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Figure S1: siRNA mediated FAK inhibition was determined in preliminary GKs monolayer experiments. It could
be shown that application of FAK siRNA in different amounts (50 pmol =25 nM or 100 pmol = 50 nM) led to an
efficient FAK shutdown in GKs at all periods of time under investigation (24h, 48h, 72h). Lipofectamine, GAPDH
siRNA, and a control siRNA served as negative controls. A representative Western blot from three biological

replicates is shown.
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Figure S2: Y15-mediated inhibition of FAK in GKs-based mono- and co-cultures and the influence on pFAKY397
expression on epithelial morphology. Shown in (A) is a representative Western blot of pFAKY397 in Y15-
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inhibited monolayer keratinocyte cultures. Different Y15 concentrations were tested for their efficiency to inhibit
autophosphorylation of FAK at Y397 24h and 48h after inhibitor application. (B) GKs and GFs co-cultures were
also treated with Y15 (10 uM) and analyzed for their pFAK Y397 protein abundance after 4, 7, and 10 days of
inhibitor application. Untreated keratinocytes served as negative controls in (A) and (B) and GAPDH was used
as a loading control. (C) shows cryo-fixed and HE stained sections of Y15-treated (concentrations as indicated)
co-cultures of GKs and GFs versus non-treated co-cultures at the indicated points of time. NC = negative control;
D = day; three biological replicates of all experiments were conducted.
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Figure S3: siRNA-mediated inhibition of FAK in GKs-based co-cultures. Cells were transfected with FAK-siRNA
and incubated for 48h before usage in the co-culture setup for further 4, 7, or 10 days. Shown is a representative
western blot result of FAKsi-RNA treated cell extracts versus control cell extracts. The densitometric raw data
were obtained using the chemiluminescence application of the ChemiDoc Touch imager. The protein bands were

normalized to GAPDH with ImageLab software (version 5.2.1; Bio-Rad Laboratories, USA).
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Figure S4: siRNA-mediated inhibition of FAK in GKs-based co-cultures and the influence on involucrin (IVL)

expression. Cells were transfected with FAK-siRNA and incubated for 48h before usage in the co-culture setup

for further 4, 7, or 10 days. Shown is a representative western blot result of FAKsi-RNA treated cell extracts

versus control cell extracts. The densitometric raw data were obtained using the chemiluminescence application

of the ChemiDoc Touch imager. The protein bands were normalized to GAPDH with ImageLab software
(version 5.2.1; Bio-Rad Laboratories, USA).




