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Table S1. Distribution of amino acid contacts with HA. Ranking
Rank | 1 2 3 4 5 6 7 8 9 10 11 12

# | % # | % # | % # | % # | % # | % # | % # | % # | % # | % # | % # | %

ALA |3 |39 |0 [000O |O (000 |5 |1515|3 |545 (0O |000 |O |0O0O0O |4 |1379|0 |0.00 (3 |492 |1 |217 |3 |7.89

ARG (6 | 779 |5 |704 |4 (678 |0 (000 (4 |727 (O |000 |4 |678 |1 (345 |2 |357 |3 |49 |1 |217 |2 |526

ASN |2 |260 |3 | 423 |3 (508 [0 [000 |3 |545 |2 |55 |2 |33 |0 |000 (2 |357 |1 |164 |3 [652 |2 |526

ASP |4 |519 |5 |704 |5 (847 |2 |606 |3 |545 |2 |55 |4 |678 |1 |345 (4 |714 |3 |492 |3 (652 |0 |0.00

CyS |2 |260 |2 |28 |2 |33 |0 |000 |2 |364 |O |OOO (2 (339 (0 (000 |1 |[179 |4 |65 |0 |0.00 |1 |263

GLN (4 |519 |4 |[563 |5 |847 |3 |909 |4 | 727 |2 |55 |5 (847 |2 |69 |4 |714 |5 |820 |4 |870 |4 | 1053

GLU |10 | 1299 | 10 | 1408 | 7 | 1186 |4 | 1212 |9 |1636 |4 | 1111 |8 |135 (4 |13.79 |7 | 1250 | 14| 2295 |5 | 1087 |8 | 21.05

GLY |2 |260 |1 [141 |1 |169 |O |0O00 |O |OOO |1 |278 |1 (169 (O (000 |1 |[179 |1 |164 |1 |217 |0 | 0.00
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HIS |4 [519 |3 [423 |2 [339 |1 [303 [0 |000 [2 |[556 |3 [508 |1 {345 |1 [179 |2 |[328 |2 |435 |1 |263
ILE |1 [130 |1 [141 {0 000 [O [000 [O [000 [O [000 |[O [000 [O [000 |[O [000 [O [0.00 [O |0.00 |[O |0.00
LEU (3 [39 |3 [423 |2 [339 [0 [000 {5 909 |1 [278 |2 [339 |1 [345 |2 [357 |2 [328 [0 |000 |4 |1053
LYS |8 |[1039 |8 |[1127 |6 [1017 |5 |1545|9 |1636 |3 [833 |6 |1017 |5 |[1724 |6 | 1071 |11 | 1803 |5 | 1087 |6 | 1579
MET [0 {000 (O [000 |1 [169 |0 [000 [O |000 [1 |278 [0 [000 [O {000 [1 [279 |0 |[000 |1 |217 [0 |O0.00
PHE (4 [519 |3 [423 |2 [339 |1 [303 [0 |000 |1 |278 |3 [508 |1 {345 |3 [536 |2 [328 |1 [217 [0 |0.00
PRO |5 (649 |6 [845 |5 [847 |3 [909 |3 |545 |4 |1111|5 |[847 |3 [1034 |6 |[1071|3 |49 |5 |1087 |3 |7.89
SER [2 |260 |1 [141 |2 [339 |2 [606 |2 [364 |2 |55 |2 [339 |1 |345 |2 [357 |3 [492 |2 [435 |1 |263
THR |10 | 1299 | 10 | 1408 |9 [ 1525 |2 |[6.06 |6 [1091 |6 |1667 |9 |1525|2 |6.90 |8 |1429|0 [000 |7 [1522|1 | 263
TRP [0 |000 [0 |[000 [0 [000 [0 {000 |O {000 [O [000 [O [000 [O [0.00 [O |[000 [O {000 [O |[0.00 |[O |0.00
TYR |2 |260 |3 |423 [2 (339 [1 {303 |0 [000 |2 [55 |2 [339 |1 345 |2 |357 [3 (492 |2 [435 |0 |0.00
VAL |5 [649 |3 [423 |1 |169 |4 |1212 |2 [364 |3 [833 |1 [169 |2 [690 |4 |[714 |1 |164 |3 |652 |2 |526
Total | 77 71 59 33 55 36 59 29 56 61 46 38
Table S2. Distribution of amino acid (AA) in HSA and domain I11.

AA No in domain 11l | % of all AA in domain | No in HSA | % of all in HSA

ALA 17 9.34% 58 10.74%

ARG 7 3.85% 20 3.70%

ASN 5 2.75% 16 2.96%

ASP 8 4.40% 33 6.11%

CYS 11 6.04% 34 6.30%

GLN 7 3.85% 16 2.96%

GLU 17 9.34% 60 11.11%

GLY 4 2.20% 11 2.04%




HIS 4 2.20% 15 2.78%
ILE 2 1.10% 8 1.48%
LEU 17 9.34% 58 10.74%
LYS 22 12.09% 53 9.81%
MET 2 1.10% 6 1.11%
PHE 7 3.85% 28 5.19%
PRO 8 4.40% 22 4.07%
SER 9 4.95% 23 4.26%
THR 13 7.14% 25 4.63%
TRP 0 0.00% 1 0.19%
TYR 3 1.65% 18 3.33%
VAL 19 10.44% 35 6.48%




