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Figure S1. Checking the purity of kurarinone extracted from Sophora flavescens. (A) Molecular
structure of kurarinone. (B) Purity of extracted kurarinone from Sophora flavescens was measured by
ultra-performance liquid chromatography (UPLC). Peak indicated with arrowhead is the ku-

rarinone.
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Figure S2. Uncropped western blot images were used for Figure 3. Uncropped western blot images
with marker for protein size were used as data for Figure 3. Target proteins were noted on the left
side of each membrane images.
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Figure S3. Uncropped western blot images were used for Figure 4A. Uncropped western blot im-
ages with marker for protein size were used as data for Figure 4A. Target proteins were noted on

the left side of each membrane images.



Int. ]. Mol. Sci. 2021, 22, 8388

30f6

p-Smad2/3
(52, 60 kDa)

Smad2/3
(52, 60 kDa)

p-Akt
(60 kDa)

Akt
(60 kDa)

B-actin
(43 kDa)

75 kDa—*

50 kDa—»

75 kDa—*

50 kDa—»

100 kDa—>
75 kDa—*

50 kDa—»

75 kDa—*

50 kDa—»

50 kDa—*

37 kDa—*

—— - - — —

Figure S4. Uncropped western blot images were used for Figure 4B. Uncropped western blot im-
ages with marker for protein size were used as data for Figure 4B. Target proteins were noted on
the left side of each membrane images.
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Figure S5. Individual data points to the graphs were used for Figure 1A, 1C, and Figure 5A.



Int. ]. Mol. Sci. 2021, 22, 8388 50f6
- 4 Cst Rrs
= [ ]
% [ 0.15+ 1.0
-.-..- A
i 34 i A 0“ —_ = 0.8 "
T - (o) £ A
S5 o T, 5 .’ ;:E" 010 es @ o5 L) N .
— a . .6+ ]
= g 2 * v S L ¥ 3 . Pl el S
5= z s VIV e 7 a4 i
.4 O
@ = 0.05 u Iy . L .
g 1 & 2
0.2
- [3
= 0N
- v T T T T T 0.00 T T T T T 0.0 T T T T T
NC BLM Ku5 Kul0 PFD NC BLM Ku5 Kul0 PFD NC BLM Ku5 Kul0 PFD
Ers Crs
504 0.08-
L
E“"‘ == Q. 0.064 ':.
2 2 -i I; ¢ 4 -;-:l **
g“ o " * 5 0.044 [ "A":% M
g )
£ 204 ALh = e £ Lt et
L | .y ¥ o "am
@ . = 0.02
& 104 5]
0 T T T T T 0.00 T T T T T
NC BLM Ku5 Kul0 PFD NC BLM Ku5 Kul0 PFD
G H
8- 40+
| |
T 6d n 3 304 n
T 6 - 2 30 =
g l-. . -g .. " *
4 A vy 20 o] v
- . A5 e Ve T . . aaa XL TG
E |-wew 3 -t vY
< . 2 o
o 2 T 104
0 T T T T T 0 T T T T T
NC BLM Ku5 Kul0 PFD NC BLM Ku5 Kul0 PFD
Figure S6. Individual data points to the graphs were used for Figure 2C and 2C.
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Figure S7. Individual data points to the graphs were used for Figure 3B, 3C, Figure 4C, and Figure

5B.
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Table S1. Sequence of primers and accession number of genes.

Genes Sense (5' to 3') Antisense (5' to 3') Acct
RORyt
CGCACCAACCTCTTTTCACG CAGCTCCACACCACCGTATT NM_001293734.1
(mouse)
IL-17
( | CAGCAGCGATCATCCCTCAAAG CAG GAC CAG GAT CTCTTG CTG NM_010552
mouse
Collal
GCAAGAGGCGAGAGAGGTTT GACCACGGGCACCATCTTTA NM_007742.4
(mouse)
a-SMA
TCCTGACTGAGCGTGGCTA GTTTCGTGGATGCCCGCTG NM_007392.3
(mouse)
Collal
AGTGGTTTGGATGGTGCCAA ACCCTGGGGACCTTCAGAG NM_000088.3
(human)
N-cadherin
GAACTGCAAAGCACCTGTGAG GTGTAGCTCTCGGCGTCAAA NM_004360.4
(human)
a-SMA
TCCCTGAACACCACCCAGTG GTGCTTCGTCACCCACGTA NM_001613.2

(human)




