Table S2

Supplementary Table S2. S.cerevisiae strains and plasmids used in this study.

Strain genotype/description Reference
BY4741 MATa his3A1 leu2A0 ura3A0 metl5 EUROSCARF
dgalA dgalA:: KANMX4 EUROSCARF
lrolA lrolA:: HIS3MX6 This study
dgalA lrolA dgalA:: natNT2 lrolA:: HIS3MX6 This study
Sit4A sit4A:: KANMX6 EUROSCARF
sch9A sch9A:: KANMX4 EUROSCARF
vmalA vmalA:: KANMX4 EUROSCARF
tgl3A tgl3A:: KANMX4 EUROSCARF
OEx DGAI natNT2::GPD-3HA-DGA1 This study
OEx LROI1 natNT2::GPD-3HA-LRO1 This study
snflA snflA:: KANMX4 (Pereira et al., 2020)
Sit4A snfIA sit4A:: HIS3AMX6 snfIA:: KANMX4 (Pereira et al., 2020)
sfpIA sfplA:: KANMX4 EUROSCARF
opilA opilA:: KANMX4 EUROSCARF
erdIA erdIA:: KANMX4 EUROSCARF
vmalA opilA vmalA:: KANMX4 opilA:: HIS3MX6 This study
vphlA vphlA:: KANMX4 EUROSCARF
pmal-007 YGLOO7WA:: KANMX6 This study
scs2A opilA scs2A:: KANMXA4 opilA:: HIS3AMX6 This study
ino2A ino2A:: KANMX4 EUROSCARF
rtglA rtgIA:: KANMX4 EUROSCARF
mks 1A mskIA:: HIS3MX6 This study
rtgIA mksIA rtglA:: KANMX4 mksIA:: HIS3MX6 This study
gln3A gin3A:: KANMX4 EUROSCARF
sit4A gln3A sit4A:: KANMX4 gin3A:: HIS3MX6 This study
ure2A ure2A:: KANMX6 This study
RHAI08 MATo ade6 leu2-3,112 ura3-52 pep4-3 gal?

vmallA::LEU2 (Parra and Kane, 1998)
pctIA pctIA:: HIS3MX6 This study
vmalA pctIA vmalA:: KANMX4 pctlA:: HIS3AMX6 This study
ckilA ckilA:: HIS3MX6 This study
vmalA ckilA vmalA:: KANMX4 pctlA:: HIS3AMX6 This study
OEx DGK1 natNT2::GPD-3HA-DGK 1 This study

vmalA OEx DGK1

vmalA:: KANMX4 natNT2::GPD-3HA-DGK1

This study



Plasmid

Reference

pYX212-EGFP-RBD-3 (URA3)
YEp213-Ras2-V19 (LEU2, 2p)
YEp13-PDE2 (LEU2, 2u)

YEp357-promDGA 1-LacZ (LEU2, 2u)

VMAI1-WT
VMAI1-E145L

pYB1903 (pRS426-GPD-pHlourin, URA3, 21)
pRS415-promOpil-GFP (LEU2, CEN)
GPDprom-Opil-mCh (URA3, CEN)
GPDprom-Opil™-mCh (URA3, CEN)

pAW: ACC1 WT (URA3, 21)

pAD: ACC1 (S659A, S1157A, URA3, 21)
YEp365-prom/NOI-LacZ (LEU2, 211)
pYPGK18-IP6K1 WT (LEU2, 21)

pYPGKI18-IP6K1 SK/A (kinase dead, KD, LEU2, 21)
pJU676 (SCH9-5SHA WT, URA3, CEN)

pJU824 (sch9-3E (T737E/S7T58E/S765E), URA3, CEN)
pPL132 (HA3-TOR1 WT, LEU2, CEN)

pPL156 (pPL132, HA3-TORI 11954V mutation)

(Leadsham et al., 2009)
(Broek et al., 1987)
(Gourlay and Ayscough, 2005)
This study
(Parra and Kane, 1998)
(Parra and Kane, 1998)
(Dechant et al., 2010)
This study
(Romanauska and Kohler, 2018)
(Romanauska and Kohler, 2018)
(Shi et al., 2014)
(Shietal., 2014)
(Camelo et al., 2017)
(Yuet al., 2016)
(Yuet al.,, 2016)
(Urban et al., 2007)
(Urban et al., 2007)
(Reinke et al., 2006)
(Reinke et al., 2006)
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