312B epitope

hLa EAKICHQIEYYFGDFNLPRDKFLKEQIKLDEGWVPLEIMIKENRLNR 60
mLa T 60
La motif
hLa LTTDFNVIVEALSKSKAELMEISEDKTKIRRSPSKPLPEV['DEYKNDVKNRSVYIKGFPT 120
mLa o) K VA R 120
RRM1
hLa DATLDDIKEWLEDKGQVLNIOMRRTLHKAFKGSIFWFDSIESAKKFVETPGOKYKETDL 180
mLa Q DN 180
RRM1 RRM?2
hLa LILFKDDYFAKKNEERKQNKVEAKLRRKQEQEAKQKLEE‘.DAEMKSLEEKIGCLLKFSGDL 240
mLa s K H GRH PGS-T TRA G M 239
RRM2
hlLa DDQTCREDLHILFSNHGEIKWIDFVRGAKEGIILFKEKAKEALGKAKDANNGNLQLRNKE 300
mLa vV A E RN L K 299
RRM2

hla VIWEVLEGEVEKEALKKIIEDQQESLNKWKSKG---—-—-————--—-—- RRFKGKGKGNK 344
mLa K HA TD R 359
hLa AAQPGSGKGKVOFQCKKTKFASDDEHDEHDENGATGPVKRAREETDKEEPASKQQKTENG 404
mLa PGYA AP RG H RR R DD RR-------- R M G DGR R HK R 411
hLa AGDQ 408

mLa R K 415

Supplemental Figure S1. Comparison of human and mouse La protein. La protein is highly
conserved during evolution which includes human (hLa) and mouse La protein (mLa). The
sequence homology is highest in the La motif and the RRM1 domain. The RRM2 contains

two species specific sequence regions [52]. The discontinuous epitope recognized by the

anti-La mab 312B part of the La motif (blue box).



