Supplementary material

RNA modification Manufacture Catalogue number Original concentration Used volume in 200 pL reaction
Inosine MBL PM098 Unknown 10 pL

m1lA Abcam ab208196 0.66 pg/uL 20 pL

Pseudouridine diagenode €15200247 1.44 pg/uL 5puL

acaC Abcam ab252215 0.56 pg/pL 5uL

m7G MBL RNO17M 1 pg/uL 10 pL

Supplementary table S1. List of antibodies used for RNA immunoprecipitation
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Supplementary figure S1. Detection of regions and sites with inosine in RNA derived from influenza A virus in biological replicate

Results of the biological replicate experiment of Figure 1.
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Supplementary figure S2. Detection of regions that include m1A in RNA derived from influenza A virus in biological replicate

Results of the biological replicate experiment of Figure 2.
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Supplementary figure S3. Detection of regions that include pseudouridine in RNA derived from influenza A virus in biological replicate

Results of the biological replicate experiment of Figure 3.
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Supplementary figure S4. Detection of regions that include ac4C in RNA derived from influenza A virus in biological replicate

Results of the biological replicate experiment of Figure 4.
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Supplementary figure S5. Search for regions that include m7G in RNA derived from influenza A virus in biological replicate

Results of the biological replicate experiment of Figure 5.
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