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Supplementary Figure S1. The full-length cDNA sequence and deduced amino acid sequence of
StHsp90 (Accession number: MZ779085). Sequences are numbered on the left. The start and stop
codon are boxed. The canonical dinoflagellate spliced leader (DinoSL) is underlined in the 5-UTR.
The characteristic Hsp90 signatures are shaded in gray and the conserved LXXLL sequence is
marked with double underline. The cytosolic Hsp90-specific motif at C-terminus is highlighted
with triangles.
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Supplementary Figure S2. Alignment and comparison of Hsp90 deduced amino acid sequences
from Scrippsiella trochoidea (StHsp90, the present sequence) with other registered counterparts from
dinoflagellates Prorocentrum minimum (AFD34191; PmHsp90), Prorocentrum donghaiense (AST24279;
PdHsp90), Crypthecodinium cohnii (AAMO02974; CcHsp90), Margalefidinium polykrikoides (AKS44062;
MpHsp90), Amphidinium carterae (ADV03069; AcHsp90), Karlodinium veneficum (ABI14419;
KvHsp90), and higher plant Arabidopsis thaliana (CAA68885; AaHsp90). Sequences are numbered
on the right. The typical Hsp90 signatures and the cytosolic Hsp90-specific motif are highlighted
with arrows and triangles, respectively. Identical and similar amino acid residues are black and
gray shaded, respectively. Deletions are indicated by dashes.
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Supplementary Figure S3. The growth curve of Scrippsiella trochoidea (strain IOCAS-St-1). The day
of inoculation was recorded as day 0.



