Table S7. List of significantly enriched KEGG pathways for the DAPs among the treatment groups in B.

napus seedlings in response to CA-mediated Cu stress using DAVID Bioinformatics.

Pathway Number of Fold
Path F _
ID thway Rame proteins redtensy p-value Enrichment
CK vs CA
ath01100 Metabolic pathways 31 1771 0.002;30982 1.537238092
ath01200 Carbon metabolism 10 571 0.001:7737 3.469961244
ath01130 Biosynthesis of antibiotics 10 5.71 0‘042573955 2'070670264
ath00195 Photosynthesis 8 457 1.50E-05 9'444555544
2th00710 Carbon fixation 1r} photosynthetic 5 586 0.00620289 | 6.58723522
organisms 5 9
ath0oe30 | Clyoxylate and dicarboxylate 5 5 86 0.00793641 | 6.14215176
metabolism 4 7
ath00270 Cysteine and methlonlne 5 286 0.02132960 | 4.59110334
metabolism 1 1
ath00190 Oxidative phosphorylation 5 2.86 0'095598168 2'805:7426
ath00196 | Photosynthesis - antenna proteins 3 1.71 0‘022??7359 12'39259790
CK vs Cu25
ath01100 Metabolic pathways 28 2435 6.88E-04 1'67953977
ath01130 Biosynthesis of antibiotics 8 6.96 0'0895%93 2.00328442
ath00195 Photosynthesis 7 6.09 5.05E-05 9'993565750
ath01200 Carbon metabolism 7 6.09 0.026573302 2.937;)6728
ath00190 Oxidative phosphorylation 6 5.22 0'013256800 4'071;49009
ath00710 Carbon fixation in photosynthetic 5 135 0.00306524 7 96595888
organisms 1
athooezg | Clyoxylate and dicarboxylate s 3.48 0.02732902 | 5.94217473
metabolism 3 3
2th00270 Cysteine and rr}ethlonlne 4 3.48 0.0568231 4.44162555
metabolism 8
CK vs CA+Cu25
ath01200 Carbon metabolism 13 12.38 1.74E-07 6'515i6115
2th00630 Glyoxylate and d}carboxylate g _— 8 19E.07 141951952
metabolism




1.7 1
ath01100 Metabolic pathways 25 23.81 3.28E-04 90;3559
ath00710 Carbon fixation 1r.1 photosynthetic 5 476 0.00154815 9.51489533
organisms 5
ath01130 Biosynthesis of antibiotics 10 9.52 0'003672554 2-99131493
2th00260 Glycine, serine ar.ld threonine 1 381 0.01564773 | 7.29475308
metabolism 5 6
ath00195 Photosynthesis 4 281 0.01811631 6.821;)6782
ath04145 Phagosome 4 381 0.024527748 6.179;)8496
ath01230 Biosynthesis of amino acids 6 5.71 0‘03750939 3'101;0603
.07855724 25264
ath00020 Citrate cycle (TCA cycle) 3 286 | 00 8255 6.25 g 550
CK vs Cu50
.0848662 1.71922167
ath01100 Metabolic pathways 8 10.53 0.08 566 3 97 6
CK vs CA+Cu50
ath01200 Carbon metabolism 8 7.77 1.23E-04 6'275;17295
ath00710 Carbon fixation in photosynthetic 5 L85 > 50E.04 14.8928796
organisms 5
.01577 1.6818472
ath01100 Metabolic pathways 15 14.56 0.0 52 568 68 28 9
ath04145 Phagosome 3 291 0'05835 1030 7.25370844
. 8043 4563293
ath00010 Glycolysis/Gluconeogenesis 3 291 0 09569 0 5 567 935




