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Supplemental Table S1. Molecular weights of peptides synthesized and peptide-
monomer conjugates with sequences.

Peptide Sequence Calculated MW Observed MW
Conjugate (Da) (Da)
K-GSGGGK-
K-GSGGG-CMLPHHGAC 1411.6 1411.1
HABP
MA-K-GSGGG- MA-K-GSGGG-
1479.7 1479.5
HABP CMLPHHGAC
K-GGG-KWKRWWWWR-
AMPM7 1816.1 1816.0
NH2
MA-K-GGG-
MA-AMPM?7 1884.2 1884.1
KWKRWWWWR-NH2
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Supplemental Figure S1. MALDI-TOF MS results for K-GSGGGK-HABP




B, +200ul H2O, dil 1:1 in H20, on phenomenex Luna (50x2mm) w/ guard

P122802 32 (2.136) M3 [Ev-275899,150,En1] (10000.0,6,Pep.Cmp); Cm (32:34-27:28) 1: TOF MS ES+
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Supplemental Figure S2. MALDI-TOF MS results for MA-K-GSGGGK-HABP
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Supplemental Figure S3. MALDI-TOF MS results for AMPM7



B, +200ul H20, dil 1:1 in H20, on phenomenex Luna (50x2mm) wi guard
P070202 73 (5.073) M2 [Ev-156079,1t50,En1] (10000.0,5,Pep,Cmp); Cm (44:73) 1: TOF MS ES+
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Supplemental Figure S4. MALDI-TOF MS results for MA-AMPM?7

Supplemental Table S2. Minimum inhibitory concentration (MIC) of peptides

synthesized and peptide-monomer conjugates against 10* CFU S. mutans.

Peptide Sequence MIC (pg/mL)
AMPM?7 KGGGKWKRWWWWR-NH2 7.8
MA-AMPM7 MA-KGGGKWKRWWWWR-NH2 15.6
MA-K-GSGGG-

MA-KGSGGGCMLPHHGAC >250
HABP
MA (monomer) C4H602 >1250




HABP integrated mineral

Sample MIC (pg/mL)
Mineral Control >1000
K-GSGGG-HABP >1000
integrated mineral
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Supplemental Figure S5: Activity of dental adhesive components and mineral against

S. mutans at 10* CFU/mL



