
Supplementary Figure 5. 

A: 1D 1H MR spectra of line #1 and line #83 control cells at day 4 after seeding. In the lower panels, 
a Lorentzian-Gaussian function was applied for resolution enhancement with LB=-10 and GB=15. 
Assignments were performed according to Supplementary References [1,2]. 

B: Exemplificative 2D COSY spectra of a line #83 control sample at day 4 after seeding. The ten 
cross peaks used for the analysis are labelled. Assignments (see Table in the Figure S5 B) were 
performed according to Supplementary References [1,2]. The lysine (Lys) cross-peak at 1.70–3.00 
ppm was used as intensity reference. Mobile lipid correlation A, B and F are shown in the inset. 
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