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Figure S1. IGV viewer screenshot for SPO11-1 from transcriptome data received from RNA-Seq analysis of Col-0 flower 
buds. Intron retentions are marked. 

 
Figure S2. IGV viewer screenshot for SPO11-2 from transcriptome data received from RNA-Seq analysis of Col-0 flower 
buds. Intron retentions are marked. 


