Supplementary Table S8. Gene ontology (GO) enrichment analysis of the downregulated genes in BCPAP siFRMDS5 (in comparison with BCPAP siNEG).

Term Group
PValue PValue
Corrected Corrected
with with %
Benjamini-  Group Benjamini- Associated Nr.
GOID GOTerm Ontology Source Term PValue  Hochberg PValue Hochberg GOLevels GOGroups Genes Genes
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0007018 microtubule-based movement ARAP_08.05.2020_00h00 3,81545E-06 0,00051509  7,44462E-07  2,1589E-05 [3] Group26 7,47 23,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0051656 establishment of organelle localization ARAP_08.05.2020_00h00 0,003018338 0,03595373  7,44462E-07  2,1589E-05 [3,4] Group26 4,81 22,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0003341 cilium movement ARAP_08.05.2020_00h00 0,004320167  0,0364514  7,44462E-07  2,1589E-05 [4] Group26 8,64 7,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0099111 microtubule-based transport ARAP_08.05.2020_00h00 5,07271E-06 0,00051361  7,44462E-07  2,1589E-05 [4] Group26 8,74 18,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0030705 cytoskeleton-dependent intracellular transport  ARAP_08.05.2020_00h00 8,62051E-06 0,00069826  7,44462E-07  2,1589E-05 [4, 5] Group26 8,41 18,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0010970 transport along microtubule ARAP_08.05.2020_00h00 0,000145428 0,00654426  7,44462E-07  2,1589E-05 [5, 6] Group26 8,00 14,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0098840 protein transport along microtubule ARAP_08.05.2020_00h00 0,000491532 0,01327137  7,44462E-07  2,1589E-05 [5,6,7,8,9] Group26 10,96 8,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP- [5,6,7,8,9,
G0:0042073 intraciliary transport ARAP_08.05.2020_00h00 0,002533206 0,03419828  7,44462E-07  2,1589E-05 10] Group26 10,91 6,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0007018 microtubule-based movement ARAP_08.05.2020_00h00 3,81545E-06 0,00051509  4,25032E-06 6,163E-05 [3] Group23 7,47 23,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0003341 cilium movement ARAP_08.05.2020_00h00 0,004320167  0,0364514  4,25032E-06 6,163E-05 [4] Group23 8,64 7,00
epithelial cilium movement involved in GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0003351 extracellular fluid movement ARAP_08.05.2020_00h00 0,007314167 0,04356232  4,25032E-06 6,163E-05 [5] Group23 12,90 4,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0036158 outer dynein arm assembly ARAP_08.05.2020_00h00 0,009795591 0,04779777  4,25032E-06 6,163E-05 [7,8,9,10] Group23 16,67 3,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0036159 inner dynein arm assembly ARAP_08.05.2020_00h00 0,005776326 0,04332244  4,25032E-06 6,163E-05 [7,8,9,10] Group23 20,00 3,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0032886 regulation of microtubule-based process ARAP_08.05.2020_00h00 0,004141333 0,03727199  1,10085E-05  7,9812E-05 [3,4] Group29 5,67 14,00
negative regulation of cellular component GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0051129 organization ARAP_08.05.2020_00h00 0,000690086 0,01330881  1,10085E-05  7,9812E-05 [3,4, 5] Group29 4,50 35,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0000226 microtubule cytoskeleton organization ARAP_08.05.2020_00h00 0,002389811 0,03456692  1,10085E-05  7,9812E-05 [3, 6] Group29 4,49 28,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0033043 regulation of organelle organization ARAP_08.05.2020_00h00 0,000180345 0,00730399  1,10085E-05 7,9812E-05 [4,5] Group29 4,11 57,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
GO0:0007098 centrosome cycle ARAP_08.05.2020_00h00 0,006605746 0,04385782  1,10085E-05  7,9812E-05 [3,4,5, 8] Group29 6,77 9,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0010639 negative regulation of organelle organization ARAP_08.05.2020_00h00 0,000843036 0,01551953  1,10085E-05  7,9812E-05 [4,5, 6] Group29 5,23 23,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0070925 organelle assembly ARAP_08.05.2020_00h00 5,21096E-05 0,00301491  1,10085E-05  7,9812E-05 [5] Group29 4,75 43,00
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