Supplementary Table S5. Gene ontology (GO) enrichment analysis of the upregulated genes in TPC1 siFRMD5 (in comparison with TPC1 siNEG).

Group
PValue
Term PValue Corrected
Corrected with with %
Term Benjamini- Group Benjamini- Associated Nr.
GOID GOTerm Ontology Source PValue Hochberg PValue Hochberg GOLevels GOGroups Genes Genes
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0044248 cellular catabolic process ARAP_08.05.2020_00h00 3,8443E-07 0,000253914 1,7671E-13 1,2547€-11 [3] Group73 5,66 138,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:1901575 organic substance catabolic process ARAP_08.05.2020_00h00 2,3971E-05 0,002261853 1,7671E-13 1,2547€-11 [3] Group73 5,34 126,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0009894 regulation of catabolic process ARAP_08.05.2020_00h00 0,0005648 0,010972164 1,7671E-13 1,2547E-11 [3,4] Group73 5,75 62,00
GO_MolecularFunction-EBI-UniProt-GOA-ACAP-
G0:0003723 RNA binding ARAP_08.05.2020_00h00 0,00021632 0,006969627 1,7671E-13 1,2547€-11 [4] Group73 5,39 94,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
GO0:0009057 macromolecule catabolic process ARAP_08.05.2020_00h00 5,3046E-06 0,000875914 1,7671E-13 1,2547€-11 [4] Group73 6,02 90,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0019439 aromatic compound catabolic process ~ ARAP_08.05.2020_00h00 0,00160706 0,018786948  1,7671E-13  1,2547E-11 [4] Group73 6,15 40,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0043603 cellular amide metabolic process ARAP_08.05.2020_00h00 1,4828E-05 0,001632299 1,7671E-13 1,2547E-11 [4] Group73 6,22 73,00
cellular nitrogen compound catabolic GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0044270 process ARAP_08.05.2020_00h00 0,0018934 0,020009467 1,7671E-13 1,2547E-11 [4] Group73 6,14 39,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
GO0:0046700 heterocycle catabolic process ARAP_08.05.2020_00h00 0,00169218 0,018784598 1,7671E-13 1,2547€-11 [4] Group73 6,18 39,00
organic cyclic compound catabolic GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:1901361 process ARAP_08.05.2020_00h00 0,00403709 0,02996067 1,7671E-13 1,2547€-11 [4] Group73 5,84 40,00
organonitrogen compound catabolic GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:1901565 process ARAP_08.05.2020_00h00 0,0006443 0,01165912 1,7671E-13 1,2547€-11 [4] Group73 5,44 77,00
organonitrogen compound biosynthetic ~ GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
GO0:1901566 process ARAP_08.05.2020_00h00 1,2533E-06 0,000331134 1,7671E-13 1,2547E-11 [4] Group73 5,85 112,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0006518 peptide metabolic process ARAP_08.05.2020_00h00 0,00024483 0,007350477 1,7671E-13 1,2547€-11 [4, 5] Group73 6,17 54,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0030163 protein catabolic process ARAP_08.05.2020_00h00 0,00303904 0,025734456 1,7671E-13 1,2547€-11 [4, 5] Group73 550 55,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0031329  regulation of cellular catabolic process ~ ARAP_08.05.2020_00h00 0,00029739 0,008017297  1,7671E-13  1,2547E-11 [4,5] Group73 6,09 55,00
regulation of cellular amide metabolic GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0034248 process ARAP_08.05.2020_00h00 0,00235406 0,022212256 1,7671E-13 1,2547€-11 [4,5] Group73 6,43 32,00
nucleobase-containing compound GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0034655 catabolic process ARAP_08.05.2020_00h00 0,00214339 0,021288881  1,7671E-13  1,2547E-11 [4, 5] Group73 6,24 36,00
cellular macromolecule catabolic GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0044265 process ARAP_08.05.2020_00h00 5,3207E-06 0,000780953 1,7671E-13 1,2547€-11 [4, 5] Group73 6,28 78,00
GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0043604 amide biosynthetic process ARAP_08.05.2020_00h00 0,0012976 0,016971523 1,7671E-13 1,2547E-11 [5] Group73 5,83 51,00
posttranscriptional regulation of gene GO_BiologicalProcess-EBI-UniProt-GOA-ACAP-
G0:0010608 expression ARAP_08.05.2020_00h00 0,00098194 0,014740233 1,7671E-13 1,2547E-11 [5, 6] Group73 6,19 43,00
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0,01122656

0,01122656

0,01122656

0,01123222

[4,5,6]

[5]

[3,4,5,6,7]

[5,6,7]

[5,6,7,8]

[4,5,6,7,8,9]

[5,6,7,8,9]

[3,4,5,6]

(4]

[6,8,9]

[4,6,7,8,9]

3]

[4]

[3,4,5]

[5,6,7]

[6,7,8]

[5,6,7,8,9]

[5,6,7,8,9,10]

[4]

Group68

Group68

Group68

Group68

Group68

Group68

Group68

Group19

Group32

Group09

Group26

Group57

Group57

Group57

Group57

Group57

Group57

Group57

Group30

13,89

9,88

17,65

30,00

50,00

7,77

7,98

9,49

11,00

4,72

60,00

41,00

13,00

44,00

18,00

11,00

14,00

18,00

17,00

5,00

3,00

3,00

16,00

13,00

13,00

11,00

97,00



