTTCGGTCACATAGACATCCTCTACGTTAC
> AACCTCTCTA Con:1 reps=6 [247094,247364] 1-int=271 l-seq = 52
AACCTCTCTACGTGACCCTACGACCACATTITTCATCCGGTTCGGTCACGTAT
AACCTCTCTACGTGACCACACGATCACTITTTCATCCGGTTCGGTCACGTAT
AACCTCTCTACGTGACCACACGATCACTITTTCATCCGGTTCGGTCACGTAG
AACCTCTCTACGTGACCTTACGACCACATTTITCATCCGGTTCGGTCACGTAG
AACCTCTCTACGCGACCACACGACCACATTTTCATCCGGTTCGGTCACGTAGAACCTCTCTA
> ACCTTTITTCT Con:1 reps=9 [263113,263539] 1-int=427 l-seq = 52
ACCTTITTTCTTCAGCTACGGTCGCGTAGAACCTCTCTATGTGACCCAACATC
ACCTTTTTCTTCTGCTACGGTCGCGTAGAACCTCTCTACGTGACCCAACATC
ACCTTTITICTTCGTCTACGGTCGCGTAGAACCTCTCTATGTGACCCAACATC
ACCTTITICTTCTGCTGCGGTCACTTAGAACCTCTCTATGTGACCCAACATC
ACCTTTITICTTCGTCTACGGTCACTTAGAACCTCCCTACGTGACCGAACATC
ACCTTTTTCTTCGGCTACGGTCACGTAGAACCTCCCTACGTGACCCAACATT
ACCTTTTTCTTCAGCTACGGTCGCGTAGAACCTCTCTATGTGACCCAACATC
ACCTTITTCTTCAGCTACGGTCACGTAGAACCTCTTTACGTGACCGAACATCACCTITITICT
> AAGACAGTTT Con:1 reps=4 [309597,309763] 1l-int=167 l-seq = 52
AAGACAGTTTTGGAGATATTATTACTGATTTTGTCCTAAACAAGACTTATTA
AAGACAGTTTATTAGATTITTITCAACCTGTTTTGTTCTCAAGAAGCCTTATTG
AAGACAGTTTATATGATTITITCAAACTGTATTGTCCTCAAGAAGCCTTATTGAAGACAGTTT
> CCTCTATGTG Con:1 reps=5 [379346,379564] 1-int=219 l-seq = 52
CCTCTATGTGCACTTACCGAGCTTTTTCCATCGATTTAGTGTTCATTGAGAC
CCTCTATGTGCACTTCACAAGCTITITCAATCGGTIICATGTTCATTGAGAT
CCTCTATGTGCACTTACCGAGCGITITCCATCGATTTTGTGITICATTGAGAC
CCTCTATGTGCACTTCACAAGCTTTTTCAAACCGTTCCGTGTTCATTGAGACCCTCTATGTG
> TATCGAAGAC Con:1 reps=4 [512977,513195] 1-int=219 l-seq = 52
TATCGAAGACATTTTCCGATGCTTCTACCTTCGTTTTTTCCTCAAGATGCCT
TATCGAAGACAAATTCTACCACTTCCACCCGCGTTTTGTCCTCAAGGCACCC
TATCGAAGACATITTTCGCCGCTTCTACCTTCGTTTTGTCCTCAAGATGCCT
TATCAAAGACAAATTCTACCGCTTTCCCACAGGTTTTGTCCTAAAGACGCCTTATCGAAGAC
> AAAGTGTTTC Con:1 reps=8 [834005,834379] 1-int=375 l-seqg = 52
AAAGTGTTTCTAATCGAGGCTGTTGGCGACATAACTCAGTACAAAAATGAGT
AAAGTGTTTCCAATCAAGGCTATTGGCGACATAACTCAGTGTAAAAATTTGA
AAAGTGTTTCCAATCAAGGCTATTGACGACATAGCTTGGTGTAAAAATTTGA
AAAGTGTTTCCAATCTGGGCTATTGGTGACATAACTCGGTACAAAAATGAGT
AAAGTGTTTCCAATCGAGGCTATTGGCGACATAGCTCAGTATAAAAATCTGA
AAAGTGTTTCCAATCAAGGCTGTTGGCGACATAACTCAGTGTAAAAAGCTGA
AAAGTGTTTCCAATCAAGGCTATTGGCGACATAACTCGGTACAAAAATGAGGAAAGTGTTTC
> GGGCACGTAG Con:1 reps=7 [972202,972524] 1-int=323 l-seq = 52




GGGCACGTAGATGGAGGATACGTTACGTTGAGGCGAGGGATTTGCGCTTGAG
GGGCACGTAGAGGGGGCCTACGTTACCATGAGTCAGGATATTTACGCTGGAC
GGGCACGTAGACGCCTTCTACGTTTCCTTGAGGCGGTGAATTCGCGCTGGAT
GGGCACGTAGACGCGTTCTACGTTTCCTTGAGGCGGGATATTTACTCTGGAC
GGGCACGTAGACGCCTTCTACGTTTCCTTGAGACTGGATATTTACTCTGGAT
GGGCACGTAGACGCTTTCTATGTTACCTTGAGGCGGGATATTTACTCTGGATGGGCACGTAG

> CAATGCAACC Con:1 reps=8 [972743,973118] 1-int=376 l-seq = 52
CAATGCAACCCCCCTTCCATTGACCAAAATATCAATCITTTCCCCATTTCGGG
CAATGCAACCCGCCTCCATTAACCGAAAATACAAATTTTCCTCTTTTTTGGG
CAATGCAACCTCTTTCCATTGACCAAAACATCAATCITTTCTTCTTTTCAGT
CAATGCAACCTCTTTCCATTGACCAAAATATCAACCTATTCTTCITTTCGGG
CAATGCAACCCCCTTCCATTAACCGAAAATACAAATTTTCCTCTITTTCGGG
CAATGCAACCCCTTTCCATTGACCAAAATATCAATCITTTCCCCATTTCGGG
CAATGCAACCCGCCTCCATTAACCGAAAATACAATTTTTCCTCTTTTTTGGGCAATGCAACC

> GGGCACGTAG Con:1 reps=12 [1021216,1021902] 1-int=687 l-seq = 52
GGGCACGTAGATCACGTCTACGGGACCGAACCTGCAGTITTTCTGCTGATTG
GGGCACGTAGAGAGCGTCTACGCGACCGAACTGTCAGTITTTCAGCTGGTTG
GGGCACGTAGAACCCTTCTACGTGACCGAACCGTCTCTATTTCAGCTGATTG
GGGCACGTAGAGAGCGTCTTCGTGACCGAACCTTCAGTITITCAGATGCTTG
GGGCACGTAGAACACGTCTTCGTCACCGAACCGTCTCTATTTCAGCTGCTTG
GGGCATGTAGAACACCTCTACGTGACCGAACTGTCAGTITTTCAGCTGGTTG
GGGCACGTAGAACACCTCTACGTGACCGAACCGTCTCTATTTCAGCTGATTG
GGGCACGTAGAGAGCGTCTACGTGACCGAACCTTCAGTITTTCAGATGCTTT
GGGCACGTAGAACACGTCTTCGTGACCGAACCGTCTCTATTTCAGCTGATTG
GGGCACGTAGAGAGCGTCTACGTGACCGAACCTTCAGTITITCAGATGCTTG
GGGAACGTAGAGCACGCCTACGTGACCGAACCTTCAGTITIITCAGCTGATTG
GGGCACGTAGAGCACGACTACGTGACCGAACTGTCAGTITIITCTGCTACTCG
GGGCACGTAGAACACGCCTACGTAACCAAACCGTCACTATTTCAGCTGATTGGGGCACGTAG

> TTCTTTTTAC Con:1 reps=4 [1410805,1411023] 1-int=219 l-seq = 52
TTCTTTTTACAATAGACTGACTTTTTTATCCTCTGCTGGTAATAGGGAACGG
TTCTTTTTACTGTTTCACCCTTITTTCATCTTCAACGGGCAATTGAAACCTT
CTCTTTTTACCGTCTCGCCCTTITTTCTTCTCCCGCGGGCATTAGAAACCTT
TTCTTTTTACCGTTTCTCGCTIITTICTATCCTCAACGGGCAATTGAAACCITTICTTTTTAC

> CGGGCACGTA Con:1 reps=5 [1467817,1468035] 1l-int=219 l-seqg = 52
CGGGCACGTAGAACACTTCTAAATGACCTTATACTGCTATTTCATGCTCGTT
CGGGCACGTAGAACACTTCTATGTGACCTGACGCTGCTTTTTCATGCCTGTT
CGGGCACGTAGACCGCTTCTATGTGACCTTGCGCTGATTGIITCATGCCTGTT
CGGGCACGTAGACCCATTATACGTGACCTTACACCACTTTTTTATGCTCTTTCGGGCACGTA

> GACAGTTTTG Con:1 reps=5 [1832094,1832416] 1l-int=323 l-seq = 52
GACAGTTTTGATAGGTTTTGTGCTGATTTTGTCTTCAAGAACGCTTATTGAA
GACAGTTTTGCTAGTTTTTGAACTGGTTTTGTCTCCAAGAACACTTATTGAA
GACAGTTTTGCTAGTTTTTCAACTGGTTTTGTCTTCAAGAACACTTATTGAA
GACAATTTTGCTAGTTTTTGTGCTGGTTTTGTCTTCAACAAAGCTTATTGAA
GACAGTTTTGCTAGITTTCGAGCGAGTTTTGTCTTCAAGAACGCTTTTTAAA
GACAGTTCCACTTGGTTTCGAGCGAGTTTTGTCTTTAAGAACGCTTTTTAAAGACAGTTTTG

> TATTGAAGAC Con:1 reps=9 [1863825,1864302] 1-int=478 l-seq = 52
TATTGAAGACAAAACAAACTGCTTTCCTTATAAATTTGTCCCCAATACCTTC
TATTGAAGACAAAACGAGATCACTCCCTTTTATATTTGTCTCCAATACCCTC
TATTGAAGACAAATTGAGATCACTCCCTTTTAATTTTGTCCTCAATACTCTC
TATTGAAGACAAAATGAGATCCCTCCTTTTAAATTTGTCTCCAATACCCTT
TATTGAAGACAAATTGAAATCACTCCCTTTTAATTTTGTCTCCAATACCCTT
TATTGAAGACAAATTGAGATCACTCCCTTTTAATTTTGTCTCCAATACCCTT
TATTGAAGACAAATTGAGATCACTCCCTTTTATATTTGTCTCCAATACCCTC
TATTGAAGACTAAATGAGCTCACTCCCTTTTAAATTTGTCCCCAATACGCTC
TATCGAAGACATGACGAACTGCTTTCCTTATAAATTTGTCCCCAGTACCCTCTATTGAAGAC

> TGTGCACATT Con:1 reps=6 [1902145,1902519] 1-int=375 l-seq = 52
TGTGCACATTGGAGTGTTTAATGAACACGAGGGAACGGACTATCCACATAGA
TGGGCACATTGGAGCGTTCAATGAACACGAGAGAATGGAATATCCACATAGA
TATGCACATTGAAGCGTTCCATGAACACGAGAGAATGGAATATCCACATAGA
TGTGCACATTGGAGCGTTCCAIGAACACCAAAGAAAGGAATATCCACATAGA
TGTGCACATTGAAGCGTTCAATGAACATGAGAACGAGGAAAATTCCCATAGT
TGTGCACATTGAAGTATTCAATGAACATCAGAGAAAGGAATATCCACAAAGT
TGTGCACATTGAAGCGTCCAATGAACACGAAAACAAGGAAAATTCCCATAGTTGTGCACATT

> CTTTATTTTG Con:1 reps=7 [1907579,1907907] 1l-int=329 l-seq = 53
CTTTATTTTGACTGGTGACCTCCTTCTTGGTACCTTTGCGGGAAGAATCGGAC




CTTTATTTTGACCGGTGACCTCCTTCTTGCTACCTTTGCGGGAAGAATTACGC
CTTTATTTTGACCGACGACCTTCTTCTTGGTACCTTCACGGGAAGAATCAGAC
CTTTATTTTGACCGGTGACCTCCTTCTTGGTACCTTTGCGGGAAGAATCGGAC
CTTTATTTTGACCGGTGACCTCCTTCTTGATACCTTTGCGGGAAGAATTACGC
CTTTATTTTGACCGGCGACCTCCTTCTTGTTACCTTTGCGGAAAGAATCACGACTTTATTTTG
> ACCTTITTTCA Con:1 reps=5 [1916684,1916902] 1-int=219 l-seq = 52
ACCTTTITTCATAGAGCTTCCTCTITTTCGGGCAATGCACCCCACTCTCATCG
ACCTTTITTCATAGAGTTCCCTCTTTTTTGGGCAATGCAACCCACTCTCATTT
ACCTTTITTCATAGAGTTCCCTCTITITTCGGGCAATGCAACCCGCTTGCATTT
ACCTTTITTCATTGAGTTTCCTCTTTTTTAGGCAATGCAACCCACTITCATTTACCTITTTCA

> TTTTGTCCTT Con:1 reps=11 [1920272,1920905] 1-int=634 l-seq = 52
TTTTGTCCIICATCGGGCTTATIGAAGGACATTCCGGACCTGGATCCCGCCTG
TTTTGTCCITCATCGACTCTATIGAAGACCATTTTGGACTTGACCCACGCCTG
TTTTGTCCITCATCAGCCTTATGAAGACCATTTTGAAACTAGCTCCCGGCTA
TTTTGTCCITCATCTGCCTTATGAAGACCATTTTGGACTTAACCCACGCCTG
TTTTGTCCITCATCGACCCTATGAAGACCATTTTGGCCTTGACCCACGACTG
TTTTGTCCITCATCAGCCTTATGAAGACCATTTTGAACCTGGCTCCCGCCTA
TTTTGTCCIICATCAGCCTTAIGAAGACCATTTTGAACCTGGCTCACGCCTG
TTTCGTCCITCATCAAACTTATGAAGACCATTTTGGTCCTGGTTCCCGGCTA
TTTTGGCCITCATCGACCTTATIGAAGACCATTTCCGACTTAACCCACGCCTG
TTTTGTCCITCATCGACCCTATGAAGACCA

TTTTGGCCTTGACCCACGACTG
TTTTGTCCITCATCGACCCTATGAAGACCATTTTAGCCTTGACCCACGCCTG
TTTTGTCCTTCTCGACCCTATGAGGACCATTTTGGACCTGGCTCCCGCCTGTTTTGTCCTT

> AAGTGTCTCC Con:1 reps=7 [1939675,1940049] 1-int=375 l-seq = 52
AAGTGTCTCCAATAAGCITICATTGGAGACAAAACTCTCTCTTTTTTAACGAG
AAGTGTCTCCAATAAGCTCCATTGAAGACAAAATCCGCTTCCITITITCACGAA
AACTGTCTTTAATAAGCITCATTGAAGACAAAATCCACTCTTTITTCACGAA
AAGTGTCTCCAATAAGCITCATTCAAGACAAAACCCGCTCCATGTTCACGAG
AAGTGTCTCCAATAAGCTCCATTGAAGACAAAATCCGCTCTTTITTCACGAG
AAGTGTCTCCAATAAGCTCCATTGGAGACAAAACCCACTCTTTIITTCACGAA
AAGTGTCTCCAATAAGCITCATTGGAGACAAAACTCTCTCTATTTTTACGAAAAGTGTCTCC

> TATGAAGGAC Con:1 reps=6 [1954829,1955099] 1-int=271 l-seq = 52
TATGAAGGACATTTTGAACCTGGTTCCCAGCTATTTTGGCCIICATCGGATT
TATGAAGGACATTTTGAACCCGGGTCCCAGCTATTTTGGTCITCATCGGGTT
TATGAAGGACATTTTGAACCCGGGTCCCAGCTATTTTGGTCITCATCGGGCT
TATGAAGGACATTTTGAACCCGGGTCCCAGCTATTTTGGTCITCATCGGGCT
TATGAAGGACATTTTGAACCCGGGTCCCAGCTATTTTGATCIICATCGGGCTTATGAAGGAC

> TTGACCAAAA Con:1 reps=4 [1966100,1966266] 1l-int=167 l-seq = 52
TTGACCAAAATAGTGATAAATCCTCTAAAAAGGGTAATGCAATATGGTTCCT
TTGACCAAAATAGTGATAAATCCTCTAAAAAGGGTAATGCATGCTGGTTCCA
TTGACCAAAATAGTGAAAAATCCTCTAAAAAGGGGAATGCAACGGGCTTCCTTTGACCAAAA

> CAAAATGGTC Con:1 reps=10 [2290722,2291200] 1-int=479 l-seq = 52
CAAAATGGTCTTCATCAACCTTATGAAGACCAGTTCTCTTCGGCITTTCATC
CAAAATGGTCITCATCAACCTTATGAAGACCAGTTCTCTTCGGCITTTCTTT
CAAAATGGTCIICATCAACCTTATGAAGACCAGTTCCCTTCGGCITITITCATC
CAAAATGGTCIICATCACACTTATIGAAGACCATTTCTCTTCGGCIITITCGTT
CAAAATGGTCITCATCACACTTATGAAGACCATTTCTCTTCGGCITTTCATC
CAAAATGGTCITCATCACACTTATGAAGACCATTTCTCTTCGGCITTTCATC
CAAAATGGTCTITCATCACCTTTATGAAGACCATTTCCCTTCGGCITTTCGTT
CAAAATGGTCTTCATCACACTTATGAAGACCATTTCTCTTTGGCITTTCATC
CAAAATGGTCTTCAACAACCTTAIGAAGACCATTTCTCTTTGGCIITITCATCCAAAATGGTC

> GGTTTCGTGT Con:1 reps=9 [2299724,2300151] 1-int=428 l-seqg = 52
GGTTTCGTGIICATTGAAGCCCTCTATGTGCACCITCATCGTTTITTTCATT
GGTTTCGTGIITCATTGAAATCCTCTATGTGCACTTTCCTCGCCTITTTCATC
GGTTTCGTGIITCATTGAAGACCTCTATGTGCACTTTCCTCGCTTTTTTCATT
GGTTTCGTGIITCATTGAAGACCTCTATGTGCACTTGCCTCCCTTTTTTCATT
GGTTTCGTGIITCATTGAAGACCTCTATGTGCACTTTCCTCGTTTTITTTCATT
GGTTTCGTGIITCATTGAAGACCTCTATGTGCACTTTCCTCGCTTITTTCATC
GGTTTCGTGIICATTGAAGCTCTCTATGTGCACTTGCCTCGCTTTTTTTATC
GGTTTCGTGIICATTAAAGACCTCTATGTGCACTTTCAAACGITTTCTCATTGGTTTCGTGT

> CACGTAGAAC Con:1 reps=5 [2317829,2318047] 1l-int=219 l-seq = 52
CACGTAGAACCTTTTTACGTTACCCATCTGCTTGATITTTCGACCTTTCGGG
CACGTAGAACCCATCTACGTTACCCATCTGCTTGATITTTCGATCTTTTGGG
CACGTAGAACCCTTCTACGTTACCTATCTGCTTGGTITTTCGTCCTTTCGGG




CACGTAGAACCTTTCTACGTTACCCATTGACTTGGTITTTCAGCCTTTCGGACACGTAGAAC

> AAAGTCACGT Con:1 reps=8 [2327343,2327770] 1l-int=428 l-seq = 52
AAAGTCACGTAGTAACCTTCTACGTGACCGTACTTCCTTITTTCCCTGCTCT
AAAGTCACGTAGAAACCCTATACGCGACCGTACCTCCCTTTITTITCTGCTCT
AAAGTCACGTAGAAACCCTATACACGACCTTACCTCCCTTTITTITCTGCTCT
AAAGTCACGTAGAAACCCTCTACGTGACCTTACCTCCCTTTITITCTGCTCT
AAAGTCACGTAGAAACCCTCTACGTGACCGTACTTTCCTTITTTCCTGCTCT
AAAGTCACGTAGAACTTCTCTACGTGACCGAATTTCCCTITTTCCCTGCTCC
AAAGTCACGTAGAACTCCTCTACGTGACCTTACCTCCCTTITTTCCTTGCCCA
AAAGGCACGTTGAAACCCTCTACAAGACCAAACCACTCTITTTCCTTGCTCCAAAGTCACGT

> CTCATGAACC Con:1 reps=4 [2333462,2333680] 1-int=219 l-seq = 52
CTCATGAACCCTTTATGAGAACAATTGCAGCACTTTCCTTCACCAGTCTGTT
CTCATGAACCTTCTATGAGAACTGGCCAGACCCCGCTTGATCCCTTTCTGTC
CTCACGAACCCTTTATGAGAACAATTGCAGCACTTTCCTTCACCAGTCTGTC
CTCATGAACCTTCCATGAGAACTCGCTTGGCCCTGCTTGACCCITTTCTGTTCTCATGAACC

> GATGAAGGAC Con:1 reps=7 [2344320,2344642] 1-int=323 1l-seq = 52
GATGAAGGACATTTTCCATGGGAAACCTGCTTCGTTTGGTCTCCATCACGCC
GATGAAGGACATTTTGCATGGGAAGCCTGCTTCGTTTGGTCIICATCACGCT
GATGAAGGACATTTTGCATGCGAAACCTGCTTCGTTTGGTCIICATCACGCC
GATGAAGGACATTTTGCATGGGAAGCCTGCTTCGTTTGGTCIICATCACGCC
GATGAAGGACATTTTGCATGCGAAACCTGCTTCGTTTGGTCITICATCACGCC
GATGAAGGACATTTTGCATGGGAAACCTACTTCGTTTGGTCTCCATCACGCCGATGAAGGAC

> TGGAATCACT Con:1 reps=13 [2347811,2348444] 1-int=634 l-seq = 52
TGGAATCACTTCTCGCGGGIIITCTGCAAGTTTTGTTTCCAATGACCCTGAT
TGGAATCACTTCTCATGTTITITCTCCGAGTTTGTTTCCAATGACCCTGAT
TGGAATCACTTCTCTCTTTITITCTCCAAGTTTTGTTTCCAATGACCCTGAT
TGGAATCACITITCGTGGGITITCTCCGAGTTTTGTTTCAAATGACCCTGAT
TGGAATCACTITTTCTCTTTTTTCCTCTCAGTTTTGTTTCCAATGACCCTGAT
TGGAATCACTTCTCTCTTTITTTCTCCAAGTTTTGTTTCCAATGACCCTGAT
TGGAATCACTITTTCGTGGGITTTCTCCGAGTTTTGTTTCCAATAACCCTGAT
TGGAATCACTITTTCTCTTTITTTCCTCTCAGTTTTGTTTCCAATGACCCTGAT
TGGAATCACTTCTCTCTGTITITCTCCGAGTTTTGTTTCCAATAACCCTGAT
TGGAATCACITITCTCTTITTTCCTCTCAGTTTTGTTTCCAATGACCCCGAT
TGGAATCACITITCTCTCTITITCTCCGAGTTTTGTTTCCAATAACCCTGAT
TGGAATCACTITTTCTCTCITTTCCTCTCAGTTTTGTTTCCAATGACCTCGAATGGAATCACT

> AAAATGGTCT Con:1 reps=11 [2363645,2364175] 1-int=531 l-seq = 52
AAAATGGTCITCATCATCCTTATGAAGGACATTTCTCTTTGGCITTTCTTTC
AAAATGGTCIICATCTCCCTTATGAAGGACITTTCTCTTCGGCIITTTCATTC
AAAATGGTCIICATCAACCTTATGAAGGACITTTCTCCTCGGCIITITTCATCC
AAAATGGTCIICATCAACCCTATGAAGGACATTTCTCTTTGGCITIITCATCC
AAAATGGTCITCATCTCCCTTATGAAGGACITTTCTCTTCAGATTTTCATCC
AAAATGGTCITCATCTCCCTTATGAAGGACATTTCTCTTCAGATTTTCATTC
AAAATGGTCITCATCATCCTTATGAAGGACATTTCTCTTCAGATTTTCATCC
AAAATGGTCITCATCATCCTTATGAAGGACATTTCTCTTTGGTITTTCATCC
AAAATGGTCITCATCAACCTTATGAAGGACATTTCTCTTTGGCTCITCATCC
AAAATGGTCITICATCAACCTTATGAAGGACATTTCTCTTTGGTITITCATCCAAAATGGTCT

> TCTACGTTAC Con:1 reps=5 [2367649,2367868] 1l-int=220 l-seqg = 52
TCTACGTTACCCTAAGCTCTTTTITTTCTCCCACTCGGGCACGTAGAAACCCC
TCTACGTTACCCAAGCTTCTATITTTCCTCCGATTCGGGCACCTAGACCCCC
TCTACGTTACCTCAAGCCCTATTTTCCCTATCGTTCGGGCACGTAGAACCTC
TCTACGTTACCCAAGCCCTGATITTITCCTCCGGTTCGGGCATCTAGAACCCTTCTACGTTAC

> CTTATTGAAG Con:1 reps=5 [2472381,2472599] 1-int=219 l-seq = 52
CTTATTGAAGACAGTTTTAGTAGIITTCGTAGCGATTTTGTCCCCAAGAGGC
CTTATTGAAGACAGTTTTAGTAGIITTCGCAGCGGTTTTGTCTCCAAGAGGC
CTTATTGAAGACAGTTTTAGTAGITTTCGCAGCGGTTTTGTCTCCTAGAGGC
CTTATTGAAGACAGTTTTAGTAGTTTTAACAGCAGGTTTGTCTCCAAGAGGCCTTATTGAAG

> TCTACGTTAC Con:1 reps=15 [2481435,2482171] 1-int=737 l-seq = 52
TCTACGTTACCCTTGACCCTTATTTTTTGCTGGGTGGGCACCGTAGACACCT
TCTACGTTACCCTTAAACCTTATTTTTAGCTGGGTGGGCACGTAGACACCC
TCTACGTTACCCTTAAACCTTATTTTTAGCTGGGTGGGCACGTAGACACCC
TCTACGTTACCCTTGACCCTTATTTTTTACCTGATTGGGCACGTAGACACCC
TCTACGTTACCCTTGACTCTTATTTTTTAGCTGGGCGGGCACGTAGACACCT
TCTACGTTACCTTAGAACCTTATTTTTTAGCTGGGTGGGCACGTAGACACCC
TCTACGTTACCCTTGACCCTTATTTTTTGCCTGATCGGGCACGTAGACGCCT
TCTACGTTACCTTAGAACCTTATTTTTTACCTGATCGGGCACGTAGACACCC




TCTACGTTACCCTTAACCCTTATTTTTTAGCTGGGTGGGCACGTAGACACCT
TCTACGTTACCCTTAACCCGTATTTTTTAGCTGATCGGGCACGTAGACACCC
TCTACGTTACCCTTGACCCTTATTTTTTGCCTGATCGGGCACGTAGACGCCT
TCTACGTTACCTTAGAACCTTATTTTTTACCTGATCGGGCACGTAGACACCC
TCTACGTTACCCTTAAACCTTATTTTTTACATGATCGGGCACGTAGACGCCT
TCTACGTTACCCTTGACCCGTATTTTTTAGCTGGGCGGGCACGTAGACACCCTCTACGTTAC
> TTATGAAGAC Con:1 reps=7 [2583930,2584252] 1-int=323 l-seq = 52
TTATGAAGACCAAAATTCTCTTCTGATTCCTCCAAAATGGCCITICATCCTTC
TTATGAAGACCATTTTCCTCTTCTGTCTCCTCCAAAATGGTCITICATCCTTT
TTATGAAGACCAAAATTCTCTTCTGACTCCTCCAAAATGGTCITICATCCTTC
TTATGAAGACCAATATTCTCTTCTGATTCCTCTAAAATGGTCTITCATCCTTC
TTATGAAGACCATITTTCCTCTTCTGACTCCTCCAAAATGGTCITICATCCTTC
TTATGAAGACCAAAATTCTCTTCCGAATCCTCCAAAATGGTCITCATCCTTCTTATGAAGAC
> TGCTGTCTGA Con:1 reps=15 [2650478,2651320] 1-int=843 l-seq = 52
TGCTGTCTGAAAAGGAAATTTGAATGTAGAGAACAAGTAGAGAGGCTCTAGG
TGCTGTCTGAGAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGGTTCTAGC
CGCTGTCTGAAAAGGAAAATAGGGTTTAGAGGGCAAGTAGAAAGGTTCTAGCT
GCTGTCTTGAAGGGAAAATTGAGTATAGAGAGCAAGTAGAAAGACGCTAGG
TGCTGTCTGAAAAGAAAAATTGGGTTCAGAGAGCAAGTAGAAAGGCCCTAGG
TGCTGTCTGAAAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGACGCTAGG
TGCTGTCTGAAAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGACGCTAGG
TGCTGTCTGAAAAGAAAAATTGGGTTCAGAGAGGAAATAGAAAGGCCCTAGC
TGCTGTCTGAAAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGACGCTAGG
TGCTGTCTGAAAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGACGCTAGG
TGCTGTCTGAAAAGGAAAATTGGGTTCAGAGAGCAAGTAGAAAGGCCTTAGC
TGCTGTCTGAAAAGGAAATTTGAATGTAGAGAACAAGTAGAGAGGCTCTAGG
TGCTGTCTGAGAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGGCGCTAGG
TGCTGTCTGAAAAGGAAAATTGAGTATAGAGAGCAAGTAGAAAGACGCTAGG
TGCTGTCTGAAAAGGAAAATTGGGTTCAGAGAGCAAGTAGAAAGGCCTTAGC
TGCTGTCTGAAAAGGAAATTTGAATGTAGAGAACAAGTAGAGAGGCTCTAGCTGCTGTCTGA
> GCATAAAAAA Con:1 reps=7 [2851663,2851985] 1-int=323 l-seqg = 52
GCATAAAAAATCATCGAAACTGTCTTCAATAAGCCGTCTTGGATACAAAACG
GCATAAAAAATCATCGAAACTGTCTTCAATAAGCCGTCTTGAAGACAAACCA
GCATAAAAAATCATCGAAACTGTCTTCAATAAGCCGTCTTGGATACAAAACG
GCATAAAAAATCATCGAAACTGTCTTCAATAAGCCGTCTTGGATACAAAACG
GCATAAAAAATCATCGAAACTGTCTTCAATAAGCCGTCTTGAAGACAAACCA
GCATAAAAAATCATCGAAACTGTCTTCAATAAGCCGTCTTGAAGACAAACCAGCATAAAAAA
> ATGAGAACTG Con:1 reps=7 [2907285,2907659] 1l-int=375 l-seq = 52
ATGAGAACTGGAATCACGAAAAGCAAGGCCATTTTGTCCTCATGAAGCGTTC
ATGAGAACTGGAACCAAGAAAAGCGCGGTAGTTTTGTCITCATGAAGCGTTC
ATGAGAACTGAAACCAAGAAAAGCACGGCCGTCTTGTCCTCATGAAGCGTTC
ATGAGAACTGAAACCAGGAAAAGCGCGGCGGTCTTGTTCTCATAAAGCGTTC
ATGAGAACTGAAACCAGGAAAAGCGTGGCGGTCTTGTCCCCATGAAGCGTCC
ATGAGAACAGATACCAAGAAAAGAGCGACGTCCTTGTCCTCATGAAGCGTTT
ATGAGAACTGGAACCACGGAAAACGAGGCCGTTTTGTCCCCATGAAGTGTTCATGAGAACTG
> TGCATTGCCC Con:1 reps=6 [2912216,2912485] 1-int=270 l-seq = 52
TGCATTGCCCAAAAACCAGGGAGAGCAGCAATTTTGGTCAAAGGAAGAGGG
TGCATTGCCCAAAAATCGTGGAGAGCGGCTATTTTGGTCAAAGGAAATGGGA
TGCATTGCCCGAAAAACGGGAAGAGCCACTAATTTGGTCAAAGGAAGAGGGA
TGCATTGCCCAAAAAACGGGAAGAGCCACTAATTTGCTCAAAGGAAGAGGGA
TGCATTGCCCGAAAAACGGGAAGAGCCACTAATTTGGTCAAAGGAAGAGAGTTGCATTGCCC
> ATGAAGACCA Con:1 reps=14 [2922406,2923195] 1-int=790 l-seq = 52
ATGAAGACCAAATAGCCCAGGCGCAGATAAGAAATGGTCITICATAAGCGGG
ATGAAGACCAAAACAGTCGTGGTGCAGGTAAGAAAAGGTCITCATAAGCGGG
ATGAAGACCAAAACAGTCGTGGTGCAGGTAAGAAATGGTCITCATAAGCGGG
ATGAAGACCAAAATAGCTGTGGTCGAGGTGCGAAATGGTCITCATAAGCGGG
ATGAAGACCAAAACAGCCGTGGCCGAGGTGCGAAATGGTCITCATAAGCCGG
ATGAAGACCAAAACAGCCGGGTTGTAGGTAAGAAATGGTCITCATAAGCCGA
ATGAAGACCAAAACAGCTGTGGCCGAGGTAAGAAATGGTCTTCACAAGCAGG
ATGAAGACCAAAACAGCTGTGGCCGAGGAACGAAAAGGTCITCATAAGCGGG
ATGAAGACCAAAACAGCCGTGCCCGAGGAACGAAAAGGTCITCATAAGCGGG
ATGAAGACCAAAACAGCTGTGGCCGAGGAACGAAAAGGTCITCATAAGCGGG
ATGAAGGCCAAAACAGCTGTGGCCGAGGTAAGAAATGGTCTTTATAAGCCGA
ATGAAGACCAAAACAGCCGTGGCCGAGGAACGAAAAGGTCITCATAAGCCGA
ATGAAGACCAAAACAGCCGTGCCCGAGGAACGAAAAGGTCTTAATAAACCGA




ATGAAGACCAAAACAGCCGTGGCCGAGGAACGAAATGATCTTCACAAGCAGG
ATGAAGATCAAAACAGCTGTGGCCGAGGAATGAAATGGTCITCATAAGCCGAATGAAGACCA
> GATGAAGGAC Con:1 reps=8 [2936759,2937132] 1-int=374 l-seq = 52
GATGAAGGACAAAACAGGCGGGATCCAGGTCCAAATGGTCITCATAAGGCT
GATGAAGGACAAAACAGGCGGGAGCCAAGTTCAAAATGGTCITCATAAGGCT
GATGAAGGACAAAACAAGCGGGATCCAGGTTCAAAATGGTCIICATAAGGCT
GATGAAGGACAAAACAGGCGGGATCCAGGTTCAAAATGGTCITCATAAGGCT
GATGAAGGACAAAACAGGCGGGATCCAGGTTCAAAATGGTCITCATAAGCCC
GATGAAGGACAAAACAGGCGGAATCCAGGTCTAAAATGGTCITCATAAGGCT
GATGAAGGACAAAACAGGCGGGAGCCAAGTTCAAAATGGTCITCATAAGGCTGATGAAGGAC

> AAACTGTCTT Con:1 reps=4 [2942377,2942598] 1-int=222 l-seqg = 52
AAACTGTCTTTAATAAGGAATCTTGGAGACAAACCGCCCTACAGAAATTGAG
AAACTGTCTTCAAAAAAGGTTCTTCTTGTAGACAAACGGCCCTACAAAAATGGAG
AAACTGTCCTCAAAAAGGGTTCTTGGAGACAAACGGCCCTACAAAAATGGAG
AAACTGTCTTCAATAAGGCTTCTTAAGGACAAAATGCCTTACAAAATAGTGAAAACTGTCTT

> GACCGAGCAG Con:1 reps=12 [3080314,3080998] 1-int=685 l-seq = 52
GACCGAGCAGCAGGAAAAATAGTCGAAAGGGTCGCATAGAGAGGTTATATCC
GACCGAGCAGCTGGAAAAATAGTCGGTAGGGTCGCATAGAGAGGTTCTAGGC
GACCGAGCAGCTGGAAAAATAGTCGGTAGGGTCGCATAGAGAGGTTCTAGGC
GACCGAGCAGCTGGAAAATAGGAAGAAGGGTCGCGTAGAGAGGCCCTACGC
GACCGAGCGGCTGAAAAATTAGGAAGAAGAGTCGCGTAGAGAGATTCTACGT
GACCGAGCAGGTGGAAAAATAGGAAGAAGGGTCGCGTAGAGAGGTTCTAGGC
GACCGAGCAGCTGAAAAAATAGGAAGAAGAGTCGCGTAAAGAGGTTCTATGC
GACCGAGCAGCTGGAAAAAAAGAAAGAAGAGTCGCGTAGAGAGATTCTACGT
GACCGAGCAGCTGGAAAAATAGAAAGAAGAGTCGCGTAGAGAGGTTCTATGC
GACCGAGCAGGTGGAAAAATAGGAAGAAGAGTCGCGTAGAGAGGTTCTATGC
GACTGAGCAGCTGGAAAAATAGGAAGAAGAGTCGCGTAGAGAGGTTCTAAGC
GACCGAGCAGCAGGAAAAAAAGAAGAAGAGTAGCGTAAAGAGGTTCTATGC
GACCGAGCAGCAGGAAAAANAAGGAAGAAGAGTAGCGTAGAGAGGTTCTAAGCGACCGAGCAG

> CAAGTAGAAG Con:1 reps=4 [3094934,3095152] 1-int=219 l-seqg = 52
CAAGTAGAAGCTCTCTAGCTGCTGTCCAAAGTCAAAAATCCAATTTAGAGAT
CAAGTAGAAGCCCTCTAGTTGCTGTCTAAAGCCAAAAATCCAATTTAGAGAT
CAATTAGAAGTGCCCTAGCTGCTGTCTAAAGTCAAAAATCCAATTTAGAGGT
CAAGTAGAAGCCCTCTAGCTGCTGTCTAAAGTCAAAAATTCGATTTAGAGATCAAGTAGAAG

> GTCGCCTATA Con:1 reps=8 [3109160,3109638] 1-int=479 l-seq = 52
GTCGCCTATAAGGTGTATACGCGACCGAACGGAAGAAAAAGAATCCCCATCG
GTCGCCTATAAGGTGTATACGCGACCGAACGGGAGCCAAAAAGAGTCCCTCG
GTCGCCTATAAGGCGTATACGCGACCGAACGGGAGCCAAAAAGAGTCCCTCG
GTCGCCTATAAGGCGTATACGCCACCGAACGGAAGCCAAAAGGAGCCTTCCG
GTCGCCTATAAGGCGTATACGTGACCGAACGGGAGCCAAAAAGAGCCCTCCG
GTCGCATATAACTCGTATACGCGACCGAGCGGCAGAAAAAAAGCGCTCCCCG
GTCGCATATAAGGTGTATACGCGACCGAACGGGAGCCAAAAAGAGCCCTCCG
GTCGCCTATAAGGCGTATACGCGACCGAGCGGCAGAAAAAAAGCGCTCCCCG
GTCGCCTATAAGGCGTATACGTGACCGAACGGCAGAAAAAAAGAGAGCCAAAGTCGCCTATA

> CTATAGGCGA Con:1 reps=9 [3142771,3143197] 1-int=427 l-seq = 52
CTATAGGCGACCGAGGAGCGAGAAAAANANGTGAGCAGGGTAGCGTATAAGGG
CTATAGGCGACCGAGGGGCGAGAAAAAANGTGAGGAGGGTAGCGTATAAGGA
CTATAGGCGACCGAGAGGGGAGAAAAGAAGTGAGGAGGGTAGCGTATGAGGG
CTATAGGCGACCGAGGGGCGAGAAAANNAGTGAGGAGGGTAGCGTATAAGGA
CTATAGGCGACCGAGAGGGGAGAAAAGAAGTGAGGAGGGTAGCGTATGAGGG
CTATAGGCGACCGAGAGGGGAGAAAAANNGTGAGGAGGGTAGCGTATAAGGG
CTATAGGCGACCGAGAGGCGAGAAAAAGAGCCAGCAGGGTAGCGTATAAGGA
CTATAGGCGACCGAGAGGCGAGAAAAAGAGCCAGCAGAGTCGCGTATAAGGACTATAGGCGA

> AAATGGTCTT Con:1 reps=9 [3151872,3152297] 1l-int=426 l-seqg = 52
AAATGGTCITCATAAGCGGAATGAAGGCCAAAAAAGGTTGTGGCTCGAGTGA
AAATGGTCITCATAAGCGGAATGAAGGCCAAAATCGGTTGTGGCTGGAGAGA
AAATGGTCITCATAGGCTGAATGAAGGCCAAAATTAGTTGTGGCTGGAGAGA
AAATGGTCITCATAAGTGGAATGAAGGCCAAAAAAGGCTGTGACTCGAGTGA
AAATGGTCITCATAAGCGGAATGAAGACCAAAAAAGGCTGTGGCACGAGTGG
AAATGGTCITICATAAGCGGAATGAAGACCAAAAAAGGCTGTGGCACGAGTGG
AAATGGTCIICATAAGCGGAATGAAGACCAAAAACGGTTGTGGCTGGGGAGA
AAATGGTCTTCACAAGCGGAATGAAGACCAAAAAAGGCTGTGACACGAGAGAAATGGTCTT

> TAAGAAAGGC Con:1 reps=9 [3169529,3169955] 1-int=427 l-seq = 52
TAAGAAAGGCTCTTAAGGACAAAACGCTAGTAAAAATCAGTAGAAGTGTCTT
TAAGAAAGGCCCTCAAGGACAAAACGCTACTAAAAATTAATAGAAGTGTCCT




TAAGAAAGGCTCTTAAGGACAAAACGCTGATGGAAATCAGTAAAAGTGTCTA
TAAGAAAGGCTCTCAAGGACAAAACGCTAGTAAAAATTAATAGAACTGTCTT
TAAGAAAGGCTCTTAAGGACAAAACGCTAGTTCGAATTAATAAAACTGTCTT
TAAGAAAGGCTCTCAAGGACAAAACGCTAGTGAAAATTAGTAGAACTGTCTT
TAAGAAAGGCTCTCAAGGACAAAACGCTAGTAAAAATCAATAGGAATGTCCT
TAAGAAAGGCTCTTAAGGACAAAACGCTGGTGAAAATTAATAGAAATGTCCTTAAGAAAGGC

> GCGACAAAAG Con:1 reps=5 [3352830,3353048] 1-int=219 l-seq = 52
GCGACAAAAGCCGGAGCAAAAGAGAGTAAAGTGAGTCCAATGAAGAATATTG
GCGACAAAAGCCGAAGCAAAAAAGAGTAAAGTGAGTCCAATGAAGGCTATTG
GCGACAAAAGTCGGAGCAAAGGAGAGCAAAGTGAATCCAATGAAGGCTATTG
GCGACAAAAGCCGGAGCAAAGGAGAGGAAAGTGAATCCAATGAAGGCTATTGGCGACAAAAG

> GTAACGTAGA Con:1 reps=8 [3498555,3498933] 1-int=379 l-seq = 52
GTAACGTAGAGCTCGTCTACGTGCCCGCCCGAAGGATTITTITCGCTGTTAGG
GTAACGTAGAGCTCGTCTACGTGCCCGACCGGAGTACTITTTCGCTGTTAGG
GTAACGTAGAGGCTGTCTACGTGCCCGAATGGAGTATTTTTACGCTGTAAAG
GTAACGTAGAGCTCGTCCACTCCACGTGCCCGCCCGGAGGTTITTTCCGCAATAAGT
GTAACGTAGAGCTTGTCTACGTGCCCGAATGGAGTATTITTTCGCTGTAAAG
GTAACGTAGAGCTCGTCTACATGCCCGCCCGGAGGATTITTTCGCAATAAGT
GTAACGTAGAGCCTGTCTACTTGCCCGAATGAAGGTTTTTTACGCTATAAGGTAACGTAGA

> GGTAACGTAG Con:1 reps=9 [3505767,3506245] 1-int=479 l-seq = 52
GGTAACGTAGAGCCCGTCTACATGCACGAAGAGATAGTATTTTAGCAGTTTG
GGTAACGTAGAGCCTGTCTACGTGCCCGAAGAGATGGAAATTTAGCAGTTTG
GGTCATGTAGAGCCCGTCTACGTGCCTGAAGAGATGGAAAATTAGCAGTTTG
GGTAACGTAGAACCCCTCTACATGCCCGAAGAGATGGTATTTTAGTAGTTTG
GGTAACGTAGAGCCCGTCTACGTGCCCGAAGAGATGGAAATTTAGCAGTTTA
GGTAACGTAGAGCCCGTCTACGTGCCGGAAGAGATGGAAATATAGCAGTTAG
GGTAACGTAGAGCCCGTCTACGTGCCCGAAGAGATGGAAATATAGCAGTTTA
GGTAACGTAGAGCCCGTCTACGTGCCCGAAGAGATGGAAATAGAGCAGTTAG
GGTAACGTAGAACCCGTCTACGTGCCCGAAGAGATAGAAGTTTAGCAGTTAGGGTAACGTAG

> TCCATTGCCC Con:1 reps=8 [3506345,3506718] 1l-int=374 l-seqg = 52
TCCATTGCCCAAAACGGGCTAAAACATCAAATTATGGTCAATGGAGCCCCAC
TCCATTGCCCAAAACCGGCTAAATTATCAAATTATGGTCAATGCATCCCCGT
TCCATTGCCCAAAACCGGGTAAATCAACAAATTATGGTCAATGCATCCCCGT
TCCATTGCCCAAAACCGGCTAAATTATCAAATTATGGTCAATGCATCCCGT
TCCATTGCCCAAAACCGGGTAAATCAACAAATTATGGTCAATGCATCCCCGT
TCCATTGCCCAAAACCGGTTAAATTATCAAATTATGGTCAATGGAGCCCCAT
TCCATTGCCCAAAACCGGCTAAATTATCAAATTATGGTCAATGGAGCCCCATTCCATTGCCC

> AGCCTATTGG Con:1 reps=9 [3520892,3521318] 1-int=427 l-seq = 52
AGCCTATTGGCGACATTTCTCTTAGTAAAAACAACAAAAGTGTTTCCAATAG
AGCCTATTGGCGACATTTCTCTTAGCAAAAATAACAAAAGTGTTTCCAATAG
AGCCTATTGGCGACATTTCCCTTAGCAAAAATAACAAAAGTGTTTCCAATAG
AGCCTATTGGCGACATTTCCCTTAGCAAAAATAACAAAAGTGTTTCCAATAG
AGCCTATTGGCGACATTTCTCTTTGCAAGAACTACTAAAGTGTTTCCAATAA
AGCCTATTGGCGACATTTCTCTTTGCAAGAACTACTAAAGTGTTTCCAATAA
AGCCTATTGGCGACATTTCTCTTTGCAAGAACTACTAAAGTGTTTCCAAAAG
AGCCTATTGGCGACATTTCTCTTTGCAAGAACTACTAAAGTGTTTCCAATAAAGCCTATTGG

> TGTCTGAATG Con:1 reps=8 [3527584,3527956] 1-int=373 l-seq = 52
TGTCTGAATGATTTTTTTGCAGCCAGAGATCAGTTAGAATCCGTCTAGTTGC
TGTCTGAATGATTTTTTTGCAGCCAGAGATTAGTTAGAATCCGTCTAGTTGC
TGTCTGAATGATTATTTTGCAGCCAGAGATCAGTTAGAATCCGTCTAGTTAT
TGTCTGAATGATTATTTTGCAATCAGAGATCAGTTAGAAGCAGTCTAGTTGC
TGTCTGAATGATTATTTTGCAGCCAGAGATCAGTTAGAAGCAGTCTAGTTGC
TGTCTGAATGATTATTTTGCAGTCAGAGATCAGGTAGAAGCCGTCTGTTAC
TGTCTGAATGTTTTTTTGCGGATTGAGATCAGTTAGAAACCGTTTAGTTGCTGTCTGAATG

> GTTGTAATTT Con:1 reps=8 [3535170,3535544] 1-int=375 l-seq = 52
GTTGTAATTTTCTAGAGTATTGTCACCAATAGCCGCCATTGGAAACACTTTG
GTTGTAATTTTCTAGAGTTGTGTCGCCAATAGCCGTCATTGGAAACACTTTG
GTTGTAATTTTCTAGAGTATTGTCGGCAATAGCCGCCGTTGGAAACACATTA
GTTGTAATTTTCTAGAGTATTGTCGGCAATAGCCGCCATTAGAAACACTTTG
GTTGTAATTTTCTAGAGTTGTGTCGCCAATAGCCGTCATTGGAAACACATTG
GTTGTAATTTTCTAGAGTATTGTCGGCAATAGCCGCCGTTGGAAACACATTG
GTTGTAATTTTCTAGAGTATTGTCGGCAATAGCCGCCATTAGAAACACTTTGGTTGTAATTT

> TGTCGCCAAT Con:1 reps=4 [3537636,3537802] 1l-int=167 l-seq = 52
TGTCGCCAATAGCGCCCATTGGAAACACTTAAGTTGTTTATTCTAAGAATTT
TGTCGCCAATAGCGGTTATTGGAAACACTTTGATTGTATTTTTTAAGAGTTA




TGTCGCCAATAGCCGCCATTGGAAACACTTAAGTTGTTTATTCCAAGAGTTATGTCGCCAAT

> ATAGAAATGT Con:1 reps=7 [3568862,3569184] 1-int=323 1l-seqg = 52
ATAGAAATGTCGCCAATAGCTGTTATTGGAAACACTTATGTTGGTTTTTTGA
ATAGAAATGTCACCAATAGCTGCCATTGGAAACACTTATGTTGACTTTTTGG
ATAGAAATGTCGCCAATAGCTGCGATTGGAAACACTTATGTTGACITTTCGA
ATAGAAATGTCGCCAATAGCTGCGATTGGAAACACTTATGTTGACITTITCGA
ATAGAAATGTCGCCAAAAGCCGCCATTGGAAACACTCATGTTGGTTTTTTGA
ATAGAAATGTCGCCAAAAGCCACCATTGGGAACACTTATGTTAGTTTTTTGAATAGAAATGT

> ATGAACCTTT Con:1 reps=10 [3645171,3645649] 1-int=479 l-seq = 52
ATGAACCTTTCATAGAGCGCATCGGAGTAAAAAAATCGAGCCCCCACGTACT
ATGAACCTTITCATAGAGCGCGTCGGAGTAAAAAAATCGAGCTCCCGCGTACT
ATGAACCTITCATAGGGCGCGTCGGAGTAAAAAAATCGAGCCCCCACGTACT
ATGAACCTITCATAGAGCGCGTCGGAGTAAAAAAATCGAGCTCCCGCGTACC
ATGAACCTITCATAGAGCGCGTCGGAGTAAAAAAATCGAGCTCCCGCGTACT
ATGAACCTTITCATAGAGCGTATCGGAGTAAAAAAATCGAGCTCCCGCGTACT
ATGAACCTTTCATAGAGCGCGTCGGAGTAAAAAAATCGAGCTCCCGCGTACT
ATGAACCTTTCATAGAGCGCGTCGGAGTAAAAAAATCGAGCTCCCGCGTACT
ATGAACCTITCATAGAGCGCGTAGGAGTAAAAAAATCGAGCTCCCGCGTACTATIGAACCTTT

> ATGAGGACAA Con:1 reps=10 [3657440,3657918] 1-int=479 l-seq = 52
ATGAGGACAAGTTCGGAGGAAACCCCCAGGAATCTGTCCTCATGAAAGGTTC
ATGAGGACAAAATCGGAGGAAACCCCCAGGAATCTGTCCTCATGAAAAGCTT
ATGAGGACAAAGTCGGAGGAAAACCCCAGGAATCTGTTCTCATGAAAGGCTC
ATGAGGACAAAATCGGAGGAAACCCCCAGGAATCTGTCCTCATGAAAGGGTC
ATGAGGACAAGTTCGGGGGAAAAGCCCAGGAATCTGTTCTCATGAAAGGGTC
ATGAGGACAAAATCGGAGGAAAACCCCAGGAATCTGTCCTCATGAAAGGCTC
ATGAGGACAAGTTCGGAGGAAACCCCCAGGAATCTGTCCTCATGAAAGGGTC
ATGAGGACAAAATCGGAGGAAACCCCGAGGAATCTGTCCTCATGAAAAGCTT
ATGAGGACAAAATCGGAGGAAACCCCGAGGAATCTGTCCTCATGAAAAGCTTATGAGGACAA

> ATAGAGCGCG Con:1 reps=5 [3673042,3673468] 1-int=427 l-seq = 52
ATAGAGCGCGTGTCCTGTAATTTTATTGGAAAAGGCGAACTAAGAACCATTC
ATAGAGCGCGAAAGGAGGCCTAATTTAAGAATCTGCGTCCTATGAGGGTCTT

ATAGAGCGCGTGTCCAGTGATTTATTCGGAAAAGGCGTCCTATGAACCATTC
ATAGAGCGGGAAAGGCTGCCTAATTTAAGAATCCGCGTCCTATGAGGGGCTT
ATAGTACGCGTAGCCTGGGATTTATTCGGAGAAGGCGAACTAAGAACCATTTATAGAGCGCG

> AAACGAGGTG Con:1 reps=5 [3674698,3674916] 1-int=219 l-seq = 52
AAACGAGGTGATATATCAAAATTTGGTCAATGGAAGAGGGGGGCACTGCCCA
AAACGAGGTGATTCATCAAAATTTGGTTAATGGAAGAGGGGTGCATTGCCCA
AAACGAGGTGATTCATCAAAATTTGGTTAATGGAAGAGGGTTGCATTGCCCA
AAACGAGGTGATATATCAAAATTCGGTCAATGGAAGTAGGTTGCATTGCCCAAAACGAGGTG

> GITCATAGAG Con:1 reps=11 [3709317,3709951] 1l-int=635 l-seq = 52
GTTCATAGAGCGCGAACATAAGGGAAATTTCCAAGAACGCGCACTATAGAAG
GTTCATAGAGCGCGGACTGAAGGGGAAATGTCAAAAACGCGTACTATAAAGA
GTTCATAGAGCGCGAACCTGAGGGAGATTTCCAAAAACGCGCACTATAGAAG
GTTCAAAGAGCGCGAACCTGAGGGGAAACTCCAAAAACGCGCACTATAAAGA
GITCATAGAGCGCGAACTTGAGAGAAAACTCTAAAAACGCGCACTAAAGAAG
GITCATAGAGCGCGAACCTGAGGGGAATTTCCAAGAACGCGCACTAAAGAAG
GITCATAGAGCGCGGACTGAAGGGGAAATGTCAAAAACGCGCACTATAGAGG
GTTCATAGAGCGCGGACTGAAGGGGAAATGCCAAAAACGCGTACTATAAAGA
GTTCATAGAGCGCGGACTGAAGGGGAAATGCCAAAAACGCGTACTATAAAGA
GITCATAGAGCGTGGACTGAAGGGGAAATGCCAAAAACGCGTACTATAAAGA
GITCATAGAGCGCGAACCTGAGGGAGATTTCCAAAAACGCGCACTATAGAAG
GTTCAAAGAGCGCGAACATGAGGGGAAACTCCAAAAACGAGCACTATAAAGAGITCATAGAG

> GGTAACGTAG Con:1 reps=9 [3718417,3718842] 1l-int=426 l-seq = 52
GGTAACGTAGAGGGTGTCTAGGTGCCCGAACGGCCGAAAAAAGAAGAGGAG
GGTAACGTAGAGGGTGTCTAGGTGCCCGAACGGCCGAAGAAAAGAAGAGGAG
GGTAACGTAGAAGCAGTCTACGTGCCCGAACGGTCGAAAAANAGAAGAGGAG
GGTAACGTAGAGGGTGTCTACGTGCCCGAACGGCCGAAAAANAGAAGAGGAG
GGTAACGTAGAGGGTGTCTAGGTGCCCGAACGGCCGAAGAAAAGATGAGCAG
GGTAACGTAGAAGCAGTCTACGTGTCCGAACGGTCGAAAAANAAGAAGAGGAG
GGTAACGTAGAAGCAGTCTACGTGCCCGAACGGTCGAAGAAAAGAAGAGGAG
GGTAACGTAGAGGGTGTCTAGGTGTCCGAACGGTCGAAGAAAAGATGAGTTAGGTAACGTAG

> ATTGGAAACA Con:1 reps=4 [3723004,3723222] 1-int=219 l-seq = 52
ATTGGAAACACTTTTGAGAATTTTGTTAGGGGAATTGTCGGCAATAAGCTCT




TTTGGAAACACTTTAGTTGTTTTAGCTAAGGGAAATGTCGCCAATAGGCTGT
ATTGGAAACACTTTAGTTGTTTTAGCTAAGGGAAATGTCAGCAATAAGCGGT
ATTGGAAACAGTTTAGTAGTTTTTGTTAAGGGAAATATCGCCAATAGGCATTATTGGAAACA

> GCGGTAAAAA Con:1 reps=12 [3747415,3748272] 1-int=858 l-seq = 53
GCGGTAAAAATGAAGGGTTGATTTTGCCCAAGGAGCTGCGAGGAAGGGGGCTA
GCGGTAAAAATAAAGGGTTGATTCTGCCTGAGAGGCTGAGAGGAAGGGGGGTG
GCGGTAAAAATGAAGGGTTGATTTTGCCCGAGAAGCTGAGAGGAAGGGGGCTA
TCGGTAAAAATAAAGGGTTGATTCTGCCCGTGAAGCTGAGAGGAAGGAGGCTG
GCGGTAAAAATAAAGGGTTGATTCTGCCCGAGGAGCTGCGAGGAAGGGGGGG
AGCGTAAAAATAAAGGGTTGATTCTGCCCGAGGAGCTGCTTGAAGGAGGCTG
GCGGTAAAATGAAGGGCTGATTTTGCCCGAGGAGCTGCGAGGAAGGGTGTTG
GCGGTAAAAATGAAGGGCTAATTTTGCCCGAGGAGCTGCTTGGTAGGGTGCTG
GCGGTAAAAAATGAAAAGGTGATTTTGCCCGTGAAGCTGCTTGGCCGGGTGCTG
GCGGTAAAAATGAAGGGTTGATTCTGCCCGTGAAGCTGAGAGGAAGGGGGCTA
TCGGTAAAAATAAAGGGTTGATTTTGCCCGAGAAGGTGTCGGTAAGGGGGCTC
GCGGTAAAAAGAACAGAGCTCTATTGCCCGAAAAGGTACCCAAGCAGTCCTCA
ACGGTAAAAAGAACCGGTATCTATTGCCCGAAGAGGCACCCAAGCAGTCCCCT
GCGGTAAAAAAGAACCGGTATCTATTGCCCGAAGAGGCACCCAAGCAGTCCCCC
GCGGTAAAAAGAACAGAGCTCTATTGCCCGAAGAGGCACCCAAGCAGTCCCCC
GCGGTAAAAAGAACTGAGTTCTATTGCCCGATGAGGTACCCAAGCAGTCTCCAGCGGTAAAAA
> TGTCTTTAAT Con:1 reps=8 [3763475,3763900] 1l-int=426 l-seq = 52
TGTCTTTAATAAGCCCTATTGAGGACAAACCCGGCCTAGAAACCTATGAAAA
TGTCTTTAATAAGGCTTCTAGAAGACAAACCCGGCCTAGAAACCTATGAAAA
TGTCTTTAATAAGGCTTCTAGAAGACAAAACCCGCCTAGGAACTTATGAAAA
TGTCTTTAATAAGGCTTCTAGAAGACAAAACCCGCCTAGGAACTTATGAAAC
TGTCTTTAATAAGGCTTCTAGAAGACAAAACCGGCCGAGAAACTTATGAAC
TGTCTTTAATAAGACCTATTGAGGACAAACCCGGCCTAGGAACTTATGAAAA
TGTCTTTAATAAGCTCTCTTAAGACCAAAACCAGACCAGAAACCACATAAATT
TGTCTTTAACAAAACAAATGAAGGACCAAATCTAACCTCCCCCCTAAAAAATGTCTTTAAT

> GTCGCATAGA Con:1 reps=7 [3775783,3776105] 1-int=323 l-seq = 52
GTCGCATAGAAGGGGTATACGAGCCCGGGCGGCGGAAAAAATGGAGGTGCCG
GTCGCATAGAAGGGGTATACGCGCCCGGGCGGCGGAAGAAATGGAGGTGCCG
GTCGCATAGAAGGGGTATAGGCGACCGGGCGGCGGGAAAAGTGGAGGAGCCG
GTCGCATAGAAGGGTTATAGACGACCGAACGGCAGAAAAAATGGAGGTGCCA
GTCGCATAGAAGGGGTATACGCGCCCGAGCGGCGGAAAGAGAAGAGTTGTCG
GTCGCATAGAAAGGGTATACGCGCCCGAGCGGCGGAAAAAGAAGAAGCGTCGGTCGCATAGA

> ATGAGAACAG Con:1 reps=4 [3779055,3779221] 1l-int=167 l-seq = 52
ATGAGAACAGAGAGCTGTGGGAGCGTGCCGTCCTTGTTCTCATAAAGTGCCC
ATGAGAACAGAAAACCAAGCAACTGCCCTAATCTTGTCCTCATAAAGCGTTC
ATGAGAACAGAAAGCTGAGAAAAAGTGCCGCCCTTGTCCTCATAAAGCGCCCATGAGAACAG

> TTGGAAACAC Con:1 reps=6 [3785428,3785698] 1l-int=271 l-seq = 52
TTGGAAACACTTTTGTTGCTTTTGCTAAGAGAAATGTCGCCAACAGGCCCCA
TTGGAAACACTTTTGTTGCTTTTGCTAAGAGAAATGTCGCCAACAGGCCCCA
TTGGAAACACTTTTGTTGCTTTTGCTAAGAGAAATGTCGCCAATAGACCCCG
TTGGAAACACTTTTGTTGCTTGTACTAAGAGAAATGTCGTCAATAGGCCCTA
TTGGAAACACTTAAGTTGTATTTTAAAAGAGAAATGTCGGCAATGGGTCCTATTGGAAACAC

> TTTCGGAAAA Con:1 reps=7 [3807647,3808021] 1l-int=375 l-seqg = 52
TTTCGGAAAAGGCGTTTATTGAGGGGGTCATTAAGCACATGAGGCTGAGTTT
TTTCGGAAAAGGTGTITCATAGAAGAGGTCAATGAACACATGAGGCTAAGTTT
TTTCGGAAAAAGTGTITCATAGAAGAGGTCAATGAGCACATGGCTTTGAGTTT
TTTCGGAAAAAGTGTITCATAGAAGAGGTCAATGAGCACATGAGGCTGAATTT
TTTCAGAAAAGGTGIICATAGAAGAGGCCAATGAGCAAATGTGGCTAAGTTT
TTTCGGAAAAGGTGIICATAGAAGAGGTCAATGAACACATGAGGCTGAGTTT
TTTCGGAAAAAGTGITTCATAGAAGAGGTCAATGAGCACACGGCTCTGAGTTITTTCGGAAAA

> TTGGAAACAC Con:1 reps=15 [3814968,3815757] 1-int=790 l-seq = 52
TTGGAAACACTTITTTICGTTTTTTTGAAGAGATTTGTTTCCAATAGGTGCGA
TTGGAAACACTTTACTCGTATTTTCGCAGAGTTTTGTTTCCAATAGGCGTGA
TTGGAAACACTTTACTCGTATTTTCATTGAGATTTGTTTCCAATAGATGCGA
TTGGAAACACTTTACTAGTATTTTCGCAGAGATTTGTTTCCAATAGGCGTGA
TTGGAAACACTTTACTCTATTITTTCATATAGATTTGTTTCCAATAGATGCGA
TTGGAAACACTTTACTCGTATTTTCACAGAGTTTTGTTTCCAATAGGTGCGA
TTGGAAACACTTTACTCGTATTTTCGTAGAGATTTGTTTCCAATAGTTGTGA
TTGGGAACACTTTACTCGTATTTTCGCAGAGTTTTGTTTCCAATAGGCGTGA
TTGGAAACACTTTACTCTATTTTTCATATAGATTTGTTTCCAATAGATGCGA
TTGGAAACACTTTACTCGTATTTTCACAGAGTTTTGTTTCCAATAGGTGCGA




TTGGAAACACTTTACTCGTATTTTCGCAGAGTTTTGITTTCAATAGGCGTGA
TTGGAAACACTTTACTCGTATTTTCATTGAGATTTGTTTCCAATAGATGCGA
TTGGAAACACTTTACTAGTATTTTCGCAGAGATTTGTTTCCAATAGGTGTGA
TTGGAAACACTTTACTCTATTITTCATAGAGATTTGTTTCTAATAGGTCCGA
TTGGAAACACTTTACTCGTITITCGCGGAGATTTGTTTCCAATAGGTAGGATTGGAAACAC

> TATTGCCCGA Con:1 reps=13 [3822748,3823390] 1-int=643 l-seq = 53
TATTGCCCGATTGGGGTGTCCAAGGGGTGAAAATGGTAAAAAGAAGTGGTTTC
TATTGCCCGAAATGGGTTCGGAAGAGGTCTAAGCGGTAAAAAGAACTCGCCTC
TATTGCCCGATTGGGTGTCCAAGGGGTGCAAATGGTAAAAAGAAAAGCTTTC
TATTGCCCGAAAAAGGTCCGGAAGAGGTCCTAACGGTAAAAAGAACAAGCTTC
TATTGCCCGATTGGGTGTCCAAGAGGTGCAAATGGTAAAAAGAAAAGGTTTC
TATTGCCCGAAATGGGTCCGGAAGAGGGCTAATGGTAAAAAGAACACGCTTC
TATTGCCCGATTGGTGTGTCCAAGGGGTGCAAATGGTAAAAAGAAAAGGTTTC
TATTGCCCGAAATGGGTCCGGAAGAGGGCTAATGGTAATAAGAACACGCTTC
TATTGCCCGATTGTGGTGTCCAAGGGGTGTAAATGGTAAAAAGAAGTGGTTTT
TATTGCCCGAGCAAGGTCTTGGAGGGGGGCAAACGGTAAAAAGAAAAGGTTTC
TATTGCCCGAAAAAGGTCCGGAAGAGGTCCAAACGGTAAAAAGAACACGCTTC
TATTGCCCGATTGGGTGTCCAAGGGGGTGCAAATGGTAAAAAGAACACGCTTCTATTGCCCGA
> TAGGCGACCG Con:1 reps=7 [3843104,3843426] 1-int=323 l-seqg = 52
TAGGCGACCGAGAGAGTGAGAAAAAGAGATTACGGGTAGCGTAGAAGGGTTA
TAGGCGACCGAGGGAGCGGAAAANNAGAGTTTACGGGTAGAGTAGAAGGGATA
TAGGCGACCGAGAGAGTGGAAAANANAGAGATTGCGGGTAGCGTAGAAGGGTTA
TAGGCGACCGAGAGAGCGGAAAAAAGAGATTGCGGGTAGCGTAGAAGGGTTA
TAGGCGACCGAGGGAGCGGAAAAAAGAGATTGCGGGTAGCGTAGAAGGGCTA
TAGGCGACCGAGAGAGCGAGAAAAAGGAGTCACGGGTAGCGTAGAAGGGCTTTAGGCGACCG

> CTATTGGAAA Con:1 reps=5 [3851718,3851935] 1-int=218 l-seqg = 52
CTATTGGAAACATTTTGTCCAATTTTAACTCAAGTCTTGTTGCCAATACCGG
CTATTGGAAACACTTTGCCAATCTTAACTCGAGTATTGTCGCCAATAGCGC
CTATTGGAAACACTTTGTCCAATTTTAACTCAAGTATTGTCGCCAATACCGG
CTATTGGAAACACTTTGTCCAATTTTAACTCGAGTATTGTCGCCAATAGCGCCTATTGGAAA

> ACTATGGGAG Con:1 reps=14 [3869085,3869771] 1-int=687 l-seq = 52
ACTATGGGAGGITCATAGAGCGCGAAATTAGGAAAAAGGAAAGACTCCACGC
ACTATGGGAGGITCATAGAGCGCGAAATTGTGAAAAAGGAAAGACTCCGCGC
ACTATGGGAGGGTCATAGAGCGTGAAATTAGGAAAAAGAAAAGATTCCGCGT
ACTATGGGAGGITCATAGAGCGTGAAATTAGGAAAAAGAAAAGATTCCGCGT
ACTATGGGAGGITCATAGAGCGTGAAATTAGGAAAAAGAAAAGATTCCGCGT
ACTATGGGAGGITCATAGAGCGCGAAATTAGGAAAAAGGAAAGACTCCGCGC
ACTATGGGAGGITCATAGAGCGCGAAATTAGGAAAAAGGAAAGACTCCACGC
ACTATGGGAGGITCATAGAGCGCGAAATTGTGAAAAAGGAAAGACTCCCCGC
ACTATGGGAGGITICATAGAGCGCGAAATTAGGAAAAAGGAAAGACTCCGCGT
ACTATGGGAGGITCATCGAGCGAGAAATAAGGAAAAAGGAAAGACTCCGCGC
ACTATGGGAGGITCATCGAGCGAGAAATAAGGAAAAAGGAAAGACTCCGCGC
ACTATGGGAGGITCATAAAGCGTGAAATTAGGAAAAAGAAAAGATTCCGCGT
ACTATGGGAGGITCATAAAGCGTGAAATTAGGAAAAAGAAAAGATTCCGCGTACTATGGGAG

> CAATGAACAC Con:1 reps=5 [3869826,3870044] 1l-int=219 l-seq = 52
CAATGAACACTAAAACCTAGAAAAAGAGTAAAAAAGAGCGCATAGGGGGAGT
CAATGAACACGAAACTCTAGAAAAAGAGTAAAAAAGTGCACATAGAGGGTCT
CAATGAACACGTAGCCCCAGAAAAATAACAAATACATGCGCATTGAAGGGTT
CAATGAACACGAAACTCCAGAAAAAAAGCAAGTTAGTGCCTATAGAAAGGTTCAATGAACAC

> TATTGCCCGA Con:1 reps=8 [3880946,3881427] 1l-int=482 l-seq = 52
TATTGCCCGAGGAGGAGCGAGAAAGGAGGTAAGCGGTAAGAATGAGGGGGTGA
TATTGCCCGAGGAGGTGCGGGAAGAGAAGTCAGCGGTAAGAATAAGATGTTGA
TATTGCCCGAGGAGACGCAGGAAGGGAGGTAAGCGGTAAGAATGAGAGGTTGA
TATTGCCCGAAGAGAAGAAAAAATTAATCCCGCGGTAAAAAGACCAGGCTTC
TATTGCCCGAAAAGAGGAAAAAGTAAGTCCCGCGGTAAAAAGAAAGTGTCTC
TATTGCCCAAAGAGAAGAAAAAATTAATCCCGCGGTAAAAAGACCGGGCTTC
TATTGCCCGAATAGAGGAAAAAGTAAGTCCCGCGGTAAAAAGAAAGTGTCTC
TATTGCCCGAAGAGAAGAAAAAATTAATCCCGCGGTAAAAAGACCGGGTTTC
TATTGCCCAAAGGCGCGAAAAAGTAAGTCCCGCGGTAAAAAGACCGGGCTTCTATTGCCCGA

> TGGAAACAAA Con:1 reps=11 [3938063,3939318] 1-int=1256 l-seqg = 52

TGGAAACAAAACTCACGAAGAAAGCGGGAGAAATGTTTCCAATGAAGGCTAT
TGGAAACAAATCTCACGAAGAAAGCGGGAGAAATGTTTCCAATGAAGGCTAT
TGGAAACAAAACTCACGAAGAAAGCGGCAGAAATGTITTTCAATGAGGGCTAT




TGGAAACAAAACTCACGAAGAAAGCGGCAGAAATGTITTTCAATGAAGGCTAT
TGGAAACAAATCTCACGAAGAAAGCGGGAGAAATGTTTCCAATAAGGGCTAT
TGGAAACAAATCTCACGAAGAAAGCGGGAGAAATGTTTCCAATGAGGGCTAT
TGGAAACAAAACTCACGAAAAAAGCGGGAGAAATGATTCCAATAAGGGCTAT
TGGAAACAAAACTCACGAAGAAAGCGGGAGAAATGATTCCAATGAGGGCTATTGGAAACAAA

> AGCGTTTATG Con:1 reps=12 [4057906,4058541] 1-int=636 l-seq = 52
AGCGTTTATGAGAACGGCAAGTGAATGATTTTGGTTTGTCCAGTCCTCATGA
AGGGGTTATTGGAACAAAGAGCCGAAGATTTGAGTCCGTACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGGGCCGAAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGAGTCAGAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGAGTCAGAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCGGAGGATTTGGGTCGGAACTGTCCTCATGA
AGCGTTTATGGGAACGGCAAGCGAAAGATTTGGGTCAAAAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGGGCCGAAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGGGCCGAAACTGTCCCCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGAGTCAGAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAATGATTTGAGTCAGAACTGTCCTCATGA
AGCGTTTATGAGAACAGAGAGCTAAAGATTTGGGTCGGAACTGTCCTCATIGAAGCGTTTATG

> AAGAAGTGTC Con:1 reps=6 [4170771,4171041] 1-int=271 l-seq = 52
AAGAAGTGTCCATAGAGGTCCTCAATGAACACAAAATTGTGAAAAAAAGAGA
AAGAAGTGTCCATAGAGGTCCTCAGTGAACACGAAGTCGTGAAAAAAAGCGG
AAGAAGTGTCCATAGAGATCCTCAATGAACACGAAGCCGTGAAATAAAGCGG
AAGAAGTGTCCATAGAGGTCCTCAATGAACACGAAATCGTGAAAAAAAGAGA
AAGAAGTGTCCATAGAGGTATTCAATGAACACGAAATCGTGAAAAAAAGCGGAAGAAGTGTC

> AAAAAAGAGA Con:1 reps=16 [4191741,4192532] 1-int=792 l-seq = 52
AAAAAAGAGAGTCCAGGGTCACATAAAAGCTTCTACGCGACCGGGCACATG
AAAAAAGAGAGCGCCGAGTAGCATAAAGAGCGTCTATGCGACCGAGCCAGAG
AAANANGAGAGCGCCGGGTAGAGTAGAGAGCGTCTATGCGACTTAGCCAGAG
AAAANNAGAGAGCGCCGAGTAGCATAAAGAGCATCTATGCGACCGAGCACGAG
AAAAAAGAGAGAGCCGGGTAGAATATAGAGAGCGTTTATGCGACCAAGCCCAAG
AAAAAAGAGAGCGCGTGGTAGAATAGAGAACGTCTATGCCACCGAGTCCAAG
AAAAAAGAGAGAGCCGGGTAGAATAGAGAACGTCTATGCGACCGAGTCCAAG
AAAAAAGAGAGCGCCGAGTAGCATAAAGAGCATCTATGCGACCGAGCCAGAG
AAAAAAGAGAGCGCGTGGTAGAATAGAGAGCGTCTATGCGACCAAGCCCAAG
AAAAAAGAGAGAGCCGAGTAGCATAAAGAGCATCTATGCGACCGAGCACGAG
AAAANANAGAGAGAGCCGAGTAGCATAAAGAGCATCTATGCGACCGAGCACGAG
AAAANANAGAGAGAGCCGGGTAGCATAAAGAGTATCTATGCGACCGAGTACGAG
AAAANAAGAGAGCGCCGGGTAGAGTAGAGAGCATCTATGCGACCGAGCACGAG
AAAAAAGAGAGCGCCGGGTAGAGTATAGAGCGTCTATGCGACCGAGCCAGAG
AAAAAAGAGAGAGCCGGGTAGAATAGAGAGCATCTATGCGACCGAGCCAGAGAAAAAAGAGA

> GCGACAAAAC Con:1 reps=7 [4300776,4301098] 1-int=323 l-seq = 52
GCGACAAAACACTGTTGGAAAAGGGGCTAAGTGTTTCTAATGAAGGCTATTA
GCGACAAAACTCGAGGAAAAATAAGGCGAAGTGTATCCAATGAGGACTATTG
GCGACAAAACTCTGTTGGAAAAGGAGCGAAGTGTATCCAATGAAGGCTGTTG
GCGACAAAACTCTGTTGGAAAAGGTGCGAAGTGTATCCAATGAAGGCTATTG
GCGACAAAACTCTGTTGGAAAAGAGGCAAAGTGTTACCAATCGTGGCTATAG
GCGACAAAACTCGAGGAGCAAGAGAGTAAAGTGTATCCAATGAGGGCTATAGGCGACAAAAC

> TCAATGAACA Con:1 reps=6 [4719016,4719338] 1-int=323 l-seq = 52
TCAATGAACATGATTTGGTAAAATTTCCGGTTGGAAGTGITCATAGAAAGGT
TCAATGAACATGAATCGGCAAAACTTTAGGTGGGAAGTGITCATAGAGAGGT
TCAATTAACACGAATCGTCAAAATTTTAGGTGGGAAGTGITCATAGAGAGGT
TCAATGAACACGAATCAGCAAAATTTCAGTCAAGAAGTGTTCGTAGAGAGGT
TCAATGAACACGAATCAGCAAAATTTCGGTCAAGAAGTGTTCGTAGAGAGGT
TCAATGAACACAAATTGGCAAAATTTAATTCAGGAAGTGTCCATAGAGGAAGTCAATGAACA

> TCTACGTGAC Con:1 reps=6 [4729327,4729597] 1-int=271 l-seq = 52
TCTACGTGACCAAACAACCTCTITTITICTTCCGTTACGGTCACGTAGAACCTC
TCTACGTGACCAAACAACGCCTITTITICTTCGGCTACGGTCACGTAGAACCTC
TCTACGTGACCGAACAACCTCTITITCTTCCGTTACGGTCACGTAGAACCTC
TCTACGTGACCGAACAGCCCCTITTITCTTCGGCTAGGGTCACGTAGAACCTC
TCTACGTGACCGGACAACCCCTIITIICTTCGGCTAGGGTCGCGTAGAACCTGTCTACGTGAC

> ATTGCCCAAA Con:1 reps=15 [4951452,4952190] 1-int=739 l-seq = 52
ATTGCCCAAAAATCGGTGATTAGATGGAAATTGGTCAATGGACGGGGCCTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTGGTCAATGGCCGGGGCTTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTGGTCAATGGCCGGGGGCTGC
ATTGCCCAAAAATCGCTGATTAGATGGAAATTAGTCAATGGATGGGGCTTGC




ATTGCCCAAAATCGGTGATTAGATGGAAATTGGTCAATGGCCGGGGCCTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTGGTCAATGGCCGGGGCCTGC
ATTGCCCAAAAATCGGGTGATTAGATGGAAATTGGTCAATGGACGAGGCCTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTAGTCAATGGCCGGGGCTTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTGGTCAATGGACGGGGCTTGC
ATTGCCCAAAAATCGATGATTAGATGGAAATTAGTCAATGGCCGGGGCTTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTAGTCAATGGATGGGGCTTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTGGTCAATGGACCGGGCTTGC
ATTGCCCAAAAATCGGTGATTAGATGGAAATTAGTCAATGGATGGGGCCTGC
ATTGCCCAAAAGTCGGTGATTAGATGGAAATTGGTCAATGGACGAGGCTTGCATTGCCCAAA

> GTCGCATAGA Con:1 reps=8 [4975737,4976319] 1-int=583 l-seq = 52
GTCGCATAGAAGGTGAATACGCGATTGAAGCGGCGAAAAAATCGTGAGCGCG
GTCGCGTAGAAGGTGTATACGCGACTGAAGAGCCGGAAAAATTAGGAGCTGG
GTCGCATAGAAGGTGTATATACGACCGAAGCGGCGAAAAAATCGTTAGCTGG
GTCGTATAGAAGGTGTATACTCGACCGAAGAGCCGGAAAAATTAGGAGCTCG
GTCGCATAGAAGGCGCATACGCAACCGAAGCGGCGAAAAATCGGGAACTCG
GTCGCATAGAAGGCGCATACGCGACCGAAGCGGCGAAAAAATCGTGCCCCCG
GTCGCGTAGAAGGCGTATATACGACCGAAGCGGCGAAAAAATCGTGAGCTCG
GTCGCATAGAAGGCACATATGCTACCGAAGCGGCAAAAAAACCGTTCACTCA
GTCGAATAGAAGGCGTATACGCGACTGAAGCGGCAAAAAAACCGTGCAGCGG
GTCGCATAGAAGGCGCATACGCGACTGAAGCGGCAAAAAAACCGTGCCCGGG
GTCGCATAGAAGGTGAATACGCGACTGAAGCGGCGAAAAAAATCGTGCCCCATGTCGCATAGA
> AGAAAAAGAA Con:1 reps=5 [5059185,5059455] 1-int=271 l-seq = 52
AGAAAAAGAAGAGAGGCCGGTCGAATAGAAAGAGTATATGCGACCGAGCGTC
AGAAAAAGAAGGTCCACCGGTCGCATAGAAAGAGTATATGCGACCGAGCGCC
AGAAAAAGAGGAGCCGTCGGTCGCATAGAAAGGGTATATGCGACTGAGCGGC
AGAAAAAGAAGAGAGGCCGGTCGAATAGAAAGGGCATATGCGACTGAGCGGC
AGAAAAAGAAGAGTAATTGGTCGCATAGAAAGAGTATACGCGACTGAGCGGTAGAAAAAGAA

> TCTACGTGCC Con:1 reps=6 [5285435,5285705] 1-int=271 l-seq = 52
TCTACGTGCCCCAAGTTCAATAAATTAGTGAGTTTCGGTCACGTAGAGCCGT
TCTACGTGCCCCAAGTTCAATTAATTAGTGAGTTTCGGTCACGTAGACCTCT
TCTACGTGCCCCAAGTCCAATAAATTAGTGGGTTTCGGTCGCGTAGAGCCCA
TCTACGTGCCCCAAATCCAATAAATTAGTAGGTTTCGGTCGCGTAGAGCCCA
TCTACGTGCCCCAAGTTCAATAAATTAGTAGGTTTCGGTCGTGTAGAGATCTTCTACGTGCC

> TTGACCTTTT Con:1 reps=8 [5395730,5396209] 1-int=480 l-seq = 52
TTGACCTTTTCTTTGAAAAACAAATAGTTTAGGGCAATGAACATGGCTCCCA
TTGACCTTTTCTTTTAAAATCAATTAGTTTTAGGCAATGCACATGGCTTCCA
TTGACCITTITCTTTGAAAAACAAATAGTTTAGGGCAATGCGCGGGGCTCCCA
TTGACCITITTCTTTAAATATCAATTAGTTTTAGGTAATGCACATGGCTTCCA
TTGACCITTITCTTTCAAAAATCAACTAATTTTGGGCAATGAACAAAGCTTCCA
TTGACCGTTTCTITCATAATCAAATAGTTTTGGGCAATGAACAGGGCTTCCA
TTGACCGTTTCTTTAAATATCAATTAGTTTTAGGCAATGGACATGGTTCCCA
TTGACCTTTTCTTTAAATATCAATTAGTTTTAGGCAATGGACATGGCTTCCA
TTGACCTITTTCTATTAAAACTATCTAGTTTTGGGCAATGGACATGGCTTCCTTTGACCTTTT

> CTTCAATGTG Con:1 reps=5 [5398707,5398978] 1l-int=272 l-seq = 52
CTTCAATGTGCACTTCCTCGATGAITITTCCTTGCTTCCGTGIICATTGGGGG
CTTCAATGTGCACTTCTTCGTGGATTTCTTTTGGCTCTCGTGIICATTGAGCC
CTTCAATGTGTACTTCTTCGATGATTTTCCTTGCTTCCGTGTTCATTGGGGG
CTTCAATGTGCACCTCTTTGTGGATTTCTCTTGCTCTCGAGTTCATTGAATC
CTTCAATGCGCACTTATTCGGTAATTTCTCTTGGCCTCGTGTTCATTGAACCCTTCAATGTG

> TTGACCAAAA Con:1 reps=11 [5450221,5450858] 1-int=638 l-seq = 52
TTGACCAAAAAAGAGGATAATCCTCAAAAAGGTCAATGCGAGCAGGGTCCA
TTGACCAAAAGAGAGGAAACCCTTCAAAAAAGGTCAATGCAAGCAGGTTCCT
TTGACCAAAAGAGAGGAAACCCTTCAAAAAAGGTCAATGCAAGCAGGCTCCT
TTGACCAAAAGTGAGAAAACCCTTCAAAAAAGGTCAATGCAAGCAGGCTCCA
TTTACCAAAAGAGAGGAAACCCTTCAAAAATGGTCAATGCAAGCAGGGTCCA
TTGACCAAAAGAGAGGAAACCCTTCAAAAAAGGTCAATGCAAGCAGGTTCCT
TTGACCAAAAGAGAGGAAACCCTTCAAAAAAGGTCAATGCAAGCAGGCTCCT
TTGACCAAAAGTGAGAAAACCCTTCAAGAAAAGGTCAATGCAAGCAGGCTCCA
TTTACCAAAAGAGAGGAAACCCTTCAAAAAAGGTCAATGCAAGCAGGCTCCA
TTGACCAAAAGAGAGGAAACCCTTCAAAAAAGGTCAATGCAAGCAGGGTCCT
TTGACCAAAAGTGAGAAAACCCTTCAAAAAAGGTTAATGCAAGCAGGGTCCA
TTGACCAAAAGTGAGGAAACCCAGTCAAAAATGGGTAATGCGAACAGCTTCTCCTTTGACCAAAA
> TGTCCTITCAT Con:1 reps=10 [5707911,5708389] 1-int=479 l-seq = 52
TGTCCITCATAAGGTTGATGAAGACCATTTTGGATGAAAAGCCGAAGTGAAA




TGTCCITCATAAGGGTGATGAAGACCATTTTGGATGAAAAGCCAAAGAGAAA
TGTCCITCATAAGGTGTATGAAGACCATTTTGGATGAAAAGCCTAAGAGAAT
TGTCCITCATAAGGGTGATGAAGACCATTTTGGATGAAATGCCGAAGAGAAA
TGTCCITCATAAGGGTGATGAAGACCATTTTGGATAAAAAGCCAAAGAGAAA
TGTCCITCATAAGGTGTATGAAGACCATTTTGGATGAAAAGCCAAAGAGAAA
TGTCCITICATAAGGTGTATGAAGACCATTTTGGATGAAATGCCGAAGAGAAA
TGTCCITCATAAAGGTGATGAAGACCATTTTGGATGAAAAGCCAAAGAGATA
TGTCCITCATAAGGTGTATGAAGACCATTTTGAACGAAAAGCCGAAGTGAAATGTCCITCAT




B.cellulosilyticus (NC 014829). All tandem repeats l-seg=52

Total 54 tandem repeats. Only 31 have one or more of the following
signals or its reverse:
GGTCATCAT, CAATGCT, ACGAAGG, ATGACAC

> GTGTATCATA Con:1 reps=6 [18432,18858] 1-int=427 l-seq = 52
GTGTATCATACGAGGCCAATGATACGCGAGAAGGTAGTGGGAACGAGATAAA
GTGTATCATACGAGACCAATGACACGCGAGAAAGAAGTGGGAATGAAATAAA
GTGIGTCATACGAAGGCAATGACGCATATAAAAGTGGGAGGAACGGAATAAG
GTGTATCATACGAGGCCAATGACACGCGAGAAAGTAGTAGGAACGAGATAAA
GTGTIGTCATAGAAGTGCAATGACACGTGAGAATTTAGGTGGAAACGGATAAA
GTGTATCATACGAAGGCAATGACACATATAAAAGTGGGAGGAACGGAACAAA
GTGTATCATACGAGGCCAATGACACGCGAGAAAGTAGTGAGAATGAAATAAA
GTGIGTCATACGAGAGTAATGAAACATGAAATCTTAAGTAAAATAAAATAAGGTGTATCATA
> CACTCAACGA Con:1 reps=10 [18889,19522] 1l-int=634 l-seq = 52
CACTCAACGAAGGTCATCATAATCAAGCAATGCTACCCCAAAACCAACCCCG
CACTCAACGAAGGTAATCATAATCAAGCAATGCTACCCCAAAACCAACCCCG
CACTCAACGAAGGTAATCATAGTAAGCCAATGCTACCCCAAAACCAACCCCG
CACTCAACGAAGGTAATCATAGTAAGCCAATGCTACCCCAAAAACCAAACCG
CACTCAACGAAGGTAATCATAGTAAGCCAATGCTACCCCAAAAACCAAACCG
CACTCAACGAAGGTAATCATAGTAAGCCAATGCTACCCCAAAAACAAAAACT
CACCTAACGAAGGTAATCATAGGCGGCCAATGCTGCCCCAAAAGCCAACTCA
CACTCAACGAAGGTAATCATAGTAAGCCAATGCTACCCCAAAAACCAAACCG
CACCCAACAAAGGTAATCATAAGCAAGCAATACTACCCCAAAACTAAACCAC
CACTCAACGAAGGTAATCATAGTAAGCCAATGCCACCCCAAAACCAAACCCG
CACTCAACAAAGGTCACCAAAAGCAAGCAATGCTGCCCCAAAACCAAACCAG
CACTCAACGAAGGTCATCATACCCAAGCATGCCGCCCCCAAAACCAATCCTCACTCAACGA
> AATAAAGTGT Con:1 reps=7 [43977,44455] 1-int=479 l-seq = 52
AATAAAGTGTTTTATACAAGTGTAATGACGCAAGAAAAAGTGGGAGGAACGG
AATAAGGTGTATCATACGAGACCAATGACACGCGAGAAGGTAGTGGGAACGA
GATAAAGTGTIGTCATAGAAGTGCAATGACACGTGAAAAAGTATGTGGAAACG
AATAAAGTGTATCATACGAAGGCAATGACGCATAAGAAAGTGGGAGGAACGG
AATAAGGTGTATCATACGAGGCCAATGACACGCGAGAAGGTAGTGGGAACGA
AATAAAGTGTIGTCATAGAAGTGCAATGACACGTGAAAAAGTATGTGGAAACG
AATAAAGTGTATCATACGAAGGCAATGATGCATAAGAAAGTGGGAGGAACGA
AATAAAGTGTIGTCATATGAGGCAAATGACACGCGAGAAAGAAGTGGGAACGG
AATAAAGTGTATCATACGAAGCCAATGACACGCGAGAAAGTAGTGGGAATGAAATAAAGTGT
> CAATGCTACC Con:1 reps=5 [44519,44789] 1-int=271 l-seq = 52
CAATGCTACCCTAAAAGCTAATCCTCACTCATCGAAGGTAATCATACGCAAG
CAATGCTACCCCAAAAGCTAATCCTCACTCAACGATGGTCGCCATACGCAAG
CAATGCTACCCTAAAAGCTAATCCTCACTCATCGAAGGTAATCATAGGCAAG
CAATGCTGCCCCAAAAACGAATCCCCACTCAACGAAGGTCATCATATGAAGC
CAATGCTACCCCAAAACTAAAACCGCTCCCAACGAAGGTCACCATATGAAGCCAATGCTACC
> AATAAAGTGT Con:1 reps=7 [112827,113253] 1-int=427 l-seqg = 52
AATAAAGTGTTTTATACAAGTGCAATGGCGCAATGAAAAGTGGAAGGAACGG
AATAAAGTGTATCATACGAGGCCAATGACACGCTAGAAAGAAGTGGGAATGA
AATAAAGTGIGTCATAGAAGTGCAATGACACGTGAGAAAGTATGAGGAAAGG
AATAAGGTGTATCATACGAAGGCAATGATGCATAAGAAAGTGGGAGGAACGG
AATAAAGTGTIGTCATACGAAGGCAATGATACACGAGAAAGAAGTTGGACCGA
GATAAAGTGIGTCATAGAAGTGCAATGAAACGTGAGAAAGTATGTGGAAACG
AATAAAGTGTATCATACGAAGGCAATGACGCATATAAAAGTGGGAGGAACGG
AATAAAGTGTATCATACGAGGCCAATGACACGCGAGAAAGTAGTGGGAATGAAATAAAGTGT
> AAGGTCATCA Con:1 reps=7 [113351,113778] 1-int=428 l-seq = 52
AAGGTCATCATAGGACGCCAATGCTACCCCAAAACCAAATCCCCACTGAACG
AAGGTCATCATAGGAAGTCAATGCTGCCCCAAAAGCAAAATCGCATCCAACA
AAGGTCATCATAAGCAAGCAATGCTCCCCCAAAACCAAACTCACACTCAACA
AAGGTCACCATAAGCAAGCAATGCTACCCCAAAAGCAAAACCGCACCCAACA
AAGGTCATCATAAAGCAAGCAATGCTCCCCCAAACCCAACCCCGCACTCAACG
AAGGTCATCATAGGAAGTCAATGCTCCCCCAAAACCAACCCCACACTCAACG




AAGGTCATCATACGCAAGCAATACTACCCCAAAACTAAACCACCACTCAACG
AAGGTAATCATAAGCAAGCAATGCTGCCCCAAAAACAAAAGTTCACCTAACGAAGGTCATCA
> ATAAGATGTG Con:1 reps=10 [275907,276436] 1-int=530 l-seq = 52
ATAAGATGTGTCATAGAGGAGCAATGCCACGTGAAAAAGTCGAGTTGTCAAA
ATAAGATGTGTCATAGAGGAGCAATGCCACGCGAGAAAACCGAGTCGTCAAA
ATAAGATGTGTCATACGAGTGCAATGCCACGCGAAAAAGTCGAGTTGTCAAA
ATAAGATGTGTCATACGAGTGCAATGACACGCGAGAAAACCGAGTCACGAAG
ATAAGATGTGTCATACGAGTGCAATGCCACGCGAAAAAGTCGAGTCGTCAAA
ATAAGATGTGTCATAGAGGAGCAATGCCACGCGAAAAAGTCGAATCGTCAAG
ATAAGATGTGTCATACGAGTGCAATGCCACGCGAAAAAGTCGAGTCGTCAAA
ATAAGATGTGTCATAGAGGAGCAATGCCACGCGAAAAAGTCGAATCGTCAAA
ATAAGATGTGTCATACGAGTGCAATGCCACCCGAAAAAGCTAATTAACCAAA
ATAAAGGTCATCATACGAAGCCAACACCACAAAAAAATTTCCAAGCTCAGCATAAGATGTG
> CTGAAGGTCA Con:1 reps=5 [299755,299973] 1-int=219 l-seqg = 52
CTGAAGGTCATCATACGAGCCCAATGCTTACCGAGAAAACAAGAAGAAGTTC
CTGAAGGTCATCATAGAAGCGCAATGCTTACCGAGAAAACGGGAAGAAGCAT
CTGAAGGTCATCATAGAAGCGCAATGCTTACCGAGAAAACAAGAAGAAGCAC
CTGAAGGTCATCATAGAAGTGCAATGCATACCGAGAAAACAAGAAGAAGCATCTGAAGGTCA
> CTGAGTGTCC Con:1 reps=4 [314448,314665] 1-int=218 l-seqg = 52
CTGAGTGTCCATTAAACAGGATTAAAAATCCGGTTAGAGCGCGAGTCATTGT
CTGAGTGTCCATTAAACAGGATTTAAAATCCGGTTAGAGCGAGGGTCATTGT
CTGAGTGTCCATTAAACAGGATTAAAATCCCGTTAGAACAAGAATCATAGT
CTGAAAGTCCAATAAACAAGGTATAAAATCCCATCAGAGCGAGAAACATGACCTGAGTGTCC
> CCCGTTAGAG Con:1 reps=5 [339003,339220] 1-int=218 l-seqg = 52
CCCGTTAGAGCAAGATTCAATAACTAAGTGTCGAATAAACAGGGTTTAAAAT
CCCGTTAGAGCGGGATTCAATAACTGAGTGTCGATTAAACAGGGTTTAAAAT
CCCGTTAGAGCAGGATCAATAACTAAGTGTCGATTAAACAGGGTTTAAAAG
CCCGTTAGAGCAGGATTCAATAACTAAGTGTCGATTAAACAGGGTTTAAAATCCCGTTAGAG
> TGTTGAACGG Con:1 reps=4 [465532,465698] 1-int=167 l-seq = 52
TGTTGAACGGAAAGGAACTGCAGAAAGTATTCCGTTTAAGTGGAGAATGCGT
TGTTGAACGGAAAGGAACTGCAGAAAGTATTCCGATCAAGTGGAGAAGATGC
TGTTGAACGGAAAACAACAGAAGAAAGTATTCCGTTCAAGTGGAGAAGATGCTGTTGAACGG
> ACTCTATTTC Con:1 reps=14 [494305,494992] 1-int=688 l-seq = 52
ACTCTATTTCGGACAGAGTTTCTTGTTTAATATTCAACTCTGTCCGATTGCT
ACTCTATTTCGGACAGAGTTTCTTGTTTAATATTCAACTCTGTCTGATTGCA
ACTCTATTTCGGACAGAGTTTCTTGTTTAATATTGACCTCTGTCCGATTGCT
ACTCTATTTCGGACAGAGTTTCTAGTTCATTACTCAACTCTGTCCGATTGCA
ACTCTATTTCGGACAGAGTTCCTTGTTTAATATTGAACTCTGTCTGATTGCT
ACTCTATTTCGGACAGAGATCCTTGTTTAATATTGAACTCTGTCTGATTGCA
ACTCTATTTCGGACAGAGTTTTCTTGTTTAATATTCAACTCTGTCCGATTGCA
ACTCTATTTCGGACAGAGTCTCTCGTTTAATATTGAACTCTGTCTGATTGCA
ACTCTATTTCGGACAGAGTCTCTAGTTCATTACTCAACTCTGTCCGATTGCA
ACTCTATTTCGGACAGAGTTCCTTGTTTAATATTCAACTCTGTCTGATTGCA
ACTCTATTTCGGACAGAGTCTCTTGTTTAATATTCAACTCTGTCTGATTGCA
ACTCTATTTCGGACAGAGTCTCTTGTTTAATATTCAACTCTGTCCGATTGCA
ACTCTATTTCGGACAGAGTCTCTTGTTTAATATTGAACTCTGTCCGATTGCAACTCTATTTC
> GTGTCATAGC Con:1 reps=8 [650939,651417] 1-int=479 l-seqg = 52
GTGTCATAGCACTCGTATGACGCATTTTATATTGAATCTTTAGCTAAGTCGT
GTGTCATAGCGGATGTATGATACACCTTATTTTAAGATTCTATTTATTTGGC
GTGTCATAGCACTCGTATGACGCATTTTATATTGTATCTCTAGCGATGTTGT
GTGTCATAGCGGATGTATGATGCACCTTATTTTGAAATTCTATCTATTTCAC
GTTGCATAGTGCTCGTATGATACATCTTGAATGGAATATTTAGCAATGTTGT
GTGTCATAGCGGATGTATGATACACCTTATTTTAAGATTCTATTTATTTGGC
GTGTCATAGTACTCGTATGACGCATCTTATATTGAATCTTTAGCTAAGTCGT
GTGTCATAGCGGATGTATGATACACCATATTTTAAGATTCTATTTATTTGGC
GTGTCATAGCACTCGTATGACGCATCTTATATTGTATCTCTAGCGATGTTGTGTGTCATAGC
> AAGCGTGTCA Con:1 reps=19 [726998,727944] 1-int=947 l-seq = 52
AAGCGTGTCATACGAAGGCAATGCCACATGAAAAATCGGGAGGCAGGAAATG
AAGCGTGTCATACGAAGGCGATGCCGCACGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATTGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGAGACAGGAAATG
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGCCGCACGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGACAATGCCGCATGAAAAATCGGGAGACAGGAAATG
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGAGACAGGAAATG




AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGAGACAGGAAATG
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACAAAGGCAATGCCGCATGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGCCACATGAAAAATCAGAATCGAGTAAATG
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGAGACAGGAAATG
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGATGCATGAAAAATCAGAATCGAGGAAATA
AAGCGTGTCATACAAAGGCAATGCCGCATGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGCCGCATGAAAAATCGGGACGCAGGAAATA
AAGCGTGTCATACGAAGGCAATGACGCATGAAAAATCGGGACACAGGAAATAAAGCGTGTCA
> TAGTCTGAGT Con:1 reps=8 [857866,858240] 1-int=375 l-seq = 52
TAGTCTGAGTGGATATAAAACACGAAATAAAATCTCGTTGTGATGGTGAGTC
TAGTCTGAGTGGATATAAAACACGAAATAAAATCTCGTTGTGATGGTGAGTC
TAGTCTGAGTGGATATAAAACACGAAATAAAATCTCGTTGTGATGGTGAGTC
TAGTCTGAGTGGATATAAAACACGAAATAAAATCTCGTTGTGATGGTGAGTC
TAGTCTGAGTGGATATAAAACACGAAATAAAATCCCGTCGTGATGATGAGTC
TAGTCTGAGTGGATATAAAACACGAAATAAAATCTCGTCGTGAGAGTGAGCA
TAGTCTGAGTGGATATAAAACACGAAATAAAATCCCGTCGTGAGAGTGAGCATAGTCTGAGT
> GCCATCTGCC Con:1 reps=4 [949082,949248] 1l-int=167 l-seqg = 52
GCCATCTGCCCGTGAGCAAGAAAAAAGAAGTGTGAAGGTAAGATGGGAAGCC
GCCATCTGCCCATGAGCAAACAAAAAGAAGTGTGAAGGTAAGATGGGAAGCT
GCCATCTGCCCATGAGCAAACAAAAAGAAGTGTGAAGGTAAGATGGGAAGCTGCCATCTGCC
> AAAGCAGAAA Con:1 reps=12 [1015273,1015855] 1-int=583 l-seq =
AAAGCAGAAATAATTGTCTGAAGGTCATCACACGAAGTCAATGCTACCCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAAGTCAATGCTACCCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAAGTCAATGCTGCTCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATGCTGCTCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATGCTACCCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATGCTACCCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATGCTACCTGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATGCTACCCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATGCTACCCGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAAGTCAATGCTACCTGAA
AAAGCAGAAAAAATGTTCTGAAGGTCATCATACGAGGTCAATACTACCCGAGAAAGCAGAAA
> GTAGCATAGC Con:1 reps=7 [1178020,1178446] 1l-int=427 l-seq =
GTAGCATAGCTTCTCTATGCTGACCGTGATTGTTTAATTGTTTCACTGACGA
GTAGCATAGCGCTTGTATGATAACCTTTAGAAATAGTGTGATCGATTTTCGG
GTAGCATAGCTTCTCTATGCTGACCGTGATTGTTTAATTGTTTCACTGACGG
TCAGCATTGCGCTTGTATGATTACCTTTAGAAATAGTGTGATCGTTTTTGGG
GTAGCATAGCTTCAGTATGATGACCGTGATTGTTTAATTGTTTCACTGACGA
GTAGCATAGCGCTTGTATGATAACCTTTAGAAATAGTGTGATCGTTTTTCGG
GTAGCATAGCTTCTCTATGCTGACCGTGATTGTTTAATTGTTTCACTGACGG
TCAGCATAGCGCTTGTATGATTACCGTGATTGTTTAATTGTTTCACTGACGAGTAGCATAGC
> ATGTGTCATT Con:1 reps=10 [1193617,1194303] 1-int=687 l-seq =
ATGTGTCATTGGCCTTGTATGAAACGGAATATTGGATTGCTTTTTATTTTAC
ATGTGTCATTGATCTCGTATGACACGAGTTATTGGATTGCTTCTTATTTTTC
ATGTGTCATTGGCCTTGTATGACACGGAATATTGGCTGGCTTTTTATTTTTC
ATGTGTCATTCCCCATGTATGACACAAGTTATTGGATTGCTTTCTAATTTTT
AAGTGTCATTGCTCTTGTATGACACACGTTATTGGAATACTTTCTAATTTTC
ATGTGTCATTGCCCTCGTATGACACACGTTATTGGAATACTTTCTAATTTTC
ATGTGTCATTCCCCATGTATGACACACGTTATTGGATTGTTTTCTAATTTTC
AAGTGTCATTGGTCTTGTATGACACACGTTATTGGATTGTTTTCTAATTTTC
AAGTGTCATTGGTCTTGTATGACACACGTTATTGGAATACTTTCTAATTTTC
ATGTGTCATTCCCCATGTATGACACACGTTATTGGATTGCTTTCTAATTTTT
ATGTGTCATTGCCCTCGTATGACACAAGTTATTGGATTGCTTTCTAATTTTC
ATGTGTCTTTGGTCTTGTATGACACGTGTTATTGGATTGCTTTTTATTTTTC
ATGTGTCATTCCCCATGTATGACACGCGTTATTGGATTGCTTCTTATTTTTCATGTGTCATT
> CCCGTTAGAA Con:1 reps=6 [1710465,1710734] 1-int=270 l-seq =
CCCGTTAGAAAGATTACCCCGTGCTGAAGGTAGATAAAACAGCGTTTAAAAT
CCCGTTAGAATGATTATCCCGTGCTGAAGGTAGATAAAACAGCGTTTAAAAT
CCCGTTAGAATGATTATCCCGTGCTGAAGGTAGATAAAACAGTGTTTAAAAG
CCCGTTAGAAGGAGTCTCTCGTGCTGAAGGTAGATAAAACAGTGTTTAAAAG
CCCGTTAGAAGTATTATCTCGTGCTGAAGGTAGATAAAACAAAGTTTAAAGCCCGTTAGAA
> AAGGTAATCA Con:1 reps=8 [2263203,2263629] 1-int=427 l-seq =
AAGGTAATCATAAGCAAGCAACGCTACCCCAAAACCACCCCCGCACTCAACG
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AAGGTAATCATAGGCAAGCAATGCTACCCCAAAACTAAACCGGCACCCAACA
AAGGTAATCATAAGCAAGCAATGCTGCCCGAAAAGCCAAACCTCACTCAACG
AAGGTCATCATAGAGAAGCAATGCTACCCCAAAACTAAACCGGCACTTAACA
AAGGTAATCATAAGCAAGCAACGCTATCCCAAAACCACCCCCGCACTCAACG
AAGGTAATCATAAGCAAGCAATGCTACCCCAAAACTAAACCGGCACTTAACA
AAGGTAATCATAAGCAAGCAATGCTACCCCAAAACCACCCCCGCACTCAACG
AAGGTAATCATAAGCAAGCAATGCTACCCCCAAACTAAACCGGCACCCAACAAAGGTAATCA

> AAGGTCATCA Con:1 reps=11 [2323006,2323563] 1-int=558 l-seq = 52
AAGGTCATCATACAAAGGCTATGCTACCCGACAAAACGAAGTTGAGCAGATG
AAGGTCATCATACGAAGCCTATGCTGCCTGAAAAATTGAAACCGAGCATGCTACCCGACAAAACGAAACCGAGCAGATG
AAGGTCATCATACGAAGTCTATGCTGCCTGAAAAATTGAAACCGAGCAGATA
AAGGTCATCATACGAAGTCTATGCTACCCGACAAAACGAAACCGAGTAGATG
AAGGTCATCATACGAAGTCTATGCTGCCTGAAAAATAGAAACCGAGCAGATA
AAGGTCATCATACGAAGTCTATGCTACCCGACAAAACGAAACCGAGTAGATG
AAGGTCATCATACGAAGTCTATGCTGCCTGAAAAATAGAAACCGAGCAGATA
AAGGTCATCATACGAAGTCTATGCTACCCGAAAAATAGAAATCGAGCAGATG
AAGGTCATCATACGAAGTCTATGCTACCCAAAAAAATGAAATCGAGCAGATG
AAGGTCATCATACGAAGCCTATGCTACCCGAAAAATAGAAACCGAGCAGATGAAGGTCATCA

> GTATGATGAC Con:1 reps=4 [2455362,2455527] 1l-int=166 l-seq = 52
GTATGATGACCTTTAGCAGCTCGGGTTTGTTTTGTCGGGTAGCATAGACTTT
GTATGATGACCTTCAGCAGCTCGGGTTTGTTTTGTCGGGTAGCATAGGCTCC
GTATGATGACCTTCAGCGGTTCGGGTTCTTTTTTCGGGTAGCATAGACTTTGTATGATGAC

> ACACTTTATT Con:1 reps=7 [2556156,2556529] 1-int=374 l-seq = 52
ACACTTTATTCGTATCGACATACTTTCTCACGTIGTCATTGCACTTCTATGAT
ACACTTTATTTGTTCCTACTACTTTCTCATGCGTCATTGCCTTCGTATGAC
ACACTTTATTCGTTTCCACATAAATCTTCACGTIGTCATTGCACTTCTATGAC
ACACTTTATTTTGATCCCACTACTTTCTCACGTIGTCATTGAGCTCGTATGAT
ACACCTTATTCGTTTCCTCCAACATTCTCATGCGTCATTGCCTTCGTATGAC
ACACTTTATTTCATTCCCACTACTTTCTCGCGTGTCATTGGCCTCGTATGAT
ACACTTTATTCCGTTCCTCCCACTTTCTCATGCATCATTCCACTTCTATGACACACTTTATT

> GCGTGTCATT Con:1 reps=6 [2719945,2720267] 1l-int=323 l-seq = 52
GCGIGTCATTGGCCTCGTATGACACGTATTATTTCAGTTATTGTGCTCTCTC
GTGIGTCATTGACCTCGTATGACACGTCTTATTTCAGTTCTTCAGCTTTCTT
GCGIGTCATTGCTCCCGTATGACACATCTTATTTCAATTTTTCAGATTTCTC
GCGTGTCATTGATCCCGTATGACGCATCTTATTTCAATTCTTCAGCTTTCTC
GCGTGTCATTGATCCCGTATGACGCATCTTATTTCAATTCTTCAGCTTTCTC
GCGTGTCATTGACCCCGTATGACACGTCTTATTTCGGTTTTTCCGCTTTCTCGCGTGTCATT

> CTATGATGAC Con:1 reps=8 [2730527,2730954] 1-int=428 l-seq = 52
CTATGATGACCTTCTTGGATTCGTTTATGAATTTTTGGGCAGTAATGCTTTT
CTATGATGACCTTCGTGCATTGGTTTTTTGATTTTCGGGTAGCATTGCTTTT
CTATGATGACCTTCGTGGATTGACTTTTGGATTATCGGGCAGCATTGCTTGC
CTATGGTGACCTTCGTTGAGTGTGGTTTGGCTTTTGGGGCAGCATTGGCCGC
CTATGATGACCTTCGTGCATTGGTTTTTTGATTTTCGGGTAGCATTGCTTTT
CTATGATGACTTTCGTGGATTGACTTTTTGATTATCGGGCAGCATTGAGTCT
CTATGATGACTTTCGGTGGATTGACTTTTTGATTATCGGGCAGCATTGCTTAT
CTATGATGACCTTCGTTGAGTGTGGTTTGGCTTTTGGGGCAGCATTGGCCGCCTATGATGAC

> ACACTTTATT Con:1 reps=7 [2731003,2731378] 1-int=376 l-seq = 52
ACACTTTATTCGTATCGACATACTTTCTCACGTIGTCATTGCACTTCTATGAT
ACACTTTATTTGTTCCTACTACTTTCTCATGCGTCATTGCCTTCGTATGAC
ACACTTTATTCGTTTCCACATAAATCTTCACGTGTCATTGCACTTCTATGAC
ACACTTTATTTTGATCCCACTACTTTCTCACGTGTCATTGAGCTCGTATGAT
ACACCTTATTCGTTTCCTCCAACATTCTCATGCGTCATTGCCTTCGTATGAC
ACACTTTATTTCATTCCCACTACTTTCTCGCGIGTCATTGGCCTCGTATGAT
ACACTTTATTCCGTTCCTCCCACTTTCTCATGCATCATTCCACTTCTATGACACACACTTTATT
> TCGTGTGTCA Con:1 reps=8 [2784025,2784399] 1-int=375 l-seq = 52
TCGTGIGTCATTGCCTTTGTACGACACATCTTATTTTCATTCTTCTTCTTTC
TCGTGIGTCATTGCCTTTGTATGATACATCTTATTTTCATTCTTCTTCTTTC
TCGTGIGTCATTGCCTTCGTATGATACATCTTATTTTTATTCTTCTTCTTTC
TCGTGIGTCATTGCCTTTCTATGATGCATATTATTTTCATTCTTCTTCTCTC
TCGTGIGTCATTGCCTTTGTATGACACATCTTATTTTCATTCTTCTTCTTTC
TCGTGIGTCATTGCCTTTGTACGACACATCTTATTTTCATTCTTCTTCTCTT
TCGTGIGTCATTGCCTTCGTATGATACACCTTATTTTCATTCTTCTTCTCTTTCGTGTGTCA

> AAGGGCAGCA Con:1 reps=6 [2835835,2836208] 1-int=374 l-seq = 52
AAGGGCAGCATACGAAGCATATGCTGCCCGAAAAAACGAAGTTGAGCAGATC
ATGGTCATCATACGAAGCATATGCCACCCGAAAAAACGAAAGCGAGCAGATA




AAGGTCACCATACGAAGCCTATGCCACCCGAAAATATGAAAGCGAGCAGATG
AAGGGCAGCATACGAAGCCTATGCCACCCGAAAAAACGAAATCGAGCAGATG
AAGGGCAGCATACGAAGCATATGCTTCCCGAAAATATGAAATCGAGCAGATG
AAGGGCAGCATACGATGCCTATGCCTCCCGAAAAAATCAAATCGAGCAGATG
AAGGGCAGCATACGATGCCTATGCTTCCCGAAAATATGAAATCGAGCAGATAAGGGCAGCA

> CCATCTTACC Con:1 reps=4 [2888411,2888577] 1l-int=167 l-seq = 52
CCATCTTACCTTCACACTCTTTTTCCTTGCCTCAAGGGCAGTTGGCGGCTTC
CCATCTTACCTTCACGCTCTTTTTCTTTTGCTCAAGGGCAGATGGCAGCTTC
CCATCTTACCTCCACACTCTTTTTTCTCTGCTCAAGGGCAGTTGTCGACTCGCCATCTTACC

> TGCGAGTGGA Con:1 reps=6 [3148329,3148598] 1-int=270 l-seq = 52
TGCGAGTGGACATTAAAGTTCGTTAATAGCCCATGTGGTAAAGGGAGCATG
TGCGAGTGGACTTTAATGTGCCTATAAAGTCCCATGAGGTCGAGGGAGCATG
TGCGAGTGGACTTTAAAGTACCTTTAAAATCCCGTGAGGTAGAGAGAGCATG
TGCGAGTGGACATTAAAATGCCTTTAAAATCCCGTGAGGTAGAGGGATTATG
TGCGAGTGGACTTTAATGTGCCTATAAAGTCCCATGAAGTCGAGGGAGCATGTGCGAGTGGA

> GCTTTAGCAA Con:1 reps=4 [3334663,3334829] 1l-int=167 l-seq = 52
GCTTTAGCAACTCTATTGGAGTTTTAAACATTGTTTCTTAGTCCTTTAGTCT
GCTTTAGCAACTATAATGGGATTTTAAACATTGTTTCTTAGCCCTTCAGTCT
GCTTTAGCAACTCTATTGGGATTTTAAACATTGTTTCTTAGCCCTTCAGTCTGCTTTAGCAA

> ATGATGGGAT Con:1 reps=4 [3428157,3428323] 1l-int=167 l-seq = 52
ATGATGGGATATTAAATATTTGTTCATGTACACTCAGACATGCGGTGCTCTC
ATGATGGGATATTAAACTTCTGTTCATAGACACTCACACTTGGATTCCTCTC
ATGATGGGATATTAAATATTAGTTCTTGTACACTCAGACATGCGGTGCTCTGATGATGGGAT

> TTTTCCGTTC Con:1 reps=9 [3704894,3705320] 1-int=427 l-seq = 52
TTTTCCGTTCAGTGGTTGCGCTCTTGCTTGAACGGAATACTTTGCCTTGTTG
TTTTCCGTTCAATGGATCCTCTCTTCCTTGAACGGAATTCTTTTTCATTTTC
TTTTCCGTTCAGTGGATCCTCTCTTCCTTGAACGGAATTCTTTGTCGTTTTC
TTTTCCGTTCAGTGGATCCTCTCTTCTTTGATCGGAATTCTTTTTCATTTTC
TTTTCCGTTCGGTGGATCCTCTCTTCCTTGAACGGAATTCTTTGTCATTTTC
TTTTCCGTTCAGTGGATCCTCTCTTCCTTGAACGGAATTCTTTTTCATTTTC
TTTTCCGTTCAGTGGATCCTCTCTTCCTTGAACGGAATTCTTTTTCATTTTC
TTTTCCGTTCAGTGGATCCTCTCTTCTTTGAACGGAATTCTTTGTCATTTTCTTTTCCGTTC

> TCTTACCTTC Con:1 reps=5 [3741040,3741258] 1-int=219 l-seq = 52
TCTTACCTTCGCACACCTTTTTCTTTGCTCACGGGCAGATGGCAGACTCCCT
TCTTACCTTCACTCTTCTTTTTGCTTGCTCACGGGCAGATGGCGACCTCCCA
TCTTACCTTCACACTCTTTTTTCTTTGCTCAAGGGCAGATGGCAGACTCCCA
TCTTACCTTCACACTCTTTTTTCTTTGCTCAAGGGCAGATGGCAGACTCCCATCTTACCTTC

> TTGCTTTCCT Con:1 reps=7 [3773627,3773949] 1-int=323 l-seq = 52
TTGCTTTCCTTTCTACTGCATACAGCTTCCTGGAAAGGAATACTAAGCCACT
TTGCTTTCCTTTCTAAGGCACTCTGCATCCTGGAAAGGAATACTAAGCCACT
TTGCTTTCCTTTCTAAGCCATTCAGCTTCCTGGAAAGGAATACTAAGCCACT
TTGCTTTCCTTTCTAAGGCATTCAGCTTCCTGGAAAGGAATACTAAGCCACT
TTGCTTTCCTTTCTAAGGCACTCAGATTCCTGGAAAGGAATACTAAGCCACT
TTGCTTTCCTTTCTGAGGCACGCAGATTCCTGGAAAGGAATACTAAGCCACTTTGCTTTCCT

> AATGGGTTGC Con:1 reps=10 [3821441,3821919] 1-int=479 l-seq = 52
AATGGGTTGCTATTTTGTTTTGTACGCTTTTGTCACGTTGTTTTCCTGATGG
AATGGGTTGCTATTTCGTTTTGTACGCTTTTGTCACGTTGTTTTCCTGATGG
AATGGGTTGCTATTTTATTTTGTGTGCCTTTTGCGCGTTGTTTTTCTGCTCG
AATGGGTTGCTATTTTATTTTGTGTGCCTTTTGCGCGTTGTTTTTCTGCTCG
AATGGGTTGCTATTTTGTTTTGCGTGCCTTTTGCGCGTTGTTTTTCTGCTCG
AATGGGTTGCTATTTTGTTTTGCGTGCCTTTTGCACGTTGTTTTTCTGCTCG
AATGGGTTGCTATTTTGTTTTGCGTGCCTTTTGCGCGTTGTTTTTCTGCTCG
AATGGGTTGCTATTTTGTTTTGCGTGCCTTTTGCGCGTTGTTTTTCTGCTCG
AATGGGTTGCTATTTTGTTTTGCGTGCCTTTTGCGCGTTGTTTTTCTGCTCGAATGGGTTGC

> GCTATTTTAG Con:1 reps=5 [3849630,3849848] 1-int=219 l-seq = 52
GCTATTTTAGTTTGCTGCCCTTTCTTATGCTGTTCCTTACTTTGAATGGGAC
GCTATTTTAGTTTGCTGCCCTTTCTTATGCTGTTCCTTACTTTGAATGGGCT
GCTATTTTAGTTTGCTGCCCTTTTTTATGCTGTTCCTTACTTTGAATGGGCT
GCTATTTTAGTTTGCTGCCCTTTTTTATGCTGTTCCTTACTTTGAATGGGCTGCTATTTTAG

> TTTATTTGCT Con:1 reps=38? SON 44!![3973488,3975783] 1-int=2296 l-seq = 52
TTTATTTGCTTCCTTCTTTATTCTCGTGIGTCATTCTCTGCGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTIGTCATTGATTGCGTATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGATTGCGTATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCATGTIGTCATTGACTTCGTATGAAACAC




TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCGCGTGTCATTGACTCCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCGTGTGTCATTGTTGACGTATGACACAT
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTTGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCATGTGTCATTGGCGGCGTATGACACAT
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCGCGTGTCATTCGCTGCGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTGTCATTGATTGCGTATGACACAT
TTTATTTGCTTCTTTCTTTATTCTCGCGTGTCATTGACTCCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCAAGTGTCATTGTTGACGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTGTCATTGAATGCATATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCGTGTIGTCATTGTTGACGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTGTCATTGGATGCATATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCGTGCGTCATTGATTGCCTATGACACAC
TTTATTTGCTTCTTTCTTTATTCTCGCGTGTCATTGATTGCGTATGACACAT
TTTATTTGCTTCCTTCTTCATTCTCATGCGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTTTCATTCTCATGTGTCATTGATTGCGTATGACACAT
TTTATTTGCTTCTTTCTTCATTCTCATGTIGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCATGTGTCATTGGCGGCGTATGACACAT
TTTATTTGCTTCTTTCTTTATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCGTATGTCATTGTTGACGTATGACACAT
TTTATTTGCTTCTTTCTTCATTCTCATGTIGTCATTGACTTTGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCATGTIGTCATTGGCGGCGTATGACACAT
TTTATTTGCTTCTTTCTTCATTCTCATGTIGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCGCGTGTCATTGACTCCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCGTGTIGTCATTGTTGACGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTGTCATTGAATGCATATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCGTGTGTCATTGTTGACGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTGTCATTGAATGCATATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCGTGTGTCATTGTTGACGTATGACACAT
CTTATTTGGTTTTTTCTTCAATTTCACGTGTCATTAAATGCATATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCGTGCGTCATTGATTGCGTATGACACAT
TTTATTTGCTTCCTTCTTCATTCTCATGTGTCATTGATTGCGTATGACACAT
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTCATTCTCATGTGTCATTGACTTCGTATGAAACAC
TTTATTTGCTTCTTTCTTTATTCTCATGTIGTCATTGGCGGCGTATGACACAT
TTTATTTGCTTCTTTCTTTATTCTCATGTIGTCATTGACTTCGTATAAAACATTTATTTGCT
> CACCTTACAA Con:1 reps=10 [3977361,3977891] 1l-int=531 l-seq = 52
CACCTTACAATGTCTCTCTAATTTATTTTGCTGCCCTTTCTTATGCTTTTTT
CACCTTACAATGACTCACTAATTTAATTTGCTTCCCTTTCTTATGCTTTTTC
CACCTTACAATGGCTCGCTAATTTATTTTGCTGACCTTTATAATGCTTTTTT
CACCTTGCAATGGCTCACTAATTTAATTTGCTGCCCTTTCTTATGCTTTTTC
CACCTTACAATGGCTCGCTAATTTAATTTGCTGCCCTTTCTTATGCTTTTTC
CACCTTACAATGGCTCGCAAAATTAACTTGCTGCCCTTTCTTATGCTTTTTC
CACCTTACAATGGCTCGCTAATTTAATTTGCTGCCCTTTCTTATGCTTTTTT
CACCTTACAATGGCTCGCTAATTTAATTTGCTTCCCTTTCTTATGCTTTTTT
CACCTTACAATGGCTCGCTAATTTAATTTGTTGCCCTTTCTTATGCTTTTTC
CACCTTACAATGGCTCGCTAATTTAATTTCCTGCCCTTTCTTATGCTTTTTCCACCTTACAA
> AAGGAATGGG Con:1 reps=11 [3996570,3997100] 1-int=531 l-seq = 52
AAGGAATGGGGCGCTATTCTTATTTGCTGGCCTTTACCCTCTGATTTTTGTA
AAGGAATGGGGCGCTATTCTTATTTGCTGGCCTTTACCCTCTGATTCTTGTA
AAGGAATGGGGCGCTATTCTTATTTGCTGGCCTTTACCCTCTGATTTTTGTA
AAGGAATGGGGTGCTATTCTTGTTTGCTGCCCTTTACATTCTGATTCTTGTA
AAGGAATGGGGCGCTATTCTTGTTTGCTGCCCTTTACCTTCTGATTTTTGTC
AAGGAATGGGGCGCTATTCTTATTTGCTGACCTTTACCTTCTGATTTTTGTA
AAGGAATGGGGCGCTATTCTTGTTTGCTGGCCTTTACCTTCTGATTTTTGTA
AAGGAATGGGGCGCTATTCTTATTTGCTGGCCTTTACCTTCTGATTTTTGTA
AAGGAATGGGGCGCTATTCTTATTTGCTGGCCTTTACCCTCTGATTCTTGTA
AAGGAATGGGGCGCTATTCTTGTTTGCTGCCCTTTACCCTCTGATTTTTTTAAAGGAATGGG
> TTTCCTTTCT Con:1 reps=17 [4033931,4034772] 1-int=842 l-seq = 52
TTTCCTTTCTGTGCAC
ATTTCCTTCTTAGAAAGGAATACTAACTTCTCTGGC
TTTCCTTTCTATGCACACTTCCTTCTTAGAAAGGAATACTAACTCCTCTGGC




TTTCCTTTCTATGCACTTTTCATCCTTAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTGTGCACTTTTCATCCTTAGAAAGGAATACTAACACTTTTGGC
TTTCCTTTCTGTGCATACTTCCTCCTTAAAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTATGCACTTTTCATCCTTAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTGTGCACTTTTCATCCTTAGAAAGGAATACTAGCTCCTCTGGC
TTTCCTTTCTGTGCACTTTTCATCCTTAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTATGCACTTTTCATCCTTAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTATGCACACTTCCTCAATAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTATGCACACTTCCTCAATAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTATGTCCACTTCCTTCTTAGAAAGGAATACTAGCTTCTCTGGC
TTTCCTTTCTATGCACTTTTCATCCTTAGAAAGGAATACTAACTCCTCTGGC
TTTCCTTTCTGTGCACACTTCCTCCTTAGAAAGGAATACTAGCTCCTCTGGC
TTTCCTTTCTATGCACTTTTCATCCTTAAAAAGGAATACTAGCTCCTCTGGC
TTTCCTTTCTATGCACACATCCCAATAGAAAGGAATACTAGCTACTCTGGCTTTCCTTTCT
> CATTGCTCTC Con:1 reps=19 [4063448,4064391] 1-int=944 l-seq = 52
CATTGCTCTCGTATGACACGCTTTATTTGCTTGTTTGCTTTTTTTCATGTGG
CATTGCTCTCGTATGACACGCTTTATTTGCTTGTTTCTTTTTTTCACGTGG
CATTGCTCTCGTATGGCACGCITITATTTGCTTGTTTCTTTTTTTCACGTGG
CATTGCTCTCGTATGACACGCTTTATTCGATTGTTTCCTATTTTTCATGTGT
CATTGCTCTCGTATGACACGCITTATTTGCTTGTTTCTTTTTTTCACGTGG
CATTGCTCTCGTATGACACGCTTTATTCGATTGTTTCCTATTTTICATGTGG
CATTGCTCTCGTATGGCACGCTITITATTTGCTTGTTTGCTTTTTTTCATGTGG
CATTGCTCTCGTATGGCACGCGTTATTTGCTTGTTTGCTTTTTTTCATGTGT
CATTGCTCTCGTATGACACACTTTATTCGCTTGTTTGCTTTTTTTCATIGTGT
CATTGCTCTCGTAIGACACACTTTATTCGCTTGTTTGCTTTTTTTCATGTGG
CATTGCTCTCGTATIGACACGCTTTATTTGCTTGTTTGCTTTTTTTCATGTGT
CATTGCTCTCGTATGACACGCTITTATTTGCTTGTGTGCTTTTTTTCATGTGT
CATTGCTCTCGTATGACACGCTTTATTTGCTTGTGTGCTTTTTTTCACGTGT
CATTGCTCTCGTATGACACACTTTATTCGCTTGTTTGCTTTTTTTCACGTGG
CATTGCTCTCGTATGACACGCTTTATTTGCTTGTGTGCTTTTTTTCACGTGT
CATTGCTCTCGTATGACACGCGTTATTCGATTGTTTGCTTTTTTTCATGTGG
CATTGCTCTCGTATGACACGCTTTATTTGCTTGTTTGCTTTTTTTCATGTGG
CATTGCTCTCGTATGACACGCGTTATTCACTTGTTTGCTTTTTTTCATGTGGCATTGCTCTC
> CTTCGTATGA Con:1 reps=6 [4069392,4069818] 1l-int=427 l-seq = 52
CTTCGTATGATACACATTATGCTGGCTCTTCGGCTTTTTCATGTGTCATTGA
CTTCGTATGATACATCTTATTTCGGCTCTTCGGCTTTTTCATGTGTCATTCG
ATTCGTATGATACACATTATTCTGGCTCTTCGGCTTTTTCATGIGTCATTCG
ATTCGTATGACACACATTATACTGGCTCCACTGCTTTTTCACGIGTCATTGA
CCTCGTATGACACACATTATGCTGACTCTTCTGCTTTTTCATGTIGTCATTGC
CTTCGTATGATACATCTTATTTCGGCTCTTCGGCTTTTTCGCGTGTCATTGA
CTTCGTATGATACATCTTATTTCGGCTCTTCGGCTTTTTCATGTGTCATTCG
CTTCGTATGACACACATTATGCTGGCTCCACTGCTTTTTCACGTGTCATTGGCTTCGTATGA
> GTATGATGAC Con:1 reps=11 [4072932,4073566] 1-int=635 l-seq = 52
GTATGATGACCTTCGCGACTTCCGTTTCGATTTCTCGGGCAGCATTGCCTTC
GTATGATGACCTTCGCGGCTTCAGTTTTGGTTTCTCGGGCAGCATTGCCTTC
GTATGTTGACCGTCGCGACTTCCGTTTCGATTTCTCGGGCAGCATTGCCTTC
GTATGTTGACCTTCGCGGCTTCAGTTTTGGTTTCTCGGGCAGCATTGCCTTC
GTATGATGACCTTCAGCTCTTCAGTTTTACTCTCTCGGGTTGCATAGCCTTC
GTATGATGACCGTCGCGACTTCAGTTTCGATTTCTCGGGCTGCATTGAACTC
GTATGATGACCGTCGCGACTTCAGTATCGATTTCTCGGGCAGCATTGAACTC
GTATGATGACTTTCAGCTCTTCAGTTTTACTCTCTCGGGTTGCATTGGACTT
GTATGATGACCGTCTCGACTTCCGTTTTGTTTTCTCGGGCTGCATTGAACTT
GTATGATGACCGTCGAGGCTTCCGTTTAAATTTCTCGGGCAGCATTGCCTTC
GTATGATGACCTTCGCGGCTTCAGTTTTGATTTCTCGGGCAGCATTGAACTC
GTATGATGACCGTCTCGACTTCAGTTTCGATTTCTCGGGCTGCATTAGCTTCGTATGATGAC
> AAAGGAATGC Con:1 reps=13 [4080458,4081091] 1-int=634 l-seq = 52
AAAGGAATGCTAGACTCGTTCGCTTTCCTTTCTAACGCTCGTTCCCCTTCAG
AAAGGAATGCTAGACTCGTTCGCTTTCCTTTCTAATGCTCGTTTCTCTTCAG
AAAGGAATGCTAGACTCGTTCGCTTTCCTTTCTAATGCTGGTTTCTATTCAG
AAAGGAATGCTAGACTCGTTCGCTTTCCTTTCTAATGCTGGTTTCTATTCAG
AAAGGAATGCTAGACTCTTTGGCTTTCCTTTGTAACGCTCGTTTCTATTCAG
AAAGGAATGCCAGCCTCGTTCGCTTTCCTTTCTAACGCTCGTTTCTATTCAG
AAAGGAATGCTAGACTCGTTGGCTTTCCTTTCTAACACTGGTTCTTCTTCAG
AAAGGAATGCCAGACTCGTTGGCTTTCCTTTCTAACACTGGTTCTTCTTCAG
AAAGGAATGCCAGACTCGTTCGCTTTCCTTTCTAATGCTCGTTTCTCTTCAG




AAAGGAATGCTAGACTCTTTCGCTTTCCTTTCTAATGCTGGTTTCTATTCAG
AAAGGAATGCTAGACTCGTTCGCTTTCCTTTCTATGCTCGTTTCTCTTCAC
AAAGGAATGCTAGACTCGTTTCCTTTTCTTTCTAACGCTCGTTACCCTTCAGAAAGGAATGC
> CTTTCTCGGA Con:1 reps=8 [4116764,4117138] 1l-int=375 l-seq = 52
CTTTCTCGGATAGTTTTCCTTTCAGAGACTTTTTCCTTCTTTGAACGGAACA
CTTTCTCGGATAGTTTTCCTTTCAGAGACTTGTTCCTTCTTTGAACGGAACA
CTTTCTCGGATAGTTTTCCTTTCAGAGACTTTTTCCTTCTTTGAACGGAATG
CTTTCTCGGATAGTTTTCCTTTCAGAGACTTGTTCCTTCTATGAACGGAATG
CTTTCTCGGATAGTTTTCCGTTCAGTGACTTTTTCCTTCTTTGAACGGAACG
CTTTCTCGGATAGTTTTCCGTTCAGTGACTGACTCCTCCTCTGAACGGAATG
CTTTCTCGGATAGTTTTCCTTTCATAGACTTTTTCCTTCTTTGAACGGAACGCTTTCTCGGA
> CTTTCTCGGG Con:1 reps=8 [4124120,4124702] 1-int=583 l-seq = 52
CTTTCTCGGGTAGCATTGGAATCGTATGTTGACCTTCAGCTTCTAAGTTTTT
CTTTCTCAGGTAGCATTGGCTTCGTATGACGACCTTCACCGCTTCAGTTTTA
CTTTCTCGGGCATCATTGCCTTCGTATGACGACCTTCAGCTTCTAAGTTTTA
CTTTTTCGGGTAGCATTGCCTTCGTATGATGACCTTCACCGCTTTAGTTCCA
CTATCTTGGGCAGCATTGAACTCGTATGACGACCTTCAGCTTCTAAGTTTCA
CTTTCTCGCGTAGCATTGCCTTAGTATGATGACCTTCAGCTCTTCAGTTTTA
CTTTCTCGGGTAGCATTGCCTTCGTATGACGACCTTCACCGCTTCAGTTTTA
CTTTCTCGGGCATCATTGCCTTCGTATGACGACCTTCACCGCTTCAGTTTTA
CTTTCTCGGGTAGCATTGCCTTCGTATGATGACCTTCAGCTTCTAAGTTTGG
CTTTCTCGGGCAGCATTGCCTTCGTATGATGACCTTCAGCTTCTAAGTTTTA
CTTTCTCGGGTAGCATTGGCTTCGTATAATGACCTTCACCGCTTCAGCTTGGCTTTCTCGGG
> TTCCTTTCTA Con:1 reps=12 [4188801,4189429] 1-int=629 l-seq = 52
TTCCTTTCTACTAGAAAAATTGATGAGGAAAGGAATACTAATCGTGTTTGTA
TTCCTTTCGCACATGTAAATCAATCTCGAACGGCATGCTAAACGCCTTCACT
TTCCTTTCTACTAGTAAAATCAGCCATGAAAGGAACACTAAACGCT
TTCCTTTCTACTAGTAAAATCAATCGTGAAAGGAATGCCAAACGCTTTCACT
TTCCTTTCTACTAGTAAAATCAGCCATGAAAGGAATACTATACGCCTTCACT
TTCCTTTCTACTAGTAAAATCAATCGTGAAAGGAATACTATACGCTTTCACT
TTCCTTTCTACTAGTAAGATCAGCCATGAAAGGAACACTAAACGCCTTCACT
TTCCTTTCTACTAGTAAAATCAGCCATGAAAGGAATACTAAACGTCTTCACT
TTCCTTTCTACTAGTAAAATCAGCCATGAAAGGAATACTAAACACCTTTGCA
TTCCTTTCTACTAGTAAAATCAGCCATGAAAGGAACACTAAACGCTTTCGCT
TTCCTTTCTACTAGTAAAATCAGCCAAGAAAGGAACACTAAACGCTTTCGCT
TTCCTTTCTACTAGTAAAATCAGCCAAGAAAGGAATACTAAACACCTTTGCATTCCTTTCTA
> TAAAGGAATA Con:1 reps=19 [4365838,4366784] 1-int=947 l-seq = 52
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTTCGTCGATTTCCTCTTTC
TAAAGGAATACTAAACGCTCTGGCTTTCCTTTCTACGCCGATTCCCTCGTCC
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTTCGTCGATTTCCTCTTTC
TAAAGGAATACTAAACGCTCTAGCTTTCCTTTCTTCGTCGATTTCCTCTTTC
TAAAGGAATACTAAACGCTCTGGCTTTCCTTTCTTCGTCGATTCCCTCGTCC
TAAAGGAATACTAAACGCTCTAGCTTTCCTTTCTTCGTCGATTCCCTCGCCA
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTACATCGATTTCCTCTTAC
TAAAGGAATACTAAACGCTCTGGCTTTCCTTTCTACGCCGATTTCCTCGTCC
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTACATCGATTCCCTCGACA
TAAAGGAATACTAAACACTCTGGCTTTCCTTTCTTCGTCGATTCCCTCGACA
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTACGCCGATTCCCTCGACA
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTACATCGATTTCCTCTTAC
TAAAGGAATACTAAACGCTCTGGCTTTCCTTTCTACGCCGATTTCCTCGTCC
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTTCGTCGATTCCCTCGCCA
TAAAGGAATACTAAGCACTCTGGCTTTCCTTTCTACGCCGATTCCCTCGACA
TAAAGGAATACTAAACACTCTGGCTTTCCTTTCTACATCGATTCCCTCGACA
TAAAGGAATACTAAGCACTCTTGCTTTCCTTTCTACGCCGATTTCCTCGTCC
TAAAGGAATACTAAGCACTCTGGCTTTCCTATCTTCGTCGATTCCCTCGCCATAAAGGAATA
> CGCTATGATT Con:1 reps=9 [4408835,4409261] 1-int=427 l-seq = 52
CGCTATGATTACCGTCAACTCATTTTGGGCTCGTTCTCGGTAAGCATACAAT
CGCTATGATTACCTTCATCTCATTTTGGACTGGATCTCGGGAAGCATACACG
CGCTATGATTACCTTCAACTCTTTTTGGGCTCTCTCTCGGGAAGCATACACG
CGCTATGATTACCGTCAACTCATTTTGGGCTCGTTCTCGGTAAGCATACAAT
CGCTATGATTACCTTCATCTCATTTTGGACTGGATCTCGGGAAGCATACACG
CGCTATGATTACCGTCAACTCATTTTGGACTCGTTCTCGGGCAGCATACAAT
CGCTATGATTACCTTCAACTCATTTTGGGCTCGTTCTCGGGAAGCATACAAA
CGCTATGATTACCTTCAACTCATTTTGGGCTCGTTCTCGGGCAGCATACAATCGCTATGATT
> CTATGATTAC Con:1 reps=5 [4410749,4411019] 1-int=271 l-seq = 52




CTATGATTACCTTCAACTCATTTTGGGCTCTCTCTCGGGAAGCATACACGAG
CTATGATTACCTTCATCTCATTTTGCACTCGTTCTCGGGAAGCATACACGAG
CTATGGTTACCGTCAACTCATTTTGGGCTCTCTCTCGGGAAGCATACACGCG
CTATGATTACCGTCAACTCATTTTGGACTCGTTCTCGGGCAGCATACAAACG
CTATGATTACCGTCAACTCATTTTGGGCTCACTCTCAGGCAGCATACAACCTCTATGATTAC
> GCTCAAGGGC Con:1 reps=26 [4577046,4578356] 1-int=1311 l-seqg = 52
GCTCAAGGGCTGATGGGGCGCCECCATCTTTCCTTCACACTTTTTTTTATTC
GCTCAAGGGCAGTTGGGGCAACGCCATCTTACCTTCACGACACTTTTTATTT
GCTCAAGGGCTGATGGCAACGCGCCATCTTAACTTCACGCTATTTTTTATTT
GCTCAAGGGCTGATGGCAACGCGCCATCTTACCTTCACAACACTTTTTATTT
GCTCAAGGGCTGATGGCAACGCGCCATCTTACCTTCACACTATTTTTTATTC
GCTCAAGGGCAGATGGGGCGCCGCCATCTTACTTTCACACTATTTTTTATTT
GCTCAAGGGCAGATGGGACAGCGCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCTGATGGCAACGCGCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCTGATGGCAACGCGCCTTCTTTCCTTCACAACACTTTTTATTT
GCTCAAGGGCTGATGGCAACGCGCCATCTTACCTTCACACTATTTTTTATTC
GCTCAAGGGCAGTTGGGGCGGCTCCATCTTACCTTCACAACACTTTTTATTT
GCTCAAGGGCTGATGGCAACGCGCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCAGATGGGGCGGCTCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCAGTTGGGGCAACGCCATCTTACCTTCACGCTATTTTTTATTT
GCTCAAGGGCAGATGGCAACGCACCATCTTACCTTCACGCTATTTTTTATTT
GCTCAAGGGCTGATGGCAACGCGCCATCTTACTTTCACACTATTTTTTATTT
GCTCAAGGGCAGATGGGACAGCGCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCAGATGGCAACGCGCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCAGTTGAGGCGGCTCCATCTTACCTTCACACTTTTTTTTATTC
GCTCAAGGGCAGATGGGGCGGCTCCATCTTACCTTCACGCTATTTTTTATTC
GCTCAAGGGCTGATGGCAACGCGCCATCTTACCTTCACAACACTTTTTATTT
GCTCAAGGGCAGATGGGACGGCTCCATCTTACCTTCACGCTATTTTTTATTT
GCTCAAGGGCAGATGGCAACGCGCCATCTTACCTTCACACTTTTTTTTATTC
GCTCAAGGGCAGTTGGGGCAACGCCATCTTACCTTCACAACACTTTTTATTT
GCTCAAGGGCAGTTGGGGCGGCGCCTTCTTTCCTTCACACTTCTTTTTCTACGCTCAAGGGC
> ATTGCTTCTC Con:1 reps=15 [4603616,4604354] 1-int=739 l-seq = 52
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTCATTACTCAACTCTGTCCA
ATTGCTTCTCTTTTTCGGACAGAGTTCTTTGTTTCTTATTCAACTCTGTCTG
ATTGCTTCTCTCTTTCGGACAGAGTTCCTTGTTTATTATTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTTATTATTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTCATTATTCTACTCTGTCCG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTTATTATTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTCATTACTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTCATTACTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGATTTCCTTGTTCATTATTCTACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTTATTATTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTTCTTATTCAACTCTGTCTG
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTTATTACTCAACTCTGTCCA
ATTGCTTCTCTTTTTCGGACAGAGTTCCTTGTTCATTACTCAACTCTGTCCA
ATTGCTTCTCTTTTTCGGACAGAGTCTCTTGCTCATTACTCAACTCTGTCCGATTGCTTCTC




B. weihaiensis (NZ CP016020.1). All tandem repeats with repeat 21

We find the TCGCGG signal or its reverse (CCGCGA) in most of the repeats.
The tandem repeat with l-seq = 60 is also included. It is not related to the other
tandem repeats

> AATCGCGGAT Con:1 reps=7 [21005,21182] 1-int=178 l-seq = 21
AATCGCGGATAGAGCTCGGAA

AATCGCGGATAGGGCCCGGGA

AACCGCGGATAGAACTCGGAA

AATCGCGGATAGAGCCCGGAA

AATAGCGGATAGGGCCCGGGA

AATCGCGGATAGAGCCCGGAA

AATCGCGGATAGGCCCGAGAA

AATCGCGGATAGGGCCGGAAAATCGCGGAT

> CGGATAGAGC Con:1 reps=10 [25511,25710] 1-int=200 l-seq = 21
CGGATAGAGCACTAAGAATCG

CGGATAGAGCACTAAGAATCG

CGGATAGAGCCCTGAAAATCG

CGGATAGAGCACTGAAAATCG

> AATCGCGGAT Con:1 reps=6 [29979,30094] 1l-int=116 l-seq = 21

AATCGCGGATAGGAGGCCAAT

AATCGCGGATAGACGTACCGG

AATCGCGGATAGGAGGCCAAT

AATCGCGGATAGACGCACCAGAATICGCGGAT

> GGAACAGATA Con:1 reps=5 [134977,135092] 1l-int=116 l-seq
GGAACAGATAACCCAGGGGAA

GGAACAGATAATCCAGGTGAG

GGAACAGATAACCCAGGAGAA
GGAACAGATAATCCAGGTGAGGGAACAGACCAGCCAGGAGAAGGAACAGATA

> GGAGAAGAAA Con:1 reps=8 [146949,147106] 1-int=158 l-seq = 21
GGAGAAGAAACGCCAGGTGAC

GGAGAAGAAACACCGGGTGAT

GGAGAAGAAACACCGGGTGAT

GGAGAAGAAACACCAGGTGAT

GGAGAAGAAACACCGGGTGAT

GGAGAAGAAACACCAGGTGAT

GGAGAAGAAACACCGGGTGATGGAGAAGAAA

> CGAAAATAAA Con:1 reps=4 [177918,177991] 1l-int=74 l-seq = 21
CGAAAATAAAATAGTGAATGT

CGAAAATAAAATGCAGGATTT

CGAAAATAAATAGAGTGAAAGCGAAAATAAA

> CGAAAATAAA Con:1 reps=4 [414219,414292] 1-int=74 l-seq = 21
CGAAAATAAAAGGTGAAATAT

CGAAAATAAAGTAGCTACATC

CGAAAATAAAAGTGCCAAATCCGAAAATAAA

> ATCGCGGAAA Con:1 reps=15 [473933,474237] 1-int=305 l-seq = 21
ATCGCGGAAAGGAGTGCCGGA

ATCGCGGAAAGGAGTGCAGGA

ATCGCGGAAAGGAGTGCCGGA

ATCGCGGAAAGAGGAGCCTGA

ATCGCGGAAAGAGGAGCCGGA

ATCGCGGAAAGGAGTGCCAGA

ATCGCGGAAAGAGGAGCCGGA

ATCGCGGAAAGGAGTGCCGGA

ATCGCGGAAAGGAGTGCCGGG

ATCGCGGAAAGAGGAGCCGGA
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ATCGCGGAAAGGAGTGCCGGA

ATCGCGGAAAGGAGTGCCGGG

ATCGCGGAAAGAGGAGCCGGA

ATCGCGGAAAGGAGTGCCAGGATICGCGGAAA

> AATCGCGGAT Con:1 reps=6 [497918,498033] 1l-int=116 l-seq = 21
AATCGCGGATAGGAGAGCTAA

AATCGCGGATAGAGGGCTGAA

AATCGCGGATAGAGGGCTGAA

AATCGCGGATAGAGGGCTGAA

AATCGCGGATAGAGGGCTGAAAATCGCGGAT

> AGAATCGCGG Con:1 reps=4 [499255,499328] 1-int=74 l-seq = 21
AGAATCGCGGAAAGAGAGGTC

AGAATCGCGGAAAGAGAGGTC

AGAATCGCGGAAAGAGGGGTCAGAATCGCGG

> GAATCGCGGA Con:1 reps=8 [684231,684388] 1-int=158 l-seq = 21
GAATCGCGGAAAGAGAGGTCA

GAATCGCGGAAAGAGAGGTCA

GAATCGCGGAAAGAGAGGTCA

GAATCGCGGAAAGAGAGGACG

GAATCGCGGAAAGAGAGGACG

GAATCGCGGAAAGAGAGGACG

GAATCGCGGAAAGAGAGGTCGGAATCGCGGA

> GAATCGCGGA Con:1 reps=7 [757324,757664] 1-int=341 l-seq = 21
GAATCGCGGATAGAGGAGCCG

GAATCGCGGAAAGAGGTGTGG

GAATCGCGGAAAGAGGTGTGG

GAATCGCGGAAAGAGGTGCCG

GAATCGCGGAAAGAGGTGCCG

GAATCGCGGATAGAAGCCTGA

> AATCGCGGAT Con:1 reps=11 [757325,757833] 1-int=509 l-seq = 21
AATCGCGGATAGAGGAGCCGG

AATCGCGGAAAGAGGTGTGGG

AATCGCGGAAAGAGGTGTGGG

AATCGCGGAAAGAGGTGCCGG

AATCGCGGAAAGAGGTGCCGG

AATCGCGGATAGAAGCCTGAA

AATCGCGGATAGAAGCCCCAA

AATCGCGGATAGAAGCCCCAA

AATCGCGGATAGAAGCCCCAA

AATCGCGGATAGAAGCCCCAA

AATCGCGGATAGAGCACCCAA

AATCGCGGATAGAAGTCCAAG

AATCGCGGATAGAGCACCCGA

AATCGCGGATAGAAGCCCCAAAATCGCGGAT

> TATCCGCGAT Con:1 reps=7 [790108,790244] 1-int=137 l-seq = 21
TATCCGCGATTATGGTTGCTG

TATCCGCGATTTTAGGTGTTG

TATCCGCGATTATGGTTGCTG

TATCCGCGATTTTAGGTGTTG

TATCCGCGATTATGGTTGCTC

TATCCGCGATTTTAGGTGCTCTATCCGCGAT

> AATCGCGGAT Con:1 reps=5 [802803,802897] 1-int=95 l-seq = 21
AATCGCGGATAGAGCGTGTAA

AATCGCGGATAGAGCACCCAT

AATCGCGGATAGAGCGTGTAA

AATCGCGGATAGATCATCCATAATCGCGGAT

> ACAGCAAGAG Con:1 reps=5 [1762840,1763090] 1l-int=251 l-seq = 60
ACAGCAAGAGAGCATGATAAGGAATTCTATCAAGAGATTGGCCAAAAGGGCGGAGAAAAA
ACAGCAAGAGAGCATGACAAGGAATTTTACCAAGAGATTGGTCAAAAGGGTGGAGAAAAA
ACAGCAAGAGAGCATGATAAGGAGTACTATCAGGAAATTGGCCAAAAAGGTGGAGAAAAA
ACAGCAAGAGAGCACGATAAAGAATTCTATCAAGAGATTGGCCAAAAGGGCGGGGAAAAGACAGCAAGAG
> TATCCGCGAT Con:1 reps=15 [2579124,2579428] 1-int=305 l-seq = 21
TATCCGCGATTCTGGGCACTT

TATCCGCGATTCTGGGCACTC

TATCCGCGATTGTGAGTGCTC




TATCCGCGATTATGAGTGTTC

TATCCGCGATTCTGGGCACTC

TATCCGCGATTGTGAGTGCTC

TATCCGCGATTATGAGTGTTC

TATCCGCGATTCTGAGCACTC

TATCCGCGATTCTGGGCACTC

TATCCGCGATTCTGGGCACTC

TATCCGCGATTCTGAGTGTTC

TATCCGCGATAATGGGCGCTC

TATCCGCGATTCTGAGTGTTC

TATCCGCGATAATGGGCGCTCTATCCGCGAT

> CTATCCGCGA Con:1 reps=7 [2862732,2862868] 1l-int=137 l-seq = 21
CTATCCGCGATTTTACATGTG

CTATCCGCGATTATTGATGCC

CTATCCGCGATTTTACATGTG

CTATCCGCGATTATTGGTGCT

CTATCCGCGATTTTACACGTG

CTATCCGCGATTATTGGTGCTCTATCCGCGA

> ATCGCGGATA Con:1 reps=12 [2986923,2987185] 1-int=263 l-seq = 21
ATCGCGGATAGGGCTCCCGGA

ATCGCGGATAGAACCCTCATA

ATCGCGGATAGAACCCTCATA

ATCGCGGATAGAGCACTCATA

ATCGCGGATAGAGCACCCTTA

ATCGCGGATAGAGCACCCTTA

ATCGCGGATAGGGCACCGGGA

ATCGCGGATAGAACTCCCTTA

ATCGCGGATAGAGCCCCCTTA

ATCGCGGATAGAACACCCTTA

ATCGTGGATAGAGCTCCCTTA

ATCGCGGATAGAGCCCCCATTATCGCGGATA

> TCCGCGATTT Con:1 reps=11 [3155990,3156787] 1-int=798 l-seq = 21
TCCGCGATTTTGGGTGTTCTA

TCCGCGATTTTCGGCGCTCTT

TCCGCGATTTTGGGTGTTCTA

TCCGCGATTTCCGCCTCTCTT

TCCGCGATTTTCGGTGTTCTA
TCCGCGATTCGGGATGTTCCGACAAATTTCGCACATCCCTCATCCTCACACTTTCACTTGTTCATTCCCCCAGCTACTTAATCCTTTCTAAAGAAA
CCAATTTTGAGTCTTTTTAAGAATTCCTAGCTAAATTAGGGTGAATGATCCTTTTCTGAGGCCCCTATGCTTGTCAAAACATCCATTTAGAAAGAA
TTCATCGTTAGATTCAAGTCTATTCGGCTTATTTTATGAGGTCTAACCGCTGTTTTGGGTGCTCTT
TCCGCGATTTTCGGCGCTCTT

TCCGCGATTTTGGGTGTTCTA

TCCGCGATTTCCGCCTCTCTA
TCCGCGATTCGGGATGTTCCGACAAATTTCACACATACCTCATCCTCACACTTTCACTTGTTCATTCCCCCAGCTACTTAATCCTTTCTAAAGAAA
CCAATTTTGAGTCTTTTTAAGAATTCCTAGCTAAATTAGGGTGAATGATCCTTTTCTGAGGCCCCTATGCTTGTCAAAACATCCATTTAGAAAGAA
TTCATCGTTAGATTCAAGTCTATTCGGCTATTTTATGAGGTCTAACCCTGTTTTGGTTGCTCTT
CCCGCGATTTTGGGTGTTCTT
TCCGCGATTTTGGGTGTTCTA
TCCGCGATTTTCGCCTCTCTT
CCCGCGATTTTCGCCTCTCTT
CCCGCGATTTCCGCCTCTCTTTCCGCGATTT
> TTTATTTTCG Con:1 reps=4 [3221394,3221467] 1l-int=74 l-seq
TTTATTTTCGATTTATGTCCA
TTTATTTTCGAATTTGACCAA
TTTATTTTCGAATTTCGCCTGTTTATTTTCG
> TATCCGCGAT Con:1 reps=5 [3277057,3277151] 1-int=95 l-seq = 21
TATCCGCGATTTTCACCGGTC

TATCCGCGATTATGGTGCTCT

TATCCGCGATTTTCACCGGTC

TATCCGCGATTATCGTACTCTTATCCGCGAT

> CTTTCCGCGA Con:1 reps=16 [3348404,3348992] 1-int=589 l-seq = 21
CTTTCCGCGATTATTGCCTCT

CTTTCCGCGATTATTGCCCCT

CTATCCGCGATTATCGCCTCT
CTATCCGCGATTCGGGAAAATGCGACAATCTTTTTAAAATTTCACGTAATTTTCATGACACTACGTACTGCACTCACCTACTTGACTTCGCTTTGC
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TACGATACCGCAGGATCCGGAGAATTTACTTAAGATTTCGAGGCTCTCTTCACAATTTGAGGTTTCTCTCTCTGAATTTTGTACTTTTACCACACT
TTCAAGTACACTATTCACGTTTTAGCTGC

TCTTTCGCGATTCCGCCCTCT

CTTTCCGCGATTCCATCACCC

CTTTCCGCGATTCCATCACCC

CTTTCCGCGATTCCATCACCC

CTTTCCGCGATTCCACCACCT

CTTTCCGCGATTCCGCCCTCT

CTTTCCGCGATTCCATCACCC

CTTTCCGCGATTCCACCACCC

CTTTCCGCGATTCCACCACCT

CTTTCCGCGATTCCATCACCC

CTTTCCGCGATTCCACCACCT

CTTTCCGCGATTCCACCACCT

CTTTCCGCGATTCCATCACCC

CTTTCCGCGATTCCACCACCTCTTTCCGCGA

> ATCGCGGATA Con:1 reps=6 [3362340,3362455] 1l-int=116 l-seq = 21
ATCGCGGATAGAACACTCATA

ATCGCGGATAGAGCCCCCATA

ATCGCGGATAGAACTCCCATA

ATCGCGGATAGAACCCCCATT

ATCGCGGATAGACCCCTCATAATCGCGGATA

> TTTATTTTCG Con:1 reps=4 [3505433,3505526] 1-int=94 l-seq = 21
TTTATTTTCGGCTTTGAGTCA

TTTATTTTCGCTTTTCACCA

TTTATCTTCGGATTTGAGTCA

TTTATTTTCGCTTTTTCCTATTTTATTTTCG

> TCCGCGATTA Con:1 reps=12 [3509098,3509360] 1-int=263 l-seq = 21
TCCGCGATTATGGCACCTCTT

TCCGCGATTTTACGGGTCCTA

TCCGCGATTACGGCACCTCTT

TCCGCGATTACGGCACCTCTT

TCCGCGATTACAGCACCTCTT

TCCGCGATTACGGCACCTCTT

TCCGCGATTATGGCACCTCTT

TCCGCGATTACGGCACCTCTT

TCCGCGATTACGGCACCTCTT

TCCGCGATTATGGCACTCCTA

TCCGCGATTATGACACCTCTT

TCCGCGATTATGGCACGCCTATCCGCGATTA

> TTTATTTTCG Con:1 reps=6 [3543299,3543414] 1l-int=116 l-seq = 21
TTTATTTTCGCTTTTCCGTGT

TTTATTTTCGGAATTGCCTTG

TTTATTTTCGCTTTCACGGGT

TTTATTTTCGTTTTCATACTA

TTTATTTTCGTTTTCTAGCACTTTATTTTCG

> TCCGCGATTC Con:1 reps=13 [3632787,3633049] 1-int=263 l-seq = 21
TCCGCGATTCCAGGCCGCTTA

TCCGCGATTCTGGACCTCCTT

TCCGCGATTCCGAACCTCTTA

TCCGCGATTCTGGACCTCCTA

TCCGCGATTCCGACTCTCCTA

TCCGCGATTCCGACTCTCCTA

TCCGCGATTCCGACTCTCCTA

TCCGCGATTCCGAGACCCCTA

TCCGCGATTCCGGACCTCCTA

TCCGCGATTCCGGACCTCCTA

TCCGCGATTCCGACTCTCCTA

TCCGCGATTCCGACTCTCCTATCCGCGATTC

> TTTATTTTCG Con:1 reps=5 [3636446,3636561] 1l-int=116 l-seq = 21
TTTATTTTCGGTTTTTAATTA

TTTATTCACGAATTTAACCAC

TTTATTTTCGGTTTTTAATCA

TTTATTTTCGAAATTCCACGA

TTTATTTTCGCTTTCTCGCAGTTTATTTTCG




> ATCGCGGATA Con:1 reps=16 [3702467,3702792] 1l-int=326 l-seq
ATCGCGGATAGAGCGCCCATA

ATCGCGGATAAAGCACCCACT

ATCGCGGATAGAACACCCACT

ATCGCGGATAGAGCACCCACA

ATCGCGGATAGAACACCTACA

ATCGCGGATAGAGCACCCACT

ATCGCGGATAGAGCGCCCACA

ATCGCGGATAGAGCACCCACA

ATCGCGGATAAAGCACCCACT

ATCGCGGATAGAGCACCCACA

ATCGCGGATAGAGCACTCATA

ATCGCGGATAGAGCACTCATA

ATCGCGGATAGAGCACTCATA

ATCGCGGATAGAGCACTCATA

ATCGCGGATAGAGCACCCACAATCGCGGATA

> TTTATTTTCG Con:1 reps=4 [3812432,3812505] 1l-int=74 l-seq =
TTTATTTTCGGTTTTGGCTCA

TTTATTTTCGCTTTTAGCCAA

TTTATTTTCGCTTTTCCACAATTTATTTTCG

> TTTATTTTCG Con:1 reps=5 [3842895,3843010] l-int=116 l-seq
TTTATTTTCGATTTATTGTGG

TTTATTTTCGAATTTCTCCTT

TTTATTTTCGAATTTGATTAG

TTTATTTTCGAATTTTCACTA

> TTTATTTTCG Con:1 reps=4 [3860025,3860119] 1-int=95 l-seq =
TTTATTTTCGAAATTTCACCT

TTTATTTTCGAAGTTGATGGA

TATATTTTCGATATTTCAGGG

TTTATTTTCGAATTTGATCGTTTTATTTTCG

> TTTATTTTCG Con:1 reps=5 [4154491,4154583] 1-int=93 l-seq
TTTATTTTCGGGTTTGACT

TTTATTTTCGAAATTTTAGTG

TTTATTTTCGAATTTGATCAT

TTTATTTTCGAATCTGATCATTTTATTTTCG

> TTTATTTTCG Con:1 reps=4 [4176659,4176732] 1l-int=74 l-seq =
TTTATTTTCGAGTTTGATGGA

TTTATTTTCGAATTTGATCAT

TTTATTTTCGAATCTGATCTTTTTATTTTCG

> AATCGCGGAT Con:1 reps=10 [4295617,4296106] 1-int=490 l-seq
AATCGCGGATAGAGACCGGAT

AATCGCGGAAAGGACGTGCAG

AATCGCGGATAGAGGTCCGAT

AATCGCGGATAAGGCGTGTCG

AATCGCGGATAGGAGCCCAAT

= 21

21

21

21

21
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AATCGCGGATAGAGCCTGATGAGATAGTCGATCACAACCCAAATTACCAAAAAAGTCTCAAGAAATCAGAGGTCCCCCCCAAAGTCTGAAGAAAAA
ACACCAATTCCCACCTGAAATGCTGAGAAAATACATCAAAAACAAGAATTGAACTCCAAAAATGAGGTTAGTGCTTAAGAACAGAGATCAACACTA
AAACTCAGTAAGAGCTCTGAGAAAAATGGTCAAACTAAATGAGATCGTGTAGATGCGAAATTTGTCGGACTAACCCG

AATCGCGGATAGAGACCGGATAATCACGGAAAGGACGTGCAG
AATCGCGGATAGAGGTCCGAT
AATCGCGGATAAGGCGTGTCG
AATCGCGGATAGGAGCCCAATAATICGCGGAT




