
Supplementary materials 

Table S1. Survival rate of ZFL challenged with different doses of RSL3 for 6 h 

a Survival rate was calculated as: [(ODtreatment group-ODblank)/(ODCtrl-ODblank)]×100%

Dose of RSL3  OD450nm mean Survival ratea 

Blank 0.175 0.164 0.179    0.173   

Ctrl (0 μM)  0.649 0.635 0.654 0.652 0.69 0.663 0.657  100% 

1.0 μM 0.47 0.512 0.458 0.447 0.454 0.492 0.472  61.78% 

2.5 μM 0.442 0.439 0.425 0.472 0.429 0.413 0.437  54.55% 

5.0 μM 0.385 0.379 0.394 0.397 0.364 0.392 0.385  43.80% 

7.5 μM 0.353 0.357 0.374 0.349 0.342 0.331 0.351  36.78% 

10.0 μM 0.346 0.332 0.343 0.345 0.352 0.329 0.341  34.71% 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S1. Prediction of the lethal concentration 50% (LC50) of ZFL challenged with RSL3 for 6 h. 

(Software: IBM SPSS Statistics, version 25.0)



Table S2. Nucleotide sequences of qPCR primers used in this study 

 

Primer name Sequence (5' to 3') NCBI accession numbers 

β-actin Forward CACCACCACAGCCGAAAGAG 
EF026002.1 

β-actin Reverce ACCGCAAGATTCCATACCCA 

gpx4a Forward TGCGACACCACAACTGACTGAAC 
NM_001346537.1 

gpx4a Reverce ACCAATGATCCCACTGCTCGATAAAG 

gpx4b Forward CGCTGAGAAGGGTTTACGCATCC 
NM_001030070.2 

gpx4b Reverce CTCCTTAATCTCCGCTTCACTTCCAG 

hamp1 Forward TGTTTCTGGCTGCTGTCGTCATC 
NM_205583.2 

hamp1 Reverce GATGCTCATCCTGTACCTGCTGTATG 

hamp2 Forward CAGATCACAGCCGTTCCCTTCATAC 
NM_001289794.1 

hamp2 Reverce TTCAGCTTCAGTCAGATGTTGGTTCTC 

nrf2 Forward TCGGGTTTGTCCCTAGATG 
NM_182889.1 

nrf2 Reverce AGGTTTGGAGTGTCCGCTA 

keap1 Forward CCAACGGCATAGAGGTAGTTAT 
NM_182864.2 

keap1 Reverce CCTGTATGTGGTAGGAGGGTT 

il-6 Forward TCAACTTCTCCAGCGTGATG NM_001261449.1 

 il-6 Reverce TCTTTCCCTCTTTTCCTCCTG 

il1-b Forward TGGCGAACGTCATCCAAG 
NM_212844.2 

il1-b Reverce GGAGCACTGGGCGACGCATA 

nfκb Forward GGCAGGTGGCGATAGTGTT 
NM_001001839.2 

nfκb Reverce CATTCCTTCAGTTCTCTTGCG 

ptgs2 Forward TGGATCTTTCCTGGGTGAAGG 
NM_153657 

ptgs2 Reverce GAAGCTCAGGGGTAGTGCAG 

ho-1 Forward ATGCCCTTGTTTCCAGTCAGC 
NM_205671.1 

ho-1 Reverce GGACTTGGAGCACTTCTTCGG 

fth1 Forward CAGGACGTGAAGAAACCAGAGAAGG 
NM_131585.1 

fth1 Reverce ATGTGAGGGTCGTTGTGTTGAGATG 


