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Figure S1. The log?2 fold change between (A) HC vs. OA cells and (B) vs. OA cells plus NMRT treated
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Figure S2. T/C-28a2 grown under hypoxic conditions and changes in gene expression. (A) showed a
representative time course of the Oz concentration within the air tight hypoxic chamber and the well of
a cell culture plate during Oz depletion. (B, C) The induction of apoptosis by hypoxic conditions under
control conditions, IL-13/TNFa stimulation, and NMRT treatment were measured using annexin V/PI
flow cytometry. The asterisk in the x-axis text describe the differences between the single fractions per
group by ANOVA (¥).
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hsa-miR-106a-5p

31%

Inhibits proliferation and migration in astrocytes, promotes apoptosis [S1].

hsa-miR-122-5p

32%

Targets IGFIR in breast cancer cells [S2]; correlates with disease severity of
knee OA [S31.

hsa-miR-1249-3p

57%

Inhibits tumor growth, metastasis, and angiogenesis by targeting VEGFA
and HMGA?2 [S4].

hsa-miR-155-3p

43%

Regulates inflammation and autophagy by targeting SHIP1, FoxO3, Ulkl1,
Atgl4, Ateb in RA [S5].

hsa-miR-203a-3p

-47%

Down-regulation suppresses IL-1§3 induced effects in chondrocytes through
Smad3 [S6].

hsa-miR-24-1-5p

Promotes cell proliferation and inhibits chondrocyte apoptosis in rats via c-

32% | Muyc and downregulation of MAPK signaling [S7].
hsa-miR-326 63% Function as a tumor suppressor [S8].
hsa-miR-3613-3p 319 Affects cell proliferation and cell cycle in hepatocellular carcinoma [S9].
hsa-miR-365a-5p Regulates chondrocyte differentiation via targeting HDAC4 [S10] and
-37% | prevents IL-1B-stimulated loss of ECM and MMP-13 expression [S11].
hsa-miR-4284 Regulates articular cartilage homeostasis by altering chondrocyte
30% | metabolism, targets TRAF4, HDAC, PTEN [S12].
hsa-miR-450a-2-3p 38% Targets STAT1 and triggers osteoblastic differentiation of hMSCs [S13].
hsa-miR-500a-5p -50% Regulates oxidative stress response in breast cancer cells [S14].
hsa-miR-502-3p 42% Suppresses cell proliferation in cancer cells [S15].
hsa-miR-502-5p 100% Inhibits IL-1B-induced chondrocyte injury by targeting TRAF2 [S16].
hsa-miR-539-3p 359 Acts as tumor suppresor [S17].
hsa-miR-576-5 Targets TFAP2A and elevates cell proliferation and invasion of human
P 33% | trophoblasts [S181.
hsa-miR-668-3p 579 Targets SDF-1/CXCR4 signaling in rat H9c2 cardiomyocyte [S19].
hsa-miR-769-3 Down-regulates NDRG1 and enhances apoptosis in MCF-7 cells during
P 100% | reoxveenation [S20L.
hsa-miR-889-3p Tumor suppressor by targeting FGFR2 [S21] and promotes proliferation of
33% | osteosarcoma by inhibiting MNDA expression [S22].

Table S1. MiRs characterized by a 30% difference in the fold change of HC vs OC cells on one site and
HC vs OA cells plus NMRT on the other site are listed. Downregulations (green arrow downstream),
upregulations (red arrow upstream), and unchanged expressions (blue equivalent arrows) are given.
The extent of the changes as a percentage and physiologic relevant effects are listed; miRs playing a role

in chondrocyte physiology are given in bold.




Primer Sequences Used for Real-Time PCR

Oligonucleotide sequences

Target forward Primer reverse Primer Acc. Nr ar.nplicon
gene size (bp)
COX2 GGCTTCCATTGACCAGAGCAG GCCGAGGCTTTTCTACCAGA M90100.1 194
EGF AAGGTACTCTCGCAGGAAATGG ACATACTCTCTCTTGCCTTGACC NM_001963 248
BFGEF2 AGAAGAGCGACCCTCACATCA ACTGCCCAGTTCGTTTCAGTG NM_002006.5 237
HDAC4 CTGGCTCATGAGACCTTGCC ATCCACCGTGCTGGGCAT NM_001378414 270
IGF2 CCTCCAGTTCGTCTGTGGG CACGTCCCTCTCGGACTT NM_000576 186
IGFBP3 GCCAGCTCCAGGAAATGCTA GGGGTGGAACTTGGGATCAG NM_000598 109
IL-1B AGCTACGAATCTCCGACCAC CGTTATCCCATGTGTCGAAGAA NM_000576.2 186
iNOS TTCAGTATCACAACCTCAGCAAG TGGACCTGCAAGTTAAAATCCC BC144126 207
MMP13 TCCTCTTCTTGAGCTGGACTCATT CGCTCTGCAAACTGGAGGTC NM_002427.4 97
MMP3 TTTTGGCCATCTCTTCCTTCA TGTGGATGCCTCTTGGGTATC NM_002422.5 139
PDGFa CCAGCGACTCCTGGAGATAGA CGTCCTGGTCTTGCAGACAG NM_002607.5 169
RUNX2 TCCTATGACCAGTCTTACCCCT GGCTCTTCTTACTGAGAGTGGAA AF001450 190
TGEFp CAAGCAGAGTACACACAGCAT TGCTCCACTTTTAACTTGAGCC NM_000660 129
TNF«x ATGAGCACTGAAAGCATGATCC GTCACTCGGGGTTCGAGAAG NM_0005%4 258
VEGFA CGCAGCTACTGCCATCCAAT GTGAGGTTTGATCCGCATAATCT NM_001025366.3 192
HIF1 Hs_HIF1A_1_QuantiTect Primer Assay QT00083664 NM_001243084 104
HIF2 Hs_EPASI1_1_QuantiTect Primer Assay QT00069587 NM_001430 127
GAPDH TGATGACATCAAGAAGGTGGTGAAG TCCTTGGAGGCCATGTGGGCCAT NM_002046 102
Aldolase ATGAGTCCACTGGGAGCATTG ACCGCCCTTGGATTTGATAAC NM_000034 209
ETIF3 CTACCAGCCGTTCAGCAAAG CACCACCAAACTGAGAGGAGT NM_003753 110

Table S2. Primer sequences used for qPCRs are given. Target gene and nucleotide-sequences in 5’-3
direction for the forward and reverse primer as well as the accession numbers and amplicon sizes are

listed.
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Uncropped blots to Figure 2E. The original blots show two different OA primary cultures.
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