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Figure S1. Schematic representation of the experimental setup used to investigate the 
CA assisted Cu-tolerance in B. napus seedlings 
 
 
 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 

 
Figure S2. Venn diagram of total identified proteins showing common and unique 
proteins in each comparison groups. 
 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S3. Significantly enriched GO terms for the DAPs between the treatment 
groups (CK Vs CA) in B. napus seedling leaves under CA-mediated Cu stress. 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S4. Significantly enriched GO terms for the DAPs between the treatment 
groups (CK Vs Cu25 µM) in B. napus seedling leaves under CA-mediated Cu stress. 
 
 
 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S5. Significantly enriched GO terms for the DAPs between the treatment 
groups (CK Vs CA+Cu25 µM) in B. napus seedling leaves under CA-mediated Cu 
stress. 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S6. Significantly enriched GO terms for the DAPs between the treatment 
groups (CK Vs Cu50 µM) in B. napus seedling leaves under CA-mediated Cu stress. 
 
 
 
 
 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S7. Significantly enriched GO terms for the DAPs between the treatment 
groups (CK Vs CA+Cu50 µM) in B. napus seedling leaves under CA-mediated Cu 
stress. 


