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Figure S1. Gel filtration profile of purified mutant antithrombins.  

 

 

 

 

 

 

Figure S2. Secretion of antithrombin simple mutants. Secretion was evaluated in some of the double mutants carrying just one of 

the mutations. The M315N mutation was located within the C-sheet. R261N and V410N were located within the B-sheet, and the 



A371N mutation was generated within the A-sheet. SDS-PAGE under reducing conditions and Western blot of the medium were 

performed after 48 hours of transfection.  

 

 



Supplemental information. Full-length blots of the gels contained in Figure 2. 

 

 

Supplemental information. Full-length blots of the gels contained in Figure 3. 



 


