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Figure S1. Clustering of deregulated BRCA1- and BRCA2-associated GO Biological Process functional categories in the breast (A) and ovarian (B) cancers.
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Figure S2. Clustering of deregulated BRCA1- and BRCA2-associated GO Molecular Function functional categories in the breast (A) and ovarian (B) cancers.
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Figure S3. Clustering of deregulated BRCA1- and BRCA2-associated transcription factor targets in the breast (A) and ovarian (B) cancers.
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Figure S4. Clustering of deregulated BRCA1- and BRCA2-associated “cancer hallmarks” in the breast (A) and ovarian (B) cancers.
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Figure S5. Clustering of deregulated BRCA1- and BRCA2-associated GSEA C2 functional categories in the breast (A) and ovarian (B) cancers.



Docetaxel Paclitaxel Do in  Cyc il Epirubicin

L
¢ i ~ » ~ 3 Q 3 - : 3 3 3
. ML T - BE . s : - : R — SR o o ——

positive correlation
r>025
— >0.50
o T>0.15

A) Breast cancer

BC_sBRCA2
108(FC)

BC_gBRCA1 BC_. sBR(‘Al BC_gBRCA2
log(FC) log(FC) |OI(FC)

Cisplatin i Paclitaxel itabil G i Doxorubicin Topotecan

p-S e

o0 04 op oo 04 os 00 04 os °9 o os 00 04 L L1 04 \Ol 00 o, os 0o 04 os
LW
\ o
)/
///
/ positive correlation
o, \ r>025
— r>050
- 015
\ B) Ovarian cancer
\

OV_gBRCA1 OV_sBRCA1 ’ p OV_sBRCA2 OV_noBRCA
log(FC) log(FC) log(FC) log(FC)
b

Figure S6. Drug transcriptome map relations for breast(A) and ovarian(B) cancers. Phenotype maps
were generated based on linear regression coefficients between corresponding characteristics and
metagene expression profiles across all samples in a given dataset (See Materials and methods
section). The similarity between phenotype and transcriptome was calculated for each studied group
separately using Pearson’s correlation coefficient.
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