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>Hs-GJA1-NM_000165 (Cx43)
ATGGGTGACTGGAGCGCCTTAGGCAAACTCCTTGACAAGGTTCAAGCCTACTCAACTGCT
GGAGGGAAGGTGTGGCTGTCAGTACTTTTCATTTTCCGAATCCTGCTGCTGGGGACAGCG
GTTGAGTCAGCCTGGGGAGATGAGCAGTCTGCCTTTCGTTGTAACACTCAGCAACCTGGT
TGTGAAAATGTCTGCTATGACAAGTCTTTCCCAATCTCTCATGTGCGCTTCTGGGTCCTG
CAGATCATATTTGTGTCTGTACCCACACTCTTGTACCTGGCTCATGTGTTCTATGTGATG
CGAAAGGAAGAGAAACTGAACAAGAAAGAGGAAGAACTCAAGGTTGCCCAAACTGATGGT
GTCAATGTGGACATGCACTTGAAGCAGATTGAGATAAAGAAGTTCAAGTACGGTATTGAA
GAGCATGGTAAGGTGAAAATGCGAGGGGGGTTGCTGCGAACCTACATCATCAGTATCCTC
TTCAAGTCTATCTTTGAGGTGGCCTTCTTGCTGATCCAGTGGTACATCTATGGATTCAGC
TTGAGTGCTGTTTACACTTGCAAAAGAGATCCCTGCCCACATCAGGTGGACTGTTTCCTC
TCTCGCCCCACGGAGAAAACCATCTTCATCATCTTCATGCTGGTGGTGTCCTTGGTGTCC
CTGGCCTTGAATATCATTGAACTCTTCTATGTTTTCTTCAAGGGCGTTAAGGATCGGGTT
AAGGGAAAGAGCGACCCTTACCATGCGACCAGTGGTGCGCTGAGCCCTGCCAAAGACTGT
GGGTCTCAAAAATATGCTTATTTCAATGGCTGCTCCTCACCAACCGCTCCCCTCTCGCCT
ATGTCTCCTCCTGGGTACAAGCTGGTTACTGGCGACAGAAACAATTCTTCTTGCCGCAAT
TACAACAAGCAAGCAAGTGAGCAAAACTGGGCTAATTACAGTGCAGAACAAAATCGAATG
GGGCAGGCGGGAAGCACCATCTCTAACTCCCATGCACAGCCTTTTGATTTCCCCGATGAT
AACCAGAATTCTAAAAAACTAGCTGCTGGACATGAATTACAGCCACTAGCCATTGTGGAC
CAGCGACCTTCAAGCAGAGCCAGCAGTCGTGCCAGCAGCAGACCTCGGCCTGATGACCTG
GAGATCTAG

>Hs-GJA3-NM_021954 (Cx46)
ATGGGCGACTGGAGCTTTCTGGGAAGACTCTTAGAAAATGCACAGGAGCACTCCACGGTC
ATCGGCAAGGTTTGGCTGACCGTGCTGTTCATCTTCCGCATCTTGGTGCTGGGGGCCGCG
GCGGAGGACGTGTGGGGCGATGAGCAGTCAGACTTCACCTGCAACACCCAGCAGCCGGGC
TGCGAGAACGTCTGCTACGACAGGGCCTTCCCCATCTCCCACATCCGCTTCTGGGCGCTG
CAGATCATCTTCGTGTCCACGCCCACCCTCATCTACCTGGGCCACGTGCTGCACATCGTG
CGCATGGAAGAGAAGAAGAAAGAGAGGGAGGAGGAGGAGCAGCTGAAGAGAGAGAGCCCC
AGCCCCAAGGAGCCACCGCAGGACAATCCCTCGTCGCGGGACGACCGCGGCAGGGTGCGC
ATGGCCGGGGCGCTGCTGCGGACCTACGTCTTCAACATCATCTTCAAGACGCTGTTCGAG
GTGGGCTTCATCGCCGGCCAGTACTTTCTGTACGGCTTCGAGCTGAAGCCGCTCTACCGC
TGCGACCGCTGGCCCTGCCCCAACACGGTGGACTGCTTCATCTCCAGGCCCACGGAGAAG
ACCATCTTCATCATCTTCATGCTGGCGGTGGCCTGCGCGTCCCTGCTGCTCAACATGCTG
GAGATCTACCACCTGGGCTGGAAGAAGCTCAAGCAGGGCGTGACCAGCCGCCTCGGCCCG
GACGCCTCCGAGGCCCCGCTGGGGACAGCCGATCCCCCGCCCCTGCCCCCCAGCTCCCGG
CCGCCCGCCGTTGCCATCGGGTTCCCACCCTACTATGCGCACACCGCTGCGCCCCTGGGA
CAGGCCCGCGCCGTGGGCTACCCCGGGGCCCCGCCACCAGCCGCGGACTTCAAACTGCTA
GCCCTGACCGAGGCGCGCGGAAAGGGCCAGTCCGCCAAGCTCTACAACGGCCACCACCAC
CTGCTGATGACTGAGCAGAACTGGGCCAACCAGGCGGCCGAGCGGCAGCCCCCGGCGCTC
AAGGCTTACCCGGCAGCGTCCACGCCTGCAGCCCCCAGCCCCGTCGGCAGCAGCTCCCCG
CCACTCGCGCACGAGGCTGAGGCGGGCGCGGCGCCCCTGCTGCTGGATGGGAGCGGCAGC
AGTCTGGAGGGGAGCGCCCTGGCAGGGACCCCCGAGGAGGAGGAGCAGGCCGTGACCACC
GCGGCCCAGATGCACCAGCCGCCCTTGCCCCTCGGAGACCCAGGTCGGGCCAGCAAGGCC
AGCAGGGCCAGCAGCGGGCGGGCCAGACCGGAGGACTTGGCCATCTAG

>Hs-GJA4-NM_002060 (Cx37)
ATGGGTGACTGGGGCTTCCTGGAGAAGTTGCTGGACCAGGTCCAGGAGCACTCGACCGTG
GTGGGTAAGATCTGGCTGACGGTGCTCTTCATCTTCCGCATCCTCATCCTGGGCCTGGCC
GGCGAGTCAGTGTGGGGTGACGAGCAATCAGATTTCGAGTGTAACACGGCCCAGCCAGGC
TGCACCAACGTCTGCTATGACCAGGCCTTCCCCATCTCCCACATCCGCTACTGGGTGCTG
CAGTTCCTCTTCGTCAGCACACCCACCCTGGTCTACCTGGGCCATGTCATTTACCTGTCT
CGGCGAGAAGAGCGGCTGCGGCAGAAGGAGGGGGAGCTGCGGGCACTGCCGGCCAAGGAC
CCACAGGTGGAGCGGGCGCTGGCGGCCGTAGAGCGTCAGATGGCCAAGATCTCGGTGGCA
GAAGATGGTCGCCTGCGCATCCGCGGAGCACTGATGGGCACCTATGTCGCCAGTGTGCTC
TGCAAGAGTGTGCTAGAGGCAGGCTTCCTCTATGGCCAGTGGCGCCTGTACGGCTGGACC
ATGGAGCCCGTGTTTGTGTGCCAGCGAGCACCCTGCCCCTACCTCGTGGACTGCTTTGTC
TCTCGCCCCACGGAGAAGACCATCTTCATCATCTTCATGTTGGTGGTTGGACTCATCTCC
CTGGTGCTTAACCTGCTGGAGTTGGTGCACCTGCTGTGTCGCTGCCTCAGCCGGGGGATG
AGGGCACGGCAAGGCCAAGACGCACCCCCGACCCAGGGCACCTCCTCAGACCCTTACACG
GACCAGGTCTTCTTCTACCTCCCCGTGGGCCAGGGGCCCTCATCCCCACCATGCCCCACC
TACAATGGGCTCTCATCCAGTGAGCAGAACTGGGCCAACCTGACCACAGAGGAGAGGCTG
GCGTCTTCCAGGCCCCCTCTCTTCCTGGACCCACCCCCTCAGAATGGCCAAAAACCCCCA
AGTCGTCCCAGCAGCTCTGCTTCTAAGAAGCAGTATGTATAG

>Hs-GJA5-NM_005266 (Cx40)
ATGGGCGATTGGAGCTTCCTGGGAAATTTCCTGGAGGAAGTACACAAGCACTCGACCGTG
GTAGGCAAGGTCTGGCTCACTGTCCTCTTCATATTCCGTATGCTCGTGCTGGGCACAGCT
GCTGAGTCTTCCTGGGGGGATGAGCAGGCTGATTTCCGGTGTGATACGATTCAGCCTGGC
TGCCAGAATGTCTGCTACGACCAGGCTTTCCCCATCTCCCACATTCGCTACTGGGTGCTG
CAGATCATCTTCGTCTCCACGCCCTCTCTGGTGTACATGGGCCACGCCATGCACACTGTG
CGCATGCAGGAGAAGCGCAAGCTACGGGAGGCCGAGAGGGCCAAAGAGGTCCGGGGCTCT
GGCTCTTACGAGTACCCGGTGGCAGAGAAGGCAGAACTGTCCTGCTGGGAGGAAGGGAAT
GGAAGGATTGCCCTCCAGGGCACTCTGCTCAACACCTATGTGTGCAGCATCCTGATCCGC
ACCACCATGGAGGTGGGCTTCATTGTGGGCCAGTACTTCATCTACGGAATCTTCCTGACC
ACCCTGCATGTCTGCCGCAGGAGTCCCTGTCCCCACCCGGTCAACTGTTACGTATCCCGG
CCCACAGAGAAGAATGTCTTCATTGTCTTTATGCTGGCTGTGGCTGCACTGTCCCTCCTC
CTTAGCCTGGCTGAACTCTACCACCTGGGCTGGAAGAAGATCAGACAGCGATTTGTCAAA
CCGCGGCAGCACATGGCTAAGTGCCAGCTTTCTGGCCCCTCTGTGGGCATAGTCCAGAGC
TGCACACCACCCCCCGACTTTAATCAGTGCCTGGAGAATGGCCCTGGGGGAAAATTCTTC
AATCCCTTCAGCAATAATATGGCCTCCCAACAAAACACAGACAACCTGGTCACCGAGCAA
GTACGAGGTCAGGAGCAGACTCCTGGGGAAGGTTTCATCCAGGTTCGTTATGGCCAGAAG
CCTGAGGTGCCCAATGGAGTCTCACCAGGTCACCGCCTTCCCCATGGCTATCATAGTGAC
AAGCGACGTCTTAGTAAGGCCAGCAGCAAGGCAAGGTCAGATGACCTATCAGTGTGA

>Hs-GJA8-NM_005267 (Cx50)
ATGGGCGACTGGAGTTTCCTGGGGAACATCTTGGAGGAGGTGAATGAGCACTCCACCGTC
ATCGGCAGAGTCTGGCTCACCGTGCTTTTCATCTTCCGGATCCTCATCCTTGGCACGGCC
GCAGAGTTCGTGTGGGGGGATGAGCAATCCGACTTCGTGTGCAACACCCAGCAGCCTGGC
TGCGAGAACGTCTGCTACGACGAGGCCTTTCCCATCTCCCACATTCGCCTCTGGGTGCTG
CAGATCATCTTCGTCTCCACCCCGTCCCTGATGTACGTGGGGCACGCGGTGCACTACGTC
CGCATGGAGGAGAAGCGCAAAAGCCGCGAGGCGGAGGAGCTGGGCCAGCAGGCGGGGACT
AACGGCGGCCCGGACCAGGGCAGCGTCAAGAAGAGCAGCGGCAGCAAAGGCACTAAGAAG
TTCCGGCTGGAGGGGACCCTGCTGAGGACCTACATCTGCCACATCATCTTCAAGACCCTC
TTTGAAGTGGGCTTCATCGTGGGCCACTACTTCCTGTACGGGTTCCGGATCCTGCCTCTG
TACCGCTGCAGCCGGTGGCCCTGCCCCAATGTGGTGGACTGCTTCGTGTCCCGGCCCACG
GAGAAAACCATCTTCATCCTGTTCATGTTGTCTGTGGCCTCTGTGTCCCTATTCCTCAAC
GTGATGGAGTTGGGCCACCTGGGCCTGAAGGGGATCCGGTCTGCCTTGAAGAGGCCTGTA
GAGCAGCCCCTGGGGGAGATTCCTGAGAAATCCCTCCACTCCATTGCTGTCTCCTCCATC
CAGAAAGCCAAGGGCTATCAGCTCCTAGAAGAAGAGAAAATCGTTTCCCACTATTTCCCC
TTGACCGAGGTTGGGATGGTGGAGACCAGCCCACTGCCTGCCAAGCCTTTCAATCAGTTC
GAGGAGAAGATCAGCACAGGACCCCTGGGGGACTTGTCCCGGGGCTACCAAGAGACACTG
CCTTCCTACGCTCAGGTGGGGGCACAAGAAGTGGAGGGCGAGGGGCCGCCTGCAGAGGAG
GGAGCCGAACCCGAGGTGGGAGAGAAGAAGGAGGAAGCAGAGAGGCTGACCACGGAGGAG
CAGGAGAAGGTGGCCGTGCCAGAGGGGGAGAAAGTAGAGACCCCCGGAGTGGATAAGGAG
GGTGAAAAAGAAGAGCCGCAGTCGGAGAAGGTGTCAAAGCAAGGGCTGCCAGCTGAGAAG
ACACCTTCACTCTGTCCAGAGCTGACAACAGATGATGCCAGACCCCTGAGCAGGCTAAGC
AAAGCCAGCAGCCGAGCCAGGTCAGACGATCTAACCGTATGA

>Hs-GJA9-NM_030772 (Cx58)
ATGGGGGACTGGAATCTCCTTGGAGATACTCTGGAGGAAGTTCACATCCACTCCACCATG
ATTGGAAAGATCTGGCTCACCATCCTGTTCATATTTCGAATGCTTGTTCTGGGTGTAGCA
GCTGAAGATGTCTGGAATGATGAGCAGTCTGGCTTCATCTGCAATACAGAACAACCAGGC
TGCAGAAATGTATGCTACGACCAGGCCTTTCCTATCTCCCTCATTAGATACTGGGTTCTG
CAGGTGATATTTGTGTCTTCACCATCCCTGGTCTACATGGGCCATGCATTGTACCGACTG
AGAGTTCTTGAGGAAGAGAGGCAAAGGATGAAAGCTCAGTTAAGAGTAGAACTGGAGGAG
GTAGAGTTTGAAATGCCTAGGGATCGGAGGAGATTGGAGCAAGAGCTTTGTCAGCTGGAG
AAAAGGAAACTAAATAAAGCTCCACTCAGAGGAACCTTGCTTTGCACTTATGTGATACAC
ATTTTCACTCGCTCTGTGGTTGAAGTTGGATTCATGATTGGACAGTACCTTTTATATGGA
TTTCACTTAGAGCCGCTATTTAAGTGCCATGGCCACCCGTGTCCAAATATAATCGACTGT
TTTGTCTCAAGACCAACAGAAAAGACAATATTCCTATTATTTATGCAATCTATAGCCACT
ATTTCACTTTTCTTAAACATTCTTGAAATTTTCCACCTAGGTTTTAAAAAGATTAAAAGA
GGGCTTTGGGGAAAATACAAGTTGAAGAAGGAACATAATGAATTCCATGCAAACAAGGCA
AAACAAAATGTAGCCAAATACCAGAGCACATCTGCAAATTCACTGAAGCGACTCCCTTCT
GCCCCTGATTATAATCTGTTAGTGGAAAAGCAAACACACACTGCAGTGTACCCTAGTTTA
AATTCATCTTCTGTATTCCAGCCAAATCCTGACAATCATAGTGTAAATGATGAGAAATGC
ATTTTGGATGAACAGGAAACTGTACTTTCTAATGAGATTTCCACACTTAGTACTAGTTGT
AGTCATTTTCAACACATCAGTTCAAACAATAACAAAGACACTCATAAAATATTTGGAAAA
GAACTTAATGGTAACCAGTTAATGGAAAAAAGAGAAACTGAAGGCAAAGACAGCAAAAGG
AACTACTACTCTAGAGGTCACCGTTCTATTCCAGGTGTTGCTATAGATGGAGAGAACAAC
ATGAGGCAGTCACCCCAAACAGTTTTCTCCTTGCCAGCTAACTGCGATTGGAAACCGCGG
TGGCTTAGAGCTACATGGGGTTCCTCTACAGAACATGAAAACCGGGGGTCACCTCCTAAA
GGTAACCTCAAGGGCCAGTTCAGAAAGGGCACAGTCAGAACCCTTCCTCCTTCACAAGGA
GATTCTCAATCACTTGACATTCCAAACACTGCTGATTCTTTGGGAGGGCTGTCCTTTGAG
CCAGGGTTGGTCAGAACCTGTAATAATCCTGTTTGTCCTCCAAATCACGTAGTGTCCCTA
ACGAACAATCTCATTGGTAGGCGGGTTCCCACAGATCTTCAGATCTAA

>Hs-GJA10-NM_032602 (Cx62)
ATGGGGGACTGGAACTTATTGGGTGGCATCCTAGAGGAAGTTCACTCCCACTCAACCATA
GTGGGGAAAATCTGGCTGACCATCCTCTTCATCTTCCGAATGCTGGTACTTCGTGTGGCT
GCTGAGGATGTCTGGGATGATGAACAGTCAGCATTTGCCTGCAACACCCGGCAGCCAGGT
TGCAACAATATCTGTTATGATGATGCATTCCCTATCTCTTTGATCAGGTTCTGGGTTTTA
CAGATCATCTTTGTGTCTTCTCCTTCTTTGGTCTATATGGGCCATGCACTTTATAGGCTC
AGGGCCTTTGAGAAAGACAGGCAGAGGAAAAAGTCACACCTTAGAGCCCAGATGGAGAAT
CCAGATCTTGACTTGGAGGAGCAGCAAAGAATAGATAGGGAACTGAGGAGGTTAGAGGAG
CAGAAGAGGATCCATAAAGTCCCTCTGAAAGGATGTCTGCTGCGTACTTATGTCTTACAC
ATCTTGACCAGATCTGTGCTGGAAGTAGGATTCATGATAGGCCAATATATTCTCTATGGG
TTTCAAATGCACCCCCTTTACAAATGCACTCAACCTCCTTGCCCCAATGCGGTGGATTGC
TTTGTATCCAGGCCCACTGAGAAGACAATTTTCATGCTTTTTATGCACAGCATTGCAGCC
ATTTCCTTGTTACTCAATATACTGGAAATATTTCATCTAGGCATCAGAAAAATTATGAGG
ACACTTTATAAGAAATCCAGCAGTGAGGGCATTGAGGATGAAACAGGCCCTCCATTCCAT
TTGAAGAAATATTCTGTGGCCCAGCAGTGTATGATTTGCTCTTCATTGCCTGAAAGAATC
TCTCCACTTCAAGCTAACAATCAACAGCAAGTCATTCGAGTTAATGTGCCAAAGTCTAAA
ACCATGTGGCAAATCCCACAGCCAAGGCAACTTGAAGTAGACCCTTCCAATGGGAAAAAG
GACTGGTCTGAGAAGGATCAGCATAGCGGACAGCTCCATGTTCACAGCCCGTGTCCCTGG
GCTGGCAGTGCTGGAAATCAGCACCTGGGACAGCAATCAGACCATTCCTCATTTGGCCTG
CAGAATACAATGTCTCAGTCCTGGCTAGGTACAACTACGGCTCCTAGAAACTGTCCATCC
TTTGCAGTAGGAACCTGGGAGCAGTCCCAGGACCCAGAACCCTCAGGTGAGCCTCTCACA
GATCTTCATAGTCACTGCAGAGACAGTGAAGGCAGCATGAGAGAGAGTGGGGTCTGGATA
GACAGATCTCGCCCAGGCAGTCGCAAGGCCAGCTTTCTGTCCAGATTGTTGTCTGAAAAG
CGACATCTGCACAGTGACTCAGGAAGCTCTGGTTCTCGGAATAGCTCCTGCTTGGATTTT
CCTCACTGGGAAAACAGCCCCTCACCTCTGCCTTCAGTCACTGGGCACAGAACATCAATG
GTAAGACAGGCAGCCCTACCGATCATGGAACTATCACAAGAGCTGTTCCATTCTGGATGC
TTTCTTTTTCCTTTCTTTCTTCCTGGGGTGTGTATGTATGTTTGTGTTGACAGAGAGGCA
GATGGAGGGGGAGATTATTTATGGAGAGATAAAATTATTCATTCGATACATTCAGTTAAA
TTCAATTCATAA

>Hs-GJB1-NM_001097642 (Cx32)
ATGAACTGGACAGGTTTGTACACCTTGCTCAGTGGCGTGAACCGGCATTCTACTGCCATT
GGCCGAGTATGGCTCTCGGTCATCTTCATCTTCAGAATCATGGTGCTGGTGGTGGCTGCA
GAGAGTGTGTGGGGTGATGAGAAATCTTCCTTCATCTGCAACACACTCCAGCCTGGCTGC
AACAGCGTTTGCTATGACCAATTCTTCCCCATCTCCCATGTGCGGCTGTGGTCCCTGCAG
CTCATCCTAGTTTCCACCCCAGCTCTCCTCGTGGCCATGCACGTGGCTCACCAGCAACAC
ATAGAGAAGAAAATGCTACGGCTTGAGGGCCATGGGGACCCCCTACACCTGGAGGAGGTG
AAGAGGCACAAGGTCCACATCTCAGGGACACTGTGGTGGACCTATGTCATCAGCGTGGTG
TTCCGGCTGTTGTTTGAGGCCGTCTTCATGTATGTCTTTTATCTGCTCTACCCTGGCTAT
GCCATGGTGCGGCTGGTCAAGTGCGACGTCTACCCCTGCCCCAACACAGTGGACTGCTTC
GTGTCCCGCCCCACCGAGAAAACCGTCTTCACCGTCTTCATGCTAGCTGCCTCTGGCATC
TGCATCATCCTCAATGTGGCCGAGGTGGTGTACCTCATCATCCGGGCCTGTGCCCGCCGA
GCCCAGCGCCGCTCCAATCCACCTTCCCGCAAGGGCTCGGGCTTCGGCCACCGCCTCTCA
CCTGAATACAAGCAGAATGAGATCAACAAGCTGCTGAGTGAGCAGGATGGCTCCCTGAAA
GACATACTGCGCCGCAGCCCTGGCACCGGGGCTGGGCTGGCTGAAAAGAGCGACCGCTGC
TCGGCCTGCTGA

>Hs-GJB2-NM_004004 (Cx26)
ATGGATTGGGGCACGCTGCAGACGATCCTGGGGGGTGTGAACAAACACTCCACCAGCATT
GGAAAGATCTGGCTCACCGTCCTCTTCATTTTTCGCATTATGATCCTCGTTGTGGCTGCA
AAGGAGGTGTGGGGAGATGAGCAGGCCGACTTTGTCTGCAACACCCTGCAGCCAGGCTGC
AAGAACGTGTGCTACGATCACTACTTCCCCATCTCCCACATCCGGCTATGGGCCCTGCAG
CTGATCTTCGTGTCCACGCCAGCGCTCCTAGTGGCCATGCACGTGGCCTACCGGAGACAT
GAGAAGAAGAGGAAGTTCATCAAGGGGGAGATAAAGAGTGAATTTAAGGACATCGAGGAG
ATCAAAACCCAGAAGGTCCGCATCGAAGGCTCCCTGTGGTGGACCTACACAAGCAGCATC
TTCTTCCGGGTCATCTTCGAAGCCGCCTTCATGTACGTCTTCTATGTCATGTACGACGGC
TTCTCCATGCAGCGGCTGGTGAAGTGCAACGCCTGGCCTTGTCCCAACACTGTGGACTGC
TTTGTGTCCCGGCCCACGGAGAAGACTGTCTTCACAGTGTTCATGATTGCAGTGTCTGGA
ATTTGCATCCTGCTGAATGTCACTGAATTGTGTTATTTGCTAATTAGATATTGTTCTGGG
AAGTCAAAAAAGCCAGTTTAA

>Hs-GJB3-NM_024009 (Cx31)
ATGGACTGGAAGACACTCCAGGCCCTACTGAGCGGTGTGAACAAGTACTCCACAGCGTTC
GGGCGCATCTGGCTGTCCGTGGTGTTCGTCTTCCGGGTGCTGGTATACGTGGTGGCTGCA
GAGCGCGTGTGGGGGGATGAGCAGAAGGACTTTGACTGCAACACCAAGCAGCCCGGCTGC
ACCAACGTCTGCTACGACAACTACTTCCCCATCTCCAACATCCGCCTCTGGGCCCTGCAG
CTCATCTTCGTCACATGCCCCTCGCTGCTGGTCATCCTGCACGTGGCCTACCGTGAGGAG
CGGGAGCGCCGGCACCGCCAGAAACACGGGGACCAGTGCGCCAAGCTGTACGACAACGCA
GGCAAGAAGCACGGAGGCCTGTGGTGGACCTACCTGTTCAGCCTCATCTTCAAGCTCATC
ATTGAGTTCCTCTTCCTCTACCTGCTGCACACTCTCTGGCATGGCTTCAATATGCCGCGC
CTGGTGCAGTGTGCCAACGTGGCCCCCTGCCCCAACATCGTGGACTGCTACATTGCCCGA
CCTACCGAGAAGAAAATCTTCACCTACTTCATGGTGGGCGCCTCCGCCGTCTGCATCGTA
CTCACCATCTGTGAGCTCTGCTACCTCATCTGCCACAGGGTCCTGCGAGGCCTGCACAAG
GACAAGCCTCGAGGGGGTTGCAGCCCCTCGTCCTCCGCCAGCCGAGCTTCCACCTGCCGC
TGCCACCACAAGCTGGTGGAGGCTGGGGAGGTGGATCCAGACCCAGGCAATAACAAGCTG
CAGGCTTCAGCACCCAACCTGACCCCCATCTGA

>Hs-GJB4-NM_153212 (Cx30.3)
ATGAACTGGGCATTTCTGCAGGGCCTGCTGAGTGGCGTGAACAAGTACTCCACAGTGCTG
AGCCGCATCTGGCTGTCTGTGGTGTTCATCTTTCGTGTGCTGGTGTACGTGGTGGCAGCG
GAGGAGGTGTGGGACGATGAGCAGAAGGACTTTGTCTGCAACACCAAGCAGCCCGGCTGC
CCCAACGTCTGCTATGACGAGTTCTTCCCCGTGTCCCACGTGCGCCTCTGGGCCCTACAG
CTCATCCTGGTCACGTGCCCCTCACTGCTCGTGGTCATGCACGTGGCCTACCGCGAGGAA
CGCGAGCGCAAGCACCACCTGAAACACGGGCCCAATGCCCCGTCCCTGTACGACAACCTG
AGCAAGAAGCGGGGCGGACTGTGGTGGACGTACTTGCTGAGCCTCATCTTCAAGGCCGCC
GTGGATGCTGGCTTCCTCTATATCTTCCACCGCCTCTACAAGGATTATGACATGCCCCGC
GTGGTGGCCTGCTCCGTGGAGCCTTGCCCCCACACTGTGGACTGTTACATCTCCCGGCCC
ACGGAGAAGAAGGTCTTCACCTACTTCATGGTGACCACAGCTGCCATCTGCATCCTGCTC
AACCTCAGTGAAGTCTTCTACCTGGTGGGCAAGAGGTGCATGGAGATCTTCGGCCCCAGG
CACCGGCGGCCTCGGTGCCGGGAATGCCTACCCGATACGTGCCCACCATATGTCCTCTCC
CAGGGAGGGCACCCTGAGGATGGGAACTCTGTCCTAATGAAGGCTGGGTCGGCCCCAGTG
GATGCAGGTGGGTATCCATAA

>Hs-GJB5-NM_005268 (Cx31.1)
ATGAACTGGAGTATCTTTGAGGGACTCCTGAGTGGGGTCAACAAGTACTCCACAGCCTTT
GGGCGCATCTGGCTGTCTCTGGTCTTCATCTTCCGCGTGCTGGTGTACCTGGTGACGGCC
GAGCGTGTGTGGAGTGATGACCACAAGGACTTCGACTGCAATACTCGCCAGCCCGGCTGC
TCCAACGTCTGCTTTGATGAGTTCTTCCCTGTGTCCCATGTGCGCCTCTGGGCCCTGCAG
CTTATCCTGGTGACATGCCCCTCACTGCTCGTGGTCATGCACGTGGCCTACCGGGAGGTT
CAGGAGAAGAGGCACCGAGAAGCCCATGGGGAGAACAGTGGGCGCCTCTACCTGAACCCC
GGCAAGAAGCGGGGTGGGCTCTGGTGGACATATGTCTGCAGCCTAGTGTTCAAGGCGAGC
GTGGACATCGCCTTTCTCTATGTGTTCCACTCATTCTACCCCAAATATATCCTCCCTCCT
GTGGTCAAGTGCCACGCAGATCCATGTCCCAATATAGTGGACTGCTTCATCTCCAAGCCC
TCAGAGAAGAACATTTTCACCCTCTTCATGGTGGCCACAGCTGCCATCTGCATCCTGCTC
AACCTCGTGGAGCTCATCTACCTGGTGAGCAAGAGATGCCACGAGTGCCTGGCAGCAAGG
AAAGCTCAAGCCATGTGCACAGGTCATCACCCCCACGGTACCACCTCTTCCTGCAAACAA
GACGACCTCCTTTCGGGTGACCTCATCTTTCTGGGCTCAGACAGTCATCCTCCTCTCTTA
CCAGACCGCCCCCGAGACCATGTGAAGAAAACCATCTTGTGA

>Hs-GJB6-NM_001110219 (Cx30)
ATGGATTGGGGGACGCTGCACACTTTCATCGGGGGTGTCAACAAACACTCCACCAGCATC
GGGAAGGTGTGGATCACAGTCATCTTTATTTTCCGAGTCATGATCCTCGTGGTGGCTGCC
CAGGAAGTGTGGGGTGACGAGCAAGAGGACTTCGTCTGCAACACACTGCAACCGGGATGC
AAAAATGTGTGCTATGACCACTTTTTCCCGGTGTCCCACATCCGGCTGTGGGCCCTCCAG
CTGATCTTCGTCTCCACCCCAGCGCTGCTGGTGGCCATGCATGTGGCCTACTACAGGCAC
GAAACCACTCGCAAGTTCAGGCGAGGAGAGAAGAGGAATGATTTCAAAGACATAGAGGAC
ATTAAAAAGCAGAAGGTTCGGATAGAGGGGTCGCTGTGGTGGACGTACACCAGCAGCATC
TTTTTCCGAATCATCTTTGAAGCAGCCTTTATGTATGTGTTTTACTTCCTTTACAATGGG
TACCACCTGCCCTGGGTGTTGAAATGTGGGATTGACCCCTGCCCCAACCTTGTTGACTGC
TTTATTTCTAGGCCAACAGAGAAGACCGTGTTTACCATTTTTATGATTTCTGCGTCTGTG
ATTTGCATGCTGCTTAACGTGGCAGAGTTGTGCTACCTGCTGCTGAAAGTGTGTTTTAGG
AGATCAAAGAGAGCACAGACGCAAAAAAATCACCCCAATCATGCCCTAAAGGAGAGTAAG
CAGAATGAAATGAATGAGCTGATTTCAGATAGTGGTCAAAATGCAATCACAGGTTTCCCA
AGCTAA

>Hs-GJB7-NM_198568 (Cx25)
ATGAGTTGGATGTTCCTCAGAGATCTCCTGAGTGGAGTAAATAAATACTCCACTGGGACT
GGATGGATTTGGCTGGCTGTCGTGTTTGTCTTCCGTTTGCTGGTCTACATGGTGGCAGCA
GAGCACGTGTGGAAAGATGAGCAGAAAGAGTTTGAGTGCAACAGTAGACAGCCCGGTTGC
AAAAATGTGTGTTTTGATGACTTCTTCCCCATTTCCCAAGTCAGACTTTGGGCCTTACAA
CTGATAATGGTCTCCACACCTTCACTTCTGGTGGTTTTACATGTAGCCTATCATGAGGGT
AGAGAGAAAAGGCACAGAAAGAAACTCTATGTCAGCCCAGGTACAATGGATGGGGGCCTA
TGGTACGCTTATCTTATCAGCCTCATTGTTAAAACTGGTTTTGAAATTGGCTTCCTTGTT
TTATTTTATAAGCTATATGATGGCTTTAGTGTTCCCTACCTTATAAAGTGTGATTTGAAG
CCTTGTCCCAACACTGTGGACTGCTTCATCTCCAAACCCACTGAGAAGACGATCTTCATC
CTCTTCTTGGTCATCACCTCATGCTTGTGTATTGTGTTGAATTTCATTGAACTGAGTTTT
TTGGTTCTCAAGTGCTTTATTAAGTGCTGTCTCCAAAAATATTTAAAAAAACCTCAAGTC
CTCAGTGTGTGA

>Hs-GJC1-NM_005497 (Cx45)
ATGAGTTGGAGCTTCCTGACTCGCCTGCTAGAGGAGATTCACAACCATTCCACATTTGTG
GGGAAGATCTGGCTCACTGTTCTGATTGTCTTCCGGATCGTCCTTACAGCTGTAGGAGGA
GAATCCATCTATTACGATGAGCAAAGCAAATTTGTGTGCAACACAGAACAGCCGGGCTGT
GAGAATGTCTGTTATGATGCGTTTGCACCTCTCTCCCATGTACGCTTCTGGGTGTTCCAG
ATCATCCTGGTGGCAACTCCCTCTGTGATGTACCTGGGCTATGCTATCCACAAGATTGCC
AAAATGGAGCACGGTGAAGCAGACAAGAAGGCAGCTCGGAGCAAGCCCTATGCAATGCGC
TGGAAACAACACCGGGCTCTGGAAGAAACGGAGGAGGACAACGAAGAGGATCCTATGATG
TATCCAGAGATGGAGTTAGAAAGTGATAAGGAAAATAAAGAGCAGAGCCAACCCAAACCT
AAGCATGATGGCCGACGACGGATTCGGGAAGATGGGCTCATGAAAATCTATGTGCTGCAG
TTGCTGGCAAGGACCGTGTTTGAGGTGGGTTTTCTGATAGGGCAGTATTTTCTGTATGGC
TTCCAAGTCCACCCGTTTTATGTGTGCAGCAGACTTCCTTGTCCTCATAAGATAGACTGC
TTTATTTCTAGACCCACTGAAAAGACCATCTTCCTTCTGATAATGTATGGTGTTACAGGC
CTTTGCCTCTTGCTTAACATTTGGGAGATGCTTCATTTAGGGTTTGGGACCATTCGAGAC
TCACTAAACAGTAAAAGGAGGGAACTTGAGGATCCGGGTGCTTATAATTATCCTTTCACT
TGGAATACACCATCTGCTCCCCCTGGCTATAACATTGCTGTCAAACCAGATCAAATCCAG
TACACCGAACTGTCCAATGCTAAGATCGCCTACAAGCAAAACAAGGCCAACACAGCCCAG
GAACAGCAGTATGGCAGCCATGAGGAGAACCTCCCAGCTGACCTGGAGGCTCTGCAGCGG
GAGATCAGGATGGCTCAGGAACGCTTGGATCTGGCAGTTCAGGCCTACAGTCACCAAAAC
AACCCTCATGGTCCCCGGGAGAAGAAGGCCAAAGTGGGGTCCAAAGCTGGGTCCAACAAA
AGCACTGCCAGTAGCAAATCAGGGGATGGGAAGACCTCCGTCTGGATTTAA

>Hs-GJC2-NM_020435 (Cx47)
ATGAGCTGGAGCTTCCTGACGCGGCTGCTGGAGGAGATCCACAACCACTCCACCTTCGTG
GGCAAGGTGTGGCTCACGGTGCTGGTGGTCTTCCGCATCGTGCTGACGGCTGTGGGCGGC
GAGGCCATCTACTCGGACGAGCAGGCCAAGTTCACTTGCAACACGCGGCAGCCAGGCTGC
GACAACGTCTGCTATGACGCCTTCGCGCCCCTGTCGCACGTGCGCTTCTGGGTCTTCCAG
ATTGTGGTCATCTCCACGCCCTCGGTCATGTACCTGGGCTACGCCGTGCACCGCCTGGCC
CGTGCGTCTGAGCAGGAGCGGCGCCGCGCCCTCCGCCGCCGCCCGGGGCCACGCCGCGCG
CCCCGAGCGCACCTGCCGCCCCCGCACGCCGGCTGGCCTGAGCCCGCCGACCTGGGCGAG
GAGGAGCCCATGCTGGGCCTGGGCGAGGAGGAGGAGGAGGAGGAGACGGGGGCAGCCGAG
GGCGCCGGCGAGGAAGCGGAGGAGGCAGGCGCGGAGGAGGCGTGCACTAAGGCGGTCGGC
GCTGACGGCAAGGCGGCAGGGACCCCGGGCCCGACCGGGCAACACGATGGGCGGAGGCGC
ATCCAGCGGGAGGGCCTGATGCGCGTGTACGTGGCCCAGCTGGTGGCCAGGGCAGCTTTC
GAGGTGGCCTTCCTGGTGGGCCAGTACCTGCTGTACGGCTTCGAGGTGCGACCGTTCTTT
CCCTGCAGCCGCCAGCCCTGCCCGCACGTGGTGGACTGCTTCGTGTCGCGCCCTACTGAA
AAGACGGTCTTCCTGCTGGTTATGTACGTGGTCAGCTGCCTGTGCCTGCTGCTCAACCTC
TGTGAGATGGCCCACCTGGGCTTGGGCAGCGCGCAGGACGCGGTGCGCGGCCGCCGCGGC
CCCCCGGCCTCCGCCCCCGCCCCCGCGCCGCGGCCCCCGCCCTGCGCCTTCCCTGCGGCG
GCCGCTGGCTTGGCCTGCCCGCCCGACTACAGCCTGGTGGTGCGGGCGGCCGAGCGCGCT
CGGGCGCATGACCAGAACCTGGCAAACCTGGCCCTGCAGGCGCTGCGCGACGGGGCAGCG
GCTGGGGACCGCGACCGGGACAGTTCGCCGTGCGTCGGCCTCCCTGCGGCCTCCCGGGGG
CCCCCCAGAGCAGGCGCCCCCGCGTCCCGGACGGGCAGTGCTACCTCTGCGGGCACTGTC
GGGGAGCAGGGCCGGCCCGGCACCCACGAGCGGCCAGGAGCCAAGCCCAGGGCTGGCTCC
GAGAAGGGCAGTGCCAGCAGCAGGGACGGGAAGACCACCGTGTGGATCTGA

>Hs-GJC3-NM_181538 (Cx31.3) Splice site
ATGTGTGGCAGGTTCCTGCGGCGGCTGCTGGCGGAGGAGAGCCGGCGCTCCACCCCCGTG
GGGCGCCTCTTGCTTCCCGTGCTCCTGGGATTCCGCCTTGTGCTGCTGGCTGCCAGTGGG
CCTGGAGTCTATGGTGATGAGCAGAGTGAATTCGTGTGTCACACCCAGCAGCCGGGCTGC
AAGGCTGCCTGCTTCGATGCCTTCCACCCCCTCTCCCCGCTGCGTTTCTGGGTCTTCCAG
GTCATCTTGGTGGCTGTACCCAGCGCCCTCTATATGGGTTTCACTCTGTATCACGTGATC
TGGCACTGGGAATTATCAGGAAAGGGGAAGGAGGAGGAGACCCTGATCCAGGGACGGGAG
GGCAACACAGATGTCCCAGGGGCTGGAAGCCTCAGGCTGCTCTGGGCTTATGTGGCTCAG
CTGGGGGCTCGGCTTGTCCTGGAGGGGGCAGCCCTGGGGTTGCAGTACCACCTGTATGGG
TTCCAGATGCCCAGCTCCTTTGCATGTCGCCGAGAACCTTGCCTTGGTAGTATAACCTGC
AATCTGTCCCGCCCCTCTGAGAAGACCATTTTCCTAAAGACCATGTTTGGAGTCAGCGGT
TTCTGTCTCTTGTTTACTTTTTTGGAGCTTGTGCTTCTGGGTTTGGGGAGATGGTGGAGG
ACCTGGAAGCACAAATCTTCCTCTTCTAAATACTTCCTAACTTCAGAGAGCACCAGAAGA
CACAAGAAAGCAACCGATAGCCTCCCAGTGGTGGAAACCAAAGAGCAATTTCAAGAAGCA
GTTCCAGGAAGAAGCTTAGCCCAGGAAAAACAAAGACCAGTTGGACCCAGAGATGCCTGA

>Hs-GJD2-NM_020660 (Cx36) Splice site
ATGGGGGAATGGACCATCTTGGAGAGGCTGCTAGAAGCCGCGGTGCAGCAGCACTCCACT
ATGATCGGGAGGATCCTGTTGACTGTGGTGGTGATCTTCCGGATCCTCATTGTGGCCATT
GTGGGGGAGACGGTGTACGATGATGAGCAGACCATGTTTGTGTGCAACACCCTGCAGCCC
GGCTGTAACCAGGCCTGCTATGACCGCGCCTTCCCCATCTCCCACATACGTTACTGGGTC
TTCCAGATCATAATGGTGTGTACCCCCAGTCTTTGCTTCATCACCTACTCTGTGCACCAG
TCCGCCAAGCAGCGAGAACGCCGCTACTCTACAGTCTTCCTAGCCCTGGACAGAGACCCC
CCTGAGTCCATAGGAGGTCCTGGAGGAACTGGGGGTGGGGGCAGTGGTGGGGGCAAACGA
GAAGATAAGAAGTTGCAAAATGCTATTGTGAATGGGGTGCTGCAGAACACAGAGAACACC
AGTAAGGAGACAGAGCCAGATTGTTTAGAGGTTAAGGAGCTGACTCCACACCCATCAGGT
CTACGCACTGCATCAAAATCCAAGCTCAGAAGGCAGGAAGGCATCTCCCGCTTCTACATT
ATCCAAGTGGTGTTCCGAAATGCCCTGGAAATTGGGTTCCTGGTTGGCCAATATTTTCTC
TATGGCTTTAGTGTCCCAGGGTTGTATGAGTGTAACCGCTACCCCTGCATCAAGGAGGTG
GAATGTTATGTGTCCCGGCCAACTGAGAAGACTGTCTTTCTAGTGTTCATGTTTGCTGTA
AGTGGCATCTGTGTTGTGCTCAACCTGGCTGAACTCAACCACCTGGGATGGCGCAAGATC
AAGCTGGCTGTGCGAGGGGCTCAGGCCAAGAGAAAGTCAATCTATGAGATTCGTAACAAG
GACCTGCCAAGGGTCAGTGTTCCCAATTTTGGCAGGACTCAGTCCAGTGACTCTGCCTAT
GTGTGA

>Hs-GJD3-NM_152219 (Cx31.9)
ATGGGGGAGTGGGCGTTCCTGGGCTCGCTGCTGGACGCCGTGCAGCTGCAGTCGCCGCTC
GTGGGCCGCCTCTGGCTGGTGGTCATGCTGATCTTCCGCATCCTGGTGCTGGCCACGGTG
GGCGGCGCCGTGTTCGAGGACGAGCAAGAGGAGTTCGTGTGCAACACGCTGCAGCCGGGC
TGTCGCCAGACCTGCTACGACCGCGCCTTCCCGGTCTCCCACTACCGCTTCTGGCTCTTC
CACATCCTGCTGCTCTCGGCGCCCCCGGTGCTGTTCGTCGTCTACTCCATGCACCGGGCA
GGCAAGGAGGCGGGCGGCGCTGAGGCGGCGGCGCAGTGCGCCCCCGGACTGCCCGAGGCC
CAGTGCGCGCCGTGCGCCCTGCGCGCCCGCCGCGCGCGCCGCTGCTACCTGCTGAGCGTG
GCGCTGCGCCTGCTGGCCGAGCTGACCTTCCTGGGCGGCCAGGCGCTGCTCTACGGCTTC
CGCGTGGCCCCGCACTTCGCGTGCGCCGGTCCGCCCTGCCCGCACACGGTCGACTGCTTC
GTGAGCCGGCCCACCGAGAAGACCGTCTTCGTGCTCTTCTATTTCGCGGTGGGGCTGCTG
TCGGCGCTGCTCAGCGTAGCCGAGCTGGGCCACCTGCTCTGGAAGGGCCGCCCGCGCGCC
GGGGAGCGTGACAACCGCTGCAACCGTGCACACGAAGAGGCGCAGAAGCTGCTCCCGCCG
CCGCCGCCGCCACCTCCGCCACCGGCCCTGCCCTCCCGGCGCCCCGGCCCCGAGCCGTGC
GCCCCGCCGGCCTATGCGCACCCGGCGCCGGCCAGCCTCCGCGAGTGCGGCAGCGGCCGC
GGCAAGGCGTCACCGGCCACCGGCCGCCGAGATCTGGCCATCTAG

>Hs-GJD4-NM_153368 (Cx40.1) Splice site
ATGGAAGGCGTGGACTTGCTAGGGTTTCTCATCATCACATTAAACTGCAACGTGACCATG
GTGGGAAAGCTCTGGTTCGTCCTCACGATGCTGCTGCGGATGCTGGTGATTGTCTTGGCG
GGGCGACCCGTCTACCAGGACGAGCAGGAGAGGTTTGTCTGCAACACGCTGCAGCCGGGA
TGCGCCAATGTTTGCTACGACGTCTTCTCCCCCGTGTCTCACCTGCGGTTCTGGCTGATC
CAGGGCGTGTGCGTCCTCCTCCCCTCCGCCGTCTTCAGCGTCTATGTCCTGCACCGAGGA
GCCACGCTCGCCGCGCTGGGCCCCCGCCGCTGCCCCGACCCCCGGGAGCCGGCCTCCGGG
CAGAGACGCTGCCCGCGGCCATTCGGGGAGCGCGGCGGCCTCCAGGTGCCCGACTTTTCG
GCCGGCTACATCATCCACCTCCTCCTCCGGACCCTGCTGGAGGCAGCCTTCGGGGCCTTG
CACTACTTTCTCTTTGGATTCCTGGCCCCGAAGAAGTTCCCTTGCACGCGCCCTCCGTGC
ACGGGCGTGGTGGACTGCTACGTGTCGCGGCCCACAGAGAAGTCCCTGCTGATGCTGTTC
CTCTGGGCGGTCAGCGCGCTGTCTTTTCTGCTGGGCCTCGCCGACCTGGTCTGCAGCCTG
CGGCGGCGGATGCGCAGGAGGCCGGGACCCCCCACAAGCCCCTCCATCCGGAAGCAGAGC
GGAGCCTCAGGCCACGCGGAGGGACGCCGGACTGACGAGGAGGGTGGGCGGGAGGAAGAG
GGGGCACCGGCGCCCCCGGGTGCACGCGCCGGAGGGGAGGGGGCTGGCAGCCCCAGGCGT
ACATCCAGGGTGTCAGGGCACACGAAGATTCCGGATGAGGATGAGAGTGAGGTGACATCC
TCCGCCAGCGAAAAGCTGGGCAGACAGCCCCGGGGCAGGCCCCACCGAGAGGCCGCCCAG
GACCCCAGGGGCTCAGGATCCGAGGAGCAGCCCTCAGCAGCCCCCAGCCGCCTGGCCGCG
CCCCCTTCCTGCAGCAGCCTGCAGCCCCCTGACCCGCCTGCCAGCTCCAGTGGTGCTCCC
CACCTGAGAGCCAGGAAGTCTGAGTGGGTGTGA

>Hs-GJE1-NM_001358410 (Cx23) Splice sites
ATGTCTCTAAATTACATCAAAAACTTCTATGAAGGATGTGTTAAACCTCCAACTGTGATT
GGTCAATTCCACACCCTTTTCTTTGGATCGATCCGAATATTCTTCCTCGGGGTGCTAGGC
TTTGCAGTTTATGGGAATGAGGCCTTGCACTTCATTTGCGATCCAGACAAAAGAGAAGTA
AACCTCTTCTGTTACAATCAGTTCAGGCCAATCACTCCACAAGTAAGTTTTTCTGCATTA
CAACTAGTTATTGTCCTGGTTCCTGGAGCTCTTTTCCACCTTTATGCTGCATGTAAAAGC
ATCAATCAAGAATGCATTCTTCAAAAGCCTATCTACACTATAATTTATATACTCTCTGTT
TTATTAAGAATTAGTCTAGCGGCAATAGCATTCTGGCTTCAGATTTACCTCTTTGGTTTC
CAAGTAAAATCTCTTTACCTGTGTGATGCTAGATCTCTTGGGGAAAACATGATTATAAGA
TGCATGGTTCCAGAACACTTTGAAAAAACCATTTTTCTCATTGCAATAAATACATTTACA
ACAATTACAATTTTATTATTTGTTGCTGAGATTTTTGAGATCATATTTAGAAGATTATAC
TTTCCATTCAGACAATGA 



[bookmark: _Toc57285198][bookmark: _Toc62483423]Supplementary Figure S2. Cattle (Bos taurus) GJA9.
The sequence was obtained from GenBank.

>Bt-GJA9-XM_010803798
ATGGGGGACTGGAATTTCCTTGGAGGCATTCTGGAGGAGGTTCACATCCACTCCACGGTG
ATTGGAAAGATGTGGCTCACCATCCTGTTCATATTTCGAATGCTTGTTCTGGGTGTAGCA
GCTGAAGATGTCTGGAATGATGAGCAGTCTGGCTTCATCTGTAATACAGAACAACCCGGC
TGCAGAAATGTATGCTATGATCGGGCCTTCCCTATCTCCCTCATTAGATACTGGGTTTTG
CAGGTGATCTTTGTGTCTTCACCATCCCTGGTCTACATGGGCCATGCTTTGTACCGACTG
AGAGTTCTGGAGAAGCAGAGGCAGATGAAGAAGGAGCAACTGAGAGGTGAACTGGAGGAG
GCAGAGCTTGAAACGCCTGGGGATCGGAGGCGACTGGAGGAAGAACTGTGTCAGCTGGAG
CAAAGGAAAGTAAATAAAGTTCCACTCAGAGGAACCTTGCTTTGCACTTATGTGATACAC
ATTTTCACTCGCTCTGTGGTTGAAGTTGGGTTCATGATTGGACAGTATCTTTTATATGGA
TTTCACTTAGAGCCTCTATTTAAATGCCACGGCCACCCATGTCCAAATACAATTGATTGT
TTTGTCTCTAGACCCACAGAAAAGACAATATTCCTATTATTCATGCAATCCATAGCAACT
GTTTCACTTTTCTTAAATGTTTTAGAAATTTTCCATCTAGGTTTTAAAAAGATTAAAAGA
GGGCTTTGGGGACAATATAAATTGAAGGATGAACATAATGAATTTTGTACCAAGTCAAAA
CAAAACCTTGCCAAATATCAAAACACATCTGCAAACTCACTGAAACGACTCTCTTCTGTA
CCTGATTATAGTCTGTTAGTGGACAAGCAAACACACACAGCAGGGTATCCTAGTTTAAAT
CCCTCTGCATTTCAGACAGACCCTGATAACCATATTGGAAATGATGACAAAGGCATTTTG
GATGAACAGGAAACTCTACTTTCTGAGATGTGCACATTTAGTACGGCCTGTGGTCATCTT
CAAAATATCAGCTCAAGTAATAAAGAAGACACTCATAAACTATCTGGAAAAGAAGTTAAT
GGTAACCAGTTGAGGGGAAAAAGAGAAACTGATGGCAAAGACAGCAAAAGAAATCACTAC
TTTAAAGGTCACTGTTCCAGTCCAGGTGATGCTATAGAGCTTAACAACCACGTGGGACAG
TCACCCCAAACAGCTTTCTCTCTGCCAGCTAACTGCACCTGGAAACCGAAGTGGCCTCGG
GCTACCCGGGGTCCCTCTGCAGAAAGTGAAAACCAGGCATTACCTCCTAAAGGTTACCTC
AAGGGCCAGCTCAGGGAGAGCACAACCAGAATCCTTCCTCCTTCACAGGGAGACTTTCAA
CCACTTGACATTCCAGACACTCCTGATTCTTCGGGAGGGCTGTCCTTTGAATCCAAGTTG
GTCAGAACCTGCAGTAACCCTACTGCTTGTACTCCAACTCATTTGGTGTCACTGACAAAC
AACCTCATTGGAAGGCGGGCTCCCACAGACCTTCAGATCTGA




[bookmark: _Toc62483424]Supplemenatry Figure S3. Mouse (Mus musculus) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry.

>Mm-gja1-NM_010288
ATGGGTGACTGGAGCGCCTTGGGGAAGCTGCTGGACAAGGTCCAAGCCTACTCCACGGCC
GGAGGGAAGGTGTGGCTGTCGGTGCTCTTCATTTTCAGAATCCTGCTCCTGGGGACAGCG
GTTGAGTCAGCTTGGGGTGATGAACAGTCTGCCTTTCGCTGTAACACTCAACAACCCGGT
TGTGAAAATGTCTGCTATGACAAGTCCTTCCCCATCTCTCACGTGCGCTTCTGGGTCCTT
CAGATCATATTCGTGTCTGTGCCCACACTCCTGTACTTGGCTCACGTGTTCTATGTGATG
AGAAAGGAAGAGAAGCTGAACAAGAAAGAAGAGGAGCTCAAAGTGGCGCAGACCGACGGG
GTCAACGTGGAGATGCACCTGAAGCAGATTGAAATCAAGAAGTTCAAGTATGGGATTGAA
GAACACGGCAAGGTGAAGATGAGAGGTGGCCTGCTGAGAACCTACATCATCAGCATCCTC
TTCAAGTCTGTCTTCGAGGTGGCCTTCCTGCTGATCCAGTGGTACATCTATGGGTTCAGC
CTGAGTGCGGTCTACACCTGCAAGAGAGATCCCTGCCCCCACCAGGTGGACTGCTTCCTC
TCACGTCCCACGGAGAAAACCATCTTCATCATCTTCATGCTGGTGGTGTCCTTGGTGTCT
CTCGCTCTGAATATCATTGAGCTCTTCTATGTCTTCTTCAAGGGCGTTAAGGATCGCGTG
AAGGGAAGAAGCGATCCTTACCACGCCACCACCGGCCCACTGAGCCCATCCAAAGACTGC
GGATCTCCAAAATATGCTTACTTCAATGGCTGCTCCTCACCAACGGCCCCACTCTCACCT
ATGTCTCCTCCTGGGTACAAGCTGGTCACTGGTGACAGAAACAATTCCTCCTGCCGCAAT
TACAACAAGCAAGCCAGCGAGCAAAACTGGGCGAATTACAGCGCAGAGCAAAATCGAATG
GGGCAGGCCGGAAGCACCATCTCCAACTCCCACGCCCAGCCGTTTGATTTCCCTGACGAC
AGCCAAAATGCCAAAAAAGTTGCTGCTGGACACGAACTCCAGCCCTTAGCTATCGTGGAT
CAGCGACCTTCCAGCAGAGCCAGCAGCCGCGCCAGCAGCAGACCTCGGCCTGATGACCTG
GAGATTTAA

>Mm-gja3-NM_016975
ATGGGCGACTGGAGCTTCCTGGGGCGGCTGCTGGAGAACGCACAGGAGCACTCTACAGTC
ATCGGCAAAGTGTGGCTGACCGTGCTGTTCATCTTCCGCATTCTGGTGTTAGGGGCGGCA
GCCGAGGAGGTGTGGGGCGACGAGCAATCGGACTTCACCTGCAACACACAGCAGCCAGGC
TGTGAGAACGTCTGCTACGACCGCGCTTTCCCCATTTCGCACATCCGCTTCTGGGCGCTG
CAAATCATCTTCGTGTCTACGCCCACCCTCATCTATCTGGGCCACGTGCTACACATCGTG
CGCATGGAGGAGAAGAAGAAAGAGCGGGAGGAAGAGCTGCTGAGGAGAGACAACCCTCAG
CACGGCCGTGGTCGCGAGCCAATGCGTACAGGGAGCCCGCGGGACCCTCCACTACGCGAT
GACCGTGGCAAGGTGCGCATCGCAGGTGCGCTGCTGCGGACCTACGTCTTCAACATCATC
TTCAAGACACTCTTCGAAGTGGGGTTCATCGCGGGCCAGTACTTTCTATACGGCTTCCAG
CTGCAGCCACTTTACCGCTGCGACCGCTGGCCCTGCCCCAACACTGTGGACTGTTTCATC
TCCAGGCCCACAGAGAAGACCATCTTTGTCATCTTCATGCTGGCTGTGGCCTGTGCGTCA
CTGGTACTCAACATGCTGGAGATTTACCACCTGGGCTGGAAGAAGCTCAAGCAGGGAGTT
ACTAACCACTTCAACCCAGATGCCTCAGAAGCCAGGCACAAGCCCTTGGACCCCCTACCC
ACGGCCACCAGCTCTGGCCCGCCCAGCGTCTCCATCGGGTTCCCACCTTATTACACACAC
CCTGCCTGTCCCACAGTACAGGCAAAGGCCATAGGGTTTCCTGGGGCCCCACTATCACCA
GCAGACTTCACAGTGGTGACTCTAAACGATGCTCAAGGCAGAAACCACCCAGTCAAACAC
TGCAATGGCCACCACCTGACGACAGAGCAGAACTGGACCAGGCAAGTGGCAGAGCAGCAG
ACTCCAGCCAGCAAGCCCTCTTCAGCAGCATCCAGCCCTGATGGCCGCAAGGGGCTCATT
GACAGCAGTGGCAGCAGCTTACAGGAGAGTGCCTTGGTAGTGACGCCAGAGGAGGGGGAA
CAGGCTTTGGCCACCACAGTGGAGATGCACTCGCCACCGTTGGTCCTCCTGGACCCAGGA
AGGTCCAGCAAGTCCAGCAACGGACGTGCCAGACCAGGTGACTTGGCCATCTAG


>Mm-gja4-NM_008120
ATGGGCGACTGGGGCTTCCTGGAGAAGTTGCTAGACCAGGTCCAGGAACACTCGACCGTG
GTGGGCAAGATCTGGTTAACGGTGCTCTTCATCTTCCGCATCCTCATCCTGGGGCTGGCT
GGCGAGTCGGTGTGGGGCGACGAGCAGTCTGATTTTGAGTGTAACACAGCCCAGCCGGGC
TGCACCAACGTCTGCTATGACCAGGCCTTCCCCATCTCCCACATCCGATACTGGGTGCTG
CAGTTCCTCTTCGTCAGCACACCCACCCTGATCTACCTGGGCCACGTCATCTACCTGTCT
CGGCGGGAAGAGCGGTTGCGGCAGAAAGAGGGAGAGCTCCGGGCGCTGCCATCCAAGGAC
CTACATGTAGAGCGGGCACTGGCTGCCATCGAACATCAGATGGCCAAGATCTCGGTGGCA
GAGGACGGTCGTCTTCGGATTCGTGGGGCGCTCATGGGTACCTATGTGGTCAGCGTGCTG
TGTAAGAGTGTGCTGGAGGCAGGCTTCCTCTATGGCCAGTGGCGCCTCTATGGCTGGACC
ATGGAGCCGGTGTTTGTGTGCCAGCGTGCGCCCTGCCCCCACATCGTGGACTGCTATGTC
TCTCGACCCACTGAGAAGACTATCTTCATCATCTTCATGCTGGTGGTAGGAGTCATCTCC
CTGGTGCTCAACCTGCTGGAGCTGGTTCACCTGCTGTGTCGGTGTGTCAGCCGGGAGATA
AAGGCACGAAGGGACCACGACGCCCGCCCGGCCCAGGGCAGTGCCTCAGACCCTTACCCT
GAACAGGTTTTCTTCTACCTCCCCATGGGCGAGGGACCCTCTTCCCCACCGTGTCCCACC
TACAACGGGCTCTCATCCACTGAGCAGAACTGGGCCAACTTGACCACAGAGGAGAGACTG
ACCTCTTCCAGACCTCCCCCATTTGTAAACACAGCTCCCCAGGGTGGCCGAAAGTCCCCT
AGCCGCCCCAACAGCTCTGCATCCAAGAAGCAGTATGTGTAG

>Mm-gja5-NM_001271628
ATGGGTGACTGGAGCTTCCTGGGGGAGTTCCTGGAGGAGGTCCACAAGCACTCCACAGTC
ATCGGCAAGGTCTGGCTCACTGTCCTGTTCATTTTCCGCATGCTGGTCCTGGGCACCGCT
GCTGAGTCCTCCTGGGGAGATGAGCAGGCCGACTTCCGGTGCGATACCATTCAGCCTGGT
TGCCAAAATGTCTGCTATGACCAAGCCTTCCCCATCTCCCACATTCGTTATTGGGTACTG
CAGATCATCTTTGTGTCCACGCCTTCTCTAGTGTACATGGGCCATGCCATGCACACTGTG
CGCATGCAGGAAAAGCAGAAATTGCGGGATGCTGAGAAAGCTAAAGAGGCCCACCGCACT
GGTGCCTATGAGTACCCAGTAGCCGAAAAGGCCGAGCTGTCCTGCTGGAAAGAAGTAGAT
GGGAAGATTGTCCTCCAGGGCACCCTACTCAACACCTATGTCTGCACCATTCTGATCCGC
ACCACCATGGAGGTGGCCTTCATCGTAGGCCAGTACCTCCTCTATGGGATCTTCCTGGAT
ACCCTGCATGTCTGCCGCAGGAGTCCCTGTCCCCACCCAGTCAACTGTTATGTTTCGAGG
CCCACGGAGAAGAATGTCTTCATTGTCTTTATGATGGCTGTGGCTGGACTGTCTCTGTTT
CTCAGCCTGGCTGAACTCTACCACCTGGGCTGGAAGAAGATCCGACAGCGCTTTGGCAAG
TCACGGCAGGGTGTGGACAAGCACCAGCTGCCTGGCCCTCCCACCAGCCTCGTCCAGAGC
CTCACTCCTCCCCCTGACTTCAATCAGTGCCTAAAGAACAGCTCCGGAGAGAAATTCTTC
AGCGACTTCAGTAATAACATGGGCTCCCGGAAGAATCCAGACGCTCTGGCCACTGGGGAA
GTGCCAAACCAGGAGCAGATTCCAGGGGAAGGCTTCATCCACATGCACTATAGCCAGAAG
CCAGAGTACGCCAGTGGAGCCTCTGCGGGCCACCGCCTTCCTCAGGGCTACCATAGTGAC
AAACGGCGCCTTAGTAAGGCCAGCAGCAAAGCAAGGTCAGATGACCTGTCAGTGTGA

>Mm-gja6-NM_001001496 (corresponds to human gja6p/gja1pX/cx43pX)
ATGAGTGATTGGAGTGCCTTACACCAGCTCCTAGAAAAGGTTCAACCCTACTCCACAGCT
GGAGGAAAGGTATGGATCAAGGTTCTTTTCATTTTCCGCATCCTGCTCCTGGGCACTGCT
ATCGAGTCGGCTTGGAGTGACGAGCAGTTTGAGTTCCATTGCAACACTCAGCAGCCTGGT
TGTGAAAATGTCTGCTATGACCATGCCTTCCCAATCTCTCACGTGCGCCTCTGGGTCCTC
CAGGTCATTTTCGTATCTGTGCCTATTCTCTTATACCTGGCACATGTGTACTATGTGGTT
CGACAGAATAAGAAGTTGAACAAGCAAGAGGAAGAACTGGAAGCTGCTCATTTTAATGAG
GCCAGCGTGGAAAGGCACTTGGAGACAATTGCAGGAGAGCAGTTCAAGTGTGGCAGTGAA
GAACAGAGTAAGGTGAAAATGAGAGGCAGATTGCTGCTAACCTACATGGCCAGCATCTTC
TTCAAGTCTGTCTTCGAGATGGCCTTCCTCCTGATCCAGTGGTACATTTATGGATTTACT
CTGAGTGCCCTTTACATCTGTGAGCAGTCTCCTTGCCCACGTCGGGTGGACTGCTTCCTC
TCTCGCCCCACCGAGAAAACCATCTTCATCCTCTTCATGTTTGTGGTGTCAGTGGTGTCT
TTTGTCTTGGATATCATTGAGCTGTTCTATGTCTTATTTAAGGCTATTAAGAATCGTATG
AGAAAAGCGGAGGATGAGGTTTACTGTGATGAGCTACCATGCCCTTCCCATGTCTCTTCA
TCAACTGTTCTCACCACCATAGATTCTAGTGAGCAGGCGGTTCCAGTGGAACTTTCTTCA
GTTTGTATTTAA

>Mm-gja8-NM_008123
ATGGGCGACTGGAGTTTCCTGGGAAACATCTTGGAAGAGGTGAATGAGCACTCCACTGTC
ATCGGCAGAGTCTGGCTCACAGTGCTCTTCATCTTCCGCATCCTCATCCTCGGGACAGCA
GCGGAGTTTGTGTGGGGCGATGAGCAATCTGATTTTGTATGCAACACCCAGCAGCCAGGC
TGTGAGAATGTCTGCTACGATGAGGCCTTTCCCATCTCACACATCCGCCTCTGGGTGCTG
CAGATCATCTTCGTCTCCACTCCATCGCTGATGTACGTGGGGCACGCGGTACACCACGTT
CGCATGGAGGAGAAGCGAAAGGACCGTGAAGCTGAGGAGCTCTGTCAGCAGTCGCGCAGC
AACGGGGGTGAGAGGGTACCAATCGCCCCAGACCAGGCCAGCATCCGGAAGAGCAGCAGC
AGTAGCAAAGGCACCAAGAAGTTCCGGCTGGAGGGCACACTGCTAAGGACCTATGTCTGC
CACATCATCTTCAAGACCCTCTTTGAGGTGGGCTTCATCGTGGGCCATTACTTCCTGTAT
GGTTTCCGCATCCTGCCCCTCTATCGCTGCAGCCGGTGGCCCTGCCCCAATGTGGTAGAC
TGCTTTGTATCCCGGCCTACTGAGAAGACCATCTTCATCCTCTTCATGTTATCAGTCGCT
TTTGTGTCACTCTTCCTCAACATCATGGAGATGAGCCACCTGGGCATGAAAGGAATCCGG
TCTGCCTTCAAGAGGCCTGTAGAGCAACCACTGGGGGAGATTGCTGAGAAGTCCCTCCAC
TCCATTGCAGTTTCCTCCATCCAGAAAGCCAAGGGCTACCAGCTTCTAGAAGAAGAGAAG
ATCGTATCACACTATTTCCCTTTGACAGAGGTTGGAATGGTGGAGACCAGCCCTCTTTCG
GCCAAGCCTTTTAGTCAGTTTGAGGAGAAGATCGGCACAGGACCCCTGGCAGATATGTCA
CGGAGTTACCAAGAAACCCTGCCTTCTTATGCTCAGGTGGGGGTCCAGGAAGTGGAGCGG
GAAGAGCCGCCTATAGAAGAGGCTGTGGAACCGGAAGTGGGAGAGAAGAAGCAAGAAGCA
GAGAAGGTGGCCCCAGAAGGGCAGGAGACAGTTGCAGTGCCAGACAGGGAGAGAGTAGAG
ACCCCTGGAGTGGGGAAGGAGGATGAGAAAGAAGAGCTGCAAGCTGAAAAGGTAACCAAG
CAAGGGCTGTCTGCTGAGAAGGCACCCTCACTCTGTCCGGAGCTGACAACCGATGACAAT
CGGCCCTTGAGCAGGCTGAGTAAAGCCAGCAGCAGGGCCAGGTCAGATGATCTCACCATA
TGA

>Mm-gja10-NM_010289
ATGGGAGATTGGAATTTACTGGGTGGCATCCTAGAGGAAGTCCACTCCCACTCCACTATA
GTGGGGAAGATCTGGCTGACCATCCTCTTCATCTTCCGAATGCTGGTACTTGGTGTCGCT
GCTGAGGACGTCTGGGATGATGAGCAGTCCGCCTTTGCCTGCAACACCCAGCAGCCCGGT
TGCAACAATATCTGTTACGATGATGCTTTCCCCATCTCTTTGATCAGATTCTGGGTTTTG
CAGATCATCTTTGTGTCTTCCCCTTCTTTGGTGTATATGGGCCATGCCCTTTATAGACTC
AGGGACTTTGAGAAGCAGAGGCAGAAGAAGAAGTTATACCTTAGAGCCCAGATGGAGAAT
CCAGAGCTCGACCTGGAGGAGCAACAAAGGGTAGATAAAGAGCTGAGGAGACTCGAGGAG
CAGAAGAGGATTCATAAAGTCCCTCTGAAAGGATGTCTGCTGCGCACCTATGTCTTACAC
ATCCTGACCAGATCAGTGCTAGAAGTAGGGTTCATGATAGGCCAATATATTCTCTATGGG
TTTCAAATGCACCCCATTTACAAGTGCACCCAAGCCCCCTGCCCCAATTCAGTGGACTGC
TTTGTTTCCAGGCCCACAGAGAAGACCATTTTCATGCTTTTCATGCACAGCATTGCAGCC
ATCTCCTTGTTACTCAATATCCTGGAAATATTTCATCTCGGCATCAGGAAAATCATGAGG
GCACTCGATGGCAAATCCAGCAGTGGGAACACTGAGAACGAAACAGGCCCTCCATTCCAT
TCAACAAACTACTCAGGGACCCAGCAGTGTATGATCTGTTCTTCTTTACCTGAAAGAATC
TCACTACTTCAAGCCAACAATAAACAGCAAGTCATCCGAGTCAATATACCACGGTCTAAA
AGCATGTGGCAAATTCCACACCCCAGGCAACTTGAGGTAGATGTATCCTGTGGCAAAAGA
GACTGGGCTGAGAAAATTGAGAGCTGTGCACAGCTCCACGTCCACAGCCCCTGCCCACAT
GACCGCAGTGCCAGAATTCAGCACCCTGGACAGCAACCGTGCCATTCTGTCTTTGGCCCC
AAGAATGCAATGTCTCAGTCTTGGTTCGGTACAATGACGGCTTCTCAACACCGTCCATCA
TCTGCGTTAGAAACCTGGGAGCGATCCCAGGGCCCAGAAGCTTCAGGGAGATCTCTCACA
GATCGCCAGAGTCACTTCCAAGGCAGTGACGGCAGTGCAAGAGAGAGTGGGGTTTGGACA
GACAGATTAGGCCCAGGAAGTCGCAAGGCCAGCTTTCTATCGAGGCTGATGTCAGAAAAG
GGACAACGGCATAGTGACTCAGGAAGCTCACGGTCTCTGAATAGTTCCTGCTTGGATTTT
TCACACGGAGAAAATAGCCCATCACCTCTGCCGTCTGCCACTGGGCACAGAGCATCGATG
GTAAGTAAAAGCAGCCATGTTGATTCACCTCCTCACTCTTCTTTCATCATACATGAGACA
TATGTATATGTGTATTAA

>Mm-gjb1-NM_008124
ATGAACTGGACAGGTCTATACACCTTGCTCAGTGGCGTGAATCGGCACTCTACAGCCATT
GGCCGAGTATGGCTGTCTGTCATCTTCATCTTCAGAATCATGGTGCTGGTGGTGGCTGCT
GAGAGCGTGTGGGGGGATGAGAAGTCCTCTTTCATCTGTAACACCCTCCAGCCGGGCTGC
AACAGCGTCTGCTATGACCATTTTTTCCCCATCTCCCACGTGCGCCTATGGTCCCTGCAG
CTTATCTTGGTTTCCACCCCAGCTCTCCTCGTGGCAATGCACGTAGCTCACCAACAGCAC
ATAGAAAAGAAAATGCTACGGCTTGAGGGGCATGGGGACCCCCTTCACCTGGAAGAGGTA
AAGAGACACAAGGTGCACATCTCAGGGACACTGTGGTGGACCTATGTCATCAGTGTGGTG
TTCCGGCTGCTGTTCGAGGCTGTCTTCATGTATGTCTTCTATCTGCTCTACCCCGGCTAT
GCCATGGTGCGGCTGGTCAAGTGTGAAGCCTTCCCCTGCCCCAACACAGTGGACTGCTTC
GTGTCCCGCCCCACCGAGAAAACCGTCTTCACTGTCTTTATGCTCGCAGCCTCCGGCATC
TGCATTATCCTCAACGTGGCGGAGGTGGTGTACCTCATCATCCGGGCCTGTGCCCGCCGT
GCTCAGCGCCGCTCCAATCCGCCCTCCCGCAAGGGCTCGGGCTTCGGCCACCGCCTCTCA
CCTGAATACAAGCAGAATGAGATCAACAAGCTGCTGAGCGAGCAGGATGGCTCTCTGAAA
GACATACTGCGCCGCAGCCCTGGCACAGGGGCCGGGCTCGCTGAAAAGAGCGACCGATGC
TCAGCCTGCTGA

>Mm-gjb2-NM_008125
ATGGATTGGGGCACACTCCAGAGCATCCTCGGGGGTGTCAACAAACACTCCACCAGCATT
GGAAAGATCTGGCTCACGGTCCTCTTCATCTTCCGCATCATGATCCTCGTGGTGGCTGCA
AAGGAGGTGTGGGGAGATGAGCAAGCCGATTTTGTCTGCAACACGCTCCAGCCTGGCTGC
AAGAATGTATGCTACGACCACCACTTCCCCATCTCTCACATCCGGCTCTGGGCTCTGCAG
CTGATCATGGTGTCCACGCCAGCCCTCCTGGTAGCTATGCATGTGGCCTACCGGAGACAT
GAAAAGAAACGGAAGTTCATGAAGGGAGAGATAAAGAACGAGTTTAAGGACATCGAAGAG
ATCAAAACCCAGAAGGTCCGTATCGAAGGGTCCCTGTGGTGGACCTACACCACCAGCATC
TTCTTCCGGGTCATCTTTGAAGCCGTCTTCATGTACGTCTTTTACATCATGTACAATGGC
TTCTTCATGCAACGTCTGGTGAAATGCAACGCTTGGCCCTGCCCCAATACAGTGGACTGC
TTCATTTCCAGGCCCACAGAAAAGACTGTCTTCACCGTGTTTATGATTTCTGTGTCTGGA
ATTTGCATTCTGCTAAATATCACAGAGCTGTGCTATTTGTTCGTTAGGTATTGCTCAGGA
AAGTCCAAAAGACCAGTCTAA

>Mm-gjb3-NM_001160012
ATGGACTGGAAGAAGCTCCAAGACCTATTGAGTGGCGTGAACCAGTACTCCACGGCATTT
GGGCGCATCTGGCTGTCAGTAGTGTTCGTCTTCCGGGTGCTGGTGTATGTGGTGGCTGCC
GAGCGTGTGTGGGGTGACGAGCAAAAAGACTTTGACTGTAACACCAGGCAACCCGGCTGT
ACCAACGTGTGCTATGACAACTTCTTCCCCATCTCCAACATCCGACTCTGGGCCCTGCAG
CTCATCTTCGTCACGTGTCCGTCTATGCTGGTCATCCTGCATGTAGCCTACCGCGAGGAG
CGGGAACGGAAGCATCGCCAGAAGCACGGGGAGCAATGCGCCAAACTGTACAGCCACCCG
GGCAAGAAGCATGGCGGCCTGTGGTGGACCTACTTGTTTAGCCTCATCTTCAAGCTCATC
ATCGAATTGGTCTTCCTGTACGTTCTCCACACGCTCTGGCATGGCTTCACCATGCCGCGT
CTGGTACAGTGCGCCAGCATAGTACCCTGCCCCAACACCGTGGATTGCTACATCGCTCGG
CCCACGGAGAAGAAGGTCTTTACCTACTTCATGGTAGGCGCTTCTGCCGTCTGCATTATT
CTCACCATCTGTGAGATCTGCTACCTCATCTTCCACAGGATCATGCGAGGCATAAGCAAG
GGCAAGTCCACAAAGAGCATCAGCTCCCCGAAGTCCTCCAGCCGGGCCTCCACCTGTCGC
TGTCACCACAAGCTGCTGGAGAGTGGCGATCCGGAAGCAGACCCAGCCAGTGAAAAGCTG
CAGGCTTCAGCGCCCAGCCTGACCCCCATTTGA

>Mm-gjb4-NM_008127
ATGAACTGGGGATTTCTCCAGGGAATCCTGAGTGGTGTGAACAAGTACTCCACGGCACTG
GGCCGCATCTGGCTGTCTGTGGTCTTCATCTTCCGGGTGCTGGTGTATGTGGTGGCGGCA
GAGGAGGTGTGGGACGACGATCAAAAGGATTTCATCTGCAATACCAAGCAGCCAGGCTGC
CCCAACGTCTGCTATGATGAGTTCTTCCCCGTGTCCCACGTGCGCCTCTGGGCCCTGCAG
CTCATCCTGGTCACCTGTCCTTCCCTGTTAGTGGTCATGCATGTGGCCTATCGTGAAGAG
CGAGAAAGGAAACATCGCCTCAAACATGGGCCCAATGCCCCAGCCCTGTACAGCAACCTG
AGCAAGAAGAGGGGTGGCCTGTGGTGGACATACCTGCTGAGTCTCATCTTCAAGGCTGCT
GTGGACTCTGGCTTTCTCTACATCTTCCATTGCATTTACAAGGACTATGACATGCCCCGA
GTGGTAGCTTGCTCTGTGACTCCCTGCCCCCACACTGTGGACTGTTACATCGCCCGACCC
ACAGAGAAGAAGGTCTTCACCTACTTCATGGTAGTCACGGCAGCCATTTGTATTCTACTC
AACCTCAGTGAGGTCGTCTACCTGGTGGGCAAGAGATGCATGGAGGTCTTCCGTCCCCGG
CGCCGGAAAGCTTCCAGGAGGCACCAACTGCCAGATACGTGCCCACCGTATGTGATCTCC
AAAGGAGGTCACCCTCAAGATGAGAGCGTGATCCTAACAAAGGCCGGGATGGCCACGGTG
GATGCAGGTGTGTATCCATGA

>Mm-gjb5-NM_010291
ATGAACTGGAGTGTTTTTGAGGGACTCCTGAGCGGAGTCAACAAGTACTCCACAGCCTTT
GGTCGCATCTGGCTGTCTCTGGTCTTCGTCTTCCGTGTGCTGGTGTACCTGGTGACAGCT
GAGCGCGTGTGGGGAGACGACCAGAAGGATTTTGACTGCAACACCAGGCAACCGGGCTGT
ACCAATGTCTGCTACGATGAGTTCTTCCCCGTGTCTCACGTGCGCCTCTGGGCTCTGCAG
CTCATCCTGGTCACCTGCCCCTCTTTGCTTGTGGTCATGCATGTGGCCTATCGAAAGGCT
CGAGAGAAGAAGTACCAGGAAAAGATTGGTGAAGGTTACCTTTACCCGAATCCCGGCAAG
AAGCGGGGTGGACTCTGGTGGACATACGTCTTCAGCCTCTCGTTCAAGGCCACCATAGAC
ATTATCTTCCTCTACCTCTTCCACGCATTCTATCCCAGATATACCCTCCCTTCTATGGTC
AAGTGCCATGCGGAGCCGTGTCCCAACACAGTGGACTGCTTCATTGCCAAGCCCTCCGAG
AAAAACATCTTCATTGTCTTCATGGTGGTCACGGCCGTCATCTGCATCCTGCTTAACCTT
GTGGAGCTGATCTACCTAGTGATTAAGCGGTGTTCTGAGTGTGCGCAGCTGAGGAGACCA
CCCACTGCACATGCAAAGAATGACCCAAACTGGGCCAACTCTCCTAGCAAAGAGAAGGAC
TTCCTCTCATGCGACCTCATCTTTCTGGGCTCGGACGCTCACCCGCCTCTGTTACCAGAC
CGCCCTCGAGCCCACGTGAAGAAAACCATTCTGTGAA

>Mm-gjb6-NM_001010937
ATGGACTGGGGGACCCTGCACACCGTCATCGGTGGCGTGAACAAGCACTCTACCAGCATA
GGGAAGGTGTGGATCACGGTCATCTTTATTTTCCGAGTCATGATCCTAGTGGTGGCTGCC
CAGGAAGTGTGGGGTGATGAGCAGGAGGACTTTGTCTGCAACACTCTGCAGCCAGGGTGC
AAGAACGTCTGCTATGACCATTTCTTCCCGGTGTCTCACATCCGGCTCTGGGCCCTGCAG
CTGATCTTTGTGTCTACCCCAGCCCTGTTGGTGGCCATGCACGTGGCCTACTACAGACAT
GAAACTGCCCGAAAGTTTATACGTGGGGAGAAGAGAAACGAGTTTAAAGACCTGGAGGAC
ATCAAACGGCAGAAGGTGCGCATTGAGGGCTCCCTGTGGTGGACGTACACCAGCAGCATT
TTCTTCCGCATCATCTTCGAAGCCGCCTTCATGTATGTGTTCTACTTCCTCTACAATGGG
TACCACCTACCCTGGGTACTGAAATGTGGCATTGACCCCTGCCCCAATCTCGTGGACTGC
TTCATTTCGAGGCCAACTGAGAAAACGGTGTTCACTGTTTTTATGATTTCCGCATCCGTG
ATTTGCATGCTGCTCAATGTGGCCGAGTTGTGTTACCTGCTGCTTAAATTGTGCTTTAGG
AGATCCAAAAGAACACAGGCGCAGAGAAACCACCCCAACCATGCCCTGAAAGAGAGCAAG
CAGAATGAAATGAATGAGCTGATCTCAGATAGTGGCCAGAATGCAATCACAAGTTTCCCA
AGTTAA

>Mm-gjc1-NM_008122
ATGAGTTGGAGCTTCCTGACTCGCCTGCTAGAGGAGATCCACAACCATTCGACATTTGTA
GGGAAGATCTGGCTCACTGTGCTGATTGTCTTTCGAATTGTCCTAACTGCTGTAGGAGGA
GAGTCCATCTACTATGATGAACAAAGCAAATTTGTGTGCAACACAGAGCAGCCGGGCTGT
GAGAATGTCTGCTATGATGCCTTTGCCCCGCTCTCCCACGTGCGCTTCTGGGTATTCCAG
ATCATCCTGGTTGCAACTCCCTCTGTGATGTACCTGGGATATGCTATTCATAAGATTGCC
AAAATGGAGCATGGCGAGGCAGACAAGAAGGCAGCTCGGAGCAAACCCTATGCCATGCGT
TGGAAACAGCACCGGGCTCTGGAAGAAACGGAAGAGGACCATGAAGAGGATCCTATGATG
TATCCAGAGATGGAGTTAGAAAGCGAAAAAGAAAATAAAGAGCAGAGCCAACCAAAACCT
AAGCATGATGGCCGACGACGAATTCGAGAGGATGGGCTCATGAAAATCTATGTGTTGCAG
CTGCTGGCCAGGACTGTGTTTGAGGTGGGCTTTCTAATAGGGCAGTATTTCCTGTATGGC
TTCCAAGTCCACCCATTTTATGTGTGCAGCAGACTTCCTTGCCCTCATAAGATAGACTGC
TTTATTTCTAGACCCACTGAAAAGACCATCTTCCTTCTGATAATGTATGGTGTCACAGGC
CTCTGCCTATTGCTTAACATTTGGGAGATGCTTCACTTAGGGTTTGGGACAATTCGAGAC
TCACTAAACAGTAAAAGGAGGGAACTTGATGATCCGGGTGCTTATAATTATCCTTTCACT
TGGAACACACCCTCTGCTCCCCCTGGCTATAACATTGCTGTCAAACCAGATCAGATCCAG
TACACTGAGCTGTCCAATGCTAAGATTGCCTACAAGCAAAACAAAGCCAATATTGCCCAG
GAACAGCAGTACGGCAGCCACGAGGAACACCTCCCGGCTGATCTGGAGACTCTGCAGCGG
GAGATCAGAATGGCTCAGGAACGCTTGGACCTAGCAATCCAGGCCTACCATCACCAAAAC
AACCCCCATGGTCCTCGGGAAAAGAAGGCCAAAGTGGGGTCCAAATCTGGGTCCAACAAA
AGCAGTATTAGTAGCAAATCAGGGGATGGGAAGACCTCCGTCTGGATTTAAT

>Mm-gjc2-NM_080454
ATGAGCTGGAGCTTCCTGACGCGGCTGCTGGAGGAGATCCACAATCATTCCACCTTCGTG
GGCAAAGTTTGGCTCACTGTGCTGGTGGTCTTCCGCATTGTGCTGACAGCCGTCGGTGGT
GAGTCCATCTATTCAGATGAGCAATCCAAGTTCACCTGCAACACGCGGCAACCGGGTTGT
GACAACGTCTGCTATGACGCCTTTGCGCCCCTGTCTCATGTGCGCTTCTGGGTCTTCCAG
ATAGTGGTCATCTCCACACCTTCTGTCATGTACCTGGGCTATGCAGTCCACCGCTTGGCG
CGGGCCTCGGAACAGGAGCGCAGACGCGCTCTCCGACGTCGCCCTGGCACCCGGCGCTTG
CCCAGGGCGCAGCTGCCACCGCCGCCACCTGGCTGGCCGGACACCACCGATCTGGGAGAG
GCGGAGCCCATATTGGCTCTAGAGGAGGATGAGGACGAGGAGCCGGGGGCGCCCGAGGGC
CCCGGAGAAGACACGGAGGAGGAGCGAGCGGAGGATGTGGCTGCCAAAGGGGGCGGAGGT
GATGGCAAGACGGTGGTCACTCCTGGCCCGGCCGGGCAGCACGATGGGCGGCGGCGCATC
CAGAGGGAGGGCCTGATGCGTGTGTACGTGGCTCAGCTGGTGGTTAGGGCGGCCTTCGAG
GTGGCCTTTCTGGTGGGCCAGTACCTACTGTACGGCTTCGAGGTGCCACCCTTCTTTGCC
TGCAGCCGCCAGCCTTGCCCCCACGTAGTGGATTGCTTCGTGTCGCGGCCGACCGAGAAG
ACGGTCTTCTTGCTGGTCATGTACGTGGTTAGCTGTCTATGCTTGTTGCTCAACCTCTGT
GAGATGGCGCACCTGGGTCTCGGCAGTGCGCAGGATGCTGTGCGCGGCCGTCGGGGAGCC
TCAGCGGCGGGGCCTGGCCCCACGCCGCGCCCACCGCCCTGCGCTTTCCCGGCCGCGGCC
GCCGGCCTGGCTTGCCCTCCAGACTACAGCCTGGTGGTGCGTGCAGCTGAGCGCGCGCGA
GCGCACGGCCAGAACTTGGCGAACCTAGCGCTGCAGGCGTTGCGCGATGGGGCGGCGGTG
GCGGCGGTTTCCGCGGACCGCGACAGTCCGCCGTGCGCTGGGCTCAATGCAACCTCTCGG
GGGGCACCCAGGGTGGGCGGCCTAGCTTCCGGAACCGGCAGCGCCACGTCGGGGGGCACC
GTTGGGGAGCAGAGCCGGCCGGGAGCTCAGGAACAACTGGCCACTAAGCCCAGGGCTGGC
TCTGAAAAGGGCAGTACAGGCAGCAGAGACGGCAAGGCCACCGTGTGGATCTGA

>Mm-gjc3-NM_080450
ATGTGCGGCAGGTTCCTGAGACAGCTATTGGCTCAGGAGAGCCAGCACTCCACCCCTGTG
GGGCGCTTCCTTCTTCCCATGCTCATGGGATTCCGTCTCCTGATCTTGGTTTCCAGTGGA
CCTGGGGTTTTCGGCAATGATGAGAATGAATTCATATGTCATTTAGGGCAGCCAGGCTGC
AAGACCATTTGCTATGATGTCTTCCGCCCTCTCTCTCCATTGCGCTTCTGGGCCTTCCAA
GTCATTCTGATGGCTGTACCCAGTGCCATTTATGTGGCTTTCACTCTGTATCATGTGATT
GGATACTGGGAGGTACCAGGAAAGGAAAACAAGGAGCAAGAGACCCAGATTAGCAAAGGG
GATCATAGCAAGGATGTCTCAGGGGCTAAAAGCCTCAAGCTTCTCTGGGCCTATGTGGCA
CACCTTGGGGTACGGCTGGCCCTTGAGGGAGCAGCTCTAGGTGTTCAGTACAATCTGTAT
GGTTTCAAGATGTCCAGCACTTTTATATGTCGTGAGGATCCTTGTATTGGCAGCACAACC
TGTTTCCAGTCTCACCCCTCTGAGAAGACCATCTTCCTCAACATCATGTTTGGGATCAGC
GGGGCCTGTTTCTTATTTATTTTCTTGGAGCTTGCGCTTTTGGGTTTAGGGAGGTTTTGG
AGGATATACAAGCACAAACTTTCCTTCTTAAAGAAGTTGCCAACTTCAGAGAGCTCTGTA
AGATCCAAGGACACAACCGATGAATTGTCAGTGGTGGAGGCAAAAGAGCCATTTTGA

>Mm-gjd2-NM_010290 Splice site
ATGGGGGAATGGACCATCTTGGAGAGGCTGCTGGAAGCCGCGGTGCAGCAGCACTCCACT
ATGATTGGGAGGATCCTGTTGACTGTGGTGGTGATCTTCCGGATACTCATTGTGGCCATT
GTAGGGGAGACGGTGTACGATGATGAGCAGACCATGTTTGTGTGCAACACCCTACAGCCC
GGCTGTAACCAGGCCTGCTATGACCGCGCCTTTCCCATCTCCCATATACGTTACTGGGTC
TTCCAGATCATAATGGTGTGCACCCCCAGTCTCTGTTTTATCACCTATTCTGTGCACCAA
TCCGCCAAGCAGCGAGAACGCCGGTACTCTACTGTCTTCCTAGCCCTGGACAGAGACCCT
GCTGAGTCTATAGGGGGACCTGGAGGAACTGGGGGTGGGGGCAGCGGAGGGAGCAAACGA
GAAGATAAGAAGTTGCAAAATGCCATTGTCAATGGGGTGCTGCAGAACACAGAGACCACC
AGTAAGGAGACAGAACCAGATTGCTTAGAGGTTAAAGAGCTGACTCCACATCCATCTGGG
CTGCGCACAGCAGCAAGGTCCAAGCTCCGAAGACAGGAAGGTATCTCCCGCTTCTACATC
ATCCAAGTGGTGTTTCGAAATGCTCTGGAGATTGGGTTTCTGGTGGGCCAGTACTTTCTA
TATGGCTTCAGTGTTCCAGGGTTGTATGAGTGCAACCGTTACCCCTGCATCAAGGAGGTA
GAATGTTATGTGTCTAGACCTACCGAGAAGACAGTCTTTCTGGTGTTCATGTTTGCTGTG
AGCGGCATTTGTGTGGTGCTCAATCTGGCTGAACTTAACCATCTGGGATGGCGGAAGATC
AAACTGGCTGTCCGGGGAGCCCAGGCCAAGAGGAAGTCAGTCTATGAGATACGTAACAAA
GATCTGCCTCGAGTCAGTGTTCCCAATTTCGGCAGGACTCAGTCCAGTGACTCTGCCTAT
GTGTGA

>Mm-gjd3-NM_178596
ATGGGGGAGTGGGCGTTCCTAGGCTCCCTGCTGGACGCGGTGCAGCTACAGTCGCCGCTC
GTGGGTCGTCTCTGGCTGGTGATCATGCTGATCTTCCGCATCCTGGTGCTGGCCACGGTG
GGAGGTGCGGTGTTCGAGGACGAGCAGGAGGAGTTCGTGTGTAACACGTTGCAGCCCGGC
TGTCGCCAGACCTGCTACGATCGCGCCTTCCCGGTGTCCCACTACCGCTTCTGGCTCTTC
CACATCCTGCTGCTGTCGGCGCCGCCGGTGCTGTTCGTCATCTACTCCATGCACCAGGCC
AGCAAGGAGGCGGGTGGTGCGCAGCTGGCCCCGCCGTGCGCGCGCGGGCGTGCCGAGGCG
CCGTGCTCCCCGTGCGCCCTGCGCGCTCGCCGCGCGCGCCGCTGCTACCTGCTGAGCGTG
GCTCTGCGCCTGCTCGCCGAGCTGGCTTTCCTGGGCGGCCAGGCGCTGCTCTACGGCTTC
CGCGTGGACCCGCACTACGCGTGCGCCGGGCCACCTTGTCCGCACACGGTCGACTGTTTC
GTGAGCCGGCCCACCGAGAAGACCGTCTTCGTGGTCTTCTACTTCGCCGTCGGGCTGCTG
TCGGCGCTGCTCAGCGTGGCGGAGCTGGGTCACCTGCTCTGGAAGGGTCGCCAGCGCGCC
AAGCTGCTCCCGCCGCCGCCGCCGTCGCCCTCTTTGCCATCGCAGCGCGGGGACCCCGAC
CCTTTCGGCCCGCCAGCCTACGCGCACCGCTCACCGGCAGGCGACAGCGAGGGCGAAGGC
GGCAGCGGCCACAGCAAAGCGTCGCTGGCTACCGTGCGCCAGGACCTGGCCATCTAG

>Mm-gjd4-NM_153086 Splice site
ATGGAGAAGTTGAACTTGTTGGGATTCCTCATCATCACCTTAAACTGTAACGTGACCATC
ATGGGCATGATCTGGCTGATCGTGGAGGTCTTGCTGAGGATGCTAGTGGTGGTCTTGGCA
GGGTCACCTATCTATGAGGATGAACAAGAGAGGTTTATTTGCAACACACTGCAACCAGGA
TGTGCCAACGTTTGCTACGACCTCTTTTCCCCAGTGTCACCGCTGCGATTCTGGCTAGTG
CAGAGCCTGGCCTTGCTTCTGCCTTCGGTGGTCTTTGGCACTTACACCCTACACCGCGGT
GCGAAGCTGGCTGCAGTGGGGGGAGCCTGCAGGCCCCAGGTGCCCGACCTGTCTACTGCC
TACCTGGTGCACCTACTGCTGCGCATGCTGCTGGAGGCCGGGCTGGCCTTCCTGCACTAC
TTTCTCTTTGGCTTTTCTGTGCCCGCCCGCGTGTCTTGCTCGCATGTACCCTGCTCAGGG
GCTGTGGACTGCTACGTGTCGCGGCCCACGGAGAAGTCACTCCTGATACTATTCTTTTGG
GCAGTGAGTGCGCTATCCTTCCTGCTCAGCTTGGCTGACCTGCTTTGGATCCTGCCGAGG
AGAAAGACACTGAGGACCACGCAGTGGGTGAATGGAGAGGCTAGACCAGTCTGTGAAGTA
CCTGCACCTCCCCCTTGCCTCTTACAAAACCCCCAGGGCTATCTTAGCCAAGGTCAGGTG
GACCAAGAGGACAGACAGGAGGAACAAGTTGTGCCTGAGTTCCCCTGCATGTGGACAGCA
GGGCAGAGTGACAACAGCAATGTTGGTCAGGCCTGTGTGTCGGGGCTGCTGGAACATTCA
GACCAAGATGCTAGTGAGGCCACTTCCTCAGCTGGTGACAGGCTAACAGTGGCTCACACA
GCACATGAGCTCAGATTCCACAGAGAGACTTCACTGGACCTGGGGGGCAAAAACACCCAG
GCAGATGAACTCTCCTTGGCTACCCAGAGCCACCTGGCCAGACACAGTTCAGCCAGCAAG
CCTCAAGCTCCATGCCGGCTGACCACCTCAGGCAGTGCTCCCCATTTGAGAACCAAAAAA
TCTGAGTGGGTGTGA

>Mm-gje1-NM_029722 Splice sites
ATGTCTCTAAATTACATCAAGAACTTCTATGAAGGATGTGTTAAGCCTCCAACTGTGATC
GGCCAGTTCCACACTCTCTTCTTCGGCTCAGTGCGGATGTTCTTCCTCGGAGTGCTGGGC
TTTGCTGTCTACGGGAATGAGGCGTTGCACTTCAGCTGTGACCCAGACAAGCGAGAGATA
AACCTGTTCTGTTACAATCAGTTCCGGCCAATAACTCCCCAAGTGTTCTGGGCATTGCAG
CTAGTGATTGTCCTGCTTCCTGGAGCTATTTTCCACCTGTATGCTGCATGCAAAAGCATC
AATCAAGACTGCATTCTTCAGAAGCCCGTGTACACTGTGATTTACGTCCTCTCGGTCTTG
TTAAGAATCAGCCTGGAGGTGTTCGCATTCTGGCTTCAGATTCACCTCTTCGGCTTCCAA
GTGAAGCCGATATACTTGTGTGATACTGAATCTCTTGGTAAAAAACCAAATATTCTAAAA
TGCATGGTTCCAGAGCACTTTGAAAAGACTATTTTCCTCATTGCAATGTACACATTTACT
GTGATCACGATGGTATTATGTGTTGCTGAGGTTTTTGAGATCATATTTAGAAGATCATGT
TTTCTCTTTAAACGATGA



[bookmark: _Toc62483425]Supplementary Figure S4. Black flying fox (Pteropus alecto) GJD5.
The sequence was obtained from GenBank.

>Pa-GJD5-XM_006925175-GJD2like 
ATGAGTGACTGGTCGTTCCTGGGCAGGCTCCTGACACAAGTGCAAAACCATTCCACCGTG
GTTGGCAAGGTGTGGCTCACCGTCCTTCTGGTCTTCCGCATTCTGCTGGTCACCCTGGTG
GGAGATGCAGTCTATGGGGATGAGCAGTCCAAGTTCACCTGCAATACTCTGCAGCCTGGC
TGCACAAATGTCTGCTATGACCGCTTCTCACCTGTCTCCCACTTCCGCTTCTGGGTTTTT
CAGATTGTGCTGGTAGCCACTCCCTCTATCTTCTATGTCATCTATGTCCTGCATCAGATA
GCAAGGGAGGAAAGAGTAGATATGGAGAGGGAGTACCTGCTGGATACATTGCGAAAGCTA
GCATCTGGGGGAGCCCTGCAGAGACCCAAGCTGGGGCTCTTGGCGTCTTCTCACTTCCTA
GAGGGACAGCTGCTGGTGGGAGAGAGGGTTCTCCCCAAATGCCTTGGTGCTGCAGCCAGG
AATCCAGGCCTGCGGTCACAAAGAGTCTTGGCCATCTACATTGCCCATGTGGTGCTGCGG
GCCTTCATGGAACTGGCTTTCCTGGTGGGGCAATACTATCTGTTTGGGTTTGATGTTCCA
TACTTGTTTCACTGCCACTCCTATCCCTGTCCTACTAGTACTGACTGCTTTGTATCCAGG
GCCACAGAGAAGATGATTTTCCTGAACTTCATGTTTGGGGTCGGGGTGGGCTGCTTCCTC
CTGAACCTGGTGGAGTTGCACTACCTGGGCTGGGTCTTCACCTACCGGTTCCTCTTTGCA
GCCTGCACCAGTTGCTGCCACTTCTGTGGGCAGCCTGCCCATCCTCCACTGCTCTACTCT
GATGAGGACAGTACTGGGCTCCAGGTGTATTCCTGCCTTTACCTCACTAGTTGCCACGCC
TACACCGTCAAGGGCTTCCTCCCACCCTTTGCTTGTTCATCCTTCTGGGGAGCTCTGCCC
TGGCAGGCTTCAGAGCCCAACTAA

[bookmark: _Toc62483426]Supplementary Figure S5. Opossum (Monodelphis domestica) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry.


>Md-GJA1-XM_007484502
ATGGGGGATTGGAGTGCCTTAGGCAAACTCCTTGACAAAGTACAGGCTTATTCTACTGCT
GGAGGGAAGGTGTGGCTCTCCGTCCTCTTCATTTTCCGAATCTTGCTATTGGGAACCGCG
GTGGAATCAGCTTGGGGTGATGAACAGTCTGCCTTTCGATGTAACACTCAGCAGCCAGGT
TGTGAAAATGTATGCTATGACAAATCCTTCCCAATCTCTCACGTGCGATTCTGGGTCCTG
CAAATCATCTTTGTGTCTGTGCCAACCCTCCTGTACCTGGCACACGTGTTCTATGTGATG
CGTAAAGAAGAGAAGCTGAACAAGAAAGAAGAAGAGCTCAAAGTCGCCCAAACGGACGGT
GCCAATGTGGATATGCACTTGAAACAAATTGAAATCAAGAAATTCAAATATGGAATTGAA
GAACATGGCAAAGTGAAAATGCGTGGAGGGTTACTGCGTACCTACATCATCAGCATCCTT
TTTAAGTCTGTGTTCGAGGTGGCCTTCCTCCTGATTCAGTGGTACATCTATGGCTTCAGC
TTGAGCGCGGTCTATACTTGCAAGCGGGATCCCTGCCCTCATCAAGTGGACTGCTTCCTC
TCCCGTCCCACCGAGAAAACGATCTTCATTATCTTCATGCTGGTTGTGTCCTTGGTGTCT
CTTGCCTTAAATATCATTGAGCTCTTCTATGTGTTCTTCAAGGGTGTCAAGGATCGCGTG
AAGGGAAAAAGCGACCCTTACCACACTACAGCCGGCCCACTGAGTCCCAGCAAAGATTGC
GGTTCTCCTAAATATGCTTATTTCAATGGCTGTTCCTCCCCAACCGCCCCCTTGTCACCC
ATGTCTCCTCCAGGGTACAAGCTCGTGACCGGAGATCGAAATAATTCTTCTTGCCGTAAC
TACAACAAGCAAGCCAGTGAGCAAAACTGGGCCAACTATAGTGCTGAACAGAATAGAATG
GGGCAGGCTGGAAGCACCATCTCCAATTCCCATGCTCAGCCTTTTGATTTTCCAGATGAT
AACCAGAATTCAAAAAAACTAGCCGCCGGCCATGAGCTACAGCCACTTGCCATTGTGGAC
CAAAGGCCTTCCAGTAGAGCCAGCAGTAGGGCCAGCAGCCGACCTCGACCCGATGACTTG
GAGATCTAA

>Md-GJA3-XM_007495190
ATGGGTGACTGGAGCTTTCTGGGGAGATTATTAGAGAATGCGCAAGAACACTCTACCGTG
ATTGGCAAAGTTTGGCTGACTGTTCTGTTCATCTTCAGAATCCTGGTGCTAGGTGCCGCC
GCAGAAGAAGTCTGGGGAGATGAACAGTCCGATTTTACGTGTAACACTCAGCAACCAGGT
TGTGAGAATGTCTGCTATGACAAGGCTTTTCCTATTTCCCACATCCGCTTCTGGGTCCTG
CAGATCATTTTCGTCTCTACCCCCACCCTCATTTATCTGGGCCATGTGCTGCACATTGTA
CGCATGGAGGAAAAAAAGAAGGAAAAAGAAGATCTCCTTAAGAAAGACAACCTGCACCAG
GGGGTAGAGCTCAGTGGCCCCAACAGCCATCGAGAACCACTCAGCAAAAAGGAGAGCGCC
AGGATGGAAAAGAAAGAGAGACCCCCAATCCGAGATGATCGAGGCAAAGTCCGGATAGCT
GGTGCCCTGCTCCGCACCTACGTCTTTAACATCATCTTCAAGACTCTGTTTGAAGTGGGC
TTCATTGTGGGGCAATATTTCCTCTACGGGTTTGAGTTAAAGCCACTCTACCGATGTGAC
CGCTGGCCCTGCCCCAACACAGTGGATTGCTTTATCTCCAGACCCACAGAAAAGACCATA
TTCATTATTTTCATGTTAGTGGTGGCTTGTGTGTCTCTCTTGCTCAACATGCTGGAGATC
TATCACCTGGGCTGGAAAAAGCTTAAACAGGGTATGACCAACCATTACAATAGCCCAGAT
TCTCCAGAAGCCAAAGTCCTGCCCTCCAAATGTAGTAGCATTGGCCCACTTCTGCTCTCT
CCCCATTCTGCCCCTCCTGCCGTTGGATTCCCACCATACTATACTCAGTCTGCCTCTTCC
CTAGGACAGGCAACCACTACAGGTTATCCTGGGGCTCCTCCACAACCCACAGAATTCAGA
ATGGTAACCCTCCCTGAGGAGCGCAGTAAGGCAGCCCCAGCCAAATATTATGGTGGCAAC
CACCACCACATCTTAATGACTGAGCAGAACTGGGCCAACCAGGAGGCAGAGCAACAGACT
TTTGAAAGGAAGTCTTCCCCAAGCAATACCACCCCTGGCACTCCCACCACCCCAAGCAGT
GTTCGGCAGCTCCTCCAAGAGCGAGGAGACAGTGGTGGGGGGAGCAAAGTGCCCTTGCTG
GTGATTAATGGGAGTAGCAGCAGTTTAGGGGCCACTAAATCAGAGGTAACCTCTGAAGGG
GAGAAACAGCCAGGTACCACCACAGTTGAGATGCATGCACCGCCATTGCTTCTCGTTGAT
TCAAGACGGTTAAGCAAGGCTAGCAAGGCTAGCAGTGGCAGAGCTCGATCGGATGACTTA
GCCATCTAA

>Md-GJA4-XM_007492764
ATGGGTGACTGGGGCTTCCTAGAGAAACTGCTAGACCAAGTCCAGGAGCACTCCACAGTG
ATAGGCAAGATCTGGCTGACCGTACTGTTCATCTTCCGGATCCTCATCCTGGGGCTGGCC
GGTGAGTCTGTCTGGGGAGACGAGCAATCAGACTTCGAATGTAACACGGCCCAGCCGGGC
TGCACCAACGTGTGCTATGACCAGGCCTTCCCCATCTCCCACATTCGCTACTGGGTCCTG
CAGTTCCTCTTTGTCAGCACGCCCACCCTGGTCTACCTGGGCCACGTCATCTACCTGTCC
CGCCGAGAAGAGAAGCTGCGGCAGAAGGAGAGCGAGCTGCGGGCGCTTCAAGCCAAGGAC
CCACGAGTGGAGCAGGCGCTGGCCACGGTGGAGCGGCAGATGGCAAAGATCTCTGTGGCC
GAGGATGGGCATCTTCGCATCAGGGGAGCCCTGATGGGCACCTACGTGGCCAGCGTGGTC
TGTAAGAGCCTGCTGGAGGCTGGCTTCCTCTATGGACAGTGGCGCCTGTACGGCTGGATG
ATGGAGCCCGTGTACGTGTGCCGACGCTTCCCCTGCCCACACCTGGTGGACTGCTTTGTG
TCCCGCCCCACAGAAAAGACCATCTTCATCATCTTCATGCTGGTCGTGGGGATGATTTCC
CTAGTACTCAACCTCCTGGAGCTGGCACATCTTGGCTTTCGGTGTATGGGGCACAAGCTG
AGGGCCCGGCAGACCCGGGCTCGGCTGGGGCCTTACTCTGCTGCCCTGGGGGATGGGGCT
GGTATGGGTAGTTCTGGGGACCCCTATTCGGATCGGATGTTCTTCTACCTCCCCATGAAC
GAGACACCTACGTCGCCTCCCTGCCCCTCTTACAACAAGCTGTCTAGTGAACAGAACTGG
GCTAACCTGAATACAGAAGAGAGCCTGGCCACCCAGAAGCAGGGCATGCTCCCTGGGCCG
GGGCCCCTGCTGACTCATCCCGAGGGCCCCTACCTGGCTCAGCCCCCCCAGAACGGAGAC
AATGCCCTGAGTCGTCCTAGTAGCTCAGCTTCCAAGAAACAGTATGTGTAA

>Md-GJA5-XM_007485330
ATGGGTGACTGGAGCTTCCTCGGGGAGTTCCTGGAAGAGGTCCACAAGCATTCCACAGTG
ATTGGCAAGGTTTGGCTGACTGTCCTCTTCATCTTCCGTATGCTAGTGCTGGGCACAGCG
GCGGAGTCCTCGTGGGGGGACGAGCAAGCCGACTTCCAGTGTGACACGCTACAGCCTGGT
TGTGAGAACGTCTGCTATGACCAAGCCTTCCCCATCTCCCACATCCGATACTGGGTGCTG
CAGATCATCTTCGTCTCCACTCCATCCCTGGTGTACATGGGCCACGCGATGCACACCGTG
CGCATGGAGGAGAAGAGGAAGCTGAAGGAGGCTGAGAGGGCCAAGGATTCCAAGGGTGCA
GACACCTATGAGTATCAGGCAGAGAAGGCTGAGCTTTCCTGCCGGGAAGAGCTGAGTGGA
AGGATTATCCTTCAAGGCACCCTTCTCAACACCTATGTCTGCAGCATTCTCATTCGCACG
GCCATGGAGGTGGCTTTCATCGTGGGGCAGTACCTCCTCTACGGGGTCTTCCTGGAGACC
CTATACATCTGTCGCCGAAAACCCTGCCCTCACCCGGTCAACTGCTATGTGTCTCGGCCC
ACTGAGAAGAATGTTTTTATCGTATTCATGCTGGCTGTGGGGGGTCTGTCCCTCTGCCTC
AGTCTGGCTGAACTCTACCATCTGGGCTGGAAGAAAGCCAAGCGGCACTTCAACCAGAAC
TGCCCAGGCAGGGTGGAGGCCAGCCTGCCCACAGCAGGGGTGGCCCAGAACTGCACGCCA
CCCCCAGACTTCAATGAGTGTGTAGAGGGCAGCCCCAATCAGAAGTTCTACAGCAGTCAT
TTCAGCAATAATATTGCCTCCCGGCAGAATACAGACAACTTGGCCACAGAGCAGGTCCAA
GGCCAGGAGGAGGCTGTAGGGAGGGCCTTTTTGCACATGCAGTATGCAGAGGGGCCCGAG
GTGGCTAACGGGATGTCCAATGCACATCGGTTCCCCCATAGTTACCATGCTGACAAGCGC
CGCCTGAGCAAGGCTAGCAGCAAAGCCAGGTCAGATGACTTGTCGGTGTGA

>Md-GJA8-XM_001363421
ATGGGTGATTGGAGTTTCCTGGGGAATATCTTGGAGGAGGTAAATGAGCACTCCACGGTC
ATCGGCAGGGTCTGGCTCACCGTCCTCTTCATCTTCCGGATTCTGATCCTGGGCACAGCA
GCAGAATTTGTGTGGGGTGACGAGCAGTCGGACTTTGTATGTAACACCCAACAACCAGGT
TGTGAGAATGTCTGCTACGATGAGGCCTTCCCCATCTCCCACATCCGTCTCTGGGTCTTA
CAGATCATCTTCGTGTCCACTCCATCCCTGGTGTATGTGGGCCATGCTGTGCACCATGTA
CGTATGGAAGAAAAGCGGAAGGAGAGGGAAGCTGAGGAGGTATGCCAGCAGTCTGGGGGC
AATGGGGAGAGGCTGCCATTAGCCCTGGATCAAGGAAGTACCAAGAAGAGCAGCAACAGT
ACCAAAGGTACCAAAAAGTTCCGACTGGAAGGAACCCTCTTGAGGACCTACATCTGCCAC
ATCATCTTCAAGACTCTCTTCGAGGTGGGCTTCATCGTGGGCCATTACTTCTTGTATGGC
TTTCGGATCCTGCCCTTGTATCAGTGCAGCCGTTGGCCTTGCCCCAATGTGGTGGACTGC
TTCGTGTCTAGGCCCACCGAGAAGACCATTTTTATCCTTTTCATGCTCTCGGTGGCCTCT
GTGTCCCTCTTCCTCAATATCATGGAAATCAGCCACCTGGGCCTGAAGAGAATTCGATCT
GCTTTCAATAGACCTGCTGAGCAGCCACTGGGGGAGATCCCTGAGAAATCCCTCCACTCC
ATTGCTGTCTCGTCCATCCAAAAGGCCAAGGGCTACCAGCTCCTAGAAGAAGAGAAAATC
GTGTCCCACTACTTCCCCCTGACCGAGGTTGGGGTGGTGGAGACAAGACCACTTGCTGCC
ACCCCTTTCAGCCGTTTTGAAGAGAAGATCAGCACTGGGCCTCTGGGAGATCTGTCCCGG
GCTTACACGGAAACGCTGCCCTCCTATGCTCAGGTGGGAGAACAAGAAGTAGAGGCAGAA
CGTGAAGAAGAGGAGGCAGAGGCCCCGCCAGAGGAGGAAGAGAAGAGGCAGGAATCAGAG
ACAGGGATCCCGGAGGGGCAGGAAGCCCCTCCTGTAGGGCAGGAGGAAGAGAAGGAGAAA
GCAGGGACCCCCGTTGAAATGAAGGCAGGAGACAAGCAAGAGCTGCCAGTGGAGAAGATA
CCCCTGTGCCCAGAGCTGGCAGCGGATGACACCCGACCCCTCAGCCGGCTAAGCAAAGCC
AGCAGTCGAGCAAGGTCAGATGATTTGACTGTATGA

>Md-GJA10-XM_007484323
ATGGGAGACTGGAATTTGCTGGGCAGCATTCTAGAGGAAGTCCACTTCCATTCAACCTTG
GTGGGGAAGATCTGGCTGACCATGCTATTCATATTCCGTATGCTGGTGCTTGGAGTGGCA
GCAGAGGATGTTTGGGATGATGAACAGTCAGCATTTATCTGTAACACCCAACAGCCTGGC
TGCAGCAACATTTGTTATGATGATGCTTTCCCCATTTCTTTGATCAGGTACTGGGTTTTA
CAGATTATCTTTGTATCTTCTCCCTCTCTTGTATACATGGGCCATGCACTTTATAGACTC
AGGGCCTTTGAAAAGGAGAGGCAGAGGAAGAAAGTACAACTTCGTGCCCTGCTGGAAGAA
CCTGAGCATGACCAAGAGGAGCACCAAAGAATTGAGAAGGAACTGAGGAGATTAGAGGAA
CAGAGGAAGGTACACAAGGCACCCCTGAAAGGATGCTTGCTACGTACTTATATATTGCAT
ATCTTGACCAGATCTGTATTGGAAGTAGGGTTTATGACAGGGCAGTATATTCTCTATGGG
TTTCAAATGCACCCCCTTTACAAATGCAGTCGATTTCCTTGCCCCAATTCAGTGGACTGC
TTTGTGTCCAGGCCCACAGAGAAGACCATTTTCATGTTGTTCATGCACACCATAGCAGCT
ATCTCCTTGTTCTTAAACATTTTGGAAATATCTCACTTGGGAATCAGGAAAATCACCAAG
GCATTATATGGTGGGTCTAGTAGTGAGAGTGAAAGGGAACTGTATCACTCAAAGAAAAAT
TCAGTGACCCAGCCCTGTGTAACTCACTCTTTATTACATGAGAGCATCCCTTTGTCCCAG
CCTCCTAACCACTTTTGGCTAGAGAAACAAGTAATTGGAACTGGTAATACAGAGTATAAA
ACAGCGTGGCAACCCAACCATCACAACCAGACTGAGGGAGCACCTCCACCTGGCAAGAAG
AACTGGTCCAAGAGGGATCGGCATCATAGAGTGTTTCAATTTAGCTCTCATTGTCCTCAG
GATCTTGATTATGGTGTCCAGCACTTACAACACTGCAAACATCAGAACCATGGACAGCAC
CCACGTTCTTCCTTCAGTAAAAGGGGCATTCTTTCCAAATCGCATCAGGCCAATCTTACA
AATTGCTCTTCTTGCACACTAAGTCCAGGGGAACAGCCCTACAGTCTTTGGAGCCCAAGC
AGGTCCTCAATAGACTTGACTGCTCACTGCAAGACAAGTGATAACATCAAGTCAGAGTGT
TTTGACTCGGCAGAGAAAGGGTCTCACCCAGGTAGCCGTAAAGCCAGTTTCCTATCTAGG
CTTTTGTTTGAGAAGGGCCAGTTATCCAAAGCTTCAGAAAGCTCTGATTCCCAGCATAGC
TCTATCTTGGACTTCCAGCACTGGGGTGAAGATGACCATGCCTCCAGCTCTCCGCCTCCA
GGCACTGGGCGCAGAATGTCAATGAAAATGCTCTTAAAACTTTCATCTATCATGAAAAAA
TAA

>Md-GJB1-XM_007507588
ATGAACTGGACAGGCCTGTACGCCTTACTCAGTGGTGTAAACCGGCACTCTACCGCCATC
GGGCGCGTCTGGCTCTCAGTCATCTTCATCTTTCGCATCATGGTGCTGGTGGTGGCCGCT
GAGAGCGTGTGGGGAGATGAGAAGTCCTCCTTCATCTGCAACACCATGCAGCCTGGCTGT
AACAGTGTGTGCTATGACCACTTCTTTCCCATCTCCCACGTGCGCCTGTGGGCCCTGCAG
CTCATCCTGGTGTCCACACCGGCCCTGCTTGTGGCCATGCATGTGGCCCACCAGCAGCAT
ATGGAGAAGAAGCTGTTGCGACTTGAGGGCCACGGGGACCCCCTGAGCCTGGAAGAGGTC
AAACGGCACAAGGTGCACATCTCAGGCACACTGTGGTGGACCTATGTCATCAGTGTGCTC
TTTCGCCTGCTCTTTGAGGCTGTCTTCATGTATGTCTTCTACCTGCTCTACCCAGGCTAC
GCCATGGTGCGCCTGGTCAAGTGTGACAGCTACCCTTGCCCCAATGTGGTGGACTGCTTC
GTGTCACGGCCCACTGAGAAGACCGTCTTCACCGTCTTCATGCTGGCTGCCTCAGGCATC
TGCATTGTGCTCAACGTGGCAGAGCTGGTGTACCTCGTTGTCCGTGCCTGTGCCAGGCGG
GCCCAGCACCGCTCCAACCCACCCTCACGCAAGGGTTCGGGATTTGGCCACCGGCTGTCC
CACGAGTGCAAACAGAACGAGATCAACAAGCTGCTCAGTGACCAAGATGGCTCCCTCAAA
GACATACTGCGGCGCAGCCCGGGCACTGGAGCTGGCCTCACTGAGAAGAGTGACCGCTGC
TCTGCCTGTTGA

>Md-GJB2-XM_007495197
ATGGACTGGAGTACTCTACAGACTATTTTGGGGGGTGTCAACAAACACTCCACCAGCATA
GGCAAAATCTGGCTCACTGTCCTCTTCATTTTCCGCATTATGATCCTGGTCGTGGCTGCT
AAGGAGGTGTGGGGAGACGAGCAGGCTGATTTTGTCTGCAACACTCTCCAGCCCGGATGT
AAAAATGTGTGCTACGACCACTTTTTCCCCATCTCGCACATCCGCCTCTGGGCTCTGCAG
CTGATCTTTGTGTCGACCCCCGCGCTCTTGGTGGCCATGCACATTGCTTACCGGAGGCAC
GAGAAAAAGAGAAAGTTCATCAAGGGAGAGATAAAGTCTGAATACAAAGACATAGAAGAA
ATCAAGAAACAAAAGGTTCGCATTGAAGGAGCCTTGTGGTGGACCTACACAAGCAGCATT
TTCTTCCGAGTCGTCTTTGAAGCGGTCTTCATGTACGTGTTCTATTTTATGTACAACGGA
TTCTCCATGACTCGAATGGTGAAATGTAATGCTTGGCCCTGTCCCAATACTGTGGACTGC
TTTATTTCCCGACCCACTGAAAAGACAGTGTTCACTGTGTTCATGATTTCGGTGTCTGGA
ATTTGCATACTGCTAAATGTCATTGAATTGTCTTATCTGCTGATAAGATATTGTTCTGGG
AAGTCCAAGAAGCCAGTTTAA

>Md-GJB3-XM_016422482
ATGGACTGGAAGACTCTGCAGTCACTCCTGAGTGGTGTCAACAAGTACTCCACAGCGTTC
GGCCGGATCTGGCTGTCGGTGGTGTTCGTCTTTCGCTTGCTGGTGTACGTGGTGGCGGCG
GAGCGCGTGTGGGGGGATGAGCAGAAGGATTTTGACTGCAATACACGCCAGCCCGGCTGC
ACCAATGTCTGCTACGATCACTTCTTCCCCATCTCCAACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTGCTGGTCATCATGCACGTGGCCTACCGGGAGGAG
CGGGAGCGGCGGCACCGGGAAAAGCACGGGGACAAATGCGCCCGGCTCTACGAAAACGCC
AGCAAGAAGCATGGCGGGCTCTGGTGGACCTACCTGCTGAGCCTCTTCTTCAAGTTCATC
GTGGAAGTCGTCTTCCTCTACATTCTGCACACGCTGTGGTACGGTTTCTTCATGCCCCGC
CTGGTGCAGTGTGCCGGCGTGAGCCCCTGCCCCAACACCGTGGACTGCTACATCGCCAGG
CCCACCGAGAAGAAGATCTTCACCTACTTCATGGTGGGGGCCTCAGCCATCTGCATTGTC
CTGACCATCTCTGAGATCTGCTACCTCATCTCTAAGAGACTATCCCGGAGCTTCTGCCAA
AAGAAGCACAAGCGCTCTGCCCTGCACTCTCCCTCCTCCAGCAGGGCATCCACCTGCCGC
TGCCACCATCTGCTGACCCACCATGGGGGCGAAGAGGGCATGGTCCAAGGCAAGGGGGCA
GAGGCCCTTCGGGCCTCCGCACCCAACCTGACTCTCATCTGA

>Md-GJB4-XM_016422483
ATGAACTGGGCATTCCTCCAGGGCCTCCTGAGTGGGGTCAACAAGTACTCCACGGTTCTT
GGCCGAGTCTGGCTGTCAGTGGTACTGATATTTCGAGTACTGGTATACGTAGTGGCAGCA
GAGGAGGTGTGGGACGATGAACAAAAGGACTTCGACTGCAACACTCGACAGCCAGGTTGT
GCGAATGTTTGCTACGACCACGTCTTCCCCATTTCCCACGTCCGCTTGTGGGCCCTTCAG
CTCATTCTGGTCACATGTCCCTCGCTGCTCGTCGTCATGCACGTAGCCTATCGAGAGGAG
CGGGAGCGGAGGCACCGGATGAAGCATGGCCCCCAGGCCAGGCCCCTCTATGGCAACCCA
GGGAAAAAACGTGGAGGTCTCTGGTGGACCTACCTGCTAAGCCTTATATTCAAGGCTGGC
GTTGATGCCACCTTCCTGTACATCTTCCATCGCCTCTATAATAACTATGACATGCCCCGT
GTGGTGCACTGCTCCGTGGACCCCTGCCCCAATGTGGTAGATTGCTTCATCTCCCGGCCC
ACGGAAAAGAAGGTCTTTTCCTACTTCATGGTGGCCACAGCTGTCATTTGCATCCTGCTC
AATCTAGGGGAAGTGTCCTACCTGATCTGTAAGAGAGCCCAGGAGCTCCTAGGGCCACAG
AACTCGAAACAGCCTCGGCGGCACCATCGGAGGCATGGCCACCATGGCCCCTTGGGGACC
CTGCAGGATGCCTGCCCCCCTTATGCTCCTGCCCAGGCTTTGTCCCAAGGTGACCCCACC
AAGGAGGCTACATTGCCTTGCTAA
>Md-GJB5-XM_007492760
ATGAACTGGGGAATCTTCGAGGATCTGCTGAGCGGCGTCAATAAGTATTCTACAGCTTTC
GGCCGCATCTGGCTCTCCCTGGTCTTCATCTTCCGCGTGCTGGTCTACCTAGTGACCTCC
GAGAAGGTGTGGAGCGATGACCACAAAGACTTCGACTGCAACACGCGCCAGCCGGGCTGC
TCCAACGTCTGCTACGACCACTTCTTCCCCATCTCCCACGTCCGCCTGTGGGCGCTGCAG
CTCATCCTGGTCACGTGCCCCTCGTTGCTCGTCATCATGCACGTGGCGTACCGGCAGGCC
CGGGAGCTGAGACACCTGGAGCAGGTGGGCGAAGGAGGCGGGCGCCTCTATCCAAACGTA
GGCAAGAAGCGCGGAGGGCTCTGGTGGACCTACGTCTTCAGTCTGGTCTTCAAGGCCAGC
GTGGATTCAATCTTCCTCTACGCGTTCTACCGCCTCTATCAAAACTACCTGCTCCCGCAC
GTGGTCTTCTGCAGCGAGGACCCCTGCCCCCATACCGTGGACTGCTTCATCTCCAAGCCC
ACGGAGAAGAACATTTTCACACTCTTCATGGTGGCTACCGCCATCGTCTGCATCTTGCTC
AACCTGGTAGAACTGGGTTACTTGGTCAGCAAGAGGTGCTGGGAGTGCCGGGAGGTTGGG
AGAATGGATACCAAGAAGGATTTGCTGTCCGGGGGCGATCTCATCTTCCTGGGTACCGAC
CCCAAGCCACCGCTGCTGCCTTTTTCTCCTGACTCCCCCCGAGACCAGGTGAAGAAAACC
ATGGTATAA

>Md-GJB6-XM_007495198
ATGGACTGGAGTACACTGCATACTTTCATTGGAGGCGTAAATAAACACTCCACCAGCATA
GGGAAGGTTTGGATCACCGTCCTCTTCATTTTTCGAGTCATGATCCTTGTCGTAGCTGCT
CAAGAAGTATGGGGAGATGAGCAAGAAGATTTTGTCTGTAACACACTGCAGCCAGGATGC
AAAAATGTGTGCTATGACCACTTCTTCCCTGTTTCTCATATCAGACTTTGGGCTCTTCAA
CTAATCTTTGTCTCCACTCCAGCACTTCTGGTAGCCATGCATGTAACTTACAATAGACAT
GAGAAGGAAAGACAGTTTAGGAAAGGGGAGAAAGGGATTGAATTCAAAGACTTAGAAGAA
ATTAAAAAACAAAGGGTACGAATTGAGGGGTCTTTGTGGTGGACTTACACTAGCAGTATT
TTCTTTAGGATTATCTTTGAAGCCTCCTTTATGTATGTGTTTTACTTTCTTTACAATGGC
TATAACCTGCCCTGGGTGGTGAAATGCAGTATTGATCCTTGTCCCAATATTGTGGACTGC
TTTATTTCAAGACCCACTGAAAAGTCTGTTTTTACCATTTTCATGATTGCTGCATCTGTG
ATTTGCATGCTGTTAAATGTGGCTGAATTATGTTACTTGCTCATGAAACTGTGCTTCAGA
AGATCCAGAAGAGCACAGGTTCAAAGAAATCACCCTAATCATGCCATAAAAGAAAGCAAA
CAGAATGAAATGAATGAGCTGATTTCAGACAGTGGACAAAATGCAATCACAGGTTTCCCA
AGTTAA

>Md-GJB7-XM_007484297
ATGACTTGGATGCTCCTCAGAGATCTCCTAAGTGGAGTAAATAAATATTCAACAGGAATT
GGTCGAATCTGGCTGGCTGTCATCTTTATGTTCCGTTTGCTGGTCTACATGGTAGCTGCA
GAACATGTTTGGAAAGATGAACAGAAGGAATTTGAATGTAACATTAGGCAGCCTGGTTGT
GAAAATGTCTGTTTTGACTACTTCTTCCCCATCTCCCAGGCTAGGCTTTGGGCCTTGCAG
CTGATCATGGTCTCTACTCCTTCTCTTCTGGTTGCTTTGCATGTGGCCTACCGTTTGGGC
CGTGAAAAAAGGCACAATAAGAAATTTTATGTTAGTCCAGGTAGCAAGGATGGGGGCCTA
TGGTACACTTATATCATTAGCCTTGTTGTCAAAACTGGTTTTGAAATTGGCTTCCTGGCT
TTGTTTTACAAGTTATATGATGGATTTAGAGTACCCTACCTTGTGAAATGTGATATAAGA
CCTTGCCCTAACACTGTGGATTGCTTTATCTCCAAACCTACTGAGAAGAAAATCTTCCTT
TACTTCTTGTTAGTCACATCATGTCTGTGCATTGTTTTGAATATCGTTGAGTTAGGTTAT
CTGGTTCTCAAGAGTTTTGTAAAGTGCTGCCTTCAACGATATGCTCAGAATTTCAAATCT
TCAGCTTATAAGTGTCATAACCTTGATTATGCCATGTGCAATGAGATTGTCCCGAAACTG
CACCAGAAGCACAACTCTGACTGTTCCAGAAGCATTCCTCAAAAACTTGATAGAAGTGAT
TTGCAAGAATGGTGA

>Md-GJC1-XM_007482452
ATGAGTTGGAGCTTCCTGACTCGACTGCTAGAGGAGATCCACAACCATTCCACATTTGTG
GGGAAGATTTGGCTCACCATATTGATAGTTTTCCGGATAGTCCTCACTGCTGTGGGTGGG
GAGTCTATCTACTATGACGAGCAGAGCAAATTTGTATGCAACACAGAACAGCCCGGCTGC
GAGAATGTCTGCTATGACGCTTTTGCCCCACTGTCCCATGTCCGCTTCTGGGTATTCCAG
ATCATCCTTGTGGCCACCCCCTCGGTGATGTATCTTGGCTATGCCATCCACAAGATTGCC
AAGATGGAACATGGTGAGGCAGACAAGAAGGCATCAAGAAGCAAGCCCTACGCAATGCGC
TGGAAGCAGCACCGGGCCCTGGAAGAAACTGAGGAGGACCACGAGGAGGACCCCATGATG
TATCCGGAGATGGAGTTGGAGAGTGAGAAAGAGAACAAGGAGCAGAGTCAGCCTAAACCC
AAGCACGATGGTCGGCGGCGGATTCGGGAAGATGGCCTTATGAAAATCTACGTGCTACAG
TTGCTAGCAAGGACTTTGTTTGAGGTGGGCTTCCTGGTGGGGCAGTATCTTCTCTATGGC
TTCCAGGTCCGCCCATCTTATGTGTGCCGCAGAATCCCCTGCCCTCATGAAATAGACTGC
TTCATTTCTAGGCCCACCGAAAAGACCATCTTCCTGCTAATAATGTACGGTGTGACGGGC
CTCTGTCTGATCCTCAACATTTGGGAGATGCTCCATTTGGGGTTTGGGACTATCCGTGAC
TCACTAAATAGCAAAAAGAGAGAACTGGAAGATTCGGGTGCTTATAACTATCCTTTCACT
TGGAATACTCCATCCGCTCCACCTGGCTATAACATTGTGGTCAAACCAGATCAGATCCAG
TACACCGAACTGTCCAATGCAAAGATCGCCTACAAGCAGAACAAGGCCAACATTGCTCAG
GAGCAGCAATACGGGAGCAATGAGGAGAACCTTCCCGCAGACCTCGAGATGCTGCAGCGG
GAAATCAAAGTGGCCCAGGAACGCCTGGATCTGGCCATCCAGGCCTACAACCACCAGAAC
AACCGCCACGGCCCCCGGGAAAAAAAGTCCAAAGCTGGGTCCAAAGCTGGGTCCAACAAA
AGCAGTGCCAGTAGCAAATCTGGGGATGGGAAGAATTCTGTCTGGATTTAA

>Md-GJC2-XM_007499765
ATGAGCTGGAGCTTTCTGACGAGGCTGTTGGAGGAGATCCACAACCATTCCACCTTTGTG
GGCAAGGTTTGGCTGACCGTGCTGATCGTCTTCCGGATAGTGCTGACCGCAGTAGGGGGG
GAGTCCATCTACTCGGACGAGCAGAGCAAATTCACCTGTAACACCCGCCAGCCGGGCTGC
GACAACGTGTGCTATGACGCCTTTGCCCCCCTCTCCCACGTTCGCTTCTGGGTCTTCCAG
ATCGTGGTCATCTCTACGCCGTCCGTCATGTACCTTGGCTATGCCATCCATCGTCTGGCG
AGAGCCTCGGAGGAGGAGCGGCGCCGGGCCAGGCGCGGGCGCCAGGGTGGCCGCGGGGGC
CGCAGGCGTCCCCAGAGGAGGAGGCTGCCGCCGATGGCCCACCCGGGCTGGGCAGACACC
CCGAATGGCGGAGAGGAGGAGCCCATGATTGGCCTTGGGGCTGGCATGGGGGAAGAAGAG
GAGGCTGGCGATGGGAGCAGGGAGGACAGAGAGCAAGAAGAAGAAGAAAAGGAGGCCTTG
GCGGGGGAGAAAGGCAAGGGGGCTCCGGAGGCCGGGCCTGCCAACCAGAAGCATGATGGG
AGGCGAAGGATCCAGCAGGAGGGGCTGATGAAGATCTACGTGTTCCAGCTGTTGGCTCGG
GCCTCCTTTGAGATCTGCTTCCTGGTCGGGCAGTACCTCCTGTATGGCTTCGAGGTGCAA
CCTGTCTTCCGCTGCAGCCGAGATCCGTGCCCTCACACCGTTGACTGCTTTGTGTCTCGG
CCCACAGAGAAGACTGTCTTCCTCCTGGTGATGTACGTGGTCAGCTGCCTGTGCCTCATC
CTGAATCTCTGTGAGATGGCCCACCTGGGCCTGGGCAGCTTGCAGGATGCGGTGCGGAGC
CGCAGGGTCGGGGGCCGCGACCAGGGTTCGGCCGGCTATCCTTCCCCCCCACCCGCGCCC
CGGCAGCTACCCCATGGCTACCTGTACGCTCGCAACATCTCCTGCCCTCCTGAGTACAAC
ATGGTGGTCAGGAATGAGAGGGCAGCGGCAGCCGGGCGCCTCGTGCCTGGAGGCCTCCTG
GCCCACGAGCAGAACCTGGCCAATGGCGTCCTGCAGGAGCTGCAAGAGCTTCAGGGCCCT
GGCTCAGAGGAGAATCCTCCACCCATGGATCTGGCTGCTGCCTTCCGAGCTACTCATCAT
CGGGCTGGCACCCAGGACCCTGCCCCTGGGGTCAGGAGCAACGGCTTTCCTGCTTATACA
GCTCAGGTCGGGCCACTACCTTCAAGGACTGACAGCCCAGCCTCGGCAGGCACCATTGTG
GAGCAGAATCATTCCGATGGTGCCCCAGGGCAGCAAGGGGCCAAAGCCAAATCCAACTCG
GAGAAAGGCAGCAGCGTCAGCAGCAAAGATGGCAAGACATCTGTATGGATATGA
>Md-GJC3.1-XM_007499115-GJC1like
ATGAGCTGGGCGTTCCTGACGAGATTGCTGGAGGCTGTGACCCAGCACTCCACTCTGGTG
GGGAAGCTCTGGCTCTCCGTGCTGGTCGTTTTCCGACTAGTGCTCCTGGCCGTGGGTGGG
GAGGCCATTTACCGGGACGAGCTCAGTGGATTCGTGTGTAACACTCGGCAGCCTGGATGC
CAAAACGTCTGCTACGACACCTTCGCACCCCTCTCGCATGTGCGCTTCTGGGTATTCCAG
ATCATTCTCGTCACCGCGCCCACCGTGTTCTATTTGGGCTATGCCGTGCACCATCTGTCC
CGGCGCCAGATGACCCAGAAGCAAGAGAAGGAAGAGGAGGAAGGCGAGAAGGAGCCTATG
ATCAAAGAGAAGAAGCCTCAGATGTCCCCTGACGATGGGGCCCATGACGGTCGCAGGAGG
ATCCGCAGGGATGGGCTCCTAGGGGCCTATGTTGCGCAGTTGCTGGTGCGGACTGCCTTA
GAGGTGGCCTTCCTAGCGGGCCAGTATCTGCTCTTTGGCCTGAAAGTGCCTCCCGACTAT
GACTGCAAGCAGAATCCTTGCCCTCATGTCGTCGTCTGCTATATATCTCGTCCCACGGAG
AAGACCATCTTCCTGCTGGTCATGTATGCAGTCAGTGGCCTCTGCCTCCTGCTCAATCTG
ATCGAGTTGCTGCACCTGGGCCTGGGGAGCGTGAAAAATGGTGGAAGCCGCCCTGACCCA
GCGCCCCATTCCAAGAGTCTCAAGCTGGAGCTGCAGCAAATGCAGAAACAACTGCACCTG
GTCCAGAAGCAAATGGACATGGGACTGCATCTGGGCACACCTTTGGTCACAGTGCCTACC
TGTTCAGGGCAGCCTCCCACCTACAATCTCTCTACTCAGCAAAATCGGCACAACCAAGCC
CAGAAAGAGACCTGGCTCTCCAAGACAGGTACGTAG

>Md-GJC3.2-XM_001370819-GJC2like
ATGAGCTGGGCGTTCCTGACCAAGTTGCTGGAGGCTGTGACCCAGCACTCCACCCTGGTG
GGGAAGCTCTGGCTCTCCGTGCTGGTCGTTTTCCGACTAGTGCTCCTGGCCGTGGGTGGG
GAGGCCATTTACCGGGACGAACTCAGTGGCTTCTCCTGCAACACAGCACAACCTGGCTGC
CTAAATGTTTGCTACGATACCTTCGCGCCTCTCTCCCACGTGCGCTTCTGGGTATTCCAG
ATCGTCCTGGTCACTGCGCCCACCGTGTTTTATCTGGGCTATGCCGTGCACCATCTGTCC
CGGCGCCAGATGACCCAGAAGCTAGAGGAGGAGGAGTCTCTGATCCCGGGAAAGAAGTCC
TGTAAGGATGGGGCCCACGATGGTCACAGGAGGATCCGCAGGGATGGGCTCCTAGGGGCC
TATGTCGCCCAGTTGCTGGTGCGGACTGCCTTAGAGGTGGCCTTCCTAGCGGGCCAGTAT
CTGCTCTTTGGCCTGAAAGTGCCTCCCGACTATGACTGCAAGCAGAATCCTTGCCCTCAT
GTCGTCGTTTGCTATATATCTCGTCCCACGGAGAAGACCATCTTCCTGCTGGTCATGTAT
GCAGTCAGTGGCCTCTGCCTCCTGCTCAATCTGATCGAGTTGCTGCACCTGGGCCTGGGG
AGCATAAGAAATGGTAGAAGCCTGAAAAATGGTGGACATCACCCTGCCCCATCTCCTCAT
TCCAAGGCTGGCAAGCTAGAACAAATGCAGAGACAGTTGAATCTGGTCCAGGAGCAAATG
GGCATGGTATTCAATCAGGGCCCTCTTTTGGCTACAGAACCTACCTCTACAGGGCAGTCT
CCAGACTACAGTTTATTTGCTCAGCAAAACTGGCATAACCAAGCCCAGAAATAG

>Md-GJD2-XM_003340035 Splice site
ATGGGGGAATGGACCATCTTAGAGAGGCTGCTGGAAGCCGCCGTACAGCAACATTCCACT
ATGATTGGGAGGATCCTGCTGACAGTGGTGGTGATCTTCCGGATCCTTATCGTGGCCATA
GTGGGTGAGACAGTGTATGATGATGAGCAGACCATGTTTGTATGCAATACCCTGCAGCCA
GGCTGCAACCAAGCCTGCTATGACCGAGCTTTCCCTATCTCTCATATCCGCTACTGGGTC
TTCNAAATCATCATGGTGTGCACTCCTAGCCTCTGCTTCATCACCTACTCAGTTCATCAA
TCTGCCAAGCGAGCCGGGGGTGGGAGCAGTGGTGGGGGCAAGCGGTTAGACAATAAGAAG
CTGCAAAATGCCATTGTAAATGGAGTACTACAAAATACAGAGAATACTAGCAAGGAGACT
GAGCCAGACTGTCTAGAGGTTAAGGAGTTGGCCCCACACCCATCTGGGTTACGTACAGCA
GCCCGTTCTAAGCTCCGTCGGCAAGAGGGCATCTCCCGCTTCTACATTATTCAGGTTGTT
TTCCGTAATGCCCTAGAAATTGGGTTCCTGGTAGGCCAATACTTCCTTTATGGCTTCAGT
GTCCCTGGACTGTATGAGTGTGACCGCTATCCCTGTATCAAGGAGGTAGAATGCTATGTT
TCCCGGCCCACAGAGAAGACAGTCTTCCTCGTGTTCATGTTCGCTGTGAGTGGCATTTGT
GTTGTCCTCAATCTGGCTGAACTCAATCACCTGGGCTGGCGCAAGATTAAGCTGGCTGTG
CGTGGTGCACAAGCCAAGAGGAAGTCAGTCTATGAGATCCGCAACAAGGACCTGCCTCGG
GTCAGTGTACCGAATTTTGGCAGGACTCAGTCAAGTGACTCTGCCTATGTGTGA

>Md-GJD3-XM_001365802
ATGGGGGAATGGGCCTTCCTGGGCTCGCTGCTGGACTCGGTGCAGCTGCAGTCCCCCCTG
GTGGGCCGCCTGTGGCTGGTGGTCATGCTGATTTTCCGGATCCTGGTGTTGGCCACGGTC
GGGGGGGCCGTGTTCGAGGATGAGCAGGAGGAGTTCGTGTGTAATACGCTGCAGCCTGGG
TGTCGTCAGGCCTGCTATGACCGGGCCTTCCCCATCTCCCATTACCGCTTTTGGCTTTTC
CACATCTTGCTGCTCTCTGCTCCTCCCGTGCTGTTCATCATCTACTCCATGCACCAGGCC
AGCAAAGGCCCCAGACCCCAAGGAGATGGGATGAAGGAGCAGGAGGAGTGGAGCGGCAGC
CTGGGCCAGCGCCTGGCAGGGCCCGGGGCTCGCCGCTGCTACCTGCTGAGCGTGGCCCTG
CGTCTGCTGGCTGAGCTGGGCTTCCTGGTAGGGCAGACCCTGCTGTACGGCTTCCGGGTG
GCCGCCCGTTTTCCCTGCACCCAGACCCCGTGCCCGCACGTGGTGGACTGCTTTGTCAGC
CGCCCAACGGAGAAGACGGTCTTTGTGATTTTCTACTTTGCTGTGGGGCTTCTCTCTACC
CTCCTCAGCGTGGTCGAGCTGGGCCATCTCTTCTGGAAGGGGCGCCGAAGTCAGAACAAG
GGTGCCCTTTGGCTAGGCAAGGTGGTCACAGGAGAGAAAGACAACCACTGCAACCAGGAG
CAGGAAGAGGCCCGGAAGCTTCTCCTGCCACTCTCCCCACCAAAAAGGGCCCCTCCACCC
AGCCCCATGCAGGGCGCCCCACCTGCCTATGCCCACAAGTTGCCACAGGGTGGCAGCGAG
GGCAGCAGCAGCAGGAGCAAGTGCTCGCTGTCCACAGCCAGAGAGGACCTCTCCATCTAA
>Md-GJD4-XM_0013474328 Splice site
ATGGAACGTTGGGATTTGCTGGGGTTTCTGATCATCACATTGAACTGCAATGTGACAATT
GTGGGGAAGATCTGGCTCATCATCATGATAATGCTGAGGATGGTGGTAATTATTTTGGCA
GGCTATCCAATCTACCAAGATGAACAAGAGAGATTTATTTGCAATACTTTGCAACCAGGA
TGCTCCAATGTATGCTATGACATCTTCTCTCCTGTATCTCACTTCCGATTTTGGCTGATC
CAGAACGTATCTGTTCTCCTACCTTATGCCATGTTCAGTGTTTATGTCTTTCACAAAGGA
GCCCTACGTGCTGCAATGGGGGCCCGCCAACCAGATTGCTGTAAAGGAAGGAATATTCTC
CCTGACCAGAGAGGAGTGAAGGGGTTTGGCTATTCTCATCTAAATTTCCCTGACTTTTCC
ACTGCATATATAATACAACTTCTTCTGAGGATCCTGACCGAAGCTGCTTTTGGTGGTGCC
CAATACTATCTCTTTGGATTCTGGGTTCCAAAGCAATTCTCCTGCTACCATTCTCCTTGT
ACAAGTGTGGTGGATTGCTATATCTCCCGGCCCACAGAGAAATCAATAATGATGCTTTTT
ATTTGGGGAGTCAGTGCTCTATCCTTTCTTCTAAGTTTTGTTGACCTAATTTGTTGCATG
CAGAGATGGCTGAGACGGAAGCATTTGGCTAAACGGATGATGAAAAATGTTTGTGTCAGT
GAAGAGCATGGCTCCCCATACATCCCTCCTGGTCAAGCCAAGCACTGTTTGACCTCAGAG
GTAAGGCAGGAACCGCCACAGCTGGTGAAAAGGTTCAGTCAGATTAGTGAGAATGCTGGG
TGGCCTGAGTCTAGAGGGGAAGAAGATATATCTCTTCATCCTATGGTGTGGCCCAAAGAT
GTAGCTTCCAGGTCAAACCTTAATAGCCCAGGTCATAAGTCTTGCTCATCTGGAAGAATG
ACTTTTCCAGATGAAGATGGCAGCGAAGTGATGTCCAATGGCAGTGAACAGCAAGGGATA
GCTTCTAAAGAGATGCAAAGCAGGCCTTTCAAAGAGGTTCCTAGGTCCAAGGACAGCTCC
CAGCTTGGAGAGTTTGCCTCTGCCCCTCGAAGCCGACTTGGAGGACATTATTCATCCAGT
GAGCTGAAACCTTCTGCCTCTCAGGTGAGCTGTGGCAGCCCTAGCTACCTAAGGGCCAAA
AAGTCTGAATGGGTATGA

>Md-GJD5-XM_001376506-GJD2like
ATGGGTGACTGGTCATTTCTGGGCCGGCTTCTGAATGAAGTCCAGAACCATTCCACTGTC
ATCGGTAAGATCTGGCTCACCGCCCTCCTCATCTTTCGGATTCTCCTGGTCACATTGGTG
GGCGATGCCATCTACGGAGATGAGCAGTCTAAGTTCACCTGTAACACCCTCCAGCCGGGC
TGCACCAACGTCTGCTACAATAGTTTTGCTCCTATCTCCCACCTTCGCTTCTGGATCTTC
CAGATTGTTCTGGTGGCCACACCATCCATTTTCTACATCGTGTGTGTGTTGCATCAGGTG
GCCTTGGAGGAGAGGATGGATGTGGAGAGGGACCGTCTGCTGGAGCTGTGGCGAAGACTG
GTGCCAGCCACTGGGGAAGTCCTTCCTGGAGTGGGGTCTGGGGTCCTAGTGCCCTCTAGC
TCCTTTGAAGGCCACAGTCTGGATGAGGAGGAGGTCCTTCCAAAGCACCTCCAGTCCACC
TCTCAGGACCCCATCTACCTGGCCAACCGGGCATTGATCATTTACATCGCCCACGTGGTG
CTGAGGGCCTTCCTGGAGTTGGGATTCCTAGTGGGGCAATACTACCTGTTTGGGTTTGAT
GTGCCTCATTTGTATCGCTGTGAAACCTACCCATGTCCCACCAAGACGGACTGCTTTGTC
TCCAGGGCGACAGAGAAAATGATCTTTCTGAATTTTATGTTCGGCGTTGGGCTTGGCTGT
TTTCTTCTGAACTTGGCAGAATTGCACTACCTGGGATGGCTCTTTACCTTCCGGATGCTC
TTCAAGGCTTGTGTCAATTGCTGCCAATATCTAGGCAAAGCACCCCCATCCCACAGGTCC
CGACTGCTGCCTCTTCTGGACTCAAGTCAGGAGAGGATCCTTCTGGAGGCCTCCTTGCTG
CCTGCGTGGGGGTCAGGGCATCTCAGGGCCCAGCACACTGTGATACCTCTGACAATCGAT
GCAGCCCAGGCCACTTTGGACCACAAATCTCAACAGGAAAAGTCCTCCAGGATGCCCCCC
AGCAAGAAATCTTGGCTCTGA

>Md-GJE1-XM_001380882 Splice sites
ATGTCTCTAAATTACATCAAAAACTTCTACGAAGGATGTCTCAGACCTCCTACAGTGATC
GGTCAGTTCCACACGCTTTTCTTTGGCTCAGTTCGAATGTTCTTCCTTGGAGTGTTGGGC
TTTGCAGTCTATGGGAATGAAGCCTTGCATTTTAGCTGTGATCCAGACAAGAGGGAAATC
AATCTCTTCTGTTACAACCAGTTCAGGCCAATAACTCCACAGGTATTCTGGGCATTACAG
CTAGTGACTGTACTGGTTCCTGGAGCTGCTTTTCATCTTTATGCTGCATGTAAAAGCATC
GATCAAGAAAGCATACTTCAGAGACCCATCTACACTGTCTTTTATATCCTCTCTGCCTTA
TTAAGAATAATTCTTGAGGTGATAGCCTTTTGGCTACAAAGTCATCTTTTTGGTTTTCAA
GTAAAATCTCTTTATCATTGTGATGCTAGTTTGCTTGAAAAAAGATTGGGTATCATAAGA
TGCCTGGTCCCGGAACATTTTGAAAAAACCATATTTCTCATTGCCATGTACACATTTACT
GCAGTCACAGTGGCATTGGGATTTGCTGAAGTTTTTGAGATCTTATGTAGAAGATTAGGG
TTTTTAAGTGGATAG



[bookmark: _Toc62483427]Supplementary Figure S6. Tasmanian devil (Sarcophilus harrisii) GJC3.
The sequence is collected from GenBank.

>Sh-GJC3-XM_003761914-GJC1like
ATGAGCTGGGCGTTCCTGACGAAGTTGCTGGAAGCTGTGACCCAGCATTCTACCTTGGTG
GGGAAACTGTGGTTGTCCGTGCTGGTTGTGTTTCGCCTAGTGCTGCTGGCGGTGGGTGGA
GAGGCCATTTACCGGGACGAGTTAAGTGGCTTCTCCTGTAATACAGCGCAACCGGGTTGC
CAAAATGTTTGCTATGACGCCTTCGCACCCCTCTCCCACGTTCGCTTCTGGGTGTTCCAG
ATCATCCTGGTCACTGCGCCCACCGTATTCTACTTGGGCTATGCGGTGCACCACCTGTCC
CGGCGCCGGAGGATCCAGAAGCAAGAAGAGGAAGAGGAGCCCATGCTCAAAAAGAAGTCC
GAGAAGTCCCATGATGATGGAGCCCACGATGGTCGCAAGAGGATCCGCAGGGATGGGCTC
CTGGGGCCCTATGTTGGGCAGTTACTGGTGCGGACTGCCTTGGAGGTGGCCTTCCTACTA
GGCCAGTACCTGCTCTATGGCCTGGAGGTGCCTCCCTCCTATGTCTGCGTGCGTAAGCCT
TGCCCCCACACCGTGGATTGCTTTGTTTCTCGTCCCACGGAGAAGACCATCTTCCTGCTG
GTCATGTATGCAGTAAGTGGCCTCTGTCTCCTGCTCAACCTGATCGAGTTGCTGCATCTG
GGTCTGGGAAGTTTGAAGAAGGATAGAAGTCACAATGCTCCACTTTCTCATTCCAAGAAT
TTCCCACTGGAGCAGATGCAGAAACAGCTGCATCTGGTCCAGGAGCACCTGGACATGGCA
TTGCATATGAGCACACCTTTGGTCACAGCGCCTACCTATGCAGGCCAGTCTCCTTCCTAC
AACATATATGCTCAGCAAAATCTGCATAATCAAAGCGAAAAAGAGCCTCATTTCTCCAAA
ACAGATCAGTGA


[bookmark: _Toc62483428]Supplementary Figure S7. Koala (Phascolarctos cinereus) GJC3.
The sequence is collected from GenBank.

>Pc-GJC3-XM_020995466-GJC1like
ATGAGCTGGGCCTTCCTGACGAGGTTGCTGGAGGCTGTGACCCAGCACTCCACCCTGGTG
GGGAAGCTCTGGCTGTCCGTCCTGGTGGTGTTCCGCCTGGTACTCCTGGCCGTGGGCGGG
GAGGCCATTTACCGGGACGAGCTAAGTGGCTTCTCCTGCAACACAGCACAGCCAGGCTGC
CAAAATGTTTGCTACGACGCCTTCGCACCCCTCTCCCACGTACGCTTCTGGGTGTTCCAG
ATCATCCTAGTCACTGCACCCACCGTGTTCTACCTGGGCTATGCCGTGCACCATTTGTCC
CGGCGCCAAATGACCCAGGAACAAGAGGAGGAAGAGAGGGAGCCCATGATCAAAGAGAAG
TCCAAGAAGTCCGCTGAGGATGAAGCCCACGATGGTCGCCGGAGGATCCGCAGGGACGGC
CTCCTGGGAGCCTATGTGGGGCAGTTGCTGATCCGATCTGCCTTAGAGGTGGCCTTCCTG
ATGGGCCAGTACCTGCTCTACGGCCTGGAAGTGCCTCCCTCCTATATCTGCCAGCGCAGC
CCTTGCCCCCACACCGTGGACTGCTTTGTATCTCGTCCTACTGAGAAGACCATCTTCCTG
CTGGTCATGTATGCAGTCAGTGGCCTCTGCCTCCTGCTCAACCTGATTGAGTTGCTGCAC
CTGGGCCTGGGAAGCATGAAGAAGGGTAGAAACCACCCTGCCCCAACTCGTCATTCCAAG
AGTCTCCAGTTGGAGCAAATGCAAAAACAGTTGCATCTGGTCCAGGAGCACCTGGACTTG
GCGGTGCATTTGAGCACACCTTTGGCCACGGTGCCTGCCTATTCAGGCCAGTCTCCATCC
TACAGCACATATGTTCAGCAAAACCGGCACATCCAAGCCCAAAAAGAGGCTCTATTGTCT
AAGACAGGTATATTTGGGGTAGATTAA

[bookmark: _Hlk57288618]>Pc-GJC3-XM_020995580-gjc1like
ATGAGCTGGGCCTTCCTGACGAGGTTGCTGGAGGCTGTGACCCAGCACTCCACCCTGGTG
GGGAAGCTCTGGCTGTCCGTCCTGGTGGTGTTCCGCCTGGTGCTGCTGGCTGTGGGTGGG
GAGGCCATTTACCGGGACGAACTGAGCGGATTCGTGTGTAACACCCGGCAGCCAGGCTGC
CAAAATGTTTGCTACGACGCCTTCGCACCCCTCTCCCACGTACGCTTCTGGGTGTTCCAG
ATCATCCTAGTCACTGCACCCACCGTGTTCTACCTGGGCTATGCCGTGCACCATTTGTCC
CGGCGCCAAATGACCCAGGAACAAGAGGAGGAAGAGAGGGAGCCCATGATCAAAGAGAAG
TCCAAGAAGTCCGCTGAGGATGAAGCCCACGATGGTCGCCGGAGGATCCGCAGGGACGGC
CTCCTGGGAGCCTATGTGGGGCAGTTGCTGATCCGATCTGCCTTAGAGGTGGCCTTCCTG
ATGGGCCAGTACCTGCTCTACGGCCTGGAAGTGCCTCCCTCCTATATCTGCCAGCGCAGC
CCTTGCCCCCACACCGTGGACTGCTTTGTATCTCGTCCTACTGAGAAGACCATCTTCCTG
CTGGTCATGTATGCAGTCAGTGGCCTCTGCCTCCTGCTCAACCTGATTGAGTTGCTGCAC
CTGGGCCTGGGAAGCATGAAGAATGGGGGATACAGTTCTGCCGCACCTCCGCATTCCAAG
GGTTTCAAACAGGAGCTGGAGCAAATGCAGAAACAGCTGCATCTGGTCCAGAAGCAAATG
GACGTGGCATTGCATCTGGGCACACCTCTGGCAACAGCCCCTGAGTTTTCAGGTCGGCCT
CCAACCTACAATATCTCTACTCAGCAAAACCGCCCCAACCAAGCCCAGAAAGAGACCCGG
CTCTCCAAGACAGAGCTGTGA



[bookmark: _Toc62483429]Supplementary Figure S8. Platypus (Ornithorhynchus anatinus) connexins
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry.

>Oa-GJA1-XM_029057743
ATGGGGGACTGGAGCGCCTTGGGCAAGCTCCTCGACAAAGTCCAGGCCTACTCGACGGCG
GGCGGGAAGGTCTGGCTGTCGGTCCTGTTCATCTTCCGGATCCTGCTCCTGGGGACGGCG
GTGGAGTCGGCCTGGGGGGACGAGCAGTCGGCCTTCCGGTGCAACACGCAGCAGCCCGGG
TGCGAGAACGTCTGCTACGACAAGTCCTTCCCCATCTCCCACGTGCGCTTCTGGGTCCTG
CAGATCATCTTCGTCTCGGTGCCCACCCTCCTCTACCTGGCCCACGTCTTCTACGTCATG
CGCAAGGAGGAGAAGCTGAACAAGAAGGAGGAGGAGCTGAAGGTGGCCCAGACGGACGGG
GTCAACGTGGACATGCACCTGAAGCAGATCGAGATCAAGAAGTTCAAGTACGGCATCGAG
GAGCACGGCAAGGTGAAGATGCGTGGCGGCCTGCTCCGCACCTACATCATCAGCATCCTC
TTCAAGTCCGTCTTCGAGGTGGCCTTCCTGCTGATCCAGTGGTACATCTACGGGTTCAGC
CTCAGCGCCGTGTACACGTGCCAGAGGGCCCCCTGCCCGCATCAGGTCGACTGCTTCCTC
TCCCGGCCCACGGAGAAGACCATCTTCATCATCTTCATGCTGGTGGTGTCCCTGGTGTCC
CTGGCCCTGAACATCATCGAGCTCTTCTACGTCTTCTTCAAGGGGGTGAAGGACCGCGTC
AAGGGCCGGATCGACCCCTACCTCGCGGCCACCGGCCTCCTGAACCGGGGCGCCCTGCTT
CAGGTGATGGAGCGGGAAATCACACCCCTCAGGAGAGCGCTGGACTTTATTTCTGGAACG
GTCCAGGGAAACCCCAGTAGTGGGAATGAGGAGCCACTGGAGGAAATTGAGGAGAGAGAA
AGTTTGGTAGAAAGCGGGGAAGAATCTTTCCCCAAGGAAGTGGGATAA

>Oa-GJA3-XM_001518776
ATGGGTGACTGGAGCTTTTTGGGGCGCCTACTAGAGAATGCCCAGGAGCATTCCACGGTC
ATCGGCAAGGTGTGGCTGACAGTGCTGTTCATCTTCAGGATCCTGGTGCTGGGGGCTGCG
GCCGAGGAGGTCTGGGGGGATGAACAGTCGGACTTCACGTGCAACACGCAGCAGCCCGGT
TGTGAGAATGTGTGCTACGATGAGGCCTTCCCCATCTCACACATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTATCCACACCGTCACTCATCTACCTGGGCCATGTGCTGCACATTGTG
CGCATGGAGGAGAAGAAGAAGGAGAAGGAGGAGGAGCTGCTGAAAAAGACCGATCCGCAG
GCCGGGCCTGTGGGCCAGGGAGCTCCCGGCAGCCCCCGTGAGCCACTGCTCGGGAGGGAG
GTGGCCGGTGGGGGCAAGGAGAGGCCCCCAGTGCGGGATGAGTGGGGCAAGGTCCGCATT
GCCGGTGCCCTGCTCCGCACCTACGTCTTCAACATCGTCTTCAAGACCCTGTTTGAAGTT
GGCTTCATCGTGGGGCAGTACTTCCTGTACGGTTTTGAGTTGAAGCCCCTCTACCGGTGC
AGCCGCTGGCCCTGCCCCAACACCGTGGACTGCTTCATCTCCAGGCCCACCGAGAAGACC
ATCTTCATCGTTTTCATGCTGGCCGTGGCCTGCGTGTCCCTACTGCTCAACATGCTGGAG
ATCTACCACTTGGGCTGGAAGAAGTTGAAGCAGGGCATGACCAACCGTTACAGCCCCGAC
TCCCCCGAGGCCCAGCGGGGACTGGCGAGGCCGGATCAGCTCACCCCCTTCCTCTTGCCC
TCCCATGCGCCCCCGCCCCCCACCGTGACCATTGGGTTCCCCCCATTTTACAGCCAGTCT
TCCTCCTCCCTAAGGCAAGCTACCCCCTCGGGCTACCCCGGGGCCCCGGGGCCCCCGACA
GAGTTCAAAATGGCAGGGCTGCCCAAGGAGCGCAGCCGGGCCGCCTCCGCCCAGGCCTTC
AGCAGCAACCAGCACATCCTGACAGCAGAGCAGAACTGGGCCAACCAGGAGGCCGAGCAG
CAGACCCTCGAACGGAAGTCCCTCACTGCCCCTGGCGCCCCGTCTTCCCCAATCAGCACT
CAGCAGAACCCCCCGGAGGTGGGGGGAGGAGGTGAGGGTAGCGAGGCTCCCCTGCTGCTG
GTAAATGGCGGGAGCTTGGGAGGTGGCAGCGGTGGCGAGGCCGAGGCCGGGGAGGAGTGG
CCTGGGACCACCCGTGTGGAGATCCACGAGTCCCCGCTGCTCCTCCTGGACCTGAGGCGG
CTCAGCAAGGCCAGCAAGGCCAGCAGCTGTCGAGCCAGATCAGATGACTTGGCCATTTAG

>Oa-GJA4-XM_001507680
ATGGGCGACTGGGGCTTCCTGGAGAAGCTCCTGGACCAGGTGCAGGAGCACTCGACGGTC
ATCGGCAAGATCTGGCTGACCGTCCTCTTCATCTTCCGTATCCTCATCCTGGGTTTGGCG
GGCGAGTCGGTCTGGGGGGACGAGCAGTCGGACTTCGAGTGCAACACGGCCCAGCCGGGC
TGCACCAACGTCTGCTACGACAAGGCCTTCCCCATCTCCCACATCCGCTACTGGGTCCTC
CAGTTCCTGTTCGTCAGCACGCCCACCCTGATCTACCTGGGCCACGTCATCTACCTGTCC
CGTCGGGAGGAGAAGCTGAAGCAGAAGGAGAGCGAGCTGAGGGCCCTGCAGCTCAAAGAC
CTGCAGGTGGAGAACGCCTTGGCCGTACTGGAGAAGAAGCTCGCCAAGATCTCCGTGGCT
GAGGACGGGCGGGTGAAGATCCAGGGGGCCCTCATGGGCACCTACGTCACCAGCGTCGTC
TGCAAGAGCATCCTGGAGGCCGGCTTCCTCTTCGGCCAGTGGTACCTGTATGGCCTGACC
ATGGTGCCCAGGTTTGTGTGCGAGCGGGACCCCTGCCCCCACAAGGTGGACTGCTTCCTC
TCCCGCCCCACCGAGAAGACCATCTTCATCCTCTTCATGTGGGTCGTGGGCATTATCTCC
CTGCTGCTCAACCTCCTGGAGCTCTTCCACCTGTGCTGCAGGAAGCTGGTCCAGAGAGCA
AAGAGGGCGACCAAGGAGGGCGAGGCTGTCTATGACCCGGCCCTTAGGGAAGCCCCACCT
GGGGATTCCTATGCGCACCACCAAGAGAAGACCTTCTTCTACCTCCCCATGGTGGAGAAC
CCCTCCTCCCCGCCCTACCCCACCTACAACAAGCTGTCCTCCAGTGAGCAGAACTGGGCC
AACTTCACCACTGAAGAGAGCCTGGCGCTGCAAAAGAGGAACAGCTAG

>Oa-GJA5-XM_029080937
ATGGGCGACTGGAGCTTCCTGGGGGAGTTCCTGGAGGAGGTGCACAAGCACTCCACCGTG
GTGGGCAAGGTCTGGCTGACCGTCCTCTTCATCTTCCGCATGCTGGTGCTGGGCACGGCG
GCCGAGTCCTCGTGGGGCGACGAGCAGGCCGACTTCCAGTGCGACACGCTGCAGCCCGGC
TGCGAGAACGTCTGCTACGACCAGGCCTTCCCCATCTCCCACATCCGCTACTGGGTCCTG
CAGATCATCTTCGTGTCCACGCCGTCGCTCGTGTACATGGGCCACGCCGTGCACCACGTG
CGCATGGAGGAGAAGCGGAGGGAGCGCCGGGCCGGGGCGGGAGAGAAGGAGGGAAGGGCC
GGGGAGGGAGACCAGGCCCGCCGGGGACCCGAGGAGGGCAGGATCGTGCTCCGGGGCGCC
CTGTTGCACACCTACGTGTGCAGCATCCTGGTGCGCACGGCCGTGGAGGTGGCTTTCCTG
GTGGGCCAGTACCTCCTGTACGGGGTCTTCCTGCAGACGCTGCACGTGTGCCGCCGCGCC
CCCTGCCCCCACGCCGTCAACTGCTACGTGTCACGGCCCACGGAGAAGAACGTGTTCATC
GTGTTCATGTTGGCCGTGGCGGCGCTGTCGCTGGGCCTCAGTCTGGCCGAGCTCTACCAC
CTGGGCTGGAGGAAGGCCCGGGGCCGGCTGCGGGGGCCGGGCGCGGGGGCCGAGGGCGAC
CTCTTCTTCGGGCCCGCGCTGGCGGCACGGCAGAACACAGCCAACCTGGCAGCTGAGCGT
GGGGGGCGAGCCCTGCCGGGCCCAGAGGCGGCCAGGGACAAGCGGCGTCTCAGCCACGCC
AGCAGCAAGGCCCGCTCGGACGATCTGTCCGTGTAG

>Oa-GJA8-XM_029080938
ATGGGTGATTGGAGCTTTCTGGGGAACATTCTAGAGGAGGTGAACGAGCACTCGACCGTC
ATCGGCCGGGTCTGGCTGACCGTCCTGTTCATCTTCCGCATCCTGGTGCTGGGTACGGCG
GCCGAGTTTGTCTGGGGCGACGAGCAGTCGGACTTCGTGTGCAACACGCAGCAGCCCGGC
TGCGAGAACGTGTGCTACGACGAGGCCTTCCCCATCTCCCACATCCGCCTCTGGGTCCTG
CAGATCATCTTCGTGTCCACGCCGTCGCTCGTGTACGTGGGCCACGCCGTGCACCACGTG
CGCATGGAGGAGAAGCAGAAGGAGCGCGAGGCGGAGGCGGCGGCCCGGAGGCCAGCGGGA
GAAGGGGATCGCTCACCCCCGGCCGGTGGCGGCGACCAGGGCCACGGGAAGCGGGGGCCG
TCCAAGGGCACCAAAAAGTTTCGGCTGGAAGGCACGCTTCTCCGCACCTACATTGGCCAC
ATCGTCTTCAAGACGCTGTTCGAGGTGGGCTTCGTTGTGGGCCACTATCTCCTGTACGGC
TTCCGGATCCGGCCCCTCTACCGCTGCAGCCGCTGGCCCTGCCCCAACGTCGTGGACTGC
TTCGTGTCCCGGCCCACCGAGAAGACCATCTTCATCCTCTTCATGCTGGCCGTGGCCTCC
GTGGCCCTCTTCCTCAACCTCCTGGAGATCGGCCACCTGGGCCTCAAGAGGGTCCGGGCG
GCCTTCGGCCGGCCGGCCGAACCCCGGTCCCCGGGGGGCCCCGCCGAGACGTCCGTCCGC
TCCGTCGCCGTGTCCTCGGTGCAGAAGGCCAAGGGCTACCAGCTCCTGGAGGAGGAGCAG
ATCGTGTCCCGGTACTTCCCGCTGACCGACGTCGGGGTGGTGGAGACGGGGGCCCTGGGG
GACCTGGGTCCGGTCTACGCCGAGACCCTCCCTTCCTACGCGCAGGTGGAGGGGCGGGAG
GTCGGTGGGGAGGAGCAGGAAGAGAAGCCAAGCCCAGTGGAGAATCAGGGGCTGCGGGAG
AAGCCTGGGCTGGGGGATACACCGGGACTTGGGGAGACCCTGGGACTGGAAGAGAAGCTG
AGGCTGCAGGAGAAGCTGGGGTTGGAAGAGAAGCTGGGACTGGAGAGGCTGGGGCTGGGA
CCAGCAGCCGCCGAGAAGCTCCCTTCGCTGCCTTCCGAGTGGACGTCCGACTCCCCCAGG
CCCCTCAGCAGGCTCAGTGGGGCCAGCAGCCGGGCCCGGTCAGATGATTTGACTGTCTGA

>Oa-GJA9-59-XM_001512804
ATGGGGGACTGGAATTTCCTGGGAGGCATTCTGGAGGAGGTCCACATCCACTCCACCATC
ATCGGAAAGATCTGGCTCACCATCCTCTTCATATTCCGGATGCTCGTCCTTGGAGTGGCA
GCTGAAGACGTCTGGAACGACGAGCAGTCCGGGTTCGTCTGCAACACCGAGCAACCGGGC
TGTAGAAATGTCTGCTACGATCGGGCCTTTCCCATCTCCCTCATCAGATACTGGGTCCTG
CAAGTCATATTTGTGTCTTCCCCATCTCTGGTGTACATGGGCCATGCTTTGTACAGACTG
AGGGCCCTGGAGAAGGACAGGCAAAGGAAGAAAGCTCAACTCAAAGGGGAACTGGAGGCC
ACTGAGTTTGAAATGGTCGAGGATCGGAGAAAGCTGGAGCGAGAACTCCGTCAGCTCGAG
CAAAGGAAACTCAATAAAGCACCACTGAGAGGGGCCTTGCTTTGTACCTACGTGATACAC
ATTTTAACTCGGTCTGCAGTTGAAATTGGATTCATGATTGGCCAGTATCTTCTCTATGGA
TTTCGGCTCGATCCTCTCTTTAAGTGTCATAGAGATCCATGTCCAAATACAGTCGACTGC
TTTGTATCGAGGCCGACAGAGAAGACGGTCTTCCTGTTATTTATGCAATCCATAGCGGCT
GCCTCTCTTCTTTTAAATGTTCTAGAAATTGTCCATCTCGGTTTAAAAAGAATCAAAAAG
GGATTTGAGAGACCCAAATATAAATATAAAATGAATGATGAATGTGAGGACTCTGATTTG
AGCGAGGCAAAAATAATTTCTGCAGCACAACCACCTTGTCTGGGCACAGCTACCAATCCA
CCCAAGACGCTCCCTTCTGCGCCTATTGGCTACACCGTGTTAAGGGAAAAACAAATGAAT
CCCACAGTGTACCCCGGCTTCAGTTCACCTTCAGTACTGCAGGCCCTTCAGGAAACTGGC
AAGAAAAGTCCGGCTAGTGACGAGAGAAATAAACCGTCTGACGAGACGTGCCTGAGTAGC
ATCGTGGAGGGTTATCCTGCGAACGCCAACTTGAGTCACAGCGAAGGGATAATCAGCGTG
GTGAGGGCAGAGATCGGTGGCACTCACAAGCAAGAGAACACCACCACCGGCCACCAGGCT
AATTTCGAAGCTGCCGTCCATCTGGGCTATCGGCCGGAGATGCCATTGGGGGCTGCCCTA
TACCCTTCACTGCAACCCGAAATGACTTTCTCCCCGCCAACCGATTGCACCCGCACAGCA
CGGAGCCTAAGCGACCCCTGGAACGGTTCGACGGGGGGTCTTCAGAGCAGAGGGTCACCT
CCCAGAGGTAACCTCAGGAGACAGAGCCGAGGGAGCACCGGCAGACCCCGAGCCCTCTCC
CGGGCGGACTCCCGACCACCCAGTAGGTCAAACAGCTCAGACTCTCCGGGGGAGATGAGC
TCGGGATCCAAACCCAGCAAAAGCTGTGACAGTCCTAGGGTTTTCCCACTTTCTCGGCGA
ATCTCTCTGGCGACTTGCAGCGTTAGCAGCAGGCGGGCCCCGACCGACCTTCAGATCTGA

>Oa-GJB1-XM_029067793
ATGAACTGGGCGGGCCTGTACACCTTGCTGAGCGGCGTCAACCGCCACTCCACGGCCATC
GGGCGCGTGTGGCTGTCGGTCATCTTCATCTTCCGCATCATGGTCCTCGTGGTGGCCGCC
GAGAGCGTGTGGGGGGACGAGAAGGCGGCCTTCACCTGCAACACGCAGCAGCCCGGCTGC
AACAGCGTCTGCTACGACCACTTCTTCCCCGTGTCCCACGTGCGGCTCTGGTCCCTGCAG
CTCATCCTGGTGTCCACCCCGGCCCTCCTGGTGGCCATGCACGTGGCCCACCAGCAGCAC
GCCGAGAAGAAGCTCCTGCGCCTGGAGGGCCGCGGCGACCCCCTGCACCTGGAGGAGGTC
AAGCGTCAGAAGGTGCGCATCTCCGGCACGCTGTGGTGGACCTACGTGGTCAGCGTGGCC
TTCCGGCTGCTCTTCGAGGCCGTCTTCATGTACGTCTTCTACCTGCTCTACCCGGGCTAC
GCCATGGTCCGGCTGGTCAAGTGCGAGGCCTACCCCTGCCCCAACACGGTGGACTGCTTC
GTCTCCCGCCCCACGGAGAAGACCGTCTTCACCGTCTTCATGCTGGCCGCCTCGGGCCTC
TGCATCGCCCTCAACGTGGCCGAGCTGGTCTACCTGGTGGTCCGGGCCTGCGCCCGCCGG
GCCCGCCGCCGCCGGGCCGGCCCCCCGGCCCGCAAGGGCTCGGGCGGCTTCTCCCACCGC
CTCTCGCCCGAGTACAAGCAGAACGAGATCAACAAGCTCCTGGGCGAGCAGGACGGCTCC
CTCAAGGACCTCCTACGCCGCGGGCCGGGCTCGGCCCCGGCCGAGAAGGGTGACCGCTGC
TCCGCCTGCTGA

>Oa-GJB2-XM_001516318
ATGGATTGGGGAACACTGCAGACCATTTTGGGAGGCGTCAACAAGCACTCCACCAGCATT
GGGAAGATCTGGCTGACCGTCCTCTTCATCTTCCGAATTATGATCCTGGTGGTGGCCGCA
AAGGAAGTGTGGGGGGATGAGCAGGCCGACTTTGTCTGCAACACGCTACAGCCGGGATGC
AAGAATGTGTGCTACGACCACGTCTTCCCCATCTCGCACATTCGCCTGTGGGCTCTGCAG
CTCATCTTCGTCTCTACCCCGGCCCTGCTGGTGGCCATGCACATCGCCTACCGGAGACAC
GAGAAGAAGAGGAAGTTCATCAAGGGCGAGACAAAGAGCGAGTACAAAGATATCGAGGAG
ATCAAGAGGCAAAAGGTCCGGATCGAGGGAGCCTTGTGGTGGACCTACACCAGCAGCATT
TTCTTCAGAATCATCTTCGAGGCGGTCTTCATGTACGTGTTCTACTTCATGTACAACGGG
TTTTCTATGACCCGGGTGGTGAAGTGTAATGCCTGGCCCTGCCCCAACACAGTGGACTGT
TTCGTGTCCAGACCCACTGAGAAGACCGTGTTTACAGTCTTCATGATCTCCGTGTCTGGA
ATCTGCATATTGCTAAATGTCGTTGAGCTGTGCTACCTTCTGATCAGATACTGCTCTGGA
AAGTCCAAAAAGCCCGTGTAG

>Oa-GJB3-XM_0015008022
ATGGACTGGAAGACGCTCCAGGCCCTCCTGAGCGGCGTCAACAAGTACTCCACCGCCTTT
GGCCGCATCTGGCTGTCGGTTGTCTTCGTCTTCCGGGTGCTGGTGTACGTGGTGGCCGCC
GAGCGGGTGTGGGGCGACGAGCAGAAGGACTTCGACTGCAACACGAAGCAGCCGGGCTGC
ACCAACGTCTGCTATGACCATTTCTTCCCCATCTCCAACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCGTCCCTGCTGGTCATCATGCACGTGGCCTACCGGGAAGAC
CGGGAACGCAAACACCGGGAGAAGCACGGGGAGGCGTGCCCCAGGCTCTACTCCAACACG
GGCAAGAAGCACGGGGGGCTGTGGTGGACCTACCTGCTCAGCCTCTTCTTTAAGCTCATC
ATCGAGATCGTCTTCTTGTACATCCTGAACAGGCTCTGGTACGGGTTCGACCTGCCCCGC
CTGGTGCAGTGTGCCTACGTGGCCCCCTGCCCCAACATCGTCGACTGCTACATCGCCCGC
CCCTCCGAGAAGAAGGTCTTCACCTACTTCATGGTGGGCGCCTCGGCTGTCTGCATCGTC
TTGACCGTCTGCGAGATCGCCTACCTCGTCTTCAAGCGAGTGGTGCGGTGTGCGCAGAAG
GGAGAGAAGCGGAAGGCCTACCCTGCCCCTTCGGCTAGCAGGGCCTCCACCTGCCGCTGC
CCCCACCGGCTGCTGGGCCCCGAGGGGGACCAGGCCGCGACCAAGTCTCCTGAGGGGCTG
CGGGCCTCTGCCCCCAACCTGACTCTGATCTGA

>Oa-GJB4-XM_029081152
ATGAACTGGGCGTCATTCCAGGAGCTCCTGAGCGGCGTCAACAAGTACTCAACTGCCCTG
GGCCGCATCTGGCTGTCAGTTGTGCTCGTCTTCCGAGTGCTGGTGTACGTGGTGGCGGCC
GAGGAGGTCTGGGACGACGACCACAAGGATTTCGACTGCAACACCCGCCAGCCAGGCTGC
ACCAATGTCTGCTTCGACCACTTCTTCCCCATCTCCCACGTCCGCCTGTGGGCCCTGCAG
CTCATCCTGGTGACCTGCCCTTCCCTGCTGGTCGTCATGCACGTGGCCTACCGGCAGGAC
AGAGAACGCAAACATCGGGAGAAGCACGGGGAGCACTGCGCGCAGCTTTACCCCAACCCG
GGCAAGAAGAGGGGGGGACTCTGGTGGACCTACCTGCTGAGCCTGCTCTTCAAGGCCGCC
GTGGACATCGGCTTCCTCTACGTCTTCCATCGCCTGTACGAGAACTACGACCTGCCTCGG
GTGGTGGGCTGTGCCGTGCCCCCCTGCCCCAACGTCGTCGACTGCTACATCGCCCGGCCC
ACCGAGAAGAAGGTCTTCACCTACTTCATGGTGGCCACCTCCTTGGCCTGCATCCTCCTC
AACCTGGGCGAAGTGGCATACCTGGTCGGCAAGAGATGCTCAGAGCTGCTCAGGCCACGG
CGACGGAGGCTGGTGGCAGTCCCCCGGGCGGCCTTGCCCGATGGCTTCCCCCCATACGTT
GTTCCCCAAGCCAGTCCCTCTCAGCGGGATGACCCATCCCCCGGCAAGGCCGACAATTCA
GCGTCCCCTCTGATGAGCTCGGGACACTTGAGATAA

>Oa-GJB5-XM_001507939
ATGAACTGGGGGATCTTTGAGGGGCTGCTCAGCGGGGTCAACCAGTACTCCACGGCCTTC
GGCCGCATCTGGCTGTCCCTGGTCTTCATCTTCCGGGTGCTGGTGTACGTGGTGGCGGCC
GAGCGGGTGTGGAGCGACGACCACAAGGACTTCGACTGCAACACCCGCCAGCCCGGCTGC
ACCAACGTCTGCTTCGACCACTTCTTCCCCGTCTCCCATGTCCGCCTGTGGGCCCTGCAG
CTCATCCTCGTCACCTGCCCGTCCCTGCTGGTTGTCATGCACGTGGCCTATCGGCAGGCC
CGGGAAAAAAAGCACCGGGAGCTGGTGGGAGAGGGCGGGGCTCGGCTGTACCTGGCCCTG
GGCAAGAAGCGAGGGGGGCTGTGGTGGACGTACCTCTTCAGCCTGATCTTCAAGGCCGGT
GTGGACTCGGTGTTCCTCTACATCTTCCACCGCCTGTACCGGAATTACACCCTGCCCCCC
CTCGTCAAATGTTCCCTCACCCCCTGCCCCAACATCGTGGACTGCTTCATCTCCAAGCCC
TCGGAGAAGAACATCTTCACCCTCTTCATGGTCATCACGGCCGCCGTCTGTATCCTGCTC
AACCTGGTGGAGGTAGCCTACTTGGTGGGCAAGCGAGGCCGGGAGTGCTGGGCGGTGGGG
GGACGCAAGCACGGGGACCCCGGGATCATGCTGCACGAGCCGGACTGCCCCTCCTCCCTC
AAAGAGCAAGAATTCCTCCTCCAACCGCACGTCCGGCTCCTCCGGGAGTCCGACTGTGAC
CCCCCCGGGGCCACGCTCCCCGCCGACATCCCGTGGGACCACGTGAAGAAGACTCTGGTG
TGA

>Oa-GJB6-XM_029047280
ATGGACTGGAGCACACTGCACACCTTCATTGGAGGTGTCAACAAGTACTCCACCAGCATC
GGGAAGATCTGGATCACTGTCATCTTCATCTTCCGCGTGATGATCTTGGTCGTGGCAGCT
GAGGAAGTGTGGGGGGATGAGCAAGAGGACTTTGTCTGTAACACGCAGCAGCCAGGGTGT
GAGAACGTGTGCTACGACCACTTCTTCCCTGTGTCACATATCCGTCTGTGGGCTCTGCAG
CTCATCTTCGTCTCCACCCCGGCCCTGTTGGTGGCCATGCATGTGGCCTACAGCCGGCAT
GAGAAGGCCAGGAAGTTCAGGAGGGGAGAGAAGAAGGGCGAGTTCAAAGATATCGAGGAC
ATCAAGAGGCAGAAGGTCCGGATCGAGGGAGCCTTGTGGTGGACCTACACCAGCAGCATT
TTCTTCAGAATCATCTTCGAGGCGTCCTTCATGTATGTGTTCTACTTCCTGTACAATGGC
TACAACCTACCGAGGGTGTTGAAGTGCAGCGCCAATCCCTGCCCCAACGTTGTGGACTGC
TTCATCTCGCGGCCCACCGAGAAGACCGTCTTCACCATCTTCATGATCTCGGCCTCGGTG
ATCTGCATGCTGCTGAATGTGGCGGAACTCTGTTACCTGCTGATGAAGGTCTGCTTCAGG
CAGTCCAAGCGGGCTCAGAACCAGGGGAGCCACCCAGGCCCGCCCACAAAGGAGGCCAAG
CAAAACGAGCTGAACGAGCTGATTGCGGAGGGCGCGTCGAACGCCATTCCAGGCTTCCCG
AGTTAG

>Oa-GJB7-XM_007670738
ATGAGCTGGGTCTTCCTCAGAGACCTCCTAAGTGGAGTAAATAAATACTCCACCGGAATT
GGCCGGATATGGTTGGCGGTCGTGTTCCTATTACGTCTACTGGTCTACATGGTGGCTGCG
GAACACGTTTGGAAGGATGAGCAGAAGGAGTTTGAGTGCAACACCCAGCAGCCCGGCTGT
GAAACTGTCTGTTTTGATCACTTCTTCCCCATCTCCCAGGCCAGGCTTTGGGCCCTGCAG
CTGATCATGGTCTCCACCCCTTCCCTGCTCGTGGCCCTCCACGTGGCATACCGTGAGAGC
CGCGAAAAGCGGCACAAGCAGCAGCTCTACTCCAACCCGGGGAGCATCGATGGTGGGCTC
TGGTGCACTTACCTCATCAGCCTCGTTTTTAAAACCGCCTTCGAAGTCGGCTTCCTGGCC
TTGTTCTATCAGTTGTACGGCGGGTTCAACGTGCCCCGCCTCGTGAAGTGTGATGTCAGG
CCTTGCCCCAGTACCGTGGACTGCTTTGTCTCCAAGCCTACCGAGAAGAAAATATTCATC
CACTTTCTGGTGGTCACCTCCTGCCTGTGCGTCGTTCTGAATGTCAGTGAGCTGAGCTAC
TTGGTGTTCACACGCTGTGTAAAGTGCTGCCTCCGCCGCTACCGCACCAGAGCAGAGGCT
TCGGCCTGCAAGTGCCACCAGCTCAACTGTGCCCGTGGCAGAGAGGTCACCACCTCCGCT
CTGATCCCGACTCACGTTCCGGATCCGGCCTTTCGCGTCCTCGCAGCGACTGAAGGGAAG
CTGCCGGAGGGCTCGTTGGAGGGATGA

>Oa-GJC1-XM_029074507
ATGAGCTGGAACTTCCTGACCCGCCTGCTAGAGGAGATCCACAACCACTCGACCTTCGTG
GGGAAGATCTGGCTGACGGTGCTCATCGTGTTCCGCATCGTGCTGACGGCCGTGGGCGGC
GAGTCCATCTACTACGACGAGCAGAGCAAGTTCGCGTGCAACACGGAGCAGCCGGGCTGC
GAGAACGTCTGCTACGACGCCTTCGCCCCGCTCTCCCACATGCGCTTCTGGGTCTTCCAG
ATCATCCTGGTGGCCACCCCGTCGGTCCTCTACCTGGGCTACGCCATCCACCGGATCGCC
AAGATGGAGCGCGGCGACGGGGACGGCAAGGGGGCGCGGGGCGGGCCCCACGCCGTGCGC
TGGAAGCCGCACCGGGCCCCGGAGGAGACGGAGGAGGACCGGCGGGAGGACCCCGCGATG
CTCCCGGAGGCGGACCCGGAGGGCGCCCCGGACGGCCAGGAGCCCGGCCCGCCCAAGCCC
AAGCACGACGGCCGGCGGCGCATCCGGCGAGACGGCCTGATGCGCGTCTACGTGGTCCAG
CTGCTGGCCCGCACCTGCTTCGAGGTGGCCTTCCTGCTGGGCCAGTACTTCCTGTACGGC
TTCCGGGTCAGCCCCTTCTACGTCTGCGGCCGCAGCCCCTGCCCCCACAAGATCGACTGC
TTCATCTCCCGGCCCACGGAGAAGACCGTCTTCCTGCTGATCATGTACGCCGTGAGCGGC
CTCTGCCTCGTCCTCAACCTCTGGGAGATGCTGCACCTGGGCTTCGGGACCCTGCGGGAC
TCGCTGCGCGACCCGAGGCCCCGGCCGGACCCGCCCCGCGGGACCCCGGACCCCTGGGAC
GCCCCGTCGGCGCCCCCGGGCTACAACATCGTCGTCAGGCCGGACCCGGGGGGCCCCTAC
ACGGAGCTGGCCAGCGCCAAGATCGCCTCCAAGCAGAACAAGGCCAACATCGCCCAGGAG
CGGCAGCAGTTCGGCAGCCACGAGGAGAACCTCCCGGCCGACCTGGAGGCCCTGCAGAGG
GAGATCCGCGTGGCCCAGGAGCGCCTGGACCTGGCCATCCGGGCCTACAACCACCACCGG
CACCACCACCCCCCGCACCGGCACCTCCCCGCCGGGCAGGAGAGGAAGGCACGGACCGGC
TCCAAGGGCAGCTGCGCCAGGAGCAGCGTCAGCAGCAAGTCGGGGGACGGGAAGGCCTCC
GTCTGGATCTGA

>Oa-GJC2-XM029078237
ATGCCCAACATGAGCTGGAGCTTCCTGACGCGGCTGCTGGAGGAGATCCACCACCACTCC
ACCTTCGTGGGCAAGGTGTGGCTGACGGTGCTGGTGGTCTTCCGCATCGTGCTGACGGCC
GTGGGCGGCGAGTCCATCTACTCGGACGAGCAGAGCAAGTTCACCTGCAACACCAAGCAG
CCGGGCTGCGACAACGTCTGCTACGACGCCTTCGCGCCCCTGTCGCACGTGCGCTTCTGG
GTCTTCCAGATCGTCCTCATCTCCACGCCGGCCGTGGTCTACCTGGGCTACGCCGTGCAC
CGGCTGGCCCGGGCCGCCGACCCCCGGCCGCGGGGGCCCCCCCGCCGCCCCCGCCGCCGG
GGGTCGGGCCGCCGGCGCCCCCGCGCCCCGCAGGACCGGCCGGGCCCCCGACGAGGAGCG
GCCGATGCTGGACGGGCGGCGGCCAAGGGGCGCGCGACGGCGACGGGCCACCCCCGCGAC
GGGCGCCAGGCCGGCGCCGCCGGCGACGAGGACGACGAGGACGACGAGCGGNGAGGCGGG
GGGGGCGGCGGGGCGACCCCGGCGGTCCCCGGCGGCCCCTCGCGGCGGCGGGCCGACGGG
CGGCGGCGCATCGTGCGCGCGGGGTTGATGCGCGTCTACGTGGCGCAGCTGGTGGCCCGG
GCCGGGCTGGAGGTGGGCTTCCTGGTGGGCCAGTACCTGCTGTACGGCTTCGAGGTGCGG
CCCTTCTTCCGCTGCGGCCGGGCCCCCTGCCCCCACCTGGTCGACTGCTTCGTCTCCCGG
CCCACCGAGAAGACCGTCTTCCTGCTGGCCATGTACCTCGTCAGCTGCCTCTGCCTCCTG
CTCAACCTGGGCGAGATGGCCCACCTGGGCTGCGGCGCCCTGCGCGACGCCGTGCGCCTC
CGCCGGGCCCCCGGGCCGTCCGGGCCCCCCGCCTCCCCCGGGCCCCCCGACTACGACCTG
GTGGTCCGGGCCGAGAAGCCCCCGCGCCCTGGGCCCGTCCCCGTCCCCGTCCCGCCGGGC
CTCCCCCGCGGCCCCGAGCCCGGCAGCTCCAGCAGCAGGGACGGGAAGACCTCGGTGTGG
ATCTGA

>Oa-GJD1.1-XM_029066083-gjd2like The first 67 nt of predicted cds (grey font) are somewhat deviating, and are not included in the analyses. This sequence is on platypus chr 5, while GJD1A is on platypus chr 13, but as there is no sign of genome duplication,  we use the ".1/.2 nomenclature
ATGGGGGAGTGGACCATCCTGGAGAGGCTCCTGGAGGCGGCGGTGCAGCAACACTCCACC
ATGATTGGCAGGATCCTGCTGACGGTGGTGGTCATCTTCCGCATCCTGATCGTGGCCATC
GTGGGCGAGACGGTGTACGAGGACGAGCAGGCCATGTTCCTGTGCAACACGCTGCAGCCC
GGCTGCGCCCAGGCCTGCTACGACCGCGCCTTCCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCCTGGTGTGCACGCCCAGCCTCTGCTTCATCACCTACTCCGTCCACCAG
GCCGCCAAGCAGCGGGAGGAGCGGCCCGCCGACCCCCCGCCGCCACCCCGGCCTCCGCTC
AACGGCATCCTGGCCCACGGGGGCCCCGACGAGCCGGTCTGCCCCGAGGTCAAGGAGCCG
GGGGCGGCGGGGTCCCGCCGGGGTCCCGCCGGCGCCTCCCGCTTCTACGTGGTGCAGGTG
GTGTTCCGGAACGTGCTGGAGCTGGGCTTCCTGGCCGGCCAGTACCTGCTCTACGGCTTC
CGCGTGCCGGCCGTGGTGGCCTGCGGCCGCTACCCGTGCCTCCGTGAGGTGGAGTGCTAC
GTGTCCCGCCCCACCGAGAAGAGCGTCTTCCTGGTGTTCATGTTCGCCGTCAGCGGGGTC
TGCGTCCTGCTCAACCTGGCCGAGCTCAACCACCTGGGCTGGCGGAAGGTGCGGGGGGCC
GTCAGGGGCGCCCGGGGGCGCAGAAAGGCGCCCGGCCGCGGGGGCCAGAGGGACCGGGTG
CCCCTGCACCCCGCCCTGGGCCGCACCCAGTCCAGCGAGTCGGCTTACGTGTGA

>Oa-GJD1.2-XM_029078184-GJD2
ATGGGAGAATGGACCATCCTGGAGAGGCTGCTGGAGGCGGCGGTGCAGCAGCACTCCACC
ATGATCGGGAGGATCCTGCTGACGGTGGTGGTCATCTTCCGCATCCTGATCGTGGCCATC
GTGGGCGAGACGGTGTACGATGACGAGCAGACCATGTTCGTGTGCAACACGCTGCAGCCG
GGCTGCAACCAGGCCTGCTACGACCGCGCCTTCCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCCTGGTGTGCACGCCCAGCCTCTGCTTCATCACCTACTCGGTGCACCAG
GCCGCCAAGCAGCGGGAGCGCCGCTGCTCCGCCGTCCTGCTGGCCCTGGAGCGGGAGCCC
CCCGAGCCCGCCGGCCCCGCCGCCCCCGCCGCCGCCGACGGCAAGAAGCGGCCCGTGGTC
AACGGCATCCTGCAGCCCGGGGCCCCCGACCCGCCGCCCGGGCCCGAGGCCAAGGAGCCG
TCGGCCGTCGCCGCCCCCGGCCCGGCGGGTCCCCCGGGCCCCCGAGGCCTGCGCCCGCCC
GGCCGGGCCAAGCTGCGTCGCCAGGAGGGCATCTCCCGCTTCTACGTCATCCAGGTGTTT
TTCCGCAACGCCCTGGAGCTGGGCTTCCTCCTGGGCCAGTACCTGATGTACGGCTTCCGC
GTGCCGCGCCTCTTCGAGTGCGACCGCTACCCCTGCATCAAGGAGGTGGAGTGCTACGTG
TCCCGCCCCACCGAGAAGAGCGTCTTCCTGGTGTTCATGTTCGCCGTCAGCGGCGTCTGC
GTCCTGCTCAACCTGGCCGAGCTCAACCACCTGGGCTGGCGGAAGATCCGGCTGGCCGTG
CGGGGCGCCAGGGCCAAGCGCAAGTCCGTCTCCGACCTCCGCGCCCGGGACCTGCCCCGC
CTCGGCCTGCCCGCCTTCGGCCGGACTCAGTCCAGCGACTCGGCTTACGTGTGA

>Oa-GJD3-XM_029075902
ATGGGCGAGTGGAACTTCCTGAGCTCCCTGCTGGACGTGATCCAGGACCAGTCGCCGCTG
GTGGGCCGCTTCTGGCTGGTGGTGATGGTCATCTTCCGCATCCTGGTGCTGGCCACGGTG
GGCGACGACCTCTTCGAGGACGAGCAGGACATGTTCGTGTGCAACACGGCCCAGCCCGGC
TGCAAACAGGCCTGCTACGACCTGGCCTTCCCCATCTCCCACTACCGCTTCTGGGTCTTC
CAGATCGTGCTGCTCTCGTTGCCCGCCGTCCTCTACGTCGTCTATTCGGTGCACCGGGCC
ACCAAAGGCCCGGGGGCCGGGCCCGGGCAGCCCGCGCCTCCCGGCCCGGCCCGCCCGGGC
CGCTGCTACGTGCTGAGCGTCCTGGGGCGCCTTCTGGCCGAGGGGGCATTCCTGGCCGGG
CAGGCGCTGCTCTACGGGTTCCGGGTGGCACCGCGGTTCCTCTGCAGGCGGGCCCCGTGC
CCGCACCTGGTGGACTGCTACGTCAGCCGCCCCACCGAGAAGACGGTCTTCCTCATGTTC
TACTTCTGCGTGGGGCTGCTGTCGGCCGCCCTCAGCCTGGCCGAGCTGGGCCACCTGGCC
TGCAAGAGCCGGCCCTGGTGGGTGGGCACCCCCGGCCCTGCCCCTTCCTCGCCCTCGGCC
GACGCCCTCAGGGACAACTGCTGCAACCGGGCGCAGGAGCAGAAGTCCCAGCCTCTCCTC
ACCCTGGGGCACCAGGCCGAGGAGAAGCCCCCGGCCCCGGGACCCGACTCCCCCCCGGCC
TACAGCCGCTGCCAACCCACGGTATCCTCGGGGTCGCTGCCCGGAGCGCGGGGGGGGCTG
CTCATCTAG

>Oa-GJD4-XM_029077799
ATGGAACGCTGGGACGTGCTGGGGTTTCTGATCATCACACTGAACTCCAATGTAACCATG
GTGGGAAAGATGTGGCTCATCTTAATGATACTACTGAGGATGGCAGTGCTTGTTCTTGCA
GGCTATCCCATCTACCAGGATGAGCAGGAGAGATTCGTCTGCAATACTTTACAGCCGGGG
TGTTCCAATGTTTGTTATGACATTTTCTCTCCAGTGTCCCACTTGAGGTTCTGGCTGATC
CAGAGTGTTTCTGTGCTCCTTCCGTATGTGGTGTTCAGTGTCTACGTCTTGCACAGAGGG
GTCACGCACATTAGAACGGGGCCTTCTCCACCAGACAGCTGTAAAGGGGGTGACTCTCTG
ATGGGCCCCAGAGCTCCAACCTCCCCCAGATCACACTGCCTGACCCCCGGGAGTGTGGAC
ATTCCTGATTTTTCCTCAGCGTACACCCTACAGCTCATTCTGAGAACTCTGCTTGAAGTG
GCGTTCAGCCCTGGACAATATTATCTCTTTGGATTTCTGGTTCCCGAACAGTTTTCCTGC
TACCGCTCGCCTTGCACGAGCATGGTGGATTGTTATATCTCCCGTCCTACTGAGAAATCC
ATCCTGGTGCTTTTCATGTGGGGAGTCAGCGGCCTCTCCTTTGTCCTCAGCGTGGTCGAC
CTGGCCTGGGCCCTGCAGCGAAAGGTGGTGAGGAAAAGCCTCGCGAGACTGGGGACGGCA
CCATCCCACGCCCTGGACACGATTAATCAATCCCAGCTCCTTCCCGGGCCCCACAGGGAG
TGGGCTGCTGCTCCAGTTGAGCGAAATACCCTTTACCTGGAGGGGATGTCTAGTCAGGCT
AGTGAGAACCCTGGGTGGCCACAGCCCAGACAAGAAGTCACCATCCAGTCAACCACAGGG
TTGAACATACCCGGCGATAAGTCCAGTGTACTGGGGAGTGTGGATGATGGCAGCGAAGTG
ATCTCTTGTGTGAGTGAACGTCCTGGCCTCTCCCGCAGACAGTCCAGGGCTCAGCACGTG
AAAGAGGCAGCATTCTCTCTGCAACTTGACGAGAAATCTCAGCTGGGACGAGGCTCCTCG
GCAGCTTCAAGCCGGCTGGAGGGGCAACACCCACTCGGTGGGCGCAAGTCTTCTGAGGGG
CAGTTACTGTGTAGCAGCCCCAGCTACCTGAGATCAAAAAAGTCAGAATGGGTGTGA

>Oa-GJE1-XM_029052303
ATGTCTCTAAATTACATCAAGAATTTCTATGAAGGATGTCTCAGGCCACCTACAGTGATC
GGTCAATTCCATACACTTTCCTTTGGATCAGTTCGAATGTTCTTCCTTGGGGTACTAGGC
TTTGCGGTCTATGGGAATGAAGCCTTGCATTTCAGCTGTGACCCTGACAAGAGGGAAATC
AATCTCTTCTGTTACAACCAGTTCAGGCCAATAACTCCTCAGGTATTCTGGGCTTTACAG
CTAGTGATAGTTCCTGGAGCTGTGTTCTATCTTTATGCTGCATGTAAAAACATCGATCAA
GAAAACATCCTTCAAAGGCCCATCTACACGGTCTTTTATATCCTTTCTGTTCTGTTTAGG
ATTATCCTTGAGGTGGTAGCATTTTGGCTTCAAAGCCATCTCTTTGGTTTTCAAGTAATA
CCCCTTTATCAGTGTGACACTGGGTCACTTGACAAAAATTTANAGCTCACTAGATGTGTG
GTACCAGAACACTTTGAAAAGACCATCTTCCTTATTGCCATGTACACTTTTACTGTGATT
ACTGTGTTACTGTGTGTGGCAGAGGTCTTTGAGATCTTATGTAGAAGGTTAGGCTTCTTA
AGCAGACCATGA
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>Gg-gja1-NM_204586-GJA1  
ATGGGTGATTGGAGTGCCCTGGGAAAACTTCTTGACAAGGTTCAAGCTTATTCTACTGCA 
GGAGGAAAAGTGTGGCTGTCTGTCCTCTTTATTTTCCGAATCCTGCTATTGGGGACAGCA 
GTCGAGTCTGCTTGGGGAGATGAACAGTCTGCTTTTCGGTGCAATACTCAACAGCCTGGT 
TGTGAGAACGTCTGCTATGACAAGTCCTTCCCCATCTCCCACGTGCGTTTCTGGGTTCTG 
CAGATCATATTTGTGTCTGTACCAACCCTCTTGTACCTGGCGCACGTGTTCTACGTGATG 
AGGAAAGAAGAGAAGCTGAACAAAAGAGAGGAAGAGCTCAAGGTGGTCCAGAATGATGGT 
GTGAATGTGGATATGCACCTCAAACAAATAGAAATTAAGAAATTCAAGTATGGAATTGAA 
GAGCACGGCAAGGTAAAGATGCGTGGAGGACTGCTTCGTACTTACATCATCAGCATCCTG 
TTTAAGTCTGTCTTCGAGGTGGCTTTCCTGCTGATACAGTGGTACATTTATGGGTTTAGC 
CTGAGTGCCATCTACACCTGTGAGCGAGACCCATGCCCTCACAGGGTGGACTGTTTCCTG 
TCCCGTCCAACTGAGAAAACCATTTTCATCGTCTTCATGCTGGTAGTGTCTTTGGTGTCT 
CTTGCCTTGAACATCATTGAGCTTTTCTACGTGTTCTTCAAGGGTGTCAAGGATCGTGTG 
AAAGGAAAAACCGACCCCTACTCCCACAGTGGCACGATGAGCCCTTCCAAGGACTGTGGT 
TCCCCCAAATATGCGTATTACAATGGCTGTTCCTCACCGACCGCCCCCTTGTCTCCCATG 
TCTCCCCCGGGGTACAAGCTTGTTACCGGAGACAGGAACAATTCCTCCTGTCGTAACTAC 
AATAAGCAAGCCAGCGAGCAAAACTGGGCCAACTACAGTGCGGAGCAGAATAGGATGGGG 
CAGGCTGGCAGCACCATCTCCAACTCTCATGCCCAGCCCTTCGACTTCGCCGATGAGCAC 
CAGAACACGAAAAAACTGGCGTCGGGACACGAGCTGCAACCCCTCACCATTGTGGACCAG 
AGGCCTCCCAGCAGAGCCAGCAGCCGAGCCAGCAGCAGGCCTCGACCTGATGACCTGGAG 
ATCTAA

>Gg-gja2-XM_015278408-GJA3like ATGGGGGACTGGAGCCTGCTGGGGAGGCTGCTGGAGAACGCCCAGGAGCACTCCACGGTG
GTGGGGAAGGTTTGGCTCACCGTCCTCTTCGTCTTCCGCATCCTGGTGCTGGGGGCGGCC
GCGGAACGGGTGTGGGGTGACGAGCTGGCCGGCTTCTCCTGCGACACGCAGCAGCCCGGC
TGCCAGAACGCCTGCTACGACAGCACCTTCCCCATCTCCCACCTGCGCTTCTGGGTCCTG
CAGATCATCTTCGTCTCCACCCCCAGCCTGGTGTACCTGGGCCACATCCTGCACCTGGCG
CACCTGGAGGAGAAGGCGCAGCAGCAGGTGGCGGCGCGGGGTGGCGGCGGGGCCCGGCGG
CAGCAGGGACAGCCCCGGATCCCAACACGGGACACCTGGGGCCGGGTCCGCATGCGTGGG
GCCATCCTGAGGACGTACGTCTGCAGCGTCGTCTTCAAGGCTCTCTTTGAGACGGGCTTC
ATTGCGGGGCAGTACGCCTTGTACGGGCTTGAGCTGAAACCCCTCTACACCTGCAGCCGC
TGGCCCTGCCCCAACACCGTCAACTGCTACATCTCCCGGCCCACCGAGAAGACCATCTTC
ATCCTCTTCATGCTGGGGGTGGCCTGCGTGTCTCTGCTGCTCAACCTGGTAGAGATTTAC
CACCTGGGCCTCACCAAGTGCCGGCAGCGGCCACGTCCCAGATCCCGCATCCTGCCCGGC
CCTGGTGGCCTTGCGGGGTCACACGGTGCCCGCTTCACCTTGCCTGGTGGTGGCAACCCC
GTGGATGCCAGCAGACCCCACCTGGCACCCCTGGGGAAGGCTGGTGCGTGGCTGGGGGTG
GCCAGCGGGTCCCGTGGGAAGGCGCGAGCTGGGGACCTGGCAGTGTGA

>Gg-gja3-XM_015278214-GJA3 
ATGGGTGACTGGAGCTTTCTGGGGAGGCTGCTAGAGAACGCGCAGGAGCACTCCACAGTT 
ATTGGCAAGGTTTGGCTGACAGTACTGTTTATCTTCAGGATACTGGTGCTGGGGGCCGCT 
GCTGAGGAAGTCTGGGGAGACGAGCAGTCAGACTTTACATGCAACACTCAGCAACCTGGT 
TGCGAAAATGTTTGCTATGACAAAGCCTTCCCCATTTCTCATATCCGCTTCTGGGTGCTG 
CAGATCATTTTTGTCTCCACTCCAACCCTCATATACCTGGGCCACGTGCTGCACATTGTA 
CGCATGGAAGAGAAGAGGAAAGAAAAAGAGGAAGAGCTGAAAAAGAGGGGAAGTGTCAAA 
GACAACAACTACCCAGGAGCAGCAACGTCTGGTGGTGGTAGTGGAGGTGGCAATAACTTC 
AAGGATCCTCCTATCAAAATGGGAAAGGAGAAGCTTCCGATCCGTGATGAGCGTGGTAGA 
ATCCGTATGGGAGGTGCTCTGCTCCGTACCTACATCTTCAACATCATTTTCAAGACACTG 
TTTGAGGTAGGCTTCATTGTGGGCCAGTACTTCCTTTATGGCTTTGAACTAAAGCCAGTC 
TACCAGTGCAGCCGTCCACCTTGTCCACACACTGTGGACTGCTTCATCTCACGGCCCACT 
GAGAAGACAATCTTCATCATCTTCATGTTGGTGGTGGCCTCTGTCTCCCTGCTGCTGAAC 
ATGCTTGAGATATATCACTTGGGATGGAAGAAGCTTAAGCAGGGCATGACAAGCCAGTAC 
AGCCTTGAGATGCCTGTTACAACACTGACACCGGTCATGGTAACAGGGGAATCCAAACCA 
GTTTCCTTGCCACCGCCAGCACCACCTGTGGTGGTAACGACCACTGCACCTGCTCCTGTT 
CTGCCTGACACGCGTGCTGTCACACCGCTGCTGGCTCCAGTGACCATGGCACCCTACTAT 
GCTGCGGCTGCTCCTAGGACACGACCCCCTTCCAACACTGCCTCCATGGCAAGCTACCCT 
GTTGCTCCACCAGTTCCAGAGAACAGGCACCGTGCTGTCACCCCTACACCCGTCTCCACT 
CCTGTCACCATCCCAACGCCCATCCCCACACCCACACCAGCCATCATCAACTACTTCAAC 
AGCAAAAGCAATGCCCTGGCAGCCGAGCAGAACTGGGTCAACATGGCAGCTGAGCAGCAA 
GGCAAGGCACCCTCCAGCTCAGCAGGTTCCTCCACGCCTAGCAGTGTCCGGCATCCCCTT 
CCAGAGCAGGAAGAGCCCCTGGAGCAGCTTCTCCCACTCCCAGCTGGGCCGCCCATCACC 
ACAACCAACAGTGGCAGCAGCACCAGCTTGAGCGGAGCAAGTGGCAGCAAATGGGATGTG GAAGGCGAGGAGGAGCTGGCAGAGGAACGGCCCATCTCAGCCACCTGCACCACCGTGGAG 
ATGCATGAGCCGCCGTTACTTGTAGACACACGGCGTTTGAGCAGGGCCAGTAAGTCGAGC 
AGCAGCAGAGCCAGGTCAGATGACTTGGCAGTGTAG

>Gg-gja4-NM_206984-GJA4 
ATGGGCGACTGGGGATTCCTGGAGAAACTGCTGGACCAAGTCCAGGAGCACTCCACCGTG 
ATCGGGAAGATCTGGCTCACCGTCCTCTTCATCTTCCGTATCCTCATCCTGGGCTTGGCT 
GGTGAGTCCGTGTGGGGGGACGAGCAGTCGGACTTCGTGTGCAACACCAAGCAGCCGGGC 
TGCACCAATGTCTGCTATGACAAAGCCTTCCCCATCTCCCACATCCGCTACTGGGTGCTG 
CAGTTCCTCTTTGTCAGCACCCCGACCCTCATTTACCTGGGCCACGTTGTCTATCTCTCG 
CGGAAAGAGGAGAAGCTGAAACAGCAGGAGAATGAGCTCCGGGCTATTCACAGCAAGGAC 
CCAAAGATTGAGCAAGCATTGGCAGCTGTAGAAAAGAAGATGTCCAAGATCTACGTGACA 
GAAGATGGGCGGCTCAAGATCCGAGGGGCACTGATGTGGACGTACGTCATCAGTGTGATC 
TGCAAGAGCATCTTTGAGGCAGGCTTCCTCGTTGGCCAGTGGTACCTGTATGGCTTCTCC 
ATGGTGCCCCGCTACGTGTGCAGGAGGGACCCCTGCCCGCACCAGGTGGACTGCTTCATC 
TCCCGCCCCACCGAGAAGACCATCTTCATCATCTTCATGATGGTGATGGGCCTCATTTCC 
TTAATCCTCAACCTCCTGGAGCTCTTCCACCTCTGCTGCAAGAGCCTGCTCAGCAGCATC 
AAGAAGGTGCCGGTGCCGGTTGGCCCGAGCCAGAGTGCCTTTGCTGATGACATGGGCTCG 
GGTCCCTACCCAGCCAAGCATTACCCCTTCCTGCCCATGGCTGAGAGCCACACACCGCCC 
TACCAGGCTTACAACAAGCTCTCCAGCGAGCAGAACTGGGCCAACTTCCGCAACGAGGAG 
AACCTGGCACTGGGCAGCGGCACCAGGCCCCTCTCGGACCCCTACGCCCCCAGGGCTCCA 
GATGCCCCCATCCCTGAGGAGAAGCAGTGCAGCCGGCCCAGCAGCTCAGCATCCAAGAAG 
CAGTATGTTTAG

>Gg-gja5-NM_205504-GJA5 
ATGGGGGACTGGAGTTTCCTGGGAGAGTTCCTTGAGGAGGTCCACAAGCACTCCACAGTG 
GTGGGGAAGGTCTGGTTGACTGTGCTGTTCATCTTCCGGATGCTGGTGCTTGGTACAGCA 
GCTGAGTCCTCTTGGGGGGATGAGCAGTCCGATTTCATGTGTGACACCCAGCAGCCTGGC 
TGCGAAAACGTCTGCTACGACAAGGCCTTCCCCATTTCCCACGTCCGCTTTTGGGTCCTT 
CAGATCATCTTTGTCTCCACTCCATCCCTGGTGTATATGGGCCACGCGATGCATACGGTG 
CGCATGGAGGAGAAGAGGAAGATGAAGGAGGCAGAAAGAGAGGCCCAGGAGATGAAAAAC 
AGTGGTGACACATACTATCAGCAGAAGTGCCCCGTGGCAGAGAAGACTGAGTTGTCTTGC 
TGGGATGAGTCAGGAGGCAAAATTATACTCAGAGGCAGTCTGCTAAACACCTATGTCTAC 
AGTATTTTGATTCGCACTGCCATGGAAATCGCCTTCATTGTGGGGCAATACATCTTGTAT 
GGGATCTTCCTGGAGACCCTGTATATCTGCCAGCGGGCACCTTGCCCCCACCCTGTCAAC 
TGCTACGTTTCCCGTCCCACAGAGAAGAACGTGTTCATCATCTTCATGCTTGCTGTGGCT 
GTGCTCTCCCTGTTCCTCAGCCTGGCTGAGTTATACCACCTGGGCTGGAAGAAAGCCAAA GAGAGGTGCTCCCGTGCTTACAAGCCCAGCCCTAGCACAGCTCCTCGAAGGCTGGAGTCC 
GCCCCACAGGTAGAAAGGGCCCAGATGTACACTCCCCCACCAGATTTTAATCAGTGTTTG 
GCAAGTCCCAATGGGAAGTTCATCAGCCCCTTCAGCAACAAGATGGCCTCGCAGCAGAAC 
ACAGCCAACTTTGCCACTGAGAGGGTCCACAGCCAGGAGGATGCTGCCGGGGAAGGGCCC 
TTCATGAAGTCCAGCTACATGGAAAGCCCAGAGGTGGCCAGTGAATGTGCGGCACCCGCC 
CTCCCTGAGAGCTACTTCAATGAGAAACGCCGCTTCAGCAAGGCCAGCCGGGCCAGCAGC 
AAGGCGAGGTCAGACGATTTGTCGGTGTGA

>Gg-gja8-XM_015295800-GJA8 
ATGGGTGACTGGAGTTTCTTGGGGAACATTTTAGAGCAGGTGAACGAGCAGTCCACTGTC 
ATCGGGAGAGTTTGGCTCACGGTGCTCTTCATTTTCCGCATCCTGATCCTGGGAACAGCT 
GCTGAACTAGTATGGGGAGATGAACAGTCAGACTTTGTGTGCAACACCCAGCAACCTGGT 
TGTGAGAACGTCTGCTATGATGAGGCCTTCCCCATCTCCCACATCCGGCTCTGGGTCCTA 
CAGATCATTTTTGTATCCACGCCTTCGCTAGTGTACTTTGGGCATGCGGTGCACCACGTC 
CGCATGGAGGAGAAGAGGAAAGAGAGGGAGGAAGCTGAGAGGCGTCAGCAAACTGAGGTG 
GATGAAGAGAAGCTGCCCCTAGCTCCAAATCAAAACAAGGGCAACAACCCAGATGGGACC 
AAGAAGTTTCGCCTGGAGGGGACCCTCCTGAGAACCTACATCCTCCACATCATTTTCAAA 
ACTCTCTTTGAAGTGGGATTCATTGTTGGCCAGTATTTCCTGTATGGCTTCCGTATTCTC 
CCCCTTTACCGCTGTGGGCGGTGGCCCTGTCCCAACCTAGTGGACTGTTTTGTCTCCAGG 
CCCACAGAGAAGACCATCTTTATTATGTTCATGCTTGTGGTGGCTGCTGTGTCCCTCTTC 
CTCAACCTGGTGGAGATCAGTCACTTGATCCTGAAAAGGATCCGGAGGGCTCTGAGAAGA 
CCAGCAGAGGAGCAGATGGGGGAGGTGCCAGAGAAGCCCCTCCATGCTATTGCAGTGTCC 
TCCATCCCGAAGGCCAAAGGCTACAAGCTGCTAGAAGAAGAAAAGCCAGTGTCCCACTAT TTCCCTCTCACGGAAGTAGGGGTTGAGCCCAGTCCCCTTCCATCAGCCTTCAATGAGTTT 
GAGGAGAAGATTGGGATGGGGCCACTGGAAGATCTCTCCAGGGCATTTGATGAGAGGTTA 
CCATCGTATGCACAAGCGAAGGAACCGGAAGAGGAGAAGGTAAAAGCAGAGGAGGAAGAG 
GAACAAGAAGAGGAGCAGCAAGCACCTCAGGAAGAGCCAGGGGTGAAGAAAGCAGAGGAG 
GAGGTGGTGAGCGATGAAGTGGAAGGGCCTTCAGCACCTGCTGAACTTGCCACCGATGTG 
AGATCCCTCAGCAGGCTAAGTAAAGCCAGCAGCCGGGCCAGGTCAGACGATCTGACTGTA 
TGA

>Gg-gja9_XM_025143016-GJA9 
ATGGGAGACTGGAATTTCCTCGGGGGCATTCTGGAGGAGGTCCACATTCACTCCACTATT
ATTGGCAAGATTTGGCTAACCATCCTCTTCGTGTTCCGAATGCTCGTCCTTGGAGTGGCC
ACTGAGGACGTCTGGAATGATGAACAGTCAGAATTTATTTGCAATACTGAGCAACCTGGC
TGTAGGAACGTGTGCTATGATGAGGCCTTTCCCATCTCTCTCATAAGATACTGGGTCTTG
CAAGTTATCTTTGTGTCTTCTCCTTCTTTGGTGTATATGGGTCATGCCTTATACAGACTA
AGAGCCTTAGAGAAAGAGAGACAGAAGAAGAAAGCTCAGGTGAGAGTGGAACTTGAAAGC
ACTGAATTAGAAATGACCGAATATCGGAAAAGGCTGGAGAGGGAACTTCGGCAGCTGGAC
CAAAGGAAGCTGAACAAAGCACCCCTGCGAGGTTCACTGCTCTGCACTTACGTGATACAC
ATTTTCACGAGGTCTGCAGTGGAGGTCGGTTTCATGATTGGGCAGTATCTGCTTTACGGC
TTTCGCCTGGATCCCCTTTACAAATGTCAGAGAGATCCATGCCCAAACGTAGTCGACTGC
TTTGTATCACGGCCAACAGAAAAGACAGTGTTCATCCTATTCATGCAGTCAATAGCGACT
GTATCACTGCTTTTAAACGTCTTAGAGATCATCCACCTCGGGTTCCGAAAAATTAAAATA
GGTCTCTGTGGGCAGGAGGACAACAAGGATGACCGTGGCAACTTCTACACAAACAAATCC
AAGAAGTACTCTGTGATACCCCGCTCCTCTTTGGGAATATCTGCAACTCCTCAAAAGACT
CTCCCTTCTGTACTTAGCGGTTATGCCTTCTTAATGGAGAAGCAAACCGACACTGCCATC
TACCCAGTCTTAAATTCTGCTCCCGTGTTCCAGCCTGTCCAAAATAACCACACAGAAAAT
AGGGGCAATTACACCCATCACCATCAGGAAAACAAACTGCCGAAGAAAAGGCCAGCTACA
AATGCTGTAGCTGGTCAGACTCAGAATGCTGGCATAAACTGCAGTGAGGGCTTGCTGGGT
AGGCCTGGGACTGAAAGGAGGAGTTCCCAGAAAGAAGCTGATCAGAAACACTTCCTCGCT
GGCGCTCAGAATGCAGATACAGCTCCAAGAAGCTTTGCCGAGATGCTGTCGCAGCCCCCT
CTGCAGCCTTTTCCTGTTGCCAGCCTCAGAAGACAGCACGGAGTCGTCTCCTCCTGGAAC
TGCTCCGCAGCGGCCGAGAGCGTCGGGTCCTCCACAAACTCCCTCACGAAGAGCAGCAGC
AGGAGGCGGAGCAGCCTTAGAACGAGCCAAGGCCAACTGCCCCCCAAAGCCGACAGCCGG
CACCCCAGCCGTCCCGACACCCCCGACTCGGCAGGGGAGGCCAGCACTGGCTCCAAGCAG
AGCCGAGGCTGTGGCAGCCCTCAACCACTGCCCCTATCCGGACGTCTGTCACTGTCGAGC
AGTGCGAGCAGCCGGCGGGCCCCCACCGACCTGCAGATATAG

>Gg-gja10-XM_001235096-GJA10
ATGGGCGACTGGAACTTGTTGGGCAGCATCCTTGAAGAAGTGCACATCCACTCCACTATA 
GTTGGCAAAATCTGGCTCACGATCCTGTTCATATTCCGGATGCTAGTGCTGGGAGTGGCT 
GCTGAGGATGTCTGGGATGACGAGCAGTCGGAGTTCATCTGCAACACAGAGCAACCTGGC 
TGCAGCAATATATGTTATGACAAGGCCTTCCCTATCTCTTTGATCAGATACTGGGTATTG 
CAGATCATATTTGTATCTTCTCCATCTCTTGTTTACATGGCCCATGCACTGTACAGATTA 
AGGGCTCTAGAGAAAGAGCGACAGAAGAGGAAAGCCCACTTGCGGGCTCAGCTAGAAGAT 
CTGGAGCCCATGCCTGAAGAACACCGGAGAGTGGAGAGGGAGCTGCGAAAGCTGGAAGAA 
CAGAAGAAAGTGAATAAGGCACCCTTGAGAGGGTCTCTGCTGCGCACCTATGTCCTACAT 
ATCCTGACCCGCTCAGTGGTTGAAGTGGGCTTTATGATAGGTCAGTATCTTTTGTATGGA 
TTTCACATGTCACCCCTTTACAAATGTACTCGGCCCCCTTGCCCTAACACAGTGGATTGT 
TTTGTGTCCCGACCCACAGAGAAGACCATCTTTATGGTCTTCATGCACAGCATTGCTGCA 
GTCTCCCTATTCCTCAACATCCTAGAAATTGCCCACCTGGGCCTCAAGAAGATCCACAAG 
ACCCTCTACGGGCGACTGCGGCAGCCCGTGGGCCCTGAGTATGACGAGGCCAGTCCTTAC 
AACTCCAAGAAGAACTCCGTGGTCCCACCGGCCTGCCCGGCCGCCGACACCTCCCCTTCA 
CGCTCTGCCGCGGCCCCGCCGCCTCCCAACGCTCCCTCGGCCACCCCCGCCCCTCCCTCC 
CCTCCTGGGCAGCCGGACCATCAGCACCAGGGAGAGCTCCGAGCCACCGCCCCGCCGCGC 
CGCCGGCACAGCGCGGCTCAGCACCACGGACAGCAGCCACCGCCGTCCTCCAGCAGCGAG 
GAGGCGCCGCGGGCGGCGGGGCCGGGGACGGCGGGGCCCGGAACGGGGGCTGGCCGCCGA 
GTGCTCCGTAAGCAGAGCCGCGTGAGCGTCTGTCGCGACCTGGAGGAGAACCGCGGGGAA 
TCCCCGGACAGCGGGCACTGCCCGGGCACCCGCAAATCCAGCTTCCTCTCCCGGGTGCTC 
TCCGAGAGCCGGGCGGGCAGCGACAGCGAGAGCGCCGCCTCCCGCCGAGGCTCCGGTCCC 
GGCTCCGCCTCCTGTTCCGGCTCCGAGGGGCAGCGCCACGAGGAGGGCAGCCCGGCCGGC 
AGCCCGCCGCCGCCCGCGGCCATGGGACGCCGCGTGTCGATGGCAAGTAGTGGCCCCGGG 
GAGCGGGCGGGGGGTACTGACAGCCGGGGCAGCTCTTCTAAGTTTCCTGGCACCCCCACG 
GCTATGATCGTGCCCCGCACCCTTCGTGGCCTTCGGCGGGGAAAGCAGAAGCGCTGCAGA 
ACTGCGTTTCCATCAGCTGTTCATGTCGTTTGGCTGGATGTTCTAAACTTGCTTATACTC 
AGTGTTAATGTCATGCTTCCCTCCCTGAACAAATGA

>Gg-gjb1-NM_204371-GJB1  
ATGAACTGGGCCGGCCTCTACGCGGTGCTGAGCGGGGTGAACCGCCACTCCACCGCCATC 
GGGCGCATCTGGCTCTCCGTCATCTTCATCTTCAGGATCATGGTGCTGGTGGTGGCGGCC 
GAGAGCGTCTGGGGGGACGAGAAGTCCGCCTTCACCTGCAACACGCAGCAGCCGGGCTGC 
AACAGCGTCTGCTACGACCACTTCTTCCCCATCTCTCACATCCGCCTGTGGGCCCTGCAG 
CTCATCCTGGTCACCACGCCGGCCCTGCTCGTGGCCATGCACGTGGCCTACCAGCAGCAC 
CAGGAGAAGAAGCTGCTGGTGATGACGGGCCACGGGGACGCCAAGCACCTGGAGGAGGTG 
AAGAAGCACAAGATGCGCATCGCGGGATCGCTGTGGTGGACGTACGTCTGCAGCGTGGTC 
TTCCGGCTGATCTTCGAGGCCGTCTTCATGTACCTCTTCTACATGATCTACCCCGGCTAC 
CAGATGGTGCGGCTGGTCAAGTGCGAGGCCTACCCCTGCCCCAACACCGTCGACTGCTTC 
GTCTCGCGGCCCACCGAGAAGACCATCTTCACCGTCTTCATGCTGGTCACCTCCAGCGTC 
TGCATCGTGCTCAACATGGCCGAGTTGGTCTACCTGGTGGTGCGGGCCTGCACGCGCCAC 
AGCCACCACAACTCCAACCCTTCCTCGGGGAAAGGCTCCTTCTACGGCCACAAGATCTCC 
TCTGAGTACAAGCAGAACGAGATCAACCAGCTGCTGAGCGAGCAGGACGGATCCCTCAAG 
GACATGCTGCGCCGCAACCCCGGCCTGCAGGAGAAGGGCGACCGCTGCTCCGCCTGCTGA 

>Gg-gjb2-NM_001270816-GJB2  
ATGGATTGGGGAACTCTGCAGGCTGTTTTGGGAGGTGTAAATAAACACTCCACCAGCATT 
GGGAAGATATGGCTCACAGTCCTGTTCATCTTCCGTATCATGATCCTGGTTGTGGCTGCG 
GAGAGAGTCTGGGGAGATGAACAGCAAGATTTTGTCTGCAATACGCTTCAACCTGGGTGT 
AGAAATGTTTGCTATGATCACTTTTTCCCCATCTCTCACATCAGACTCTGGGCCCTGCAG 
CTGATCTTCGTCTCTACCCCTGCACTGCTGGTGGCCATGCACGTGGCTTACACCAGGCAC 
GAGAGGAAAAGGCGATTTAGAAGTGGTGATAAAATTAATATTGAAGAGCTGAAAAATGAA 
AAGATCCACATTCGAGGTCCCCTGTGGTGGACGTATACCTGCAGCATCTTCTTCAGGATC 
GTCTTTGAAGCAGTCTTCATGTACGTGTTCTACTACATGTACGACGGGTACCAGATGCCT 
CGTCTGGTGAAGTGTGATGCGTGGCCCTGCCCCAATGTCGTGGATTGTTTCGTGTCTCGG 
CCTACTGAGAAAACCACGTTTACTATTTTTATGCTTGCTGTATCTGGGATCTGCATGATG 
TTGAATCTGGCTGAGTTGTGTTACTTAGTGATAAAAGTTTGCCTGAAAGATTCTGGGAAA 
ACAACAGTTTTAAAGTAA

>Gg-gjb3-XM_004947781-GJB3  
ATGGATTGGAAGACGCTGCAGGGGCTGCTCAGTGGGGTCAACAAATACTCCACAGCCTTC
GGTCGCATTTGGCTCTCCGTGGTCTTCGTCTTCCGAGTCCTGGTCTATGTGGTGGCAGCC
GAACGGGTCTGGGGGGACGAGCAGAAGGACTTTGACTGCAATACACGCCAGCCGGGCTGC
ACCAACGTCTGCTACGACCACTTCTTCCCCATCTCCCACATCCGCCTCTGGGCTCTGCAG
CTCATCTTTGTCACTTGTCCCTCCCTGCTGGTCATCATGCACGTGGCTTACCGGGAGGAC
CGTGAGAAAAAGAACAGGGAGAAGAATGGGGAGAATTGTCCCAAGCTGTACAGCAACACG
GGCAAGAAGCACGGCGGGCTGTGGTGGACCTACCTGTTCAGCCTCTTCTTCAAGCTCATC
ATAGAGATCCTGTTCCTCTACCTCCTCCACAAGATGTGGGACAGCTTCGACTTGCCACGG
CTGGTCAAGTGCAGCAGCGTGGAGCCCTGTCCCAACACTGTAGACTGCTACATTGCTCGG
CCAACCGAGAAGAGAGTCTTCACTTATTTCATGGTCGGGGCCTCTTCCATCTGCATCGTC
CTCACTGTCTGTGAGATCTTCTACCTCATCTTCAAGCGGGTTGTCCGGAGCACACGCAAG
TTGAAGAAGTCCATCAAGCGCTCTATGAGCTACAGCAAAGCCTCCACCTGCCAGTGCCAC
CTCAAGGCGGAGGAGAGGGAGAACAAGGCCCTGAATAGAGGAGAGGAGCTGTGA

>Gg-gjb5-XM_004947782-GJB5   
ATGAACTGGTCGGTGTTTGAGGGGCTGCTCAGTGGGGTCAACAGATACTCCACAGCCTTC 
GGCCGCATCTGGCTCTCCCTCGTCTTCATCTTCCGCCTTCTGGTCTACGTGGTGGCAGCC 
GAGCGCGTCTGGAGCGACGACCACAAAGACTTCGACTGCAACACGCGGCAGCCAGGCTGC 
ACCAACGTCTGTTATGACCACTTCTTCCCCATCTCCCACATCCGCCTGTGGGCTCTGCAG 
CTCATCCTGGTCACCTGTCCCTCCCTGCTGGTCATCATGCACGTGGCTTACCGCCAAGCC 
AAGGCGCTGCAGCACCGCGCCGAGAGGGGGGACAGCTACCGCTCCCGCTTCCCCAACCCC 
GGCAAGAAGCGAGGCGGGCTGTGGTGGACGTACCTGTTCAGCCTCATCGTCAAGGCTGGC 
GTGGACATGGTTTTCCTCTACATCTTCTACCACATCTACAGGAACTACACCCTGCCCCGC 
TTGGTGAAGTGCCAGCTGCCCCCCTGCCCCAACATCGTGGACTGCTTCATCTCCCGGCCC 
ACTGAGAAGACTATATTCACCCTCTTCATGGTGGTCACCACCTGCATCTGCATCGTGCTC 
AGCCTGGTAGAGGCCGCCTACCTGATTGGCAAGCGGTGTCGGGAGCGCCTGCAGGCCGGC 
ACTGGGGAGAGCCACTGCCACAGCCATGACTGTGCCGAGTCTGCAAGCACAGGGGGACAG 
GTGTTCCATGGGGTGGGGTACAAAGCCCCCACAGCCTCCATCCCCAGTGCCTCCATCCCT 
ACAACCTCCATCCCCACTGCCTCCATCCCTACAACCTCCATCCCCACCGCCTCCATCCCT 
ACAACCTCCATCCCCACCACACTGCCCGAGCAGGAGAAGACTCCTTCCTAG

>Gg-gjb6-NM_204931-GJB6  
ATGGATTGGGGAGCTCTGCAGACCATCTTAGGAGGTGTAAATAAACACTCCACCAGCATT 
GGGAAGATATGGCTCACAGTCCTGTTCATCTTCCGTATCATGATCCTGGTTGTGGCTGCA 
GAGAGAGTCTGGGGAGATGAACAAGATGACTTTATCTGCAACACTTTGCAACCTGGTTGC 
AAAAATGTTTGCTATGATCACTTTTTCCCCATCTCTCACATCAGACTCTGGGCCCTGCAG 
CTGATCTTCGTCTCTACCCCTGCGCTGCTGGTGGCCATGCACGTGGCTTACAGGAGACAC 
GAGAAGAAAAGGCAGTTCAGAAAGGGAGACCAGAAATGCGAGTATAAGGACATTGAAGAA 
ATCAGAACCCAGAGGTTTCGTATTGAGGGCACCCTGTGGTGGACGTACACTTGCAGCATC 
TTCTTCAGATTGGTCTTTGAAGCAGTCTTCATGTATGCATTTTATTTCATGTATGATGGG 
TTCCGAATGCCTCGCTTAATGAAATGTAGTGCTTGGCCCTGCCCCAACACAGTAGACTGC 
TTTGTTTCTCGACCTACTGAAAAGACAGTGTTCACTATTTTCATGATTGCTGTGTCCAGC 
ATTTGCATTCTTTTAAATGTGGCTGAATTATGTTATTTACTGACAAAATTTTTTCTCAGA 
AGGTCTAGAAAAGCTGGAAATCAGAAACACCACCCCAACCATGAGAATAAAGAAGAAACC 
AAACAAAATGAAATGAACGAGTTAATATCTGATAGCTGTCAGAACACAGTTATAGGATTC 
ACAAGTAGCTAA

>Gg-gjc1-XM_015299213-GJC1 
ATGAGTTGGAGCTTTCTGACCCGTCTATTAGAGGAGATCCACAACCACTCCACCTTCGTT 
GGCAAAATCTGGCTGTCGGTGCTGATCGTCTTTCGGATCGTTCTGACTGCTGTGGGAGGC 
GAATCCATTTATTACGATGAGCAAAGCAAGTTTGTCTGCAACACAGAGCAGCCCGGCTGT 
GAGAACGTTTGTTACGACGCTTTTGCTCCTCTTTCTCACGTGAGATTTTGGGTGTTCCAG 
ATCATTCTCGTCGCCACTCCATCCGTCATGTATTTGGGCTACGCCATCCATAAGATTGCC 
CGCATGGTGGAGCACAGTGACGTTGACAGAAGGTTCAGAAGCAAAAGCTTTTCCACGCGC 
TGGAAACAGCACCGCGGCTTGGAGGAGGCCGAGGATGACCACGAGGAGGACCCGATGATG 
TACCCAGAGATAGAGCTGGAAAGCGAACGGGAGAACAAGGAGCAGCAGCCCCCCGCCAAG 
GCCAAGCACGACGGGCGGCGGCGGATCCGCGAGGACGGGCTGATGAGGATCTATGTGCTG 
CAGCTGCTGGTGAGGGCGACGTTCGAGGTCGGCTTTCTGATCGGTCAGTACCTCCTGTAT 
GGCTTTGAGGTCAGCCCCGTGTTTGTGTGCAGCAGGAAGCCCTGCCCCCATAAGATAGAT 
TGCTTCATTTCAAGGCCGACCGAAAAGACCATTTTCCTGCTCATAATGTACGGGGTGAGC 
TGTATGTGTTTGCTTTTGAATGTGTGGGAGATGCTCCATTTAGGGTTTGGCACGATCCGG 
GACACGTTGAACAACAAGAGGAAAGAGCTGGAGGACTCTGGTACCTACAACTACCCCTTT 
ACCTGGAACACACCCTCTGCCCCTCCTGGCTACAACATTGCGGTCAAACCCGATCAGATG 
CAATACACAGAACTGTCCAACGCCAAGATGGCCTACAAGCAGAACAAAGCCAACATCGCC 
CAGGAGCAGCAGTACGGCAGCAACGAGGAGAACATCCCCGCCGACCTGGAAAACCTGCAG 
AGGGAAATCAAAGTGGCTCAGGAACGCCTGGACATGGCCATCCAGGCGTACAACAACCAA 
AACAACCCCGGCAGCAGCTCCAGAGAGAAGAAGTCCAAGGCGGGCTCCAACAAAAGCAGC 
GCCAGCAGCAAATCGGGGGACGGGAAGAACTCTGTCTGGATTTAA

>Gg-gjc2-NM_001199581-GJC2
ATGAGCTGGAGCTTTCTCACCCGCCTGCTAGAAGAGATCCACAACCACTCCACCTTCGTG
GGGAAGGTCTGGCTCACTGTGCTCATCGTCTTCCGCATCGTCCTAACGGCGGTCGGTGGA
GAATCCATCTATTCTGATGAGCAAAGCAAGTTCACTTGCAACACCAAGCAGCCCGGCTGC
GACAACGTCTGTTACGATGCCTTCGCCCCGCTGTCACACGTTAGGTTTTGGGTCTTCCAG
ATCATCATGATATCCACGCCTTCAGTCATGTACCTGGGCTATGCCATCCACCGGATCGCC
CGGTCAGCGGAGGAGGAGAAGAAGTTCAAGGGCTTCAAGAAGAAGAAGCAGTTCGCTTTG
AACTGGCAGGCGGTGCGCAACATGGAGGATGCGATGGAGGCGGATGAAGAGGAGCCCATG
ATCTCCGATGACGCAGCAGAAAATGAGAAAGCCAAAGCCAAGCCCAAGAGCAAAGAGCAG
CAAAAGCACGATGGGAGGAGGCGAATCCAACAGGAAGGACTGATGAAAATCTACGTCTTC
CAGCTGCTTACCAGAGCTTCATTTGAAGTTTGTTTTTTGATAGGGCAGTATTTGCTCTAT
GGTTTTGAGGTAGAAGCTTATTTTGTCTGCAACAGACTGCCTTGTCCTCACACGGTGGAC
TGCTTTGTGTCCCGGCCAACAGAGAAGACAATCTTTCTGCTGGTGATGTACGTGGTGAGC
TGTCTGTGCTTGCTGCTGAACATGTGCGAGATGTTCCATCTGGGCTTCGGGACCATCCGA
GATGCCATCCGCAACCGGAAAATCAACAGCTTCAGGCAGCCCCCCTACAACTACGCCTAC
CCTAAGAACATCTCCTGCCCCCCCGAGTACAACCTGGTGGTGAAATCAGAGAAGTCCACC
AAGATCCCCAACAGCCTGATGGCTCACGAGCAGAACTTGGCTAACGTTGCTCAGGAGCAG
CAGTGCACCAGCCCGGATGAGAACATCCCAGCAGACTTGTCCACCCTCCACAAACACCTG
CGAGTGGCCCAGGAGCAGCTGGACATAGCATTTCAGAGTTATGGCAGCAGCCAGGGCAAT
GCACAGCCCTCCCGGACCAGCAGCCCTGCCTCGGGTGGCACGGTGGTAGAGCAGAATAGG
GCCAACACCGCCCAGGAGAAGCAAAGCGCTAAGCCCAAGGCGTCCTTGGAGAAAGGCAGC
TCCAGCAGTAAGGATGGAAAGACTTCTGTGTGGATATAG

>Gg-gjc4-XM_015289707-gjc1like
ATGAGCTGGAGCTTCCTGACGCGGCTCCTGGAGGAGATCAACAACCACTCGACCTTCGTG
GGCAAGATCTGGCTTAGCGTCCTCATCATCTTCAGGATCGTGCTGACGGCCGTGGGGGGC
GAGTCCATCTACTACGACGAGCAGAGCAAGTTCGTCTGCAACACGCAGCAGCCGGGCTGC
GAGAACGTCTGCTACAACGCCTTCGCCCCGCTCTCCCACGTCCGCTTCTGGATCTTCCAC
ATCATCATGGTGGCCACCCCCTCGGTGCTCTACCTGGGCTTCGCCATGCACCGCATCGCC
CGCATGCCCGAGTCCTCGCGGCGCCGGGCGCCGGCAGCTCAGCGCGGCCGCATGCCGGTG
GTGCGGCGCGGAGCCGGGCGCGACTACGAGGAGGCGGAGGACGATAACGAAGAGGACCCC
ATGATCTTCGAGGAGATCGAGGTGGAGAAGGAGAAGGGCGCCGAGGGCGGCGAGAAGCAC
GACGGCCGGCGCCGCATCAAGCGGGACGGGCTGATGCGCGCCTACGTGCTGCAGCTGCTG
TGCCGCATGCTGCTGGAGTCGGCCTTCCTCTTCGGGCAGTACCTGCTGTTCCGCTTTAAG
GTCAGCCCCTCGTACGTGTGCAGCCACAGCCCCTGCCCGCACATGGTCGACTGCTTCGTC
TCGCGCCCCACCGAGAAGACCATCTTCCTGCTCATCATGTACGCCGTCAGCGGGCTCTGC
CTCTTCCTCAACATCTGCGAGCTCCTGCACCTGGGCGTGGGGCGCATCCGCGACGCGCTG
AGCCAGCCCAACGGCCCACCCGCCGGCAGCCCCGCGCCGCACTACGCCAAGAAGCCCCCC
AGCGCGCCGCCCACCTACCACTCCCTGAAGAAGGAGCCGCTGAAAGCCCCGCTGCCCGAC
GGCAAGCTGGACTACAGGGAGAACCTGGCCAACTCGGCGGCCGAGCGCTTCGCGCTGGCT
GGCGCTCCCCGCGAGCACGAGCTGGAGCGGCTGCGCGAGCACCTGCGCCTGGCCCAGGAG
CACCTGGAGATGGCCTTCCACCTGCAGCCGCCCCCTCGGGCCCCCAGCCCCTCGCGCAGC
AGCAGCCCCGAGGCCAACGGCATGGCTGCCGAGCAGAACCGCCTCAACCTGGCGCACGAG
AAGGGCAGCGGCTGTGAGCGCAGCACAGGGCTGTGA

>Gg-gjd1-XM_025144461-GJD2like gray font probably belongs to intron
ATGGCGATGGCACTGCGGGTGGCGGCACTGCTGGTGGCGGTGGTGGCGGTGGTGGCAATG
GCGGTGGGGACGATGGCGGCCGCCCCCAAGCACCGCCCCCCCGCGCTGTGTCCCCGCCCC
ACAGCCGCTGCGCGGGGCCGCGTTTGGGGTGAAAGGCACCGGGTTCGGGCGCCGGACGGC
GGTGGGCGCAGCGCGGCCGCTGTGTTTTGGGGTGGGGGGAGAAAGGGGGGCGAGGGGAAG
CACAGACGCTTCCCGGCTGCTCCGCAGCGCATCGCCGCAGCGTCCCGGCACGCAGCAGCA
GCGGTGCCCCCCGTGCGACCCCCCGAAGCCCGCAACCCCCCCCAGTGCCCCCCGTGCCCA
CGCCATCCCCGCAGGATCCTGCTGACGGTGGTGGTGATTTTCCGCATCCTGATCGTGGCC
ATCGTGGGCGAGACGGTGTACGAGGACGAGCAGACCATGTTCATGTGCAACACCCTGCAG
CCGGGCTGCAACCAGGCGTGCTACGACAAAGCCTTCCCCATCTCCCACATCCGCTACTGG
GTCTTCCAGATCATCCTGGTCTGCACGCCCAGCCTCTGCTTCATCACCTACTCGGTGCAC
CAGGCGGCCAAGCAGCGCGAGCGCCGCTACTCCTTCCTTTACCCCCTCCTGGAGCGCGAC
GCCAAGAAGGCGCGGACGCTCAACGGCGTGTTGGCACCCGGCGCCGACGGCGGCACCAAG
GATGAGCCCGAGTGCCTGGAGGCCAAGGAGCTGCCCAGCACGCCGCCGCGCCGCGCCAAG
GCCAAGCGGCAGGAGGGCATCTCGCGCTTCTACGTCATCCAGGTGGTGTTCCGCAACGCG
CTGGAGATCGGCTTCCTGGCCGGGCAGTACTTCCTGTACGGCTTCAACGTGCCCGCCATC
TTCGAGTGCGACCGCTACCCCTGCGTCAAGGAGGTGGAGTGCTACGTCTCGCGGCCCACC
GAGAAGACCGTCTTCCTGGTGTTCATGTTCGCCGTCAGCGGGATCTGCGTGCTGCTCAAC
CTGGCCGAGCTCAACCACCTGGGCTGGCGCAAGGTGAAGGCGGCCGTGCGCGGCGTGCAG
GCGCGGCGCAAATCCCTGGTGGAGGTGCGCAAGAAGGACGGCGCCGCGCTGACCCCCGCG
CCCACCCTGGGCCGCACGCAGTCCAGTGAGTCCGCCTACGTTTAA

>Gg-gjd2-NM_204582-GJD2 Splice site
ATGGGGGAATGGACTATTCTAGAGAGGCTACTGGAAGCTGCCGTGCAGCAGCACTCTACT 
ATGATAGGGAGGATCCTGCTGACCGTGGTGGTGATCTTCAGGATCCTCATTGTGGCCATT 
GTAGGGGAGACGGTGTACGATGACGAGCAAACTATGTTTGTCTGTAATACGCTGCAGCCA 
GGCTGCAATCAGGCTTGTTACGACCAAGCTTTCCCTATTTCTCACATAAGGTACTGGGTG 
TTCCAGATCATCATGGTGTGCACTCCCAGCCTGTGCTTCATAACGTACTCTGTTCACCAG 
TCTGCTAAGCAGAGGGAACGGAGGTACTCCACTGTCTTCCTCACCTTGGAGAGAGACCAG 
GATTCAATGAAGCGTGAGGACAGTAAGAAAATCAAGAACACGATTGTCAATGGGGTGCTG 
CAGAACACTGAGAACTCCACCAAAGAGGCAGAACCAGACTGCTTAGAAGTGAAGGAGATC 
CCCAATCCTGCGATCAGAACTACAAAATCAAAGATGAGGAGGCAAGAAGGCATTTCTCGA 
TTTTATATCATCCAAGTGGTCTTTCGAAATGCCCTAGAGATTGGATTCTTAGTCGGGCAG 
TATTTTCTGTATGGATTCAATGTCCCTTCCATGTACGAATGTGACAGATACCCTTGCATT 
AAAGAAGTAGAGTGCTATGTCTCTAGACCCACTGAGAAGACTGTGTTCTTGGTGTTCATG 
TTTGCTGTCAGTGGCATTTGTGTGGTGCTCAATTTGGCAGAACTGAACCACTTGGGCTGG 
AGAAAGATCAAAATGGCAGTGAGAGGAGTACAGGCAAAAAGGAAATCCATATACGAAATC 
AGAAATAAGGACCTGCCAAGAATGAGCATGCCTAACTTTGGCAGGACTCAGTCAAGTGAC 
TCAGCTTATGTGTGA

>Gg-gjd4-XM_015282128-GJD4 Splice site
ATGGAGCACTGGGACTCGCTGGGATTTTTGGTTGTCACTCTCAACTATAATGTGACAATT 
ATAGGAAAGATCTGGCTAATGCTGGTGGTTCTGCTGCGAATGGCAGTGGTGGTGTTAGCA 
GGCTATCCGCTCTATCAGGACGAACAGGAGCGCTTCGTCTGCAACACCCTGCAGCCTGGA 
TGCTCCAATGTTTGCTATGACTTGTTCTCTCCCATATCTCACTTCAGGTTCTGGCTCATT 
CACACTGTGTCTATCTTGCTACCTTACACTGCATTCAGCATTTATGTTTTGCACAAGGTA 
GCAACGCACATTGTAAGAAAGCACTGTTTGGTGTATGGATGCAGAGGGAATAAGGGTTTA 
TCAAGTCCCAGAGACCTGAAGGAACTCTGTAGGAGTGATCTTGTCAATAGATTGGATTGT 
GATGTGGACAGCCTAAGTGTCCTCAATTTTTCTGGGGCATATACTGTTCATCTATTTTTT 
AGGACACTGATTGAGGCTGCTTTTGCAGCTGCACAGTATTTCCTCTTTGGATTTTTTGTT 
CCCGAGCGCTTTTCCTGCTACCATTCACCTTGTACAAGCACAGTTGATTGCTACATCTCC 
CGGCCCACTGAGAAATCCATCATGATGGTTTTCATCTGGAGTGTCACCAGTCTGTCCTTT 
CTGCTCAGCCTTGCTGACCTTGTCTGTGCTCTCCGGCAAATGACAGCAAGAAGCCAGAGG 
AACAAGCAGCTGGCCAACCCCCACAGAGAGAATGAGGGCCTTTTAAATAATCCCCCAGCA 
CAGTCTGGTAGCTCTTCCCCACCCCAAACTCAAGACTGCCCAGCATTGAATGGCAGCCAG 
ACCAGTGACGGCTCCTGCTCACTTCTCTCTGAAGAGGAAGAGGAGGCTACTCTTCATCCT 
GAAGAGGTCTCTCAGCAAGCTGCCAGCACTAACCTTAACAGCAACAGCCATAAGCCTTGT 
GCGTCAGGAGATCTTGCTGTTAAGCAAGATAGCATTGAAGAACCCCTGTGTGCTGATGAC 
CAGCAAGGAACTGCATGCCAGCAAGTGAGACCTGGGCTCCAGCAAAGCTTTGTTAAAGAT 
ACTGCCCTGACTTTGAGACCTCAGATCAAGTCTCACCTTGGAGGTTCTTCCTCTGTAGTT 
CACAGCAAGCTTTTAGGATACTACCCTTCAGCTGAGCTAAAAAATCCCGATGCACAATCA 
AATTATAGCAGTACTAGTTGCTTGAGATCGAAAAAGTCTGAATGGGTATAG
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>Tg-gja1-XM_002189379-GJA1
ATGGGTGATTGGAGTGCCTTAGGAAAACTTCTTGACAAAGTTCAAGCCTATTCTACTGCA
GGAGGGAAAGTGTGGCTGTCTGTCCTCTTCATTTTCCGAATCTTGTTATTGGGAACAGCA
GTTGAATCTGCTTGGGGAGATGAACAGTCTGCATTCCGGTGTAACACTCAACAGCCTGGT
TGTGAGAACGTCTGCTATGACAAGTCCTTTCCCATCTCCCATGTACGCTTTTGGGTTCTG
CAGATCATATTTGTGTCTGTACCTACCCTTTTGTACCTGGCACATGTGTTCTACGTAATG
AGGAAAGAAGAGAAGCTGAACAAAAGAGAAGAAGAGCTTAAAGTAGTGGCAAATGATGGT
GTGAATGTGGATATGCATCTCAAGCAAATAGAAATTAAGAAATTCAAGTATGGGATCGAA
GAGCATGGCAAAGTGAAGATGCGTGGCGGACTGCTCCGTACTTATATCATCAGCATCCTA
TTTAAATCTGTCTTCGAGGTGGCTTTCTTGCTGATACAGTGGTACATCTACGGATTTAGC
CTGAATGCCATCTACACCTGTGAGCGAGACCCATGCCCACATAGAGTGGACTGTTTCCTC
TCCCGTCCAACTGAGAAAACCATCTTCATCCTCTTCATGCTGGTGGTGTCCTTGGTGTCT
CTTGCCTTGAACATCATTGAGCTTTTTTACGTGTTCTTCAAGGGTGTCAAGGATCGTGTG
AAAGGGAAAACCGACCCCTACTCCCACAGCGGTGCCATGAGCCCTTCCAAGGACTGTGGC
TCCCCCAAATACGCTTATTACAATGGCTGCTCGTCACCGACCGCCCCCTTGTCTCCCATG
TCTCCCCCAGGGTACAAGCTTGTTACTGGAGACAGGAACAACTCCTCCTGTCGTAACTAC
AATAAGCAAGCCAGCGAGCAAAACTGGGCCAACTACAGTGCAGAGCAGAACAGAATGGGG
CAGGCTGGCAGCACCATCTCCAACTCGCACGCCCAGCCCTTCGACTTCTCTGATGAGCAC
CAGAACACGAAAAAACTGGCGTCAGGACATGAGCTGCAGCCCCTCACCATTGTGGACCAG
AGGCCTCCCAGCAGAGCCAGCAGCCGAGCCAGCAGCAGGCCTCGACCCGACGACCTGGAG
ATCTAA

>Tg-gja2-XM_002187811-gja3
ATGGGGGACTGGAGCCTGCTGGGCCGGCTGCTGGAGAATGCCCAGGAGCACTCCACAGTG
GTGGGGAAGGTCTGGCTCACCGTCCTCTTCGTCTTCCGCATCCTGGTGCTGGGGGCAGCC
GCGGAGCGGGTCTGGGGTGACGAGCTGTCTGGCTTCTCCTGTGACACGCAGCAGCCCGGC
TGCCAAAATGCCTGCTATGATAGCACCTTCCCTATCTCCCACCTCCGCTTCTGGGTCCTG
CAGATCATCTTTGTCTCCACCCCCAGCCTTGTGTATCTGGGCCACATCCTGCACCTGGTG
CATCTGGAGGAGAAGGCACAGCAGCAAAAGGCAGCACGGGCCAGCAGTGGGGCCAGGCGG
CAGCGCCCCAGGCAGCCCCAGCTCCCTGCAGGGAACACGAGGGCACGGGTCTGCATGCAG
GGGGCCATCCTGAGGACATACATCTGCAACATCGTCTTCAAGGCTCTCCTGGAAGTGGGT
TTCATTGTGGGCCAGTACACCTTGTATGGGTTCCAGCTGAAGCCCCTCTACACCTGCAGC
CGCTGGCCCTGCCCCAACACAGTCAACTGCTACATCTCCCGGCCCACTGAGAAGACCATC
TTCATCCTCTTCATGATGGGGGTGGCCTGCGTGTCCCTGCTGCTCAACCTGGTGGAGATC
TACCACCTGGGTCTCACCAAGTGCCGTCAGGGGCCAGGCCCCAAGTCCCGCATGCTGACC
GCTCCTGGTGGGCCTGTAGGGCCTGGCAGCACCTATGTCACTCTGCCCAGGGGTGGAAGC
CCCCTGGCTGCTGGCAGACCCCCCCGTGGCCTGGCACCGCTGAAGAAGGCAGGTGCATGG
CTAGGGGTGGTTGGTGGGTCCTACAGGGACACGCGAATGGCAGACCTGTCAGTGTAA

>Tg-gja3-XM_030275626-GJA3
ATGGGTGACTGGAGCTTTCTGGGGAGACTCTTAGAGAATGCGCAGGAGCACTCCACGGTT
ATTGGCAAGGTTTGGCTGACGGTACTGTTTATCTTCAGGATCTTGGTGCTGGGGGCTGCT
GCTGAGGAGGTCTGGGGAGACGAGCAGTCGGACTTTACATGCAACACTCAGCAACCTGGT
TGTGAAAATGTTTGCTATGACAAAGCCTTCCCCATTTCTCACATCCGCTTCTGGGTGCTG
CAGATCATTTTTGTCTCCACTCCAACCCTCATCTACCTGGGCCACGTCCTGCACATTGTA
CGCATGGAGGAGAAGAGGAAAGAGAAAGAAGAGCTGAAAAAGAAGGGAAACAGCAAAGAT
GGCAACTACCCAGTAGCAGCAGCATCTGTCAGCGGTGGTGGAGGAGCCAGCAGTAACGTC
AAAGATCAATCTATTGTCAAAAGGGGGAAGGAGAAACTCCCAATCCGTGATGAACGTGGT
AGAATTCGTATGGGGGGTGCCTTGCTCCGTACCTATGTCTTCAATATCATATTCAAGACA
CTCTTCGAGGTGGGCTTCATTGTGGGCCAATACTTCCTATATGGCTTCGAGCTAAAGCCA
GTCTACCAGTGCAGCCGCTCACCTTGTCCACACACTGTGGACTGCTTCATCTCGAGGCCC
ACTGAAAAGACAATCTTCATCATCTTCATGTTGGTGGTGGCCTCAGTCTCCCTGCTGCTG
AACATGCTTGAGATATATCACTTGGGGTGGAAGAAGCTTAAGCAGGGCATGACGAGTCAG
TACATCCTAGAGATGCCTGTTGCAACAATGACGCCAGTTATGGTAACAGGGGAGTCCAAA
CCTGTTTCCCTGCCGCCACCAGCACCACCTGTGGTGGTCACGACTGCCACACCACCCCCT
GTTCTGCCTGACACCCGTGCTGTCACACCACTGCTGGCCCCAGTGACCATGGCATCGTAC
TATGCTACAGGTGCTCCAAGACCACGGCCCCCCTCCAACACGACGTCCATGGCAAGCTAC
CCTGCTGCTCCACAGGTTCCTGAGGAGAGGCACCATGCTGTGACTCCCACGCCCATCTCC
ACTCCCGTCACCATCCCGACCCCCATCCCCACACCCACGCCAGCCGTCATCAACTACTTC
AACAGCAGCAGCCGTGCCCTGACATCTGAGCAGGACTGGGTCAACATGGCAGCCGAGCAC
CAGGGGAAGGTTTCCTCCAGCTCAGCAGGCTCCTCTACCCCCAGCAGCGTCCGGCATCCC
CTTCCTGAGCAGGAAGAACCGCTGGAGCAGTTGCTTCCACCCCCAGCTGTGCTGCCCATT
GCCTCAGCCAACAGCGGCAGCAGCACCAGCCTGAGCGGGGCGAGCGGCAGCAAGTGGGAT
GTGGAGGGCGAGGCAGAGCTGTCGGGGGCACGGCCCGTCTCGGCTGCCTGCACCACGGTG
GAGATGCACGAGCCGCCGCTGCTCGTAGACACGCGGCGCCTGAGCAGGGCCAGTAAGTCG
AGCAGCTGCAGGGCCCGGTCAGACGACCTGGCCGTGTAA

>Tg-gja4-XM_030290404-GJA4
ATGGGTGACTGGGAATTCCTGCAGAAACTGCTGGACCAAGTGCAGGAGCATTCGACGGTG
ATCGGGAAGATCTGGCTCACCGTGCTCTTCATCTTCCGCATCCTCATCCTGGGCCTGGCC
GGGGAGTCTGTGTGGGGGGACGAGCAGTCGGATTTCGTGTGTAACACCAAGCAGCCAGGC
TGCACCAACGTCTGTTACGACAAAGCCTTCCCCATCTCCCACATCCGCTACTGGGTGCTG
CAGTTCCTCTTCGTCAGCACCCCGACCCTGATTTACCTGGGCCATGTTGTCTATCTCTCC
CGCAAGGAGGAGAAGCTGAAGGAGAAGGAGAGCAAGCTTCGGGCTGTCCACAGCAAGGAC
CCCAAGATTGAGGAGGCCCTGGCAGACCTGGAGAAGAAGATGTCCAAGATCTACGTGACA
GAGAGTGGGCGGCTGAAGATCCGGGGGGCGCTGATGTGGACGTACATCACCAGTGTCATC
TGCAAGAGCATCTTTGAGGCCGGTTTCCTCGTGGGCCAGTGGTACCTGTATGGCTTCTCC
ATGGTGCCCCGCTACGTGTGCAAGAGGGACCCGTGCCCGCATCAGGTGGACTGCTTCATC
TCCCGCCCCACCGAAAAGAGCATCTTCATCATCTTCATGCTGGTGATGGGCCTGATCTCC
TTGATCCTGAACCTCCTGGAGCTCTTCCACCTCTGCTGCAAGAACCTGCTTAGCAACATC
AAGAAGGTGTCGGAGCCAGCTGGACCGAGCCAGGACACCTTTGTGGATCCCATGGTCTCG
AGTCCCTACTCCCCCAAGCACTATCCCTTCCTGCCCATGGCCGAGAGCCACGCGCCCTCC
TACCAGACCTACAACAAACTCTCCAGCGAGCAGAACTGGGCCAACTACCGCAACGAGGAG
AGCCTGGCACTGGGCAGCGGCAGCAGGCCCCTGTTGGACCCCTATGCCCCCGGGGCTGCC
GAAGCCTCCGCCCCGGAGGAGAAGCCGGGCAGCCGGCCCGGGAGCTCAGCCTCCAAAAAG
CAATACGTGTAG

>Tg-gja5-XM_030263295-GJA5
ATGGGGGAGTGGAGTTTCCTGGGAGACTTCCTCGAGAAGGTCCACAAACACTCCACAGTG
GTGGGGAAAGTCTGGCTGACTGTGCTCTTCATCTTCCGGATGCTGGTGCTGGGAACAGCC
GCGGAGTCCTCCTGGGGGGACGAGCAGTCTGACTTCATGTGTGACACCCAGCAGCCCGGC
TGCGAGAACGTCTGCTACGACAAGGCCTTCCCCATCTCCCACGTCCGCTTTTGGGTCCTC
CAGATCATCTTCGTCTCCACCCCGTCCCTGGTGTACATGGGCCACGCCATGCACACGGTG
CGCATGGAGGAGAAGAGGAAGATGAAGGAGGCAGAAATAGAGGCCCGAGAGAACAAAAAC
GGTGGTGACACATACTACCAGCAGAAGTGCTCCGTGGCAGAGAAGGAGACCAAGCTGTCT
GGCTGGGATGAAGCAGGAGGCCAAATCATACTCAGGGGCAGCCTGCTGAACACCTACGTC
TACAGCATTTTGATTCGAACTGCCATGGAAGTGGCCTTCATTGTGGGGCAGTACGTCCTG
TACGGGATCTTCCTGGAGACCCTGTACATCTGCCAGCGGGCACCGTGCCCCCACCCTGTC
AACTGCTACGTGTCCCGCCCCACGGAGAAGAACGTGTTCATTGTCTTCATGCTGGCTGTG
GCAGTGCTCTCCCTCTTCCTCAGCCTGGCCGAGCTGTACCACTTGGGCTGGAAGAAAGCC
AAGGAGAGGTGCTCCAGGTCTTACAAAGCCAGCCCCAGCACAGCCCCCGGCAGGCTGGAG
TCTGCCCCGCAGGCGGACAGGCCGCAGATGTACACCCCACCGCCGGATTTTAACCAGTGC
TTGTCAAGTCCCAACGGGAAGTTCATCAGCCCCTTCAGCAACAAGATGGCCTCCCAGCAG
AACACCGCCAACTTCGCCACCGAGAGGGTCCACGGCCAGGAGGATGCTGCTGGGGAAGGG
CCCTTCATTAAGTCCAGCTATGTGGAGAGTCCAGAGGTGGCCAGTGAATGTGCGGCACCT
GCCTTCCCCGAGAACTACTTCAACGAGAAACGCCGGCTCAGCAAGGCCAGCCGTGCCAGC
AGCAAGGCAAGGTCGGATGATTTGTCTGTGTGA

>Tg-gja8-XM_030263291-GJA8
ATGGGTGACTGGAGTTTCTTGGGGAACATTTTAGAGCAGGTGAACGAGCAATCCACTGTC
ATCGGGAGAGTTTGGCTCACGGTGCTCTTCATTTTCCGCATCCTGATCCTGGGCACGGCT
GCCGAGCTCGTGTGGGGAGACGAGCAGTCAGACTTTGTGTGCAACACCCAGCAACCAGGT
TGTGAGAACGTCTGCTACGATGAGGCCTTCCCCATCTCCCACATCCGGCTCTGGGTCCTG
CAGATCATTTTTGTATCCACCCCTTCACTAATGTACTTCGGGCATGCTGTGCACCACGTC
CGCATGGAGGAGAAGAGGAAGGAGAAGGAGGAAGCCGAGAGGCGCCAGCAAGCCGAGGTG
GATGAAGAGAAGCTGCCCCTGGCTCCAAACCAAAACAAAGGCAACAACCCTGATGGAACC
AAGAAGTTTCGCCTGGAAGGTACTCTCCTGAGAACGTACATCTTCCACATCATTTTCAAA
ACCCTCTTTGAGGTGGGATTCATAGTAGGTCAGTACTTCCTGTATGGCTTCCGAATTCTC
CCCCTTTACCGCTGCGGGCGGTGGCCCTGTCCCAATCTTGTGGACTGTTTTGTCTCCAGG
CCCACAGAGAAGACCATCTTCATTATGTTCATGCTGGTGGTGGCCTCCGTGTCCCTCTTC
CTCAACCTGGTGGAGATCAGTCATTTGATCTTGAAAAGAATCCGGAAGGCTCTGAGGAGA
CCGGCGGAGGAGCAGCTTGGAGAGGTCCCAGAGAAGCCCCTCCATGCCATCACAGTCCCT
TCCATCCCAAAGGCCAAAGGCTACAAGCTGCTGGAAGAAGAGAAGCCAGTGTCCCACTAT
TTCCCTCTCACGGAAGTAGGGGTTGAGCCCAGCCCCCTTCCATCAGCCTACAATGAGTTT
GAGAAGATTGGAATGGGACCACTGGAAGATCTCTCCAGGGCATTCGATGAGAGGTTACCA
TCGTATGCGCAAGCAAAGGAACCAGAAGAGGAGAAGGTACGAGCAGAGGAGGAGGAACGA
GAGGAGGAGCAGCCAGGGCCTCAGGAAGAGCCGGGGATGAAGAAAGCAGAAGAGGAGGTG
GTGAGAGATGAAGTGGAAGGGCCTTCAGCACCTGCTGAGCTTGCTGCTGATATAAGACCC
CTGAGCAGGCTAAGTAAAGCCAGCAGCCGGGCCAGGTCAGATGATTTGACTGTATGA

>Tg-gja9-XM_012570685-GJA9-59 This sequence has been removed as a result of standard genome processing, and has been replaced by XM_032752650. However, the new sequence lack the two indicated nucleotides in the second conserved domain. Without these two nucleotides, there is a frame shift, causing an unexpected 3'end of the second conserved domain. For the time being, we stick with the old sequence.
ATGGGAGACTGGAATTTCCTTGGAGGCATTTTAGAGGAGGTCCACATTCATTCCACTATT
ATTGGAAAGATTTGGCTAACGATCCTCTTCATATTTCGAATGCTTGTCCTTGGAGTGGCA
ACCGAGGATGTTTGGAATGATGAACAATCAGAATTTATATGCAATACTGAGCAGCCTGGT
TGCAGAAATGTGTGCTATGATGAGGCCTTTCCCATCTCTCTCATAAGATACTGGGTTTTG
CAAGTTATATTTGTGTCTTCCCCTTCTTTGGTGTATATGGGTCATGCCTTATACAGACTA
AGAGCATTGGAAAAAGAGAGGCAAAAAAAGAAAGCTCAGGTAAGGGTGGAACTTGAAAGC
ACTGAATTAGAAATGACTGAAAATCGTAAAAGACTGGAGAGAGAGCTCCGGCAATTGGAT
CAAAGAAAGCTAAACAAAGCACCCCTAAGAGGCTCTTTGCTCTGCACTTATGTGATACAT
ATTTTCACAAGATCTGCAGTGGAAGTTGGCTTTATGATTGGGCAGTATCTTCTTTATGGT
TTTCACTTAGATCCCCTTTATAAATGTCAGAGAGACCCATGTCCAAACACAGTTGACTGC
TTTGTATCTAGACCAACAGAAAAGACAGTGTTTATATTATTTATGCAATCAATAGCAACT
GTATCATTGCTTTTAAATATTCTAGAAATTATCCACTTAGGATTCCGTAAAATTAAAATG
GGACTCTGTGAGCAGAATAAAAACAAAGATGACTCCGACAATTTCTACATAAACAAATCT
AAGAAATACTCTGCGATACCACACTCTTCTTTGGGAATATCCACCACCCCTCAGAAAACA
CTTCCTTGTGCTCTTAGCAGTTATACCTTTTTGATGGAAAAGCAAACTGACACTATGCTC
TACCCAGTTTTAAATTCTCCTTCTATGTTTCAGTCTGTGCAAAATAACCGTACAGAAAGC
AGCAGCAATTACACCCATTGCAATCAGGAAAATAAATCTCCAAAGAAGAGGCCAGCTACA
AATGCTTTAGACAATCAGACTCAAAATGCTAGCACAAATAATAATGAAGGCTTTCTTGGT
GACCTTTGGACTGAGACACATGATGCACAAGAAGAGGCTGAAAAGAAACATTTTCTTGTT
GGTACTCAGAGTGCAGATACTGCCTCAAACATGTACTTGAGAAGCTTTGCTGAGTTGCCA
TGTCAAACTTCATTGCAACCTGGTACAACTTTTCCTAGTGCCAGTTTTAGACAACAGACA
ATGGTTGAGGACTCAGGAACATTAACAAATTCTCTTCCAAAGAACAGGGACAGAAGACAG
AGCAGTTTCAGTGTAAACAAAGCCCAAATTCCTTACAATGCTGATGGAAAAAATTCCAGC
CGACCAGACACTTCTGATTCTATGGGGGTGGTGAGCTCAGAATCTACACAAAGCAGAAAT
TGGAATAGTCCTAAGCTTTTGTCTCTGTCTAGGCAACAGTCACTGTCAAGTAATGCCAGC
AGCAGGCGTGCCCCAACTGATCTTCAAATATAG

>Tg-gja10-XM_030269352-GJA10
ATGGGGGACTGGAACTTGTTGGGCAGCATCCTTGAAGAAGTGCACATCCACTCCACCATA
GTTGGCAAAATCTGGCTCACAATCCTCTTCATATTCCGGATGCTGGTGCTGGGAGTGGCT
GCTGAAGATGTCTGGGATGATGAGCAGTCCGAGTTCATCTGCAACACGGAGCAACCTGGC
TGCAACAATATCTGTTACGACAAAGCCTTCCCCATTTCTTTGATCAGATACTGGGTACTT
CAGATCATATTTGTCTCCTCCCCATCTTTGGTGTACATGGGCCACGCGCTCTACAGGTTA
AGGGCGCTGGAGAAAGAGCGACAGAACAGGAAAGCCCACCTGCGGGCTCAGCTCGAGGGC
CTGGAGCCCATGCTCGAGGAACACAAGAGAGTGGAGAGAGAACTGCGTAAGCTGGAGGAA
CAGAAGAAAGTGAATAAGGCACCCTTGAGAGGGTCCCTGCTGCGCACCTATGTCCTACAT
ATCCTCACCCGGTCGGTGGTCGAAGTGGGCTTTATGATAGGTCAGTATCTTTTATATGGG
CTTCACATGTCTCCCCTTTACAAATGCACTCGGCCCCCTTGCCCTAACACGGTGGATTGT
TTTGTGTCCCGACCCACAGAGAAGACCATCTTTATGGTTTTCATGAACAGCATCGCCGCC
GTCTCCCTCTTCCTCAATATCCTCGAAATCGCCCACCTGGGCATCAAGAAGATCCGGAAG
AGCCTGTGCGGGCAGCCGCTGTGGCCGCCGGGCCCGTCCGAGGAGGATCCCAGCGCGTAC
AACTCCAAGAAGAGCTCGGTGGTGCCGCCGCCGCCCTGCCTGGCCAGCAACGCCAGCGAG
GAGGCGCCGCGGGCCGCGCCGGGGGGCGGCGGGGCGGGGGCGGCCGCCGCGGCCCGCCGG
GCTCCCCGCCGGCACAGCCGAGTGAGCGCCTGCCGCGATCTGGGTGAGGAGCGCGGCGAC
TCCCCGGACAGCGGGCACTGCCCCGGCACCCGCAAGTCCAGCTTCCTCTCCCGCGTCCTC
ACCGGCAGCCGGGCGGGCAGCGACAGCGAGAGCACCGCCTCCCGCGGCGGCCCCGGCCCC
GGCCCCAGCCCCGGCCCCGGCTCCGGCTCCGGCTCCGGCTCGGAGGGGAAGCTCCGCTCG
GAGGGCGCGCCCAGCCCGCCGCCCGCCGCCTCGGGACGCCGCGTGTCCATGGCAAGTAGC
GCCCGGGACAGCCCGCGGGAGGGGGGCGGCGGGGGGCATCGGCATCCAGTGCCGGCCCTG
GGGAGGAGGGGGCGAGCCAGGGGGCAGAACGGCTCGGGCAGGACTTCCAACACAGCCCCA
GCTCCTCGCGGCTCCCCGGACAGAGCCAAGCTCCCAAACGCTCCGCCTCCTTCTGCCGTG
AAAGCAGGAATACCAGGGAATTACTGA

>Tg-gjb1-NM_001245217-GJB1
ATGAATTGGGCCGGCCTCTACACGGTGCTGAGCGGGGTGAACCGCCACTCCACCGCCATC
GGCCGCATCTGGCTCTCTGTCATCTTCATCTTCCGGATAATGGTGTTAGTGGTGGCAGCC
GAGAGTGTCTGGGGGGATGAGAAATCTGCCTTCACCTGCAACACCCAGCAGCCTGGCTGC
AACAGTGTCTGCTATGACCACTTCTTCCCCATCTCCCACATCCGTCTGTGGGCCCTGCAG
CTCATCCTCGTCACCACACCAGCCCTTCTCGTGGCCATGCACGTGGCCTACCAGCAGCAC
CAGGAGAAGAAGCTGCTGGTGCTGACAGGGCATGCGGATGCCAAGCACATGGAAGAGGTC
AAGAAGCACAAGATGCGCATAGCGGGTTCACTGTGGTGGACATACGTTTGCAGCGTGGTC
TTCAGGCTGCTCTTCGAGGCCGTGTTCATGTACATCTTCTACATGCTCTACCCCGGCTAC
CAGATGATGCGGCTGGTTAAGTGTGAGGCTTACCCCTGCCCCAACACTGTCGACTGCTTC
ATCTCCCGGCCCACTGAGAAGACCATCTTCACTGTCTTCATGCTGGTCACCTCCAGTATC
TGCATCATCCTCAACATGGCAGAGCTGGTCTACCTGGTGGTGCGGGCTTGTGCCCGCCGA
AGCCAGCACCACGCCAACCCTTCATCGGGGAAGGGCTCCTTCTATGGGCACAAGCATTCC
TCCGAGTACAAGCAGAATGAGATCAACCAGCTGCTGACAGAGCAGGACGGTTCCCTCAAG
GACATGCTGCGTCGCAACTCTGGGCTGCAGGAGAAGGGTGACCGCTGCTCTGCCTGCTAG

>Tg-gjb2-XM_030275618-GJB2
ATGGACTGGGGAACTCTGCAGGGTGTTTTGGGAGGTGTAAATAAGCACTCCACCAGTATT
GGGAAGATATGGCTCACAGTCCTCTTCATCTTCCGTATCATGATCCTGGTTGTGGCTGCA
GAGAGAGTCTGGGGAGATGAACAACAAGATTTTGTCTGCAACACACTTCAGCCTGGTTGC
AGAAATGTTTGCTATGATCACTTTTTCCCCATCTCTCACATCAGACTCTGGGCCCTGCAG
CTGATCTTTGTCTCCACACCTGCACTACTGGTGGCCATGCATGTGGCTTACACCAGACAT
GAGAAGAAAAGGCGGTTCAGAAATGGTGAGAAAATTGATATTGAAGAGCTAAAAAATAAA
AAGATTCACATTCGGGGCCCCTTGTGGTGGACGTACACCAGCAGCATCTTCTTCAGGATC
ATCTTTGAAGCCGTCTTCATGTACGTGTTCTATTACATGTACGATGGCTACCAGATGCCC
CGCCTGGTGAAGTGCGACGCTTGGCCCTGCCCCAACACTGTGGATTGTTTTGTGTCTCGG
CCCACTGAGAAAACCACATTTACTATTTTCATGCTTGCTGTATCTGGGATCTGCATGATG
TTGAATCTGGCTGAGTTGTGTTACCTAGTGATAAAAATTTGCATGAAA
GAATCTGGGAAAACAACAGTTTTGAAATAA

>Tg-gjb3-XM_030290507-GJB3
ATGGATTGGAAAACGCTGCAGGCGCTGCTCAGCGGGGTCAACAAGTACTCCACAGCCTTC
AGCCGCATCTGGCTCTCCATGGTCTTTGTCTTCCGTGTGCTGGTCTACGTGGTGGCGGCC
GAGAAGGTCTGGGGCGACGAGCAGAAGGATTTTGATTGCAACACACGGCAGCCGGGCTGC
ACCAACGTGTGTTATGACCACTTCTTCCCCATCTCCCACATCCGCCTCTGGGCCCTGCAG
CTCATCTTTGTCACTTGTCCTTCCCTCCTGGTCATCATGCACGTGGCCTACAGGGAGGAC
CGCGAGAGGAAGAACCGGGAGAAGAATGGAGAGAATTGCCCCAAGCTCTACAGCAACACG
GGCAAGAAGCACGGCGGGCTGTGGTGGACCTACCTGTTCAGCCTCATCTTCAAGCTTGTC
ATAGAGATCCTGTTCCTCTACCTCCTCCACAAGATGTGGGACAGCTTCGATTTGCCACGG
CTGGTCAAGTGCTCCAACGTGGATCCCTGTCCCAACACCGTGGACTGCTACATCGCCCGG
CCAACCGAGAAAAGGGTCTTCACCTATTTCATGGTCGGAGCCTCCTCCATCTGCATTGTC
CTCACCGTCTGTGAGATCTTCTACCTCATCTTCAAGCGAGTTGTCCAGAGGGCAAGGAAA
TGGAGGAAATCCACCAAGCGCTCTGTCAGCTACAGCAAGGCCTCCACCTGCCACTGTCAC
ACCAAGTCAGAGGAGAAGGACAACAAGTCCCAGCCCAGGTGTGTGGCAGCCCTAACTGCT
GTCTGA

>Tg-gjb6-XM_002188618
ATGGATTGGGGAGCTCTGCATACCATTTTAGGAGGTGTAAATAAGCACTCCACCAGTATT
GGGAAGATATGGCTCACAGTCCTCTTCATCTTCCGTATCATGATCCTGGTTGTGGCTGCA
GAAAAAGTCTGGGGAGATGAACAAGATGACTTTGTCTGCAACACACTTCAGCCTGGTTGC
AGAAATGTTTGCTATGATCACTTTTTCCCCATCTCTCACATCAGACTCTGGGCCCTGCAG
CTGATCTTTGTCTCCACACCTGCGCTGCTGGTGGCCATGCATGTGGCTTACAGGAGGCAT
GAGAAGAAAAGGCAGTTCAGAAAAGGAGACCAGAAATGTGAATTCAAGGACATCGAAGAA
ATCAGGAAACAGAGGTTTCGTATTGAAGGCTCCTTGTGGTGGACGTACACCAGCAGCATC
TTTTTCAGACTGGTCTTTGAAGCCGTCTTCATGTACGCGTTTTATTTCATGTACGATGGG
TTCCGAATGCCTCGCTTAATGAAGTGTAATGCCTGGCCCTGCCCCAACACTGTAGACTGC
TTTGTTTCTCGACCTACTGAAAAGACAGTGTTCACTATTTTCATGATTGCTGTGTCCAGC
ATTTGCATTCTTTTAAATGTGGCTGAATTGTGTTACTTACTGACAAAGTTTTTCCTCAGA
AGGTCTAAAAGAGCTGGAAATTCGAAACAGCATCCCAACCATGAGAATAAGGAAGAAACC
AAACAAAATGAAATGAACGAGTTAATATCTGATAGCTGCCAGAACACAGTTATAGGGTTT
TCAAGTAGCTAA

>Tg-gjb7-XM_032747236-GJB7
ATGAGCTGGGCGTTCCTACGTGATCTGCTGAGTGGAGTGAATAAATACTCAACAGGAATT
GGAAGAATTTGGGTAGCTGTGGTGTTCCTGTTCCGATTACTGGTTTATCTTGCTGCCGCA
GAAAATATCTGGAAACATGAACATGATGAATTTGAGTGCAACATCAAGCAGCCTGGTTGT
GAAAATGTCTGCTTTGACCATTTCTTCCCTGTCTCTCACATCAGACTTTGGGCTCTGCAG
TTAATCATGGTCTCCACCCCTTCACTCTTGGTTGTCTTTCATGTTGCTTACAGAGAAAAC
AGAGAGAAACGCCACAACCAGAAACTTTACAAAAATACAAGAAAGACAGATGGTGGGTTG
CTGTGCACTTACCTTATCAGCCTCATTTTAAAAACAGGGCTTGAAATATTTTTTCTTGTT
CTGTTCTATAAACTGTACAACGGCTTCAAAATACCACGTCTTGTGAAATGTGACATAAAA
CCATGTCCCAATACTGTAGACTGTTACATTTCCAAACCCACAGAGAAGATGATTTTCCTC
TATTTTCTGGTGGCAACTTCATGCCTGTGCATCATATTAAATCTAAGTGAACTGAGTTAT
CTTCTGTTCAAATACTCCATAAAATGTTATCTGAAGAGACACATGAAGAACAAGCAAGGC
TCAAAAGCAATTGCTGTGAATCAGAACTCATCAGGCACAACAGAGCAGCAGCTGCAGGAT
GACTCCACAACAGCTCATCATCTTTGCCTCTGA

>Tg-gjc1-XM_030256121-GJC1
ATGAGTTGGAGTTTTCTGACCCGCCTGTTAGAGGAGATCCAGAACCACTCAACCTTTGTT
GGCAAAATCTGGCTGACAGTGTTGATTGTGTTTCGGATTGTCCTAATTGCTGTGGGAGGA
GAATCCATTTATTACGACGAACAAAGCAAGTTTGTGTGCAACACGGAGCAGCCTGGCTGC
GAGAACGTCTGCTACGACTCCTTTGCCCCTCTCTCGCACGTCAGGTTCTGGGTGTTCCAG
ATCATTCTTGTGGCCACTCCCTCCGTGCTGTACTTGGGCTATGCCATCCATAAGATCGCC
CGGATGGTGGAGCACAGCGAAGCCAGCAGGAGAGCCAGGAGGAGGAGCTTGCCCATCCGC
TGGAAACAGCACCGGGGCTTGGAGGAAGCCGAGGGTGACCACGAGGAAGACCCAATGATG
TACCCAGAGATCGAGGTGGAGAGCGTCCGGGAGAGCAAAGAGAAGCAGAGCCCTGCCAAA
GCCAAGCACGACGGGCGGCGGCAGATCCAGGAGGACGGGCTCATGAGGATTTACGTGCTG
CAGCTCCTGGCCAGGGCCCTGTTTGAAGTTGGCTTCCTGGTGGGGCAGTACTTCCTGTAC
GGCTTCCAGGTGAGCCCCGTGTTCGTGTGCAGCAGGAAGCCCTGCCCGCACAACGTCGAT
TGTTTCATCTCCAGGCCCACCGAAAAGACCATTTTCCTGCTGATAATGTACGGGGTGAGC
TGCATGTGTCTGCTGCTGAACGTCTGGGAGATGCTGCACTTGGGCTTTGGCACCATCCGG
GACACGCTGAAGGCCAAGAAGAAGGCGCTGGTTGACTCTGGGACCTTCAACTACCCCTTC
ACCTGGAACACACCCTCAGCTCCCCCGGGCTACAACATCACACTGAAGCCGGAGCAGATG
CAGTGCACGGAGCTGTCCAACGCCAGGATGGCCTACAGGCAGAACAAAGCCAACATAGCT
CAGGAACAGCAGTACGGCAGCAGCGAGGGGAACATTCCCGCCGACCTGGAGATCCTGCAG
AGGGAAATCAAAGTGGCTCAGGACCGCCTGGACCTTGCCATCCAGGCTTACAACAACCAA
AACAACCCCAGCAGCTCCAGAGGGAAGAAATCCAAAGCGGGCTCAAACAAAAGCAGTGCC
AGTAGCAAGTCAGGAGATGGGAAGAACTCGGTCTGGATTTAA

>Tg-gjc2-XM_030264133-GJC2
ATGAGCTGGAGCTTCCTCACCCGCCTGCTAGAAGAGATTCACAATCACTCCACCTTCGTG
GGGAAGGTCTGGCTCACCGTGCTCATCGTCTTCCGCATCGTCCTGACGGCGGTGGGGGGC
GAGTCCATCTACTCCGATGAGCAGAGCAAGTTCACCTGCAACACCAAGCAGCCGGGCTGC
GACAACGTCTGCTACGATGCCTTCGCGCCGCTGTCGCACGTCCGCTTCTGGGTCTTCCAG
ATCATCGTCATCTCCACGCCCTCCGTCATGTACCTGGGCTACGCCATCCACAGGATCGCC
CGCTCGGCCGAGGAGGAGAAGAAGTTCAAGGGGTTCAAGAAGAAGAAGCAGTTTGCCCTG
AACTGGCAGGCCGTGCGCAACATGGAGGATGCCATGGAGGCCGACGAGGAGGAGCCCATG
ATCTCCGACGACGCGGCCGAGCACGAGAAGGCCAAGGCCAAGCCCAAGTGCAAGGAGCAG
CAGAAGCACGACGGGAGGAGGCGCATCCAGCAGGAGGGACTGATGAAAATCTACGTCTTC
CAGCTCCTCACCCGGGCTTCCTTCGAGGTTTGCTTTTTGATAGGGCAGTATTTGCTCTAC
GGTTTCGAGGTGGAAGCTTATTATGTCTGCAACAGGGTCCCTTGTCCCCACACCGTGGAC
TGCTTTGTGTCCCGGCCCACGGAGAAGACCATATTCCTCCTGGTGATGTACGTGGTGAGC
TGCCTGTGCCTGCTGCTGAACATGTGCGAGATGTTCCACCTGGGATTCGGCACCATCCGC
GACGCCATCCGCAACCGGAAAATCAACAGCTTCCGGCAGCCCCCCTACAACTACGCCTAC
CCCAAGAACATCTCCTGCCCTCCCGAGTACAACCTGGTGGTCAAATCCGAGAAGTCCACC
AAGATCCCCAACAGCCTGATGGCCCACGAGCAGAACTTGGCCAACGTGGCTCAGGAGCAG
CAGTGCACCAGCCCCGACGAGAACCTGCCGGCGGATCTGTCCACGCTGCACAAGCACCTG
CGGGTGGCCCAGGAGCAGCTGGACATCGCCTTCCAGAGCTACAGCAGCACCCAGGCCAAC
ACCCAGCCCTCCCGGACCAGCAGCCCCGCCTCGGGGGGCACCGTGGTGGAGCAGAACAGG
GCCAACACCGCCCAGGAGAAACAAGGTGCTAAACCCAAGGCCTCCCTGGAGAAAGGCAGC
TCCAGCAGCAAAGATGGGAAGACGTCTGTGTGGATATAG

>Tg-gjc4-XM_030277371-gjc1
ATGAGCTGGAGTTTCCTGACGCGGCTCCTGGAGGAGATCAACAACCACTCGACCTTCGTG
GGCAAGATCTGGCTGACCGTCCTCATTGTCTTCCGCATCGTGCTGACGGCCGTGGGGGGA
GAGTCCATCTACTACGACGAGCAGAGCAAGTTTGTTTGCAACACGCAGCAGCCGGGCTGT
GAGAACGTCTGCTACGACGCCTTTGCGCCCCTGTCCCACGTCCGCTTCTGGGTCTTCCAG
ATCATCATGGTGGCGACGCCATCGGTGCTCTACCTGGGCTTTGCCATGCACCGCATCGCG
CGCATGCCTGAGTCCTCGCGGCGCCGGCCACCGTCAGCCCGGCGGGCACGCATGCCCGTG
GTGCGCCGGGGAGCCGGGCGAGACTATGAGGAGGCAGAAGATGACAATGAAGAAGACCCC
ATGATCTTTGAGGAGATCGAGGTGGAGAAGGAGAAGAGCCCAGAGGGCGGAGAGAAGCAC
GATGGCCGGCGCCGTATCAAGCAGGACGGGCTGATGCGTGCCTATGTGCTACACTTGCTG
TGCCGCTCAGTGCTGGAGATGGTTTTCCTCTTCGGGCAGTACCTGCTGTACCGCTTTGAG
GTGAGCCCCTCCTACGTCTGCAGCCGCAGCCCCTGCCCACACACTGTCGACTGCTTTGTC
TCCCGCCCCACTGAGAAGACCATCTTCCTCCTCATCATGTACGCCGTCAGCGGGCTCTGC
CTCTTCCTCAACCTCTGCGAGCTCTTGCATCTTGGTGTGGGGCGCATCCGTGATGCCCTG
AGCCAGGCTGATGGCCCCCCGCTCCCAGCTGGCGACAGTCCCGCACCACAATACCCCAAG
AAAGCCCCCAGCGCCCCGCCCACCTACCACTCCCTGAAGAAGGAGCTGCCGCAAGCCCCA
CTGACCAACAGCAAGCTGGACTACCGGGAGAGCCTGGCCCAGGGGCGCTTCGCCCTGGCT
GGAGCTCCCCCGGTGCACGAGCTGGACCGGCTGCGTGAGCACCTGCGGCTGGCCCAGGAG
CACCTGGAGGTGGCCTTCCACCTCCAGCCCCCGCCACGGCCCCCCAGTCCTGCCCGCAGC
AGCAGTCCCGAGGCCAACGGCATCGCCGCCGAGCAGAACCGCCTCAACCTCGCCCACGAG
AAGGGGACCGCCGCCTGCGACAGGACCACGGGGCTGTGA

>Tg-gjd2-XM_030274566-GJD2 Splice site
ATGGGGGAATGGACTATTCTAGAGAGGCTACTGGAAGCTGCCGTGCAGCAGCATTCTACT
ATGATAGGGAGGATCCTGCTGACCGTGGTGGTGATCTTCAGAATTCTCATTGTGGCCATT
GTAGGGGAGACGGTGTACGATGACGAGCAAACGATGTTTGTCTGTAACACGCTGCAGCCA
GGCTGCAACCAGGCTTGTTATGACCAGGCTTTCCCCATTTCTCACATAAGGTACTGGGTG
TTCCAGATCATCATGGTGTGCACTCCCAGCCTGTGCTTCATAACATACTCCGTTCACCAG
TCTGCTAAACAAAGGGAACGGAGGTACTCCACTGTCTTCCTTACCTTGGAAAGGGACCAG
GATTCAATGAAGCGTGAGGACAGTAAGAAAATCAAGAACACGATTGTCAATGGGGTGCTG
CAAAACACTGAGAACTCCACCAAAGAGGCAGAACCAGACTGCTTAGAAGTGAAGGAAATC
CCCAACCCTGCTATCAGAACTACAAAATCAAAGATGAGGAGGCAAGAAGGCATTTCTCGG
TTTTATATCATCCAAGTGGTCTTTCGAAATGCCCTAGAGATTGGATTCTTAGTGGGACAG
TATTTTCTGTACGGATTCAATGTCCCTTCCATGTACGAATGTGACAGATACCCTTGCATT
AAAGAAGTAGAGTGCTATGTTTCTAGACCCACTGAGAAGACTGTATTCTTGGTGTTCATG
TTTGCTGTCAGTGGGATTTGTGTGGTGCTTAATTTGGCAGAACTGAACCACTTGGGCTGG
AGAAAGATCAAAATGGCAGTGAGAGGAGTACAGGCAAAAAGGAAATCCATTTATGAAATC
AGAAATAAGGACCTGCCAAGAATGAGCATGCCTAACTTCGGCAGGACTCAGTCAAGTGAC
TCAGCTTATGTGTGA

>Tg-gjd3-XM_030256013-GJD3
ATGGGCGAGTGGGGCTTCCTGAGCTCGCTGCTGGACGCCGTGCAGGAGCACTCGCCCATG
GTGGGCCGCTTCTGGCTGGTGGTGATGCTGCTTTTCCGCATCCTGGTCCTGGCCACCGTG
GGCAGCGACGTCTTCGAGGACGAGCAGGAGGAGTTCGTGTGTAACACGCAGCAGCCGGGC
TGCAAACCCGTGTGCTACGACGCCGCCTTCCCCATCTCCCACTATCGCTTCCTCGTCTTC
CACGTCGTCGTGCTCTCGGCGCCCGCCGCTCTCTTCGTCATCTTCGCCGTGCACCAGGCG
GCCAAGCCGGGGCGCGGGGGGGCTCCCGGCCAGCGCGCCCGCCGCCTGCAGCCCTTCTAC
GTGGGCAGCGTGGTGGCCCGGATCGCCGCCGAGCTGGGCTTCCTGCTGGGCCAGGCGCTG
CTCTACGGCTTCAGGGTGCAGCCGCTCTTCGTGTGCCGCCGCCGGCCCTGCCCGCACCGC
GTCGACTGCTTCGTCTCCCGCCCCACCGAGAAAACCGTCTTCATCCACTTCTACTTCGTG
GTGGGGCTGGTGTCGGCGCTGCTCAGCCTGGCCGAGCTCGCCCACCTCCTGCGCAAGGGG
CCCCCGGCGCGGCCGCAGGAGCGGGGCCCGGCGCCCGGGCAGCCGGCGGGGGCTGCGGAG
GGACCCTGCGCTCCCCACCCGCGGGGGGACCTCACCGTGTGACACCGCGGGGACGAGCTG
TGCCCGGGTT

>Tg-gjd4-XM_030264319-GJD4 Splice site
ATGGAGCACTGGGACTCACTGGGATTTTTGATAGTCACACTGAACTATAATGTGACTATT
GTAGGGAAGATCTGGCTGATGTTAATAATTCTGCTGCGCATGGCAGTGGTGGTATTGGCA
GGCTACCCCCTGTACCAAGATGAGCAGGAGCGCTTTGTCTGCAACACCCTGCAACCAGGG
TGCTCCAACGTTTGCTATGACCTGTTCTCTCCCGTGTCTCACTTTAGGTTCTGGCTCATT
CAGACCGTGGCTATCCTGCTGCCCTATGCTGCATTCAGCATTTATGTTTTGCACAAGGTA
GCTATGTACATTGTAAGAATGCACTGTCTGGTGCATGGGTGCAAGAGGAACAAAGGTTTA
TCAAGCCCCAAAGGCGTGAAGGAGCTCTGTAGAAGTGCAGTTGTCAATAGAGTAGATTGT
GGTGCAGACGACCTAAGTGTCCTCAATTTTTCAGGGGCATATACCATTCATCTTTTTATT
AGGACCCTACTTGAGGTTGCCTTTGCATCTGTGCAATACTTTCTTTTTGGATTTTTTGTT
CCTGACCGCTATTCATGCTACCACTCACCTTGCACAAGCACTGTTGACTGTTACATCTCC
CGGCCCACTGAGAAATCCATCATGATGATTTTCATCTGGGGGGTCAGCAGTCTGTCCTTC
CTGCTCAGCCTTGCTGATCTTGTCTGTGCTCTCCGGAGAATGACAGCAAGAAACCAAAAG
AACAAGCTGCTGGCAAACCTCTGCACAGACAAGGAGTGCATGATAGATCTTCCCCCAGTC
CAGCACAGTAGCTCCTCTCCACCTCCAAATGGGGCTGCAAATATCTGTGAGACCAGTGAC
GACTCCTGCTCACTTCTCCCTGATGAGGAAGAAGAGGCTGTTCTTCATCCTGGAGGTGTC
CCTCAGCAAAGTGGCAGCACTAACCTCAGCAGCAGCAGCAGCAGCAATAAGTGCTGTGTA
TCAGGAGACCTTGCTGTTAAACAACAGAGCACTGAAGAGTCCTTGTGTGCCAGCGACCGC
CAAGGAACTCCCTGCAGCCAAGTGAGACCCAGACTTCAGCAAGACTTCATTAAAGATACT
GCCCTGGCTTTGAGACCTCAGGTTGAGTTTCCCCTTGGCGTTTCTTCCTCTGTTGTTCAG
AGCAAGCTTTTAGGGTTCTACCCTTCAACTGAGATAAAAAGCCCTGATGCACAATCAAAT
TATAGCAGCACTAGCTGCCTGAGGTCAAAAAAGTCTGAATGGGTGTAG

>Tg-gje1-XM_012572489-GJE1
ATGTCCCCCAACTACATCTGGAGCTTCTCGGAGGGATGTCTCAGGCCGCCAACAGTAATT
GGACAATTCCACACTCTTTTTTTTGGCTCAATTCGAATGTTTTTCCTTGGTGTTTTGGGC
TTTGCTGTTTATGGAAATGAGGCCTTGCATTTCAGCTGTGACCCAGACAAGAGAGAGGTT
AATCTTTTCTGCTACAACCAGTTCAGACCTATAACTCCTCAGGTATTCTGGGCATTACAG
CTGGTGATTGTACTGGTACCTGGAGCCATTTTTCACCTTTATGCTGCTTGTAAGAGCATC
AAACAAGAAGATATTCTCCAAAAGTCATCCTACACTGGTTTTTATATTTTCTCTGTTTTC
TTAAGGATTGTCCTTGAAGTTGTGGCCTTTTGGCTTCAGATTCAGCTCTTTGGTTTCAAA
GTGAATGCAATCTACATGTGTGATGTGGGAGCACTGGATAAAAAGTTTAACATTACCCGA
TGTATGGTGCCAGAACACTTTGAAAAGACAATCTTTCTTATTGCAATGTACACATTTACT
GTGATTACAGTGATCTTGTGTGTTGCTGAAATTTTTGAGATCTCATGTAGAAGGCTAGGT
TTCTTAAAAACTCAGTGA



[bookmark: _Toc62483432]Supplementary Figure S11. Mallard (Anas platyrhyncos) gjb5, gjb7 and gjd3.
The sequences were obtained from GenBank.


>Ap-GJB5-XM_027443685
ATGAACTGGGGGGTATTCGAGGGGCTCCTCAGCGGGGTCAACAAGTACTCCACGGCCTTC
GGCCGCATCTGGCTCTCCCTCGTCTTCATCTTCCGCCTGCTGGTCTACGTGGTGGCGGCC
GAGCGCGTCTGGAGCGACGACCACAAGGACTTCGACTGCAACACACGGCAGCCCGGCTGC
ACCAACGTCTGCTTCGACCACTTCTTCCCCGTCTCACACATCCGCCTCTGGGCCCTGCAG
CTCATCCTGGTGACCTGTCCCTCCCTGCTGGTCATCATGCACGTGGCCTACCGCGAGGCC
AAGCAGCAGAGGCGCCGGGCCGCCGCGGGGAGCGACTACCGCTGCCTCTACCCCAACCCC
GGCAAGAAACGGGGTGGGCTGTGGTGGACCTACCTGCTCAGCCTCATCTTCAAGGCCGGC
GTGGACATCATCTTCCTCTACATCTTCTACCGCTTGTACAGGAACTACACCCTGCCCTCC
GTGGTGAAGTGCGAGCTGCCCCCGTGCCCCAACACCGTGGACTGCTTCATCTCCCGGCCC
ACCGAGAAGAACATCTTCACCATCTTCATGGTGGTCACCACCTGCATCTGCATCGCGCTC
AGCCTGGTCGAGGCCACCTACCTGATCGGCAAGCGGTGCTGTGAGTGCCTCCAGGCCCGC
AGCGGGGAGAGCTGCCAGCACAGCCGGGACTGCGCGCTGTCCTGCGCCGAGCCTGAGGAC
ACAGAGGGGCAGGGTATCCCCCCGGTGGACTGCAAGCCCCCCACAACCTCCATCCCCACG
GCTTCCATCCCCAAAACCTCCATCCCCACGGCCTCCGTCCCCACAGCCCCCATCCCCACA
GCCTCCGTCCCCACGACCTCCGTCCCCACATCCTCCGTCCCCAAGCCTGAGCAGGAGCAG
GTTCCTCCCTAG

>Ap-GJB7-XM_013093494 Anas platyrhynchos
ATGAGCTGGGCATTCCTGCGTGACCTGCTGAGTGGAGTGAATAAATATTCAACAGGAATC
GGAAGAATCTGGGTAGCAGTTGTGTTCATATTCCGCTTGCTGGTTTACGTTGCGGCTGCA
GAAAACATCTGGAAGTACGAACACGATGAATTTGAATGCAACATCAAGCAGCCCGGCTGT
GAAAATGTTTGCTTTGACCATTTTTTCCCTGTCTCTCACATCAGGCTCTGGGCTTTGCAG
TTAATCCTGGTCTCCACCCCCTCGCTCTTGGTTGTTTTCCATGTTGCTTATCGAGAGAAC
AGAGAAAAAAAGCACAACCAGACACTTTACAAAAGCCCAGGTGAGATAGACGGTGGGTTG
CTGTGCACTTACCTCATCAGTCTTGTTTTAAAAACAGGATTTGAAATAGTTTTTCTCATT
CTGTTTTACAAATTGTACAACGGATTCAAAATACCACATCTCGTCAAATGCGACGTGAGA
CCGTGTCCTAATACTGTTGACTGCTATATCTCCAAGCCGACTGAGAAGATGATTTTCCTC
TACTTTCTGGTGGCAACTTCATGTCTGTGCATTGTATTAAATTTAAGTGAACTGAGTTAC
CTCCTTTGCAAATACTCCGTGAAGCGTTATCTGAAGAGGTACACCAAGGAACATCGAGGC
TCAGCAAGCGGCTGCCACAAATCGGGAACCATCAGTCACAGGAGAGCAGCAGCTGCAAGA
CCAGCCCATGACAGCCCCCTGTCCTTGCCTCTGAATGAACAAGATGGACAGGAAAATATC
TCCCCACTGACTTGA

>Ap-GJD3-XM_027445248
ATGGGCGAGTGGGGCTTCCTGAGCTCGCTGCTGGACGCGGTGCAGGAGCACTCGCCCATG
GTGGGCCGCTTCTGGCTGGTGGTGATGCTCCTCTTCCGCATCCTGGTGCTGGCCACGGTG
GGCAGCGACGTCTTCGAGGACGAGCAGGAGGAATTCGTCTGCAACACCCAGCAGCCGGGC
TGCAAGCCGGTGTGCTACGACGCCGCCTTCCCCATCTCCCACTACCGCTTCCTCGTCTTC
CACGTCGTGGTGCTCTCGGCGCCCGCCGCCCTCTTCGTCATCTTCGCCGTGCACCAAGCG
GCCAAACCGGGGCGCGGGGGGACCCCGGGGGACCGTGCCCGTCGCCTGCAGGTTTTCTAC
GTGGGCAGCGTGGTGGCTCGCATCGCGGCCGAGCTGGCTTTCCTGCTGGGCCAGGCGCTG
CTCTACGGTTTTCGGGTGCAGCCCCTCTTCGTGTGCCGCAGCCGGCCCTGCCCGCACCGC
GTCGACTGCTTCGTCTCCCGGCCCACCGAAAAAACCGTCTTCATCCACTTCTACTTCGTG
GTGGGCTTGGTGTCGGCGCTGCTCAGCCTGGCCGAGCTCGCCCACCTCCTGCGCAAGAGC
CGAGAGCCCCGAGCCCCCCCCCGAAGCCCCCGGCCAGGGGAGCGGGCACCAGCCCCCGGG
CAGCCGGCGGGGGTCCCGGAGGAGCCGTGCCCCCCGCCACGAGGAGCCCTGGCTGTGTAG


[bookmark: _Toc62483433]Supplementary Figure S12. Atlantic canary (Serinus canaria) gjd5. 
The sequence was obtained from GenBank.

>Sc-gjd1-XM030239650-gjd2like Grey font: probably intron Splice site
TCACTCTCTCTGTCCCTCCTCAGGATCCTGCTGACTGTGGTGGTCATTTTCCGCATCCTG
ATCGTGGCCATCGTGGGCGAGACGGTCTACGAGGACGAGCAGACGATGTTCATGTGCAAC
ACGCTGCAGCCGGGCTGCAACCAGGCCTGCTATGACAAAGCCTTCCCGATCTCTCACATC
CGCTACTGGGTGTTCCAGATCATCCTGGTGGCACGCCCAGCCTCTGCTTCATCACCTAC
TCGGTGCACCAGGCGGCCAAGCAGCGCGAGCGCCGCTGCTCCTTCCTGCAGCCGCTGCTG
GAGCCGCGCCGGCACAAGGCCAACGGCGGCCCGGGCACCGAGGGGGCACCCAAGGAGGAG
CCCGAGCTGGGGCTGGGCATGGGGAGGGCACCGCGGAGCTCCAAGGTCAAACGGCAGGAG
GGCATCTCCAGGTTCTACGTCATCCAGGTGGTGTTCAGGAACGCGCTGGAGATCGGTTTC
CTGGGCGGGCAGTACTTCCTCTACGGCTTCAACGTTCCGGCCATCTTTGAGTGCGACCGC
TACCCGTGCGTCAAGGAGGTGGAGTGCTACGTGTCGCGGCCCACCGAGAAGAGCGTCTTC
CTGGTCTTCATGTTCGCCGTCTCAGGCGTCTGCGTGCTGCTCAACCTGGCCGAGCTCAAC
CACCTGGGCTGGCGCAAGGTGCGCGCCGCCGTGCGCGGGGCCCGCGCGCGCCGCAAGAGC
CTGGGGGAGGCGCGGCGCAAGGAGACGGCGGCGACGGCAGCGGCAACGGCGGGCCAGCGC
TGGGCAGGACACAGAGCAGCGAGTCGGCCTACGTGTGAGGGGGGGAAATTGGGATTGGGA
TGGGAGTGGGATTGGATTGGATTGGGATTGGGATGGGATGGGATCAGGGCCAGCGCTGGG
CAGGACACAGAGCAGCGAGTCGGCCTACGTGTGAGGGGGGGGAACTGGGATGGGATTGGG
ATTGGAGTGGGATTGGGGTGGGATCAGGATCGGGATGGGATCAGAGCCTGTGCTGGGCAG
GCAGAGCAGCAAGTCGGCACACGTGTGAGGGGATTGGGATTGGGGTTGGGATTGGATTGG
ATCAGGATCGGGATCAGGATTGGAGTGGGATTGGGACTGGGGTCAGGATTGGGATTGGGA
TTGAGGTCAGGATCAGATCAAGATTAG



[bookmark: _Toc62483434]Supplementary Figure S13. Collared flycatcher (Ficedula albicollis) gjc1.
The sequence was obtained from GenBank.

>Fa-GJC1-XM_005059597
ATGAGTTGGAGTTTTCTGACCCGCCTGTTAGAGGAGATCCAGAACCACTCAACCTTTGTT
GGCAAAATCTGGCTGACAGTGTTGATTGTGTTTCGGATTGTCCTAATTGCCGTGGGAGGA
GAATCCATTTATTATGACGAACAAAGCAAGTTTGTGTGCAACACGGAGCAGCCTGGCTGT
GAGAACGTCTGCTACGACTCCTTCGCCCCTCTCTCGCACGTCAGGTTCTGGGTGTTCCAG
ATCATTGTGGTGGCCACTCCCTCGGTGATGTACCTGGGCTATGCCATCCATAAGATCGCC
CGGATGGTGGAGCACAGCGAAGCCAGCAGGAGAGCCAGGAGGAGGAGCTTGCCCGTCCGC
TGGAAACAGCACCGGGGCTTGGAAGAAGCTGAGGGTGACCACGAGGAAGACCCGATGATG
TACCCAGAGATAGAGATGGAGAGCGTCCAGGAGAGCAAAGAGAAGCAGAGCCCCGCCAAA
GCCAAGCACGACGGCCGGCGGCAGATCCGGGAGGACGGGCTCATGAGGATTTACGTCGCG
CAGCTCCTGGCCAGGGCCCTGTTAGAGGTTGGCTTCCTGGTGGGGCAGTATTTCCTGTAT
GGCTTCCAGGTGAGCCCCGTGTTCGTGTGCAGCAGGAAGCCCTGCCCGCACAACGTCGAC
TGTTTCATTTCCAGGCCGACCGAAAAGACCATTTTCCTGCTGATAATGTACGGGGTGAGC
TGCATGTGTCTGCTCCTGACTGTCTGGGAGATGCTGCACTTGGGCTTTGGCACCATCCGG
GACACGCTGAACGCCAAGAAGAAGGAGCTGGTTGACTCTGGCGCCTTTAACTACCCCTTC
ACCTGGAACACGCCCTCGGCCCCGCCGGGCTACAGCGCGGCGCTGAAGCCGGAGCAGATG
CCGTGCACGGAGCTGTCCAACGCCAGGATGGCCTTCAGGCAGAACAGGGCCAACACCGCC
CAGGAGCAGCAGTACGGCAGCAGCGAGGGCAACGTTCCCGCCGACCTGGAGATCCTGCAG
AGGGAAATCAAAGTGGCTCAGGACCGCCTGGACCTTGCCATCCAGGCTTACAACAACCAA
AACAACCCCAGCAGTTCCAGAGGGAAGAAATCCAAAGCGGGCTCCAACAAGAGCAGTGCC


[bookmark: _Toc62483435]Supplementary Figure S14. Australian saltwater crocodile (Crocodylus porosus) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Cp-gja1-XM_019537972-GJA1
ATGGGTGACTGGAGTGCCCTAGGAAAACTTCTTGACAAAGTTCAAGCCTATTCTACCGCA
GGAGGGAAAGTATGGCTCTCTGTCCTCTTCATTTTCCGAATCTTGTTGCTGGGGACAGCA
GTTGAATCTGCCTGGGGAGATGAGCAGTCTGCTTTTCGGTGTAACACTCAGCAACCCGGT
TGTGAAAATGTCTGCTATGACAAGTCCTTTCCCATCTCCCATGTCCGCTTCTGGGTTCTG
CAGATAATATTTGTGTCTGTGCCTACCCTCTTGTATCTGGCACATGTATTCTATGTGATG
CGGAAAGAAGAGAAACTAAGCAAGAGAGAAGAAGAGCTTAAGGTTGTCCAAAATGATGGT
GGGAATGTGGAAATGCACCTAAAACAAATAGAAATTAAGAAATTCAAGTATGGGATTGAA
GAGCATGGCAAAGTTAAAATGCGTGGGGGACTGCTCCGTACTTATGTCATAAGCATCCTC
TTTAAATCTGTCTTTGAAGTGGCCTTCTTGCTGATACAATGGTATGTCTATGGGTTTAGC
CTGAATGCCATTTACACTTGTGAGCGAGATCCATGCCCCCACAGAGTAGACTGCTTCCTT
TCCCGTCCAACTGAGAAAACCATCTTCATTATCTTCATGCTGGTAGTGTCTTTAGTATCA
CTTGCCTTGAACATCATTGAGCTTTTCTATGTATTCTTCAAGGGCGTCAAGGATCGTGTG
AAAGCAAAACCTGACCCTTACTCTCCCACCAGTGCCATGAGTCCCTCCAAGGAGTGTGGA
TCCCCGAAATATGCATATTTCAATGGCTGTTCCTCACCAACTGCTCCCTTGTCACCCATG
TCTCCCCCAGGGTACAAGCTTGTTACTGGAGAAAGGAATAATTCTTCCTGTCGTAACTAC
AACAAGCAGGCCAGTGAACAAAACTGGGCAAATTACAGTGCAGAGCAGAATAGGATGGGA
CAGGCTGGCAGCACCATCTCCAACTCTCATGCCCAGCCCTTTGACTTCCCTGATGATCAT
CAGAACACTAAAAAACTGGCATCTGGGCATGAGCTGCAGCCTCTCACCACTGTGGACCAA
AGGCCACCTAGCAGAGCCAGCAGCAGAGCCAGTAGCAGACCTAGACCTGATGATCTGGAG
ATCTAA

>Cp-gja3-XM_019530205-GJA3
ATGGGTGACTGGAGCTTTCTGGGGAGACTATTAGAGAATGCACAGGAGCACTCCACGGTC
ATTGGCAAAGTTTGGCTGACCGTACTGTTTATCTTCAGAATCCTGGTGCTGGGAGCTGCT
GCTGAGGAGGTCTGGGGAGATGAGCAATCGGACTTTACCTGCAACACTCAGCAACCTGGT
TGCGAAAATGTCTGCTATGACAAAGCCTTCCCTATCTCCCATATCCGTTTCTGGGTGCTG
CAGATCATCTTTGTGTCCACTCCAACTCTTATCTACTTGGGCCACGTGCTCCACATTGTG
CGCATGGAGGAGAAGAAGAAACAGAAAGAGGAAGAGCTGAAAAGGAAGGGGAGCTGCAAA
GACATCATCCATTTGGGGACAGCAGCTGGAGGCAACAACAACTGTGTCAGCAAAAAGGAG
CCACCTCCCAAGAAGAAAGAGAAGCTACCGATCCGTGATGAGCGTGGTAAGATCCGCATT
GGGGGTGCCCTGCTCCGCACCTATGTCTTCAACATAATTTTCAAAACTCTTTTTGAAGTG
GGCTTCATTGTGGGCCAGTATTTCCTGTATGGCTTTGAGCTGAAGCCTCTCTACCGCTGC
AGCCGCTGGCCCTGCCCCAACATCGTGGACTGCTTCATTTCTCGGCCCACTGAGAAGACC
ATTTTCATCATCTTTATGCTGGTGGTGGCCTGTGTCTCACTGCTGCTCAACATGCTTGAG
ATCTACCACCTGGGATGGAAGAAGCTCAAGCAGGGCATGACCAACCACTACACCCCTGAC
ACTATCACAGCTGTGGAACCAGTTATAATAGAAGGAGATGCCAAGCCTGCATCCATGCCT
CCACCACCACCAGTAGTGATAACAGCTCATGCTGCACCGCCTGTTCTGCCTGACACCCGA
GCTGTCACCCCTCTGCTCACTCCAGCTGCTGTGCCACCTTACTATGCTGAGTCCCCTGTT
AAGGCACGACCATCTGCCTCACCTTCTGTGGCCAGCTATCCTGTGGCTCCCCCAGTTGCT
GAGGAGCAGCAGAAAACTGCCACCCCCACCCCAACCTCCTCACCAATCCCAACGCCAACC
CCCATCCCAACGCCCACGCTGGCTGTCATCAATTACTTGAATGCCAGCAGCCAAGCTTCA
GCTGCTGAGCAGAACTGGGCCAACATGGTAGTTGAGGAGCAGAAGAAGCCACCGCCTTCC
AGCTCCGCAGCTTCCTCTACCCCCAGCAGTGTCCGACAACAGCTTCCAGAGACAGAGGAG
CCAGCTGAGCAGCCACCACTACCACCGCCTCCAGAGCTACCTGTGGCAGCAGCCAACAGT
GTGGGCAGCAGCACCAGCCTGAGCGGGGGAAGTGGAAGCAAGTGGGATATAGAAGGGGAA
GAGGAACCTTTGGAGGAAAGGCCTGTTTCACCTGCCTCTCCTGTATCACCTGCCTCACCT
GTCTTGCCTGCATCACCCATGTCACCTGCCTGTACCACAGTGGAGATGCCTGATCCAGCG
CTGCTCATAGACACACGGCGCTTAAGCAGGGCTAGTAAGTCCAGCAGCAGCAGAGCCAGG
TCAGATGACTTGGCTGTGTAG

>Cp-gja4-XM_019547764-GJA4
ATGGGAGACTGGGGCTTCCTGGAGAAACTGCTGGACCAGGTCCAGGAGCACTCGACAGTG
ATTGGGAAGATCTGGCTGACGGTGCTGTTCATCTTCCGGATCCTCATCCTGGGCCTGGCA
GGGGAGTCGGTGTGGGGAGATGAGCAGTCAGACTTCTTGTGCAACACCAAGCAGCCAGGC
TGCACCAATGTCTGCTACGACAAAGCCTTCCCCATCTCCCACATCCGCTACTGGGTGCTC
CAGTTCCTCTTTGTCAGCACCCCCACCTTAATCTACCTGGGCCATGTCATCTACCTCTCC
CGCCTGGATGAGAAGCTGAAGCAGAAAGAGAGCGAGCTGCGAGCTGTGCCAATCAAGGAC
CTGAAGGTTGAGCAGGCCCTGGCAGTGGTAGAGAAAAAGATTTCCAAGATCTGTGTCGCA
GAGGATGGACACATCAAGATCCGGGGGCCCCTCATGTGTTCCTATATCACCAGCGTGATT
TGCAAGAGCATCTTTGAGGCTGGCTTCCTCTTGGGTCAGTGGTACCTGTATGGTTTCTCC
ATGCCAGCTGTCTTCGTGTGTGAGAGAGTCCCCTGCCCTCACAGGGTGGACTGCTTTGTC
TCCCGGCCCACTGAGAAGACCATCTTCATTATTTTCATGCTGGTGGTGGGTCTCATCTCT
CTTGGTCTCAACCTCATGGAGCTCATCCACCTCTGCTGCAAGAACATGCTCACCGGCTTA
AAGAAGATCTCATCCCGGTCCCCTGCCAGCCTGGGTGAGGAGTCCTTCCCGGATGAAAAG
CTGTGTGAGGTGCCTGGTGGCCCATACCAGCCCAAGCAGTACCACTATCTGCCCATGAGC
ACGGCTCAGGCTCCTCCCTACCAGTCTTACAATAAGCTGTCCAGTGAGCAGAACTGGACC
AACTTCAACACGGAGGAGAACCTGGCCCTGCGCAATGGTAGCAGACCTTTGCCCAACAGC
TATGCTGCTAATGCCCAGTCCCTGGAGGAGAAGCAGACCAGTCGTCCCAGTAGCTCCGCT
TCTAAAAAACAGTATGTCTGA

>Cp-gja5-XM_019528720-GJA5
ATGGGTGACTGGAGTTTCCTGGGAGAGTTCCTTGAGGAGGTCCACAAACACTCCACAGTG
GTGGGGAAAGTCTGGCTGACAGTGCTCTTCATCTTCCGGATGCTGGTGCTTGGCACGGCA
GCAGAGTCCTCCTGGGGAGACGAGCAGTCCGACTTCATGTGTGACACCCAGCAGCCTGGT
TGTGAGAATGTCTGCTACGACAAGGCTTTTCCCATCTCCCATGTCAGGTACTGGGTTCTT
CAGATCATCTTTGTCTCTACCCCATCACTGCTGTACATGGGACATGCAATGCACAAGGTG
CGCATGGAAGAGAAAAGAAAAATGAAGGAGGCAGAACTGAGTAGGAAGGAGATGAAAAGT
GGTGGTGACTCATACCACCAAAAGGAATATCCTGTAGCAGAGAAAGTTGAGTTTGTCTAT
CAAGAGGAATCAAGTGGAAGAATATTACTCAGAGGCAACCTGCTGAACACCTATGTCTAC
AGCATTTTGATCCGCACCGCTATGGAAGTGGCCTTCATTGTTGGACAATACATCCTGTAT
GGGATCTTCCTGGAGACCCTGTACATCTGTCAACGGGCACCATGCCCCCACCCTGTGAAC
TGCTATGTCTCACGGCCCACAGAGAAGAATGTCTTCATCGTCTTTATGCTTGCTGTAGCA
GTGCTGTCACTGTTATTGAGTGTAGCTGAGCTCTACCACCTGGGTTGGAAAAAAGCAAAG
GAGAAATGTGTTAGATCATACAAACCCAGTCCCAGTATGGTCAGCATCAAGCCAGAGACT
GCACCACAAGTGGAGATGGCCCAAAGCTGCACTCCTCCTCCAGATTTTAATCAGTGCTTG
GCAAACGCCAACGGGAAATTCATCAGCCCTTTCAGCAACAAAATGGCCTCTCAGCAGAAT
ACAGCCAACTTTGCCACTGAAAGGGTCCATAACCAAGACGATGCAGTCAGGGAAGAGCAA
TTTATTCAGATCAACTATGCACAGAGTCCTGAAGTAGCCAACGAATCTTCTCCTCACCTG
CCTGCCAATGGCTACTTCAATGAGAAACGCCGGCTCAGCAAGACCAGCCGCACCAGCAGC
AAGGCTAGGTCAGACGACCTGTCAGTGTGA

>Cp-gja8-XM_019528784-GJA8
ATGGGTGACTGGAGCTTCTTGGGGAACATTTTAGAACAGGTGAATGAGCAATCCACCGTC
ATTGGGAGGGTTTGGCTCACAGTGCTCTTCATCTTTCGAATCCTGATCCTGGGAACAGCT
GCCGAATTAGTCTGGGGAGATGAACAGTCAGACTTTGTGTGCAACACCCAACAGCCCGGT
TGTGAGAATGTCTGTTATGATGAAGCCTTCCCCATTTCCCACATCCGTCTCTGGGTCCTT
CAGATCATCTTTGTCTCCACACCTTCGCTCGTGTACTTTGGGCACGCTGTGCATCACGCA
CGAATGAAGGAGAAGAAGAAAGAGAAGGAGGAAGCTGAGAGACGTCGGCTAGGTGAGATG
GAGAATGAGGGGCTAAACTTAGCTCCAATCCAAATGAGGGGGGACAAGAAGTTCCCACTG
GAAGGAACATTATTGAGAACCTATGTCTGCCACATCATTTTCAAAACCCTCTTCGAGGTT
GGGTTCATTGTAGGCCAGTACTACCTGTATGGGTTCCGAATTCTGCCCCTCTACCGCTGT
GGCCGGTGGCCCTGTCCCAACCTTGTCGACTGCTTTGTATCCAGACCCACTGAGAAGACA
GTCTTCATTATGTTTATGCTGGCGGTGGCCTCATTATCGCTCTTCCTCAACCTCGTGGAG
ATCAGTCATTTGCTCATGAAAAGGGTGCGGCTGGCTTTCTGGAAGCCTGCGGAGCCACCA
CTGGGGGAGATCTCAGACAAACCCCTACATTCCCTTGCAGTGACTTCCATTCAGAAGGTC
AAGGGCTACAAGTTGCTGGAGGAGGAAAAGCCAGTGTCTCACTATTTCCCCCTAACCGAA
GTGGGGGTTGAAGCTAGCCACCTTCCATCCTCCTTCAATGACTTTGATGAGAAGATTGGT
ATGGGGCCTCTAGAAGAACTATCCAGGGCCTTTGATGAGCGGTTACCATCCTATGCCCAA
ACAAAAGAGCAGGAAGACAGCAGGGAAGCAGGAGGTGAGCAAGAAGAGGAACAAGAGATG
CTGAAAAGAGATGGGCAGGGAGAGGTGAAAGGGTTGGAAGAGCGGGAGCCATCAGCACCT
GCTGAACTGACAGCTGATATGAGACCCCTCAGCAGGCTTAGTAAAGCCAGCAGCCGGGCC
AGGTCAGATGATTTGACTGTATGA

>Cp-gja9-XM_019547877-GJA9
ATGGGAGACTGGAATTTCCTTGGTGGCATTTTGGAGGAAGTCCACATTCATTCCACTATT
ATCGGAAAGATCTGGTTAACTATCCTATTCATATTTCGAATGCTTGTCCTTGGAGTGGCA
GCTGAAGATGTCTGGAATGATGAACAGTCAGAATTCATATGCAATACAGAGCAACCTGGC
TGCAGAAATGTTTGCTATGATGAGGCCTTTCCTATCTCTCTTATAAGATACTGGGTCTTG
CAAGTTATATTTGTGTCTTCACCTTCTTTGGTATATATGGGCCATGCCTTATACAGACTA
AGAGCATTAGAAAAAGAGAGACAAAAGAAAAAGGCACGGGTCAGACTGGAGCTTGAAGGT
GTTGAATTAGAAATGACTGAAATTCGAAAAAGACTGGAGAGCGAGCTTCGTGAACTGGGC
CAAAATAAGCTAAACAAAGCACCTCTAAGAGGCTCCTTGCTTGGCACATATGTGATGCAT
ATTTTTACTAGATCAGCAGTTGAAGTTGGGTTTATGATTGGGCAGTATCTTCTTTATGGT
TTTCAGCTCGATCCCCTCTACAAGTGTCACAGAGATCCATGTCCAAATACGGTTGATTGT
TTTGTGTCGAGGCCAACAGAGAAGACTGTATTCATATTATTTATGCAGTCGATAGCAACC
GTGTCACTCTGTTTAAACATATTGGAAATTATCCACCTTGGATTCAGAAAAGTTAAGGAA
GGAATTTTTGGGCAGGATGAGAAAAAGGATGACATTGATGACTTCTATGTAAGTAAATCA
AAGGCAAACTCCATAGTACCGCAGTCTTCCATGGGAACCTCTTCAACTCCACAAAAAACA
CTTCCTTCTGCACTCAGTGATTACACCTTGCTGATGGAAAAGCCTCCTGACACAGTGGTC
TGTCCAGTTTTAAATTCACCTTCTGTGTTCCAGTCTATTCAAAACAGCCAGACAGAAAGT
AGTGATAATTGCCTCCCAATTGAACAAAAAAATAAACGGTCAGAAGGGATGCAGACTTCT
AATGCTGGGAACAGTCAGCCTGGCAAGACTAGCTCAAATGATAATGAAACTTTAATTAAA
GTATTTGAGTCAGAAAGCATTTATATTCAGAAACAAGATGAAGAAAAACTTTTCCCCAAT
GGTACTTTTTGTGGTCGTATAGATGCTGCCAGAAGTATGTGTTCAAACAGTCTTGTTGAC
CTGCCACCTGGGTGTTCTCTGCAATCTGATATTGCATCCATTGCTTCAACCGATGGCCTG
GCCAAGCCAGGTGAAACTCCTTCCTTGTGGAACTTCTCTGCGGTGTTTGCGAGTGTAGGG
TCTCCAGCAAATTCTCCCATGGGCAAGAATGGAAAACAACCCAGTTTCAGTGGAAGCAAA
GCCCTGCCTGTTTGCAAGATGGACTGCAAAACATCCAGCAGACCAGACACTCCTGATTCT
CTGGGCAAGCTGAGCTCAGACTCCAAACAGTACAAGGACTACGATAGTCCTCAGGCTCTC
TCTCCCTCTCGGCAAATGTCCTTGGCGAGGAACACCAGCAGCAGGCGTTCTCCTACCGAT
CTCCAAATCTAA

>Cp-gja10-XM_019538173-GJA10
ATGGGGGATTGGAACTTGCTGGGCAGCATCCTCGAAGAAGTGCATATCCACTCCACCATT
GTGGGCAAAATCTGGCTCACCATCCTGTTCATATTCCGGATGCTGGTGCTGGGAGTGGCT
GCAGAAGATGTGTGGGATGATGAGCAATCTGAGTTCATTTGTAACACTGAGCAACCTGGT
TGCAGCAACATCTGTTATGATAAAGCTTTCCCTATCTCTCTGATCAGATATTGGGTGTTG
CAAATTATCTTTGTCTCATCCCCATCCCTCATTTACATGGGGCATGCACTTTACAGGGTA
AGGGCCCTTGAGAAAGAGAAGCAGCAACAGAAAGCCCATCTCAGAGCCCAGTTAGAAGAT
GCAGACCCTGTCTTGGAAGAGCACAAGAGAATGGAGAGGGAGCTGAGGATGTTAGAAGAC
CAAAAGAAAGTGAACAAGGCACCCTTGAGAGGGTCCCTCCTGCGCACTTATGTCTTGCAT
ATCTTGACCCGGTCGGTGTTAGAAGTGGGTTTTATGATAGGCCAGTATCTTTTATATGGG
TTTCAAATGTACCCTCTTTACAAATGTACTCATCCTCCCTGCCCTAACACAGTGGATTGT
TTTGTGTCCAGACCAACAGAGAAAACCATCTTTATGGTTTTCATGCATGGTATTGCTGCC
GTCTCCCTGTTCTTGAACATCCTGGAGATTATTCATCTGGGTGTCAAGAAGATAAAGAAA
ACTCTTCCTGGAAACCAGAGGAGGCAAGGAGGCATCACTGAGGAAGAGACAAGCATTTAT
GAGTCCCAGAAGAACTCAATGGTCCATCAAGTTTGCATCCTTAGCAACTCCTCCCCACAA
AGCGGCTATACACTTTTGCCAGACCAGCAGGTGGGGCTACCACTTTACCTTCCCCTACAA
CAAGGATACAAAGTGCTCCAGGTGTCTGCTGATCAGGGCTTGCTTGCAGTGAGGATGGGT
GCCGAGCAACAGCAGTGCAGCATGGAGAGAAACAGGGGCGACCAGCACCACAGACAGTGC
CACCGCGCCTACAGACACTTGGCCCACCCTCTAGCAAGTCACCAGGAGCAGAGACCGCTC
CCGAATCAGCACGTGGGACAGCACCACAATGACCAGCAGCAAGAGCCTTCCTCTAGCAGC
GGGGACACCCAGAAGCAGCCCCGCTTGGGCTGTGAGGACTGCTCAGAAAGTGAGCAGCAC
ACCCAGGAGCAGCCCAGGAAACCTATTTATTTGGCTAAGCCCCCCTGTAGTGCCAACCAG
ATGGAGATCCCCCAAGCCATCCACAATGCCCTTCGCAAACACAACTGGGTGAGCAGCTGC
AAGGACCTTGGGGAGGTTTGCTGTGACTCTCCAGACAGCGGGCACTATCAGGGCAACCAC
CACTCCAGCTTTCTGTCTGAGGTGTTATCTCAGAACCACCTGGCCAGTGACTTGGACAGT
TCTGACTCCAGGAATGGCTCCGGCTCGGAAAACAAACACGGAGAGGAGAGCAGCCCCTCC
GCCACCCCGCCACCTCTTTCTGCAATAGGACGTAGAGTGTCAATAGCAAGTAGCATCAAG
TGGCCTTCCCTCTAA

>Cp-gjb1-XM_019536358-GJB1
ATGAACTGGGCCGGCTTGTATGCGGTGCTGAGCGGCGTGAACCGCCACTCGACGGCCATT
GGGCGCATCTGGCTCTCGGTCATCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCAGCC
GAGAGCGTGTGGGGTGACGAGCGCTCGGCCTTCACCTGCAACACGCAGCAGCCGGGCTGT
AACAGTGTCTGCTATGACCACTTCTTCCCCATCTCCCATGTGCGCCTGTGGGCCCTGCAG
CTCATCCTGGTCACCACGCCAGCCCTGCTCGTGGCCATGCACGTGGCCTACCAGCAGCAC
CAGGAGAAGAAGCTGCTGCTGCTGACGGGCCATGGTGACCCCAAGCATCTGGAGGAGGTC
AAGAAGCACAAGATGCGCATCTCGGGTGCGCTGTGGTGGACCTATGTCAGCAGTGTGGCC
TTCCGGCTCCTCTTCGAGGCTGCCTTCATGTACATCTTCTACATGCTCTATCCTGGCTAC
CAGATGGTGCGGCTGGTCAAGTGCGAGGCCTACCCCTGCCCCAACACGGTCGACTGTTTC
ATCTCCCGGCCCACCGAGAAGACCGTCTTCACCGTCTTCATGCTGACCGCATCGGCCATC
TGCATTGTGCTCAACCTGGCTGAGCTGGTCTATCTGGTGGTGCGTGCCTGTGCCCGCCGC
GCCCACCACAGCAGCAACCCCTCCTCAGCCAAGAGCTCCTTCTATGGCCACAAGCTCTCG
TCCGAGTACAAGCAGAACGAGATTAACCAGCTGCTCACGGAGCAGGACGGCTCCCTTAAG
GACATGCTGCGACGCAACCCGGGCCTGCAGGAAAAGGGCGACCGTTGCTCTGCCTGCTAG

>Cp-gjb2-XM_019530204-gjb6like
ATGGACTGGGGATCACTGCATGCCGTGTTGGGAGGTGTGAATAAACACTCCACCAGTATC
GGAAAGATCTGGCTCACTGTCCTGTTCGTTTTTCGTATCATGATCCTTGTAGTGGCTGCT
GAGAAGGTCTGGGGCGATGAACAGCAAGATTTTATCTGCAACACTCTGCAGCCTGGATGC
AAAAATGTTTGCTATGACCACTTTTTCCCCATCTCCCACATCAGACTCTGGGCCCTTCAG
CTCATCTTTGTCTCGACTCCTGCACTTTTGGTGGTGATGCATGTTGCCTACAGACGCCAT
GAGAAGAAGCAGCAGTTAAGAAATGGGGAGAAGTTTGATATTGAAGAGCTGAAACGAACA
AGGTTTCATATTCGGGGGCCCTTGTGGTGGACATACACTAGCAGCATCTTCTTCAGAGTC
CTCTTTGAAGCCGTCTTCATGTATGCATTTTACTTTATGTATGATGGGTACAAAATGCCA
CGCTTACTGAAATGTAGTGCTTGGCCCTGCCCAAACACAGTGGATTGCTTTGTCTCTCGA
CCCACTGAGAAAACCATGTTTACTGTCTTCATGCTTGTTGTGTCTGCTGTTTGCATGCTG
CTGAATGTGACAGAATTGTGTTACCTGGTGGTAAAAGTTTGTGTGAAAGAGCCTAGGAAA
ACAGCAGCTTTAAAATAA

>Cp-gjb3-XM_019547768-GJB3
ATGGACTGGAAGACACTTCAAGCCCTGCTAAGTGGGGTGAACAAGTACTCCACGGCCTTT
GGGCGCATCTGGCTCTCCATAGTCTTCGTCTTCCGGGTGCTGGTCTACGTGGTGGCTGCA
GAGCGTGTGTGGGGGGATGAACAGAAGGATTTTGACTGCAACACCAAGCAGCCCGGCTGC
ACCAACGTCTGCTACGACCACTACTTCCCCATCTCCCACATCCGCCTCTGGGCCCTGCAG
CTCATCTTTGTCACCTGCCCCTCTTTGCTGGTCATCATGCATGTGGCCTATCGGGAAGAC
CGGGAGAGGAAGAACCGGGAGAAGAATGGGGAAGGCTGCCCCAAGCTCTACAGCAACACG
GGCAAGAAGCATGGCGGGCTGTGGTGGACCTACATACTGAGCCTCTTCTTCAAGCTGACC
ATCGAGATCACCTTCCTCTACCTGCTCCACTGGATGTGGGACAGCTTTGACCTGCCGCGC
CTGGTCAAGTGCAGCAACGTAGACCCCTGCCCCAACATCGTGGACTGCTACATTGCACGG
CCCACGGAGAAAAAGGTCTTCACCTACTTCATGGTCGGGGCTTCCTCCATCTGCATCGTC
CTCACGGTCTGCGAGATCTTCTACCTCATCTTCAAGAGGGTGGTCCGCCACACGCGCAAG
TGGGGGAAGACTTCCAGCAAGCCCTCGGTCACCTACAGTAAAGCTTCCACCTGCCGGTGT
CACATCAAGCTGGAGCAGCAGGACAGCCAAGTCAAGAACAAGCCCTTGGATGTCCTCAGG
GCCTCTGCTCCCAACCTGACCGTGATCTGA

>Cp-gjb4-XM_019547537-gjb4like First nt in first Cys codon of first conserved domain is probably wrong. We have here exchanged the C with a more likely T (red).
ATGAACTGGTCCTCACTGCAGGACCTCCTGAGTGGGGTGAACAAGTACCCCACAGCCCTG
GGGTGCATCTGGCTCTCTGTGGTCTTTGTCTTCCGCTTCCTGGTCTATGTGGTAGCGGCG
GAGCAGGTGTGGGCTGATGATCAGCGGGACTTTGAGTGCAGCACTCTCCAGCCTGGCTGC
ACTAATGTCTGCTACAACCATTTCTTCCCCGTCTCGCACATCCGCCTCTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCTTCCCTCCTGGTGACCATGCGTGTGGCTTACCGGGAAGAT
CGGGAGCAGAAGCATAGGAAGACAGGAGCAGGGAAGAACAGCCAGCGGCTCTATCTCAAC
CCAGGCAAGAAGCAGGGAGGCCTGCGGTGGACTTACCTGCTCAGCCTGGTCTTCAAGGCT
TCCACAGATGCAGCTTTCCTCTACATCTTCCACCGGCTCTATGCCAACTTTGACATGCCT
CGAGTCACGGAGTGCTCTGTGCCACCTTGCCCTCATGTGGTCGATTGCTTCATTGCAAGG
CCCACCGAGAAGAAACTCTTCACCTATTTCATGGTGGCCACCGCTACCCTGCGCATTGTC
CTCAACCTCTGTGAGATATCCTACCTGGTCACCAAGAGGTGCTGGGAGAAGGTCAGATCT
CAGAGGGGGTCATTCAGGTCTGCAAAGAGATCAACACCAGCAAAGTGCTGCTTAAGCCTG
ATGGAAACAATCTAG

>Cp-gjb5-XM_019547770-gjb5like
ATGAACTGGGCCGTATTTGAAGGGCTCCTGAGTGGGGTGAACAAGTACTCCACCGTCTTT
GGCCGCATCTGGCTCTCCCTGGTCTTCATCTTCCGGGTGATGGTCTATGTAGTGGCAGCC
GAGCGGGTGTGGAGCGATGACCACAAGGACTTTGACTGCAACACGCGCCAGCCGGGCTGC
ACAAATGTCTGCTTCGACCACTACTTCCCTGTCTCCCACATCCGCCTCTGGGCCCTGCAG
CTCATCCTGGTCACCTGCCCGTCCCTGCTGGTCATCATGCACGTGGCCTATCGAGAAGCC
CAGGACCAGAAGTGCCGGCAGGCAGAGGGGCAGGGCAAACGGCGGTTCTATCTTAACCCC
GGCAAGAAGCGGGGAGGCCTGTGGTGGACCTACCTGTTCAGCCTCATCTTCAAGGCCGCC
GTGGATGTGGTGTTCCTCTACATCTTCCACCGATTCTACAAGAACTATACCCTGCCCAGC
GTGGTGAGGTGTGAGATCCCCCCCTGCCCCAACATCGTGGACTGCTACATCTCCAGACCC
ACCGAGAAGAATATCTTCACCTTCTTCATGGTGATCACAGCCTGCGTGTGCATCCTGCTC
AGCCTCATGGAGGCCTGCTACCTTGTGGGGAAAAGGTGCAGGGAGAAGCTGTCTAAGAGA
AAAGGCAGCAGGAGGGATGAGAGACTTCTTGACAAGGACTCTTGCTGTGCCCAGGGCGAG
CAAAGCAGTCTCGAGGCGGGCAGGCAGATTTTCCATGGGGCTGATTACAAGCTACCCAGT
GCTCCAATCCCTGCCACCTCCCAGAAGGGAACAGAGGCTGTTCCCTAA

>Cp-gjb6-XM_019530202
ATGGATTGGGGATCACTGCAAGCTGTGGTGGGAGGTGTGAATAAACACTCCACCAGCATT
GGAAAGGTCTGGCTCACTGTCCTGTTCATTTTCCGTATTATGATCCTCATAGTGGCTGCA
GAGAAAGTCTGGGGAGATGAACAAGAAGACTTTGTCTGTAACACACTACAGCCTGGATGC
AAAAATGTTTGTTACGATCACTTTTTCCCCATCTCTCATATTAGACTCTGGGCCCTTCAG
TTGATCTTTGTCTCAACTCCTGCACTGTTGGTGGTAATGCATGTTGCCTACAGACGACAT
GAGAGGAAGAAGCAATTCAGGAAGGGAGATCAAAATTGTCAATATAAAGACATTGAAGAG
ATAAGAGCCCAAAGATTTCATATTGAGGGACCCTTGTGGTGGACATACACTGGCAGCATA
TTCTTCAGGTTGATTTTTGAAGCTGCCTTCATGTATGCATTTTACTTCGTGTATGATGGA
TTCCGAATGCCACGTCTAGTGAAATGTAGTGCTTGGCCTTGCCCAAACACAGTGGACTGT
TTTGTTTCTCGACCTACTGAAAAGACGGTGTTCACTATTTTTATGATTGGTGTGTCTGGT
ATTTGCATTATGTTAAATGTGGCTGAATTCTGTTATCTGCTGATAAAATGTTTCCTTAGA
AAGTCTAGAAGAGCAGGATCTCAAAGACATTCCCCCAGCCTTGAGAATAAAGAAGAAACT
AAACAAAATGAAATGAATGAGCTAATATCTGATAGCTGTCAGAACACCGTTCCAGCATTT
TCAAAGTAG

>Cp-gjb7-XM_019538219-GJB7
ATGAGCTGGGGATTCCTCCGAGATCTCTTAAGTGGAGTGAATAAATATTCAACAGTAATG
GGCCGGATTTGGTTGGCTATTGTGTTCATATTTCGCCTGCTTGTTTATATGGTGGCAGCC
GAACATGTCTGGAAAGATGAACAGAAGGAGTTTGAGTGCAATGTCCAGCAACCTGGATGT
GAAAATGTCTGCTTTGACCACTTCTTTCCTGTTTCTCACATCAGGCTTTGGGCTTTGCAA
CTGATCATGGTTTCTACCCCATCACTTCTGGTTGCTTTCCATGTTGCCTATCGTGAGAGC
AGAGAGAAAAAGCACAACCAGAAACTTTACAAGAATCCAGGAAGCATGGATGGTGGACTG
CTGTGCACTTACCTCATCAGTCTAATTTTCAAAACAGGTTTTGAAATTGGTTTTCTAGTT
TTGTTTTACAAGTTGTATGATGGATTTAATGTACCACGCCTTATGAAATGTGATGTTAGA
CCATGCCCCAATACTGTAGATTGCTACATCTCCAAGCCTACAGAGAAGAAAATCTTCCTC
GTTTTTTGTGGTATAACTTCATGCTTATGCATTGCATTAAACTTAAGTGAATTGGGCTAT
CTGACTTTCAAACACTCTTTGAAGTGTCTAAAGAGGTATGTCAAGAGAGGTCATACCTTG
AAACGCGAGTGTCATGAGCTGAAATGCACTGCTTACAATGGAACATCAGCTAGAGTTCTG
ACCCATACCAATGCTTCACCCATGCTTTTCAGTCTCCTTGATAAATCTGAAAGCTGTCCT
CCCGATTTGTCAGGATAA

>Cp-gjc1-XM_019554551-GJC1
ATGAGTTGGAGTTTCTTGACCCGCCTGTTAGAGGAGATTCACAATCATTCAACCTTTGTT
GGCAAAATCTGGTTGACAGTATTGATTGTCTTTCGGATTGTTCTTACTGCGGTTGGTGGG
GAATCCATCTATTATGATGAACAAAGTAAGTTTGTGTGCAACACAGAACAACCAGGCTGT
GAGAACGTTTGCTATGACGCTTTTGCTCCTCTTTCACATGTGAGATTTTGGGTGTTTCAG
ATCATTCTTGTAGCCACTCCATCTGTGATGTATTTGGGCTATGCCATTCATAAAATTGCC
AGAATGGTTGAACATAGTGAAACTGACAAAAGAACCAGAAGTAAACCCTTTTCAGTGCGC
TGGAAACAGCATCGTGGCTTGGAGGAGACAGAGGATGATCATGAAGAAGATCCAATGATG
TACCCAGAAATAGAGATAGAAAGTGAGAAGGAGAACAAGGAACAACCACATCCCACCAAA
GCTAAACATGATGGCAGGCGACGAATTCGAGAGGATGGACTCATGAAAATCTATGTGCTA
CAACTTCTTGCTAGAACTATGTTTGAAGTTGGCTTTCTTATTGGTCAGTATTTTTTATAT
GGTTTTGAAGTCAGCCCAACGTTTATATGCAGCAGGAAACCATGCCCGCACAAGATAGAT
TGTTTCATTTCAAGGCCAACAGAAAAGACCATTTTTCTATTAATAATGTATGGGGTGAGC
TGCCTATGTTTATTTTTGAATGTCTGGGAGATGCTCCATTTGGGATTTGGAACTATTCGA
GACGCACTAAACAATAAAAGAAGAGAGCTGGAGGACTCTGGTACCTATAACTACCCTTTT
ACTTGGAACACACCATCTGCTCCTCCTGGCTATAATATTGCAGTCAAGCCAGATCAAATC
CAATATACTGAATTGTCCAATGCCAAAATGGCTTACAAGCAAAACAAAGCCAACATAGCT
CAGGAACAGCAGTATGGGAGCAATGAAGAAAACATTCCAGCTGACCTGGAAAATTTGCAG
AGGGAAATTAAAGTGGCTCAGGAACGCTTGGACCTTGCAATCCAGGCTTACAATAACCAA
AACAATCCCAACACTTCCCGAGAAAAGAAGTCAAAAGCAAGCTCAAACAAAAGTAGTGCC
AGTAGCAAATCAGGAGATGGGAAGACGTCTGTGTGGATTTAA

>Cp-gjc4-XM_019554186-gjc1like
ATGAGCTGGAGTTTCCTGACCCGGCTCCTAGAGGAGATCAACAACCACTCGACCTTCGTG
GGCAAGATCTGGCTGACGGTGCTTATCGTCTTCCGCATCGTGCTGACGGCGGTGGGCGGC
GAGTCCATCTACTACGACGAGCAGAGCAAGTTCGTGTGCAACACGCAGCAGCCGGGCTGC
GAGAACGTGTGCTACGACGCCTTCGCGCCTCTGTCCCACGTCCGCTTCTGGATCTTCCAG
ATCATCATGGTGGCCACCCCGTCCGTGCTCTATCTGGGCTTCGCCATGCACCGCATCTCC
CGCACCCCTGACCCGCGGCGCCGGGCACGCATGCCCGTCGTGCACCGCGGCGCTGGGCGG
GACTACGAGGAGGCAGAGGACGATAATGAGGAGGACCCCATGATCTTCGAGGAGATCGAG
GCTGAGCGGGAGAAGAAGAAGGGCGGGGAGGACGGCAGCGAGAAGCACGACGGGCGCCGG
CGCATCAAGCAGGACGGGCTGATGCGGGCCTACGTGCTGCACCTGCTGTGCCGCGCGGGG
CTGGAGGTGGCCTTCCTGGGCGGGCAGTACCTGCTTTACCAGTTGGAGGTCAGCCCCTCC
TATGTGTGCTCCCGCAGCCCCTGCCCCCACACTGTCGACTGCTTCATCTCGCGGCCCACC
GAGAAGACCATCTTCCTGCTGATCATGTACGCGGTCAGCGGGCTGTGCCTCCTGCTCACC
CTCTGCGAGCTCTGCCACCTGGGCGTGGGCTGCCTCCGGGACGCGCTGGGACGTGGCAGC
GAGCTCCCGCCCCCGGACGACACCCGCCCCACGCCGCACTACGCCAAGAAGGCCCCCAGC
GCGCCCCCCACCTACCACTCGCTGAAGAAGGAGCCCCTGGCCCTGAAGGCCCCGCTGGCC
CACGACAAGCTGGACTACGGGGACCCCCTGGGTGGTGTGGGGGCCCCTCCAAAGCACGAG
CTGGAGCGGCTGTGCAAGCACCTGCGGCTGGCTCAGGAGCACCTGGAGATGGCCTTCCAC
CTGCAGCCCACACTGGAGACCGCCAGCCCCTCGCGTAGCAGCAGCCCCGAGGCCAACGGC
ATCGCTGCCGAGCAGAACCGCCTCAACTTCGCCCACGAAAAGGAGGGTGGCCTCTGCGAG
CGGGTCACAGGGCTGTGA

>Cp-gjc2-XM_019529411-GJC2
ATGACCAACATGAGCTGGAGTTTCTTAACCCGTCTGCTAGAAGAAATTCACAATCACTCC
ACCTTTGTGGGGAAGGTCTGGCTCACGGTGCTCATTGTCTTCCGGATCGTCCTGACAGCT
GTTGGGGGGGAGTCCATCTACTCCGATGAACAGAGCAAGTTCACGTGCAACACCAAGCAG
CCGGGCTGTGACAACGTGTGCTACGATGCCTTTGCGCCGCTGTCACACGTCCGATTCTGG
GTCTTTCAGATCATCATGATATCCACCCCATCCGTCATGTACCTGGGCTATGCCATCCAC
AGGATTGCTAGGTCCACGGAGGAGGAGAAGCGGTTTCGGGGGTTCAAAAAGAAGAAGAAG
TTTGCTTTGAACTGGCAGGATGTCCGGAACTTGGAAGACCCCATGGAAGCGGATGAAGAG
GAGCCCATGATCTCCGATGACACGGGGGAAAACAACGAGAAGGCCAAAGACAAGGAGAAG
AGCAAGGAGCCGCAAAAGCACGATGGGAGGAGACGCATCCAGCAAGAAGGGCTGATGAAG
ATTTACGTCTTCCAGCTCCTTGCCAGAGCTTCATTTGAAGTCTGCTTCTTGATAGGGCAG
TATCTTCTCTATGGCTTCGAGGTGGAAGCTTACTACGTCTGTAACCGAGCCCCTTGCCCT
CACACGGTGGACTGCTTTGTGTCCCGGCCGACGGAGAAAACCATCTTCCTCCTGGTGATG
TACGTTGTGAGCTGCCTGTGCCTGTTGCTCAACATGTGCGAGATGTTCCACTTGGGGTTT
GGGACCATTCGAGATGCCATTCGCAACCGAAAGATCAATAGCTTCAGGCAGCCCCCCTAC
AACTACTCCTACCCAAAGAACATCTCCTGCCCTCCGGAGTACAATCTGGTCGTGAAAGCC
GAGAAGTCGACCAAGATCCCCAACAGCCTGATGGCGCACGAGCAGAACTTGGCTAACGTT
GCCCAGGAACAGCAGTGCACGAGCCCGGACGAGAACATCCCGACCGACCTGTCCACCCTC
CATAAACACTTGCGGGTCGCCCAGGAGCAATTAGACATCGCGTTTCAGAGCTATAACACC
CCGCAAGCCAACACGCAGCCCTCTAGGACCAGCAGCCCGACTTCGGGTGGGACTGTGGTG
GAACAGAACAGGGCCAACACCGCTCAGGAGAAACAAGGCACGAAACCCAAAGCTAGTTCA
GAGAAAGGCAGCTCTAGCAGCAAAGATGGAAAGACATCTGTATGGATATAG

>Cp-gjd2-XM_019551208-GJD2
ATGGGGGAATGGACCATCCTAGAGCGCCTGCTGGAAGCGGCCGTGCAGCAGCACTCCACG
ATGATCGGGAGGATCCTGCTGACCGTGGTGGTGATCTTCAGGATCCTCATTGTGGCCATT
GTGGGGGAAACGGTTTACGACGACGAGCAGACGATGTTCGTGTGTAACACGCTGCAGCCG
GGCTGCAACCAGGCTTGTTACGACCAGGCGTTCCCTATTTCTCACATCAGGTACTGGGTG
TTCCAGATCATCATGGTTTGCACCCCCAGCCTCTGCTTCATCACCTACTCTGTCCACCAG
TCCGCCAAGCAGCGGGAGAGGAGGTACTCCACCGTCTTCCTCACCTTGGACAGGGACCAG
GACTCCATGAAACGAGACGACAGCAAGAAGATCAAGAACACCATTGTCAACGGAGTGCTG
CAGAACACGGAGAACTCCACCAAAGAAGCTGAGCCCGACTGCCTGGAAGTGAAGGAAATC
CCCAACCCGGCCATCAGAACCACCAAGTCCAAGATGAGGAGGCAAGAAGGCATCTCCCGG
TTTTATATCATCCAGGTGGTCTTTCGCAATGCGCTCGAGATCGGATTCTTAGTGGGGCAG
TACTTCCTCTATGGCTTCAACGTCCCTTCCATGTACGAATGTGACAGATACCCTTGCATC
AAGGAAGTCGAGTGCTACGTCTCCAGACCTACAGAGAAGACTGTCTTCTTGGTATTCATG
TTTGCGGTGAGTGGGATTTGTGTGGTGCTCAACCTGGCTGAACTGAACCACCTGGGCTGG
AGAAAGATCAAAATGGCGGTGAGAGGAGTACAAGCCAAAAGGAAATCCATATATGAAATC
CGAAACAAAGACCTGCCAAGAATGAACATGCCTAACTTTGGCAGGACTCAGTCAAGTGAC
TCAGCTTATGTGTGA

>Cp-gjd3-XM_019550512-GJD3
ATGGGGGAGTGGGGCTTCCTGAGCTCGCTGCTGGATGCAGTGCAGGAGCACTCGCCCATG
GTGGGGCGCTTCTGGCTGGGGGTGATGCTGATCTTCCGCATCCTGATCCTGGCCACGGTG
GGCGGGGATGTGTTCGAGGACGAGCAGGAGGAGTTCGTGTGCAACACGCGGCAGCCAGGT
TGCAAGCAGGTCTGCTATGACCGGGCCTTCCCCGTCTCCCACTACCGCTTCCTAGTCTTC
CATGTGGTGGTCCTCTCGGCCCCCGCTGTGCTCTTTGTCATCTACTCCATGCACCAGACT
GCCAAAATGGCTAGGGCTGGGAAGGTTGGGTCCCAGTGCGGTGCAGGGCCACAGCCCGCC
CAGCGGCGCCGCCATATCCGGGCCGTCTACGTGGCCAATGTCATCACACGGATCCTGGCT
GAGGTTGGCTTCCTGCTGGGGCAGTGGCAGCTGTATGGCTTCGAGGTAGAGACCACGTAC
GTGTGCCAGCGTGCACCCTGCCCCCACCGTGTGGATTGCTTCGTGTCCCGGCCCACCGAG
AAGACCATCTTCATCCACTTCTACTTTGTAGTGGGAATGGCATCTGCGGGGCTCAGCCTG
GTGGAGCTGGCCCACCTGCTGTACAAGGGCCAGTGCCGGCGACGGGAATCCGTCAGCCCC
TCGAACCCAGCTGGTGCCACTGCTGCTGCCACTGAACAGCAAGACAACTGGTCTAACCAG
GCCCAGGAGCAGGCCCAGTGCTTCCTGCCCCCTGAGAGTGGGAGCACCCAGGGGTCACCC
TGCAGCAGTGCCCCCGAGCACTACAAGGCCGCAGCCCCATTCCAGCCCAAAGACCCTATC
CCACACAGTAAGGCCTCCCCCTCCATGAGCAGGGACGATCTCACCATCTAG

>Cp-gjd4-XM_019530902-GJD4
ATGGAGCGCTGGGATTCACTGGGGTTTTTGATTATCACTCTCAACTACAATGTGACCATT
GTTGGAAAGATCTGGCTGATGTTAGTGATCTTGCTGAGAATGGCGGTGATAGTGTTAGCA
GGATATCCACTCTACCAAGATGAGCAGGAACGGTTCATCTGCAACACCTTGCAGCCTGGA
TGCTCCAATGTGTGCTATGACATTTTTTCTCCTGTCTCTCATTTTAGATTTTGGCTCATT
CAGACGGTGTCTGTACTGTTACCTTATGCTGTGTTCAGTGTCTATGTTCTGCATAAGGTA
GCCATGCACCTAGCAAGAGCATACTGTTTGCCGTGTAGACATAAAGGGATTAAAGACTTT
GCTAGCCACAAAGCTTTGAAGGAACCCAGCAGAAGTGCTGCCATCACTAGACCAGCCTGT
AAGACTGACTACTTGAGCATCCCTGATTTTTCTGAGGCTTATACTGTTCACCTTTTCCTA
AGGACATTGGCTGAGGCTGCCTTTGGAGCTGGACACTACTATCTCTTTGGATTTTTTGTT
CCCAAGCGCTTTTCCTGCTACCATTCTCCTTGTACGAGCATGGTTGATTGCTACATCTCC
CGGCCCACTGAGAAAACTATCATGATGATTTTCATCTGGGGAGTCAGTGGCCTCTCCTTT
CTCCTTAGTCTTATTGACCTAGCTTTTGCCATCCAGCGAATGGCAGTAAGAAATCAGCCA
AAAAAGCAACTGATTACAAGTCTCTATGAAGAGAATGAGCTCAATTCAGACCTGCCTCCA
ACTGACAAGCATGGAGGCTCTTCACCTTTTCAGGAAGACAGAGGCCATCCACCTCCAGCA
ATGAATGATAATCCCGTCAGTGAAGGTTCTTGTTCACTCCTCTCTGAAGAGGAAGAAGAA
TCTGCTTTTCATCCTCACGTTCTCTCCCAGCAAACCGCCAGCTCAAACCTTAACAGTAAC
AGCAACAAGCCCTACACAGCAGATGGCCTTGCCGCTAATCACACGGGCAATGAAACACAC
TTATGTGGCAGCAATCAACAAGGGATTCCATACCGGCAGTCAGGACCTGGGTATCATCAG
GGCTTCACCAAAGATCCTGTCCTTGCTTTGAGCCCCCAGGCCAAGTCACCGCTCGGAGTT
TATTCCTCTGTAGTTCAAAGCAAGCTTTTAGGGCAATATTCATCAGCTGAGCTAAAAGCA
GCAGATGTGCAATCAAATTGTAGCAGTTCTGGTTACTTAAGGTCAAAAAAATCTGAATGG
GTTTAA

>Cp-gje1-XM_019550162-gje1like
ATGGGGCGCCCCAACAACCCGGCGCCGGGGATGCGGCTGCTCAGGCCGCCAACAGTAATT
GGTCAGTTCCACACGCTTTTCTTTGGCTCAGTTCGGATGTTTTTCCTTGGCGTTCTGGGC
TTTGCAGTTTATGGAAATGAGGCCTTGCACTTCAGCTGTGATCCAGATAAGAGAGAGCTT
AATCTCTTCTGTTACAATCAGTTCAGGCCAATTACTCCTCAGGTATTCTGGGCATTACAG
CTAGTGACTGTACTGGTACCTGGAGCAGTGTTTCATCTTTATGCAGCATGTAAAACCATC
AATCAGGAAGATATCCTCCAAAAGCCTATCTACACTGTTTTTTATATCCTCACTGTTTTG
TTAAGGGTTGTCCTTGAAGTTGTGTCTTTTTGGCTTCAGAGTCACCTCTTTGGTTTCCAG
GTGAACCCAGTCTACAGGTGTGATGCAGGAGCCCTCAATAAAAAATTTAATATTACCCGT
TGCCTGGTGCCAGAACACTTTGAAAAGACAATTTTCCTTATTGCTATGTACACATTTACC
GTGATTACAGTGGTGTTGTGTGTTGCTGAGATTTTTGAGATCTTATGTAGGAGGCTGGGT
TTCTTAAACAATCAGTGA




[bookmark: _Toc62483436]Supplementary Figure S15. Chinese alligator (Alligator sinensis) gja3.
The sequence was obtained from GenBank.

>As-gja3-XM_025196654-GJA3 
ATGGGTGACTGGAGCTTTCTGGGGAGACTATTAGAGAATGCACAGGAGCACTCCACGGTC
ATTGGCAAAGTTTGGCTGACCGTGCTGTTTATCTTCAGAATCCTGGTGCTGGGAGCTGCT
GCTGAGGAGGTCTGGGGAGATGAGCAATCGGACTTTACCTGCAACACTCAGCAACCTGGT
TGCGAAAATGTCTGCTATGACAAAGCCTTCCCCATCTCCCATATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTGTCCACTCCAACACTTATCTACTTGGGCCACGTGCTCCACATTGTG
CGCATGGAGGAGAAGAAGAAACAGAAAGAGGAAGAGCTGAAAAGGAAGGGGAGCTGCAAA
GACATCATCCATTTGGGGACAGCAGCTGGAGGCAACAACAACTGTGTCAGCAAAAAGGAG
CCACCTCCCAAGAAGAAAGAGAAGCTACCGATCCGCGATGAGCGTGGTAAGATCCGCATT
GGGGGTGCCCTGCTCCGCACCTACGTCTTCAACATAATTTTCAAAACTCTTTTTGAAGTG
GGCTTCATTGTGGGCCAGTATTTCCTTTATGGCTTTGAGCTGAAGCCTCTCTACCGCTGC
AGCCGCTGGCCCTGCCCCAACATCGTGGACTGCTTCATTTCTCGGCCCACCGAGAAGACC
ATCTTCATCATCTTCATGCTGGTGGTGGCCTGTGTCTCACTGCTGCTCAACATGCTTGAG
ATCTACCACCTGGGATGGAAGAAGCTCAAGCAGGGCATGACCAACCACTACACCCCTGAC
ACCATAACAGCTGTGGAACCAGTTATAATAGAAGGAGATGCCAAGCTTGCATCCATGCCT
CCACCACCACCAGTAGTGATAACAGCCCATGCTGCCCTGCCTGTTCTGCCTGACACTCGA
GCTGTCACCCCTCTGCTCACTCCAGCTGCTGTGCCACCTTACTATGCTGAGTCCCCTGTT
AAGGCACAACCATCTGCCTCACCTTCTGCAGCCAGCTATCCTGTGGCTCCCCCAGTTGCT
GAGGAGCAGCAGAAAACTGCCACCCCCACCCCAGCCTCCTCACCAATCCCAACGCCAACC
CCCATCCCAACGCCCACACTGGCTGTCATCAATTACTTGAATGCCAGCAGCCAAGCTTCA
GCTGCTGAGCAGAACTGGGCCAACATGGCAGTTGAGGAGCAGAAGAAGCCACCACCTTCC
AGCTCAGCAGCTTCCTCTACCCCCAGCAGTGTCCGACAACAGCTTCCAGAGCCAGAGGAG
CCAGTTGAGCAGCCACCACTACCACCACCTCCAGAGCTACCTGTGGCAGCAGCCAACAGT
GTGGGCAGCAGTACCAGCCTGAGTGGGGGAAGTGGAAGCAAGTGGGATATAGAAGGGGAA
GAGGAGCCTTTGGAGGAAAGGCCTGTTTCACCCGCCTCTCCTGCATCACCTGCCTCACCT
GTCTTGCCTGCGTCACCCATGTCACCTGCCTGTACCACAGTGGAGATGCCTGATCCAGCG
CTGCTCATAGACACACGGCGCTTAAGCAGGGCTAGTAAGTCCAGCAGCAGCAGAGCCAGG
TCAGATGACTTGGCTGTGTAG


[bookmark: _Toc62483437]Supplementary Figure S16. American alligator (Alligator mississippiensis) gjb4.
The sequence was obtained from GenBank.

>Am-gjb4-XM_006269885-GJB4  
ATGAACTGGTCCTCACTGCAGGACCTCCTGAGTGGGGTGAACAAGTACTCCACAGCCCTG
GGGCGCATCTGGCTCTCTGTGGTCTTTGTCTTCCGCTTCCTGGTCTACGTGGTAGCGGCG
GAGCAGGTGTGGGCTGATGACCAGCGGGACTTTGAGTGCAACACTCTCCAGCCCGGCTGC
ACCAATGTCTGCTATGACCATTTCTTCCCCATCTCACACATCCGCCTCTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCTTCCCTCCTGGTGACCATGCACGTGGCTTACCGGGAAGGC
CGGAAGCAGAAGCGTAGGAAGACAGGAGCAGGGAAGAACAGCCAGCAGCTCCATCTCAAC
CCAGGCAAGAAGCGGGGAGGCCTGTGGTGGACTTACCTGCTCAGCCTGGTCTTCAAGGCT
TCCACAGATGCAGCTTTCCTCTACATCTTCCACCGGCTCTACACCAACTTCGACATGCCT
CGAGTCATGGAATGCTCTGTGCCACCTTGCCCTCATGTGGTCGACTGCTTCATCGCAAGG
CCCACCGAGAAGAAACTCTTCACCTACTTCATGGTGGCCACCGCTACCCTGTGCATTGTC
CTCAACCTCTGTGAGATATCCTACCTGGTTGCCAAGAGGTGCCGGGAGCTTGCCACCCAG
CACCAGACCAAGGGGCTCCCTAGCAAGCCAGTAGAGAACGTGACTAATAGCTGGTCTCAT
TCCACCCAGGAGAAGAACCAGGTTGTTAATATAACCTCCTCAGGACAGACTACATTCAGG
ACTGTCCACTTGATATAG



[bookmark: _Toc62483438]Supplementary Figure S17. Chinese softshell turtle (Pelodiscus sinensis) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Ps-gja1-XM_006131857-GJA1
ATGGGTGACTGGAGTGCCTTGGGCAAACTTCTTGACAAGGTTCAAGCTTATTCTACTGCA
GGAGGGAAGGTATGGCTCTCTGTCCTCTTTATTTTCCGCATCCTACTTTTGGGGACAGCA GTGGAATCAGCCTGGGGAGATGAGCAGTCTGCTTTCCGGTGCAACACTCAACAGCCTGGT TGTGAGAATGTCTGCTATGACAAGTCCTTCCCAATCTCTCATGTGCGCTTCTGGGTTCTG CAGATCATATTTGTGTCTGTACCTACCCTCTTGTATCTAGCACATGTGTTCTATGTGATG CGGAAAGAAGAGAAACTGAACAAGAAAGAAGAAGAGCTCAAGGTTGTCCAAAATGATGGT GTGAATGTGGAGATTCACCTCCAACATATACAAAAAAAGAAATTCAAGTATGGAATTGAA GAGCATGGTAAAGTTAAAATGCGTGGAGGACTGCTCCGTACTTACATCATCAGCATCCTC TTTAAATCTGTCTTTGAGGTAGCCTTCTTGGTGATACAATGGTACGTCTATGGGTTTAGC CTGAGTGCTATTTACACTTGTGAGCGATATCCATGCCCACACAGAGTGGACTGCTTCCTC TCCCGTCCAACTGAGAAAACCATCTTCATTATCTTTATGCTGGTCGTCTCTCTAGTATCG CTTGCCTTGAACATTATTGAGCTTTTCTATGTGTTCTTCAAGGGTGTCAGAGATCGTGTG AAAGGAAAACCAGACCACTACTCTCCCACCGGTACAGTGAGTCCCTCCAAGGATTGTGGA TCCCCCAAATATGCTTATTTCAATGGCTGTTCCTCTCCCACTGCTCCTCTATCACCCATG TCTCCACCAGGGTACAAGCTCGTTACTGGTGACAGGAACAATTCCTCCTGTCGTAACTAC AATAAACAAGCCAGTGAGCAAAACTGGGCAAATTACAGTGCGGAGCAGAACAGAATGGGA CAGGCTGGCAGCACTATCTCCAACTCTCATGCCCAGCCCTTTGATTTCCCCGATGATCAC CAGAACGCTAAAAAACTGGCATCGGGGCTTGAGCTGCAGCCCCTCACCCTTGTGGACCAA AGGCCACCTAGCCGTGCCAGCAGCCGAGCCAGTAGCAGACCTAGACCTGATGACCTGGAG
ATCTAA

>Ps-gja3-XM_025179383-GJA3 Likely not the suggested intron in the intracellular loop indicated by XM_014581446 (when compared with genomic sequence)
ATGGGTGACTGGAGCTTTCTGGGGAGACTATTAGAGAATGCACAAGAGCACTCCACGGTT
ATTGGCAAAGTTTGGCTGACGGTACTATTTATCTTCAGGATCCTGGTGCTGGGGGCTGCT GCTGAGGAGGTCTGGGGAGATGAACAATCGGACTTTACATGCAATACACAGCAACCTGGT TGTGAAAATGTCTGCTATGACCAAGCCTTCCCCATTTCTCACATCCGCTTCTGGGTGCTG CAGATCATTTTTGTCTCCACACCAACTCTCATCTATCTGGGCCATGTGCTGCACATTGTG CGCATGGAGGAAAAGAAGAAAGAGGCTGAGCTAAAAAAGAAGGGAAGCAGCAGGANNNNN NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTGGGAGAGGG AGTAGCAACAACAACAGCACCACTAAGGAGGAACCCCCAAAGAAGGAGAAGCCACCAATC CGTGATGAGCGGGGTAAAATCCGCATTGGGGGGGCTTTGCTCCGCACTTATGTCTTTAAC ATCATTTTCAAAACTCTGTTCGAGGTGGGCTTCATCGTGGGCCAGTATTTCCTGTATGGC TTTGAACTAAAGCCACTCTACCGTTGCAGCCGCTGGCCTTGCCCCAACACTGTGGACTGC TTCATTTCACGGCCCACTGAAAAGACCATTTTCATCATCTTCATGCTGGTGGTGGCATGT GTCTCGCTGCTGCTCAACATGCTTGAGATGTACCACCTGGGATGGAAGAAGCTCAAGCAG GGCATGACCAACCAATACAGACCTGATCCACACCCCGCTGCCATGACGCCAGCTACCACT GTGAGGGACTCCAAACCTCTGACTCTGCCACTGCCATCTCCGGCAGTGCTCCCTGCTGTC CCACCTGCTCTGTCGGATTCCCGTGCCATCACGCCACTGCTCTCGTCACAGACTGTGCCA CCTTACTATGCTGAAGCCACTGCTAGGGCACAACCAGCCACCGCAGTTTCCTTGGCTGGC TACTCCGGGGCTCTTCCATTTGCCGAGGAACTACACAAAACTGCCACTCCCATTCCAGCC TCAACCCCAATCCCAACTCCAACTCTCGTCCCAACGCCTGTGCAAGCCATCACCTGCTAC TTCAACGGCAGCAGCCAGGCCTTAGCTGCTGAGCAGAACTGGGCCAATCTGGCAGTAGAG CAGCAGAGGAAGCCACCAGCCCGCTCAGCAACCTCCTCTTCCCCCAGCAGCACCCGACAA CAATCTCCAAAGCAAGAGGAGGCCAGTGAGCTGCCGCTGCCATTGCCACCTCTTTTGCCA CCTGTAGCAGCTGTCAGTAGTAGCAGCAGCACCAGCCTGAGCAGGGGAAGCAGCAGCAAG TGGGATGCAGAAGGTGAAGAGGAGGCCACAAAGGCATGGCCATTGTCAGTTGCCTGCACC ACAGTAGAAATGCATGAGCCGCCGCAGCTCATAGACACTCGGCGTTTAAGCAGGGCTAGT AAGTCAAGCAGCAGTAGAGCCAGGTCAGATGACTTAGCTGTGTAG

>Ps-gja4-XM_006125965-GJA4
ATGGGGGACTGGGGCTTCCTGGAGAAGCTGCTGGACCAGGTCCAGGAGCACTCGACGGCG
ATTGGGAAGATCTGGCTGACGGTGCTCTTCATCTTCCGGATCCTCATCCTGGGGCTGGCC GGGGAGTCGGTGTGGGGGGATGAGCAGTCGGACTTCCTATGCAACACCAAGCAGCCGGGC TGCGTCAACGTGTGTTACGACAAAGCCTTCCCCATCTCCCACATCCGCTACTGGGTGCTG CAGTTCCTCTTCGTCAGCACCCCCACCCTGGTCTACCTGGGCCATGTCATCTACCTCTCG CAGCGGGAGGAGAAGCTGAAGCAGCGGGAGAGCGAGCTCCGGGCGGTGCAGGTCAAAGAC GTGAAGGCGGAGCAGGCGCTGGCGGCGGTGCAGAAGAAGATGGACAAGATCTGCGTGGCA GAGGACGGGCACATCAAGATCCGTGGCTCCCTGATGTGGACCTATGTCATCAGCGTGGTC TGCAAGAGCATCTTCGAGGCCGGCTTCCTCTTAGGCCAGTGGTACCTGTATGGCTTCTTC ATGCCGCCCATCTTTGTGTGTGAGAGGGACCCCTGCCCCCACAAGGTGGACTGCTTTGTC TCCCGCCCCACGGAGAAGACGATCTTCATCATCTTCATGATGGTGGTGGGGCTGATCTCC CTGGGCCTCAACCTTCTGGAGCTCTTCCACCTCTGCTGCAAAAACCTGCTCAGCAGCCTA AGGAAGGCCTCTTCCTCCTCTCCCTGCCCAGCTGGGGATGTGGACCCCTTCCCAGACAGT AAGACATGCCACTACCTCCCCCTGAGCGACAGCCACTCCCCTCCCTACCTGACCTACAAC AAGCTCTCCAGCGAGCAGAACTGGGCCAACTTCAACACCGAGGAGAACCTGGCGCTGCGC AATGGGAACAAACCCACCTCAAATGGCTACGCCCTGGCCACCCAGCCCGTGCAGGAGAGG CAGTCCAGCCGGCCCAGCAGCTCTGCCTCCAAGAAGCAGTATGTCTAG

>Ps-gja5-XM_006124245-GJA5
ATGGATAACTGGAGCTTCTTGGGCGAATTCCTTGAAGAAGTCCACAAGCATTCCACTGTG
GTGGGGAAAGTCTGGCTAACTGTGCTTTTCGTCTTCCGGATGCTGGTACTGGGCACAGCA GCGGAGTCCTCATGGGGAGATGAGCAATCTGACTTCATGTGTGACACCCGGCAGCCTGGC TGCGAGAATGTTTGTTATGATAAGGCTTTCCCCATATCTCATATTAGGTACTGGGTCCTT CAGGTCATTTTCGTCTCTACCCCTTCCCTGGTGTACATGGGGCATGCAATGCACACGGTG CGCATAGAGGAAAAGAGAAAAATAAAGGAGGCAGAAATGAGGGCAAAGGGGATTAGAAGT AGCGGTGACTCTTACCACCAACAGGAGTATCCTGCAGCAGAGAAGGCAGAGTTCTCCAGT CGGGAGGAATCAAATGGGAAAATAATACTCCAGGGTAGCTTGCTGAACACCTATGTCTAC AGCATTTTGATTCGCGTTGCTATGGAAGTGACCTTCATCGTCGGACAATACATCCTCTAT GGAATCTTCCTGAAAACCCTGTACATCTGTCACCGGGAACCCTGTCCTCACCCCGTGAAC TGCTACGTCTCGCGGCCCACAGAGAAGAATGTCTTCATCATCTTCATGCTGTCCGTGGCA GCGTTGTCACTCTTCTTGAGCCTGGCCGAACTGTACCACCTGGGGTGGAAAAAAGCGAAG GAGAAATGTGCTAAATCTTACAAACCCAGCCCCACAATGGTGACTAGCAAATTGGCGCCT GCAACCCAAGTAGAGATGGCTCAAAGTTGCACTCCCCCTCCAGATTTTAATCAATGTTTG GTCAATCCCAATGGGAAATTCATCAGCCCTTTCAGCAATAAGATGGCCTCTCAGCAGAAC ACGGCCAACTTTGCCACTGAGAGGGTCCACAGCCAAGAGGATGCAGCTGGAGAAGGCCAA TTTATCCAGATCAACTATGCACAGAGTCCTGAGGCACCCAATGACTCTGCCCCCCACCAG GTCTCCAATGGCTATTTCAATGAGAAACGCAGGCTCAGCAAGACCAGCCATGCCAGCAGT AAGGCGAGGTCAGATGACCTGTCTGTGTGA

>Ps-gja8-XR_003089595-GJA8
ATGGGTGACTGGAGTTTCTTGGGGAACATTTTAGAAGAAGTGAATGAGCACTCCACAGTC
ATCGGGAGAGTCTGGCTCACAGTGCTCTTCATTTTTCGAATCCTGATTCTGGGAACAGCT GCTGAATTTGTCTGGGGAGATGAACAGTCAGACTTTGTGTGCAACACGCAGCAGCCTGGT TGTGAGAATGTCTGTTACGATGAAGCCTTCCCCATTTCCCACATCCGGCTCTGGGTCCTG CAGATCATCTTTGTCTCTACTCCTTCACTGGTGTATGTGGGGCATGCTGTGCATCATGTG CGGATGGTGGAGAAGAGGAGAGAGAGAGAGCAGGCAGAGAGGCAACAGCAAGCTGAGATG GATGAAGAGAGGTTACCGCTAACTCCAGACCAAGAGGACATCAGGAACACCAATGAAATC AATCCCAAGGGGGCCAAGAAGTTCCGACTGGAGGGAACACTCCTGGGAACCTACATCTGT CACATCATTTTTAAAGCCATTTTCGAGGTAGGGTTCATAGTAGGTCAATACTTCTTGTAC GGCTTCCGAATTCTACCCCTGTACCGCTGTGGCCGGTGGCCTTGCCCCAACCTTGTGGAC TGCTTTGTATCCAGGCCCACTGAGAAGACAGTCTTCATTATGTTTATGCTGGCTGTAGCC TCAGTATCCCTCGTCCTCAACCTTGTGGAGATCAGTTACTTGAGCTTGAAAAAGATTCGC CTGTTTTTCAGGAGGCCCACAGAGCAACAACAGGGGGAGATCCCAGAGAAGCCCCTCCAC TCCATTGCAGTCTCTTCCATTCAGAAGGTCAAGGGCTACAAGCTGCTGGAGGAAGAGAAG CCGGTGTCCCGTTACTTACCTCTGACAAAAGTGGGGGTAGAAACTGCTCCCCCTCCATCT TCTTTCAATGACTTGGATGAGAAGCTTGGTATGGGTCCCGTAGAAGACCTTTCCAGGACC TTTGATGAGAGATTACCATCTTATGCCCAAGCAAAAGAGCAGAAGGAGGAGAAGGTAGAG GCAGGGGAAGAGGAGCAGGATCAAGAAGAAGAGGAGGAGCATCAGGAACCAGAAGAAGAG CTGGAGGTGAAGAAGATGGCAGCGGAACAGGAACTGCCAGGAGAGGAACTGCCTGCAGTG CCTGCTGAAACTGACACAAGACCTCCCAGCAGGTTAAGCAAAACCAGCAGCCGGGCCAGG TCAGATGATTTGACTGTATAA

>Ps-gja9-XM_006134273-GJA9
ATGGGAGACTGGAATTTTCTTGGTGGCATCTTGGAGGAGGTCCATATTCATTCCACTATT
ATTGGGAAGGTCTGGTTAACTATCCTATTCATATTTCGAATGCTTGTCCTAGGAGTGGCA GCTGAAGATGTCTGGAATGATGAGCAATCAGAATTCATATGCAATACAGAGCAACCTGGC TGCAGAAATGTTTGCTATGACCAGGCCTTTCCTATCTCTCTCATAAGATATTGGGTCTTG CAAGTTATATTTGTATCTTCACCTTCCTTAGTCTATATGGGTCATGCTTTATACAGACTC AGAGCCTTAGAAAAAGAGAGACAAAAGAAGAAGGCACAAGTAAGAATGGAACTTGAAGGA GTTGAACTAGAAATGATTGAAGATCGGAGAAGATTGGAACGAGAACTCCGGCAACTGGAG CAAAGAAAACTCAACAAGGCACCCCTGAGAGGCTCCTTGCTCTGCACTTATGTGATACAT ATTTTTACTAGATCTGCAGTTGAAATTGCGTTTATGATTGGCCAATATCTTCTTTATGGT TTTCAGCTCGATCCTCTTTATAAATGTGAGAGAGAGCCATGTCCAAACATAGTTGACTGT TTTATATCAAGGCCAACTGAAAAAACAGTGTTCATATTATTTATGCAGTCAATAGCAATT GTATCCTTGTTTTTAAACATCTTAGAAATTGTTCATTTAGGGGTCAAAAAAATCAAAAAG GGACTTTGTGGGCCAGATAAAAGCAGGGATGACTTTGATGATTTCTATGTTAGTAAATCC AAGAAAAACTCTGTAATACCCCACTCTTATATGGGAACATGTGCAACGCCACAAAAAATT CATCCCTCTGCCCCTATTAGTTATACCATGTTAATGGAAAAACAAATTGGGACCGCAGTC CGTGATGTTCTACATTCATCTTCTGCATTCCAATCTCTTAAAAACAACCATACTGAAAAT AGCAACAATCGCATCCATGATGAACGGGAAAGTAAATTGCCAGATGAAATGCCAACTAAT ACATTGGACTGTCCTCCTCGAAATACCTGCTCAAATAATAATGATGGCTTAAACAAGGTA TTTGGGACAGAAATTAATGGTTGTCAACAACATGATGAAAAGAAACATGGCATGCATTCT AATCTAGTTGCTGCTCCGGGTCTGTGCTTGGGAAGCCTGTCTGAATTAACATCTGGAAGT TCATTGCAACCTGATATGACTTCCACTATTTCAGTTAACTGTGTTCGAAAGCTACGTGGA GTCAGTTCCCCATGGAACTGTTCTACAGTGGTTGAGAGTGAAGGGTCACCAACAGAGTCT CCTTCCACAAACAGCAACCGAGGACAAGACAGCTTCAGTGGAAGCATAGCACAAGGCCTT TCCAGCACTGACTTAAGAAAAATCAGCAGACCAGACACTCCTGACTCCCTAGGCGAACTA AGTTCAGAATCCAAACAGGGCAGAAATTGTGAAAGTCCTCAGGCTCTCTCTCCCTCACGG CGAATGTCACTGGCAAGTAATGCCAGCAGCAGGCGTGCCCCCACCGATCTTCAGATCTAA 

>Ps-gja10-XM_006133351-GJA10 Underlined: Extended until stop codon
ATGGGGGATTGGAACTTGCTGGGCAGCATCCTAGAGGAAGTGCATATCCATTCCACCATC
GTGGGCAAAATCTGGCTCACTATCCTTTTTATATTCCGCATGCTGGTGCTGGGAGTGGCT GCTGAAGATGTTTGGGATGACGAGCAGTCTGAGTTCATTTGTAACACCGAGCAACCTGGC TGCAGCAATGTCTGTTATGACAAAGCCTTCCCCATCTCTCTGATCAGATACTGGGTGCTA CAGATCATCTTTGTCTCTTCCCCATCCCTAGTCTATATGGGGCATGCACTTTATAGACTT AGGGCCCTGGAGAAAGAGAGGCAAAAGAAGAGAGCTCATCTCAGAGCCCAGCTAGAAGAG CTGGAGCCCATCCTGGAAGAGCACAAGAAAATGGAAAGGGAGTTAAGGAAGTTAGAAGAA CAGAAGAAAGTGAACAAGGCACCCTTGAGAGGGTCTCTATTGCGCACCTATGTCTTGCAT ATCTTAACCCGTTCCGTGGTGGAAGTAGGTTTTATGATAGGCCAGTATGTTTTATACGGG CTTCAAATGCATCCCCTTTACAAATGCACTCGGCCTCCCTGCCCTAACACAGTGGATTGT TTTGTGTCCAGACCCACAGAGAAGACCATCTTTATGATTTTTATGCATAGCATCGCAGCT GTCTCCCTGTTCCTGAACATCCTGGAGATTATCCACCTGGGACTAAAGAAGATAAAGACA ACCCTGCACGAGAGGCAAAGAAGAGAGACAGCGATGGCAGAGGAGGAGACAAGCATTTGC AACTTGAAGAAGAACTCGGTGGTACAGCAAGTTTGCATCATGAGAAATTCCTCCCCCCAG AATAGCTATAAACTTTTGCCCACCCAGCAGGGGGGGCTGCCTGTTTATCTGCCTCCAGCA CAAGGGTACAAAGTGCTCCAGACCCCTGCTGATCATGGCCAGCGGGCAGTAGGGATGGGT GCTGAGCAGCGCCGGTGCAGCACAGACAGGCCTAAGAGTGACCAGCACCATGGACAGGTC CCTCGCCTGTACAAGCACCCAGAGCACCCCCAGGAAAGGGAGCAGCACCACAGACAGCTC CCCAACCAGAATGTGGGACAGCCACCCAGACACCCTTCCTCCAGCAGCGAGGAGACCCAC AAACAGCCCCAGCAGAGTGTTGAGAACTGCCCAGAGAGTGAACAGCACATCCCAGAGCCG CCCAGAAACCCCGTGCAGCCAGCCAAGACCCCCACTAATGCTGGTCCACTAGAGATTTCC CAAGGCCCCCGCAACATGCTCCGCAAACACAGCCGGGTGAGCAGCTGCAAAGATTACGGG GATGATCGTGTTGACTCTCCAGACAGTGGGCACTATCAGGGCAATCGCAAGGCCAGCTTC CTGTCCAGGGTGCTGTCCGAGAGCCAGTTGGCCAGTGACACAGAGAGCTCCGATTCCAGG AATGGCTCCAGCTCTGAAGCCAAATGCAGAGAGGAGAGCAGCCCTCCCATCACCCCACCA CCCCCTTCTGCAATGGGTCGCAGGATGTCCATGGTAAGTAGAGCCAATAGTAGAGCCCTC
AATAGCTGCTAG

>Ps-gjb1-XM_006119187-GJB1
ATGAACTGGGCAGGCCTCTACGCAGTGCTGAGCGGTGTGAACCGCCACTCCACTGCCTTC
GGGCGCATCTGGCTCTCCGTCATCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCTGCC GAGAGCGTCTGGGGGGACGAGAAATCTGCCTTCACCTGCAACACGCAGCAGCCGGGCTGC AACAGTGTCTGCTACGACCACTTCTTCCCCATCTCCCACGTGCGCCTGTGGGCCCTGCAG CTGATCCTGGTCACCACGCCTGCCCTCTTGGTGGCCATGCACGTGGCCTACCAGCAGCAC CAGGAGAAGAAGCTGCTGGTGCTGACCGGGCACGGGGACAGCAAGCACCTGGAGGAGGTG AAGAAGCACAAGATGCGCATCTCGGGCTCCCTGTGGTGGACGTACATCTGCAGCGTGCTG TTCCGGCTGCTCTTCGAGGCCATCTTCATGTACATCTTCTACATGATCTACCCTGGCTAC CAGATGATCCGGCTGGTCAAGTGCGACGCCTACCCCTGCCCCAACACCGTCGACTGCTTC ATTTCCCGGCCCACCGAGAAGACCATCTTCACCGTCTTCATGCTGGCCACCTCGGGAGTG TGCATCATCCTCAACATGGCGGAGCTGGTGTACCTGGTGGTGCGGGCCTGTGCCCGCCGG GCGCAGCGGGACGCCAACCCCCCCTCGGGGAAGAGCTCCTTGTACGGCCACAAGCTGTCC ACCGAGTACAAGCAGAACGAGATCAACCAGCTGCTGACGGAGCAGGACGGCTCCCTCAAG 
GACATGCTGCGCCGCAACCCGGGCCTGCAGGAGAAGAGCGACCGCTGCTCCGCCTGCTAG

>Ps-gjb2-XM_006138847-gjb6like 
ATGGACTGGGGAACATTGCAGAAGGTTTTAGGAGGTGTAAACAAACACTCCACCAGTATT
GGGAAGATCTGGCTCACTGTCCTCTTCATTTTCCGTGTTATGATCCTTGTGGTGGCTGCA GAGAAAGTCTGGGGAGATGAACAAAATGATTTTGTTTGCAACACTCTGCAACCTGGATGC AAAAATGTTTGCTACGACCACTTCTTCCCCATCTCTCACATTAGACTGTGGGCCCTTCAG CTCATCTTTGTCTCGACTCCTGCACTTCTCGTGGCCATGCACATTGCACACAGAAGACAC GAGAAGAAAAGGCAGCTCACAAGTGGTCACAAAGTGGATATTGAAGAACTGAATAAACAA AAGGTTCATATTCAGGGCCCCTTATGGTGGACTTACACCTGCAGCATCTTCTTCAGAATG GTCTTTGAAGCTGTCTTCATGTATGTGTTTTACGTCATGTATGATGGATACCAAATGCCT CGCTTACTGAAATGTAGTGCGTGGCCTTGCCCCAACACAGTGGATTGCTTTGTTTCTCGA CCCACTGAGAAAACTATGTTTACGATTTTCATGCTTTCTGTGTCTGGGATCTGTATGCTG CTCAATATGGCTGAATTGTGTTATCTGGTGATAAAACTATGTATGAAAGCACCTAGGAAA CTAGCAACTTTAAAATAG

>Ps-gjb3-XM_006125966
ATGGACTGGAAGACGTTACAGGGCCTGCTGAGCGGGGTGAACAAGTACTCCACGGCCTTT
GGGCGCATCTGGCTCTCCGTGGTCTTCGTCTTCCGGGTGCTGGTCTACGTGGTGGCAGCA GAGCGCGTGTGGGGGGATGAGCAGAAGGACTTTGACTGCAACACCAAGCAGCCCGGCTGC ACCAACGTTTGCTATGACCACTACTTCCCCGTCTCTCACATCCGCCTCTGGGCCCTGCAG CTCATCTTCGTCACCTGCCCTTCCCTGCTGGTGATCATGCACGTGGCCTACCGGGACGAA CGGGAGCGGAAGAACCGGGAGAAGAACGGCGAGAATTGCCCCAAGCTCTATAGCAACACG GGCAAGAAACACGGCGGGCTGTGGTGGACCTACCTGCTGAGCCTCTTCTTCAAGCTGACC ATCGAGATCACCTTCCTCTATCTCCTCCACAAGATGTGGGACAGCTTTGACCTGCCACGC CTGGTCAAGTGTGCCAACCTGGACCCCTGCCCCAACATCGTGGACTGCTACATTGCCCGG CCCACCGAGAAAAAGGTTTTCACCTACTTCATGGTGGGGGCCTCCGCCATCTGCATCGTC CTCACCGTCTGCGAGATCTTCTACCTCCTCTTCAAGCAGGCCGCCCGGAGCCTGCAAAAG TGGAAGAAGAACGCCACCAAGCACGCAATCAGCTACAGCCTGGCTTCCACCTGCCGGTGC CACATCAAGCTGGAGCAGCAAGAGGCCAAAGCCAAGAACAAGACATTGGAGGCTCTCCGG GCCTCTGCCCCCAACTTGACTTTGATCTGA

>Ps-gjb4-XM_006125970-gjb4like
ATGAATTGGTCCTCGCTCCAGGAGCTCCTAAGCGGGGTGAACAAGTACTCCACGGCCTTC
GGGCGCATCTGGCTCTCCATGGTCTTTGTCTTCCGCTTCCTGGTCTACGTGGTGGCGGCA GAGCAGGTGTGGAGCGACGAGCAGAGGGACTTTGAGTGCAACACGCGCCAGCCCGGCTGC TCCAACGTCTGCTACGACCGCATCTTCCCCGTCTCCCACATCCGCCTCTGGGCCCTGCAG CTCATCCTGGTCACCTGCCCCTCCCTGCTGGTGGTCATGCACGTGGCCTACCGGGTGGCC AAGCAGAGGAAGCACCAGGAGGCGGAGGGAGGGAACAGCCGCCGGCTCTACCCCAACCCT GGCAAGAAGCGGGGAGGTCTGTGGTGGACCTACCTGCTCAGCCTGGTCTTCAAAGTCACC GTGGACGCGACTTTCCTCTACATCTTCCACCGGCTCTACGCCAGTTTCAGCCTGCCCCGC GTGGTGCGGTGCGCCGAGGCCCCCTGCCCCAACACGGTTGACTGCTTCATCGCCAGGCCC ACCGAGAAAAGACTTTTCACCTACTTCATGGTGGCCACCACTGCCTTGTGCATCCTTCTC AGTCTCTGCGAGATGGCCTACCTGGTCACCAAACGCTGCTGGGAACTTGCCACTCGGCGC CAGGGCAGGAAGCGTGGGAGCAAACCTGCAGGCTGTTATCACTGCACGCAACAGAGCCGG GTTCTTAGTGCACCATCCTCAGGGCAGGCTCCACGTGGGTCTGTCCCTTTAGATAGTGGA GAGGGTGCTGGTGAAGAGAGAGGAGGCTCACACGTTCTCTCTCTGCACTCAGGGTCTCCG GCACAGGCTCCATCCAACAGTGCAAACTGCTCACCAGCTTACAGCCTGACTGATGAAGTA 
ATCAAAGGCTGA

>Ps-gjb5-XM_006125967-gjb5like
ATGAACTGGGGTGTATTTGAAGGGATCCTGAGCGGGGTGAACAAGTACTCCACGGCCTTC
GGGCGCATCTGGCTCTCCTTGGTTTTCATCTTCCGGGTGCTGGTCTACGTGGTGGCAGCG GAGCGGGTGTGGAGTGATGACCACAAGGACTTTGACTGCAACACGCTCCAGCCGGGCTGC TCCAACGTCTGCTTCGACCACTTTTTCCCCGTCTCCCACATCCGCCTCTGGGCCCTGCAG CTCATCCTGGTCACCTGCCCCTCCCTGCTGGTGGTCATGCATGTGGCCTACCGGGAAAGC AAGGAGCAGAAAAACCAGGAGGCAAAGGGGGAGCATTGCCGCCGGCTGTACCCCAACCCC GGCAAGAAGCGCGGAGGGCTATGGTGGACCTACCTGCTCAGCCTCCTCGTGAAGGCCACC GTGGACGTGGTGTTCCTCTACATCTTCTACAGGCTGTACAAGAACTACACCCTTCCCGTC GTGGTGAAGTGCGAGATCCCCCCATGCCCCAACATCGTGGACTGCTTCATCTCCCGGCCC ACGGAGAAAAACATCTTCACCCTCTTCATGGTGATCACGGCCTGCATCTGCATCCTGCTC AACCTAGTGGAGGCCTCCTACCTGGTGGGGAAAAGGTGCCGGGAGGCCCTGCTGTCCAGG AGCGAAAGGAGCAGGCGGGAGACCAGGCGGTGCAGGAGCATCGTGCATCATGCATCGTGC GTCGACGAGCAGCACAACTTCAAGTCAGGAGGGCAAGTTCTTCCTGAAGCACGTTACAAG CCAGCCACGGTTCTGGTCCCCACTGGCTCCCAGAAGGCAGAAGAGGTTCTCTCCTAA

>Ps-gjb6-XM_006138848 
ATGGACTGGGGAACGCTGCAGACCATTTTAGGAGGTGTAAACAAACACTCCACAAGTATT
GGGAAGATCTGGCTCACCATTATGTTCATTTTCCGTGTTATGATCCTCGTGGTGGCTGCA GAAGAAGTCTGGGGAGACGAACAAAATGATTTTGTCTGTAACACTCTGCAACCCGGATGC AAAAATGTTTGCTACGACCACTTCTTCCCCATCTCTCACATTAGACTGTGGGCCCTTCAG CTCATTTTTGTCTCAACTCCCGCACTTCTCGTAGCCATGCATGTTGCATACAGGAGGCAT GAGAATAAAAAGCAGTTAAGAAAGGGAGGGCAGACCTGCGAATATAAAGATATTGAAGAA ATAAAATTACAAAGATTTCCTATTCAGGGTCCTTTGTGGTGGACCTACACCAGCAGCATA TTCTTCAGAATGATCTTTGAATCCCTCTTTATGTATGCATTTTATTTCATGTATGATGGC TTCCAAATGCCACGACTAGTGAAGTGCAACGTCTGGCCTTGCCCCAACACAGTGGACTGC TTTGTCTCTCGGCCCACTGAAAAGACAGTGTTCACTATTTTCATGATTGCTGTGTCTGCT ATTTGCATTTTGTTAAATGTGGCTGAATTCTGCTATCTGCTGATGAAGGTTTTCCTTAAA AAATCCAGAAGAGCAGCATCTCCAAGACATCACCCCAACCATGAGACTAAAGAGGAAAGT AAACAAAATGAAATGAATGAGCTAATGTCTGGTAGCTGTCAGAACACAGTTTTGGGATTG 
CAAAACAGCTAA

>Ps-gjb7-XM_006133323-GJB7
ATGAGCTGGGTATTCCTTAGAGACCTCCTAAGTGGAGTGAATAAATATTCTACCAGCATT
GGCAGGATCTGGCTGGCCATTGTGTTTATATTCCGCTTGTTGGTCTATGTGGTGGTAGCA GAACATGTCTGGAAGGACGAACAGAAGGAATTTGAGTGCAACATCAGGCAACCGGGTTGT GAAAACGTCTGCTTTGACCACTTCTTCCCTATATCCCATATTAGACTTTGGGCCTTGCAA CTAATCATGGTCTCCACCCCTTCTCTTTTGGTTGCTCTCCATGTTGCCTATCGAGAGAAC AGGGAAAAGCGACACAAACAGAAAATCTACAAGAACCCAGGAAGCATGGACGGTGGATTG CTGTGCACTTATCTCATCAGCCTCATTTGCAAAACAGGCTTTGAAATTGGTTTCCTGGTT TTGTTTTACAAGTTATATGGTGGATTCAATGTGCCACGCCTTGTGAAATGTGACATGAAG CCTTGTCCTAACACGGTAGATTGCTACATCTCCAAGCCCACAGAGAAGAAAGTCTTCCTC TATTTTGCATTGGTCACTTCATGCTTATGTGTGGTTTTAAATGTGAGTGAACTGAGCTAT CTGATTTTTAAATACACCATAAAATGTTTCCTCAAGAGATATGACAAGGAAGTTCCAACC TTGAAAAGAGAGTGCCAGAGGCTAAATTGTGTCCACCACAATGAAACAGCAGCTACAGCT TTGTTCCACAACAATGCTTCACCAGTTCTCATCAATATTCCAGATCAACCCGAAAAAAAC TTAGGTACTGACTTGAGAGAAGGATAA

>Ps-gjc1-XM_014570845-GJC1
ATGAGTTGGAGTTTCTTGACCCGTCTGTTAGAGGAAACCCACAATCATTCAACGTTTGTT
GGCAAAATCTGGCTGACGGTTTTGATTGTCTTTCGGATTGTCCTTACTGCTGTGGGAGGG GAATCCATCTATTATGATGAACAAAGCAAGTTTGTGTGCAACACAGAGCAACCAGGATGT GAAAATGTTTGTTACGATGCTTTTGCTCCTCTTTCACATGTGAGATTTTGGGTCTTTCAG ATCATTCTTGTAGCCACTCCCTCTGTGATGTATTTAGGCTATGCCATTCATAAAATTGCC AGAATGGTGGAACATAGCGAACCTGACAAAAGAACCAGGAGCAAAACTTTTTCAGTGCGC TGGAAACAACACCGTGGCTTGGAGGAGACAGAGGATGACCATGAAGAAGATCCAATGATG TATCCAGAAATAGAGCTAGAAAGTGAACGGGAAAACAAAGAGCAGCCAGCCCCCACTAAA GCCAAGCACAATGGAAGGAGGCGAATCCGAGAGGATGGGCTCATGAAAATCTACGTGCTG CAGCTGCTGTCTAGGACTACGTTTGAAGTTGGCTTTCTTGTTGGTCAATATTTTTTGTAT GGGTTTGAAGTCAGCCCCACATTTGTATGTAGCAGGAAACCATGCCCACACAAGATAGAT TGTTTCATTTCAAGACCCACTGAAAAGACCATTTTCCTGTTAATTATGTATGGTGTAAGC TGCCTGTGTTTACTTTTGAATGTCTGGGAGATGCTCCATTTGGGATTTGGTACAATTCGA GACACTTTAAACAATAAAAGAAAACAGCTGGAAGACTCGGGTACCTATAACTACCCTTTT ACTTGGAATACTCCATCTGCTCCTCCTGGCTATAACATTGCAGTCAAGCCAGATCAAATC CAATATACTGAATTGTCCAATGCCAAAATGGCCTACAAGCAAAACAAAGCTAATATAGCT CAGGAACAGCAGTATGGGAGCAATGAAGAAAACATTCCAGCCGACCTAGAAAATCTACAG AGGGAAATTAAAGTGGCTCAGGAACGTCTGGACCTTGCAATCCAGGCATACAATAACCAA AACAATCCCAGCAGTTCCAGAGAGAAAAAATTGAAAGCAGGCTCGAACAAAAGTAGTGCT AGTAGCAAATCGGGAGATGGAAAGACCTCTGTCTGGATTTAA

>Ps-gjc2-XM_025188058-GJC2
ATGAGCTGGAGTTTTCTCACCCGCCTGCTAGAAGAAATTCACAATCACTCCACTTTTGTG
GGGAAGGTCTGGCTCACCGTGCTGATCGTCTTCCGCATCGTCCTGACGGCCGTCGGAGGG
GAGTCCATCTACTCCGATGAACAGAGCAAGTTCACGTGCAACACCAAGCAGCCGGGCTGC
GACAATGTCTGCTACGACGCCTTTGCACCGCTGTCGCACGTCCGCTTCTGGGTCTTCCAG
ATCATCACGATCTCCACCCCTTCCGTCATGTACCTGGGCTACGCCATCCATCGAATCGCC
AGGGCTTCCGAGGAGGAGAGGAGGTTTAAGGGGCTCAAGAAGAAGAAGCGGTTTGCTTTG
CACTGGCAAGCCGTCCGTCACTTGGAAGACCCTTTGGAAGCTGACGAAGAGGATCCCATG
ATCGCCGAGAACACGGGGGAAAAGGAGGAGAAAGCCAAAGCAAAGAACGGGAAGGAGCAG
CAGAAGCATGACGGCAGGAGACGCATCCAGGAAGAAGGACTGATGAAGATTTACGTCTTC
CAACTCCTGGCCCGAGCTTCCTTTGAAATTTGTTTCTTGGTGGGGCAGTACTTTCTTTAT
GGCTTTGAGGTGGAGGCGTATTTCGTCTGCAACCGACTCCCTTGCCCTCACACTGTGGAC
TGCTTTGTGTCCAGGCCCACCGAAAAGACCATCTTCCTCCTGGTGATGTATGTTGTGAGC
TGCCTGTGTCTACTCCTCAACTTGTGCGAGATGTTTCACTTGGGGTTTGGGACCATTCGA
GATGCCATTCGCAGCAGAAAGATCAATAGTTTCCGGCAGCCTCCCTACAACTATTCCTAC
GCCAAGAATATCGCCTGCCCTCCGGAGTATAACCTGGTCATGAAATCAGAGAAGCCAGCC
AAGATCCCCAATAGCCTCCTGGCCCATGAGCAGAACTTGGCAAACGTGGCTCAAGAACAA
CAGTGCACAAGCCCAGATGAGAACCTCCCGCCGGATCTGTCCAGCCTCCATAAACATTTG
AGGGTGGCCCAGGAGCAGTTGGACACAGCTTTCCAGAGCTACAACACCGCTCAGGCCAAC
ACGCAGCCTTCCAAAACTAGCAGCCCAGCGTCTGGGGGGACGGTGATGGAACAAAACCGG
ACCAATACTGCCCAGGAGAAACAAGGTGCCAAGCCCAAAGCCAGTTCAGAAAAAGGGAGC
TCTAGCAGCAAAGATGGAAAGACTTCGGTATGGATCTAG

>Ps-gjd1-XM_014572644-gjd2like
ATGGGCGTTGGGGTCTTTGCAGCCCAGAGCGCGGCCGCGGGCCCCTGGGGGTCTGAAAAC
CCGGCCGGCGGGGAGACGAAGCGGGGCCGGGCCTTTGTGACTTGCTGGCTGAGCGATCCC
AAGCTGCGCTGTTGCCAGAGCCCAGCCCCAAGCGCCAGGTGCCGCAGGCCCTGCCCAGCT
GCCCCCCTCCCCCGCAG
NNGATCCTGCTGACGGTGGTGGTGATCTTCCGGATCCTGATCGTG
GCCATCGTGGGCGAGACGGTGTACGAGGACGAGCAGACCATGTTCATGTGCAACACCCTG
CAGCCGGGCTGCAACCAGGCCTGCTACGACCAGGCCTTCCCCATCTCCCACATCCGCTAC
TGGGTCTTCCAGATCATCCTGGTGTGCACGCCCAGCCTGTGCTTCATCACCTACTCCGTG
CACCAGGCGGCCAAGCAGCGGNGCTACCCGCTGCTGGAGAAGGACGCCCGCAAGGGCCGG
GCGGCCAACGGCATCCTGGTGCACCACCCCGGGGCCTCGGCCAAGGAGGAGCCCGACTGC
CTGGAGGTGAAGGAGCTGCCCAGCACGCCCCTGCGCCCGCCCAAGAGCGCCAAGGCCAAG
CGGCAGGAGGGCATCTCCCGCTTCTACATCATCCAGGTGGTGTTCCGCAACGCGCTGGAG
ATCGGCTTCCTGGCGGGCCAGTACTTCCTGTACGGCTTCCACGTGCCGGCCCTCTTCGAG
TGCGGGCGCTACCCCTGCGTCAAGGAGGTGGAGTGCTACGTCTCCCGGCCCACCGAGAAA
ACCGTCTTCCTGGTCTTCATGTTCGCCGTCAGCGGGATCTGCGTGCTGCTCAACCTGGCC
GAGCTCAACCACCTGGGCTGGCGCAAGATCCGGGCGGCCATGCGGGGGGTGCAGGCTCGC
CGCAAGTCCGTGTGCGAGGTGCGCAAGAAGGACCTGTCCGCCCTGGCCCAGGCGCCGCCC
CTGGGGCGCACCCAGTCCAGCGAGTCGGCCTACGTCTGA

>Ps-gjd2-XM_006123266-GJD2
ATGGGGGAATGGACCATCCTAGAGAGACTCCTGGAGGCGGCTGTGCAGCAGCACTCGACT
ATGATAGGGAGAATCCTGCTGACCGTGGTGGTGATCTTCCGGATACTCATCGTGGCCATC GTGGGAGAAACGGTGTACGATGACGAGCAAACCATGTTTGTGTGCAACACGCTGCAGCCA GGCTGCAACCAGGCGTGTTACGACCAGGCATTCCCGATTTCGCACATCAGGTACTGGGTG TTCCAGATCATCATGGTCTGCACGCCCAGCCTCTGCTTTATCACCTACTCTGTGCACCAG TCTGCTAAGCAGCGCGAGAGGAGATACTCCACTGTCTTCCTCGCCTTGGACAGGGACCAG GACTCAATGAAACGCGAGGACAGCAAGAAGATCAAGAACACCATTGTCAACGGAGTGCTG CAGAACACCGAGAACTCCACCAAGGAAGCCGAGCCGGACTGCTTGGAGGTGAAGGAAATC CCCAACCCCGCCCTCCGAACGACAAAGTCAAAGATGAGGCGGCAGGAAGGCATCTCCAGG TTTTACATCATCCAGGTAGTTTTCCGAAATGCCCTGGAGATCGGATTCCTAGTGGGACAA TATTTCCTGTATGGATTCAACGTCCCTTCCATGTATGAATGTGATAGGTACCCCTGCATT AAAGAAGTGGAGTGCTATGTCTCCAGACCCACGGAGAAGACTGTCTTCTTGGTGTTCATG TTTGCAGTGAGTGGGATTTGTGTGGTGCTCAATTTGGCAGAACTGAATCACTTGGGCTGG AGAAAGATTAAAATGGCAGTGAGAGGAGTACAAGCGAAAAGGAAATCCATATACGAAATC AGAAACAAGGACTTGCCAAGAATGAGCGTGCCGAACTTTGGCAGGACTCAGTCGAGTGAC 
TCAGCCTATGTGTGA

>Ps-gjd4-XM_006133024-GJD4
ATGGAGCGCTGGGACTCACTGGGGTTTTTGATTATCACTCTCAACTACAATGTTACGATG
GCAGGAAAGATGTGGCTTACATTAGTAATCTTGCTGAGAATGTTGGTGATAGTGCTAGCA
GGATACCCCCTCTACCAAGATGAACAAGAACGATTCATCTGTAATACCTTGCAACCAGGG
TGCTCTAATGTGTGCTATGATATTTTCTCTCCTGTCTCTCACTTTCGATTCTGGCTCATT
CAGACAGTGTCTGTTCTGCTACCTTATACTGTGTTCAGCGTCTATGTTCTGCACAAGGTA
GCCATGCATGTTGTCACCGCACATTGTTCGCCATGTAGAGATGTAGGAATCAAGACCTCA
GGTGGCCATGCAGCCTTGAATGAACCCTGCAAATATACTTCAGTCACTAGCCCAGCCTGC
ACAACAGATCATCTGAGTATACCTGATTTTTCTAGGGCATATACTGTTCATCTTTTTCTG
AGAACACTGGCAGAGGCTGGTTTTGGAGCTGGGCAGTATTATCTCTTTGGATTTTTTGTT
CCTAAGCGCTTTTCCTGTTACCAGTCTCCTTGTACCAGCACAGTTGATTGCTACATTTCC
AGGCCTACTGAGAAATCCATCATGATGATCTTTATTTGGGGGGTCAGTGGCCTCTCTTTT
CTACTTAGCCTTATTGATCTAGCCTTTGCTATCCAAAGAATGGCAGTAAGAAATGGACAA
AAGAAACTGACGGAAAGTCTCCATGCAGAGGATGAGCATAATTCAGATCTACCTCTAGCT
GGGAGGCTGAAGGATTCTCCACCATCTCCAGAGGACAGAGGCCATCTAGTGATACATGAC
GGTCATACCAATGAAGTGTCCTGTTCACTTCACTCTGAAGATGAAGAAGAGCTTCAGGTG
GAAGAGAAGATTATCTCCCAGCAAACTGCCCTCTCTAACCTCAACAGTAATAGCAATAAG
CCCTGTATAACAAAAAACATTGCTGTTAATCAAGGCAGTAATGAAGCATCCCAGTGTATA
AGTGACCAGCAGGGAATTCCAAACAGGCAGACAAGAAATGGGCAACAGCAAGCCTTCACC
AAAGAGGCCCAAGTCAAGTCTCATCTTGGAGTTTACTCTTCTGTAAGTCAGAGCAAGCTT
TTAGGGCATTATTCTTCAGCTGAGCTAAGAGCTTCTGATGGGCAATCAAGCTGTAACAGT
GCTGGCTACTTGAGATCCAAAAAATCTGAATGGGTGTGA

>Ps-gje1-XM_014580361-GJE1
ATGGGGCGCCCCAACAACACAACGCCGGGGCTGCGGCTGCTCAGGCCTCCAACAGTGATT
GGCCAATTCCATACCCTTTTCTTTGGCTCAGTTCGAATGTTTTTCCTTGGAGTTTTGGGC
TTTGCGGTTTATGGAAATGAGGCCTTGCACTTCAGCTGTGAGCCAGACAAGAGGGAAGTT
AATCTCTTCTGTTACAACCAGTTCAGACCCATAACTCCACAGGTATTCTGGGCATTACAG
CTAGTGACAGTTCTGATACCTGGAGCAGTGTTTCATCTTTATGCTGCATGTAGAAACATC
GAACAGGAAGATATTCTCCAAAAGCCCACCTATACTGTTTTTTATATCCTCTCTGTTCTG
TTAAGGATTGTCCTTGAAGTTGTGGCTTTTTGGCTTCAGAGTCATCTCTTTGGCTTTCAA
GTGAATCCACTCTACCGGTGTGATGCAGGAGCCCTCGACAAAAAATTTAATATCACCAGA
TGCATGGTGCCAGAACATTTCGAAAAGACAATTTTCCTCATTGCTATGTATACTTTCACT
GTGATTACAGTAATTTTGTGTGTTGCTGAGATTTTTGAGATACTATGTAGGAGGCTCGGT
TTTTTAAATAA



[bookmark: _Toc62483439]Supplementary Figure S18. Green sea turtle (Chelonia mydas) gja2.
The sequence was collected from GenBank.
.
>Cmy-gja2-XM_007056182-gja3 Chelonia mydas green sea turtle
ATGGGTGACTGGAACCTGCTGGGGAGGCTTCTGGAGAGTGCCCAGGAGCACTCCACAGTG
GTGGGGAAGGTCTGGCTCACTGTCCTGTTCATTTTCCGTATCCTTGTCTTGGGGGCAGCT
GCCGAGAAAGTCTGGGGGGACGAACAGTCGGGCTTCTCCTGCGACACCAAGCAGCCAGGC
TGCCAGAACGTCTGTTATGACAAAACCTTCCCCATCTCTCACATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTCTCCACCCCCAGCCTCGTGTACCTGGGCCACATCCTGCATCTGGTG
CGCATGGCGGAGAAGGAGCAGCAGCGAGAGGAGACTTGGGTGGCCCAGCAGGAACCCCTG
GTGCAGCATAAACCTTCCATCAAAGATGTTCATGGCAAAATCCGCCTGCAGGGGGCCATT
CTGAGGACTTATATTTGCAACATTGTTTTTAAGATGCTCTTTGAGGTGGGCTTCATTGTG
GGCCAATACGCACTGTATGGGTTTGAACTAAAGCCTCTCTACACGTGCAACCGCTGGCCC
TGCCCCAACACGGTTAACTGCTACATAGCCCGGCCCACCGAGAAGACCATCTTTGTCTTC
TTCATGACGGGGGTGGCCTGCCTGTCTCTGCTCCTCAATCTGATAGAAATATACCACCTG
GGCTCCACCAAGTGCAGGCAGGGGTTGGCAGCCAACCACTGCCAGGCGCCCGACCCCAAG
GCCAGCTCCAACACTCCCAGAGAAACAAGCGACCACCACATTCCCCACTGTCCTGTGGCC
AACAGCCTTCCCCATCCTGCTGACCCCAGCCTTCCATTGCAGCTTTACGCCGGCCAAACA
GCTCCCTCTGCGGGCAGGGACAGCCGTGCAGCATGGAGCAGCCGCGAGACAGGCAATCAG
GGCCTGGCCATGGACGAACCATTGCAGCGGGGCAGCAGGTCCAGTAAATCTAGCGCTAAG
CTGAGACCCAGTGACTTGGCTGTTTAA


[bookmark: _Toc62483440]Supplementary Figure S19. Western painted turtle (Chrysemus picta belli) gja2, gja3 and gjd3.
The sequences were collected from GenBank.

>Cpb-gja2-XM_005286070-gja3like  Highly deviating in the first 130 nt of the cds (grey font). This part of the sequence is not included in the analyses. 
ATGAGAGACCAGCCGGACACCTCTGCCCCCGGAAGAGGAGCTGGGACACGTCCTGCTGGG
GCTGCGGGGATCTACTACCCCAGAGGCACGGGGCAGCTGAGTTGCCTCCACGGCCAAGGA
TCTGCAAACGCTGCCGAGAAAGTCTGGGGGGACGAACAGTCGGGCTTCTCCTGTGACACC
AAGCAGCCAGGCTGCCAGAACGTCTGTTATGACGAAACCTTCCCCATCTCCCACATCCGC
TTCTGGGTGCTGCAGATCATCTTCGTCTCCACCCCCAGCCTCGTCTACCTGGGCCACACC
CTGCATCTGGTGCGCATGGCGGAGAAGGAGCAGCAGCGAGAGGAGACTTGGGGGGCCCAG
CAGGAACCCCTGGTGCAGCATAAACCTTCCATCAAAGATGTTCATGGCAAAATCCGCCTG
CGGGGGGCCATTCTGAGGACGTATATTTGCAACATTGTCTTTAAGATGCTCTTTGAGGTG
AGCTTCATTGTGGGCCAGTACGCACTGTATGGGTTCGAACTAAAGCCCCTCTACACGTGC
AACCGCTGGCCCTGCCCCAACACGGTCAACTGCTATATAGCCCGGCCCACCGAGAAGACC
ATCTTTATCCTCTTCATGACGGGGGTGGCCTGCCTGTCTCTGCTCCTCAACCTGATAGAA
ATGTACCACCTGGGCTTCACCAAGTGCAGGCAGAGGCTGGCAGCCAACCGCTGTCGGGCA
CCCAACCCCAAGGCCAGCTCCAACGCTCCCAGAGAAACAAGCAGCCACCACATTCCCCAC
TGTCCTGCACCCTACAGCCTTCCCCATGCCGCTGACCCCAACCTTCCATTGCAGCCTTAC
GCCAGCCAAGCTGCTCCCTCAGCGGGCGGGGACAGCCGTGCAGCACGGAGCAGCCGCGAG
ACAGGCACCCAGGGTCCGGTCATGGAAGAACTGTTGCAGCAGGGCAGCAGGTCCAGTAAA
TCCAGCACTAAGCTGAGACCCAGTGACTTGGCTGTTTAA


>Cpb-gja3-XM_005312218-GJA3
ATGGGTGACTGGAGCTTTCTGGGGAGACTATTAGAGAATGCACAAGAGCACTCCACGGTT
ATTGGCAAAGTTTGGCTGACGGTACTATTTATCTTCAGGATCCTGGTGCTGGGGGCTGCT
GCTGAGGAAGTCTGGGGAGATGAACAATCGGACTTTACATGCAACACCCAGCAACCTGGT
TGCGAAAATGTCTGCTATGACAAAGCCTTCCCCATTTCCCACATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTCTCTACGCCAACCCTCATCTACCTGGGCCATGTGCTGCACATTGTG
CGCATGGAGGAGAAGAAGAAAGAGGAAGAGCTAAAAAAGAAGGGAAGCAGCAGGGACAGC
AACCACCAGGGGGGAGCAGCAGCAGCAGGTGGCCGAGGGAGTAGCAACAACAGCAGCACC
AATAAGGAGCCACCCCCAAAGAAGGAGAAGCCACCAATCCGTGATGAGCGGGGTAAAATA
CGCATCAGTGGTGCCTTGCTCCGCACCTATGTCTTCAATATCATTTTCAAAACTCTGTTT
GAGATAGGCTTCATTGTGGGCCAGTATTTCCTGTATGGCTTTGAGCTGAAGCCACTCTAT
CGTTGCAGCCGTTGGCCTTGCCCGAACATTGTGGACTGCTTCATTTCACGGCCCACTGAG
AAGACCATTTTCATCATCTTCATGCTGGTGGTGGCATGTGTCTCGCTGCTGCTCAACATG
CTTGAGATGTACCACCTTGGATGGAAGAAGCTCAAGCAAGGCGTGACCAACCAATACCGC
CCTGATCCACTCCCCATTGCACCAGCTACCATTGCAAGGGACTCCAAACCTGTTACTCTG
CCATTGCCATCTCCGGCAGTGTTCCCTACTGTCCCGCCTGCTCTGCCGGATTCCCGTGCC
ATCACTCCGCTGCTCTCTTCACGGACTGTGCCGCCTTACTATGCTGAAGCCACTGCTAGG
GCACAACCAGCCACCACAACTTCCCTGGCTGGCTACTCCGGGGCTCCTCCATTTTCTGAG
GAGCGACACAATACTGCCACTCCCATTCCAACCTCCATCCCAATCCCAACTCTATCCCCC
ATCCCAACACCTATGCAAGCCATCACCCCCTACTTCAATGGCAGCAGCCAGGCCTTAGCT
GCCGAGCAGAACTGGACCAATCTGGCAGTCGAGCAGCAGAGGAAGCCACCAGCCTCCAGC
TCAGCTGCCTCCTCTCCCCCCAGCAGCATCGGACAACAATCGCCAAAGCAAGAGGTGGCC
AGTGAGCAGCTGCTGCCATCGCCACCTCTTTTGCCACCTGTAGCAGCAGTCAATAGCAGC
AGCAGCACCAGCCTGAGCAGAGGAAGCAGCAGCAAGTGGGATGTAGAAGGTGAAGAGGAG
GCCACAAAGGAGTGGCCAGTGTCAGCTGCCTGCACTACAGTAGAAATGCATGAGCCGCCA
CTGCTCATAGACACACGGCGCTTAAGCAGGGCTAGTAAGTCAAGCAGCAGTAGAGCCAGG
TCAGATGACTTAGCTGTGTAA


>Cpb-gjd3-XM_005294117-GJD3 
ATGGGCGAGTGGAGTTTCCTGAGCTCGCTGCTGGACGCCGTGCAGGAGCACTCGCCCATG
GTGGGCCGGTTCTGGCTGGTGGTGATGCTGATCTTCCGCATCCTCATCCTGGCCACGGTG
GGCAGCGACATCTTCGAGGACGAGCAGGAGGAGTTTGTCTGCAACACGCTGCAGCCGGGC
TGCAAGCAGGTCTGCTACGACAAGGCCTTCCCCATCTCCCACTACCGCTTCTGGGTCTTC
CACATCGTGGTGCTCTCGGCGCCCGCCCTGCTCTTCGTCATGTACGCCATGCACCAGAGC
GGCAAGCTGCGTCAGGGCGAGGAGGGCGGCTCCGCGGGCCCGCCCCGCCTGCAGCCCAGC
CAGCGCACCCACCACGTCCGCACCTTCTACCTGGTCAACGTGGCCATGCGCATCCTGGCT
GAGAGCAGCTTCCTGGTGGGGCAGTGGCAACTGTACGGGTTCCACGTGGAGCCGCACTTC
ACCTGCCAGCGCTCGCCCTGCCCCCACTACGTGGACTGCTTCGTGTCCCGGCCCACCGAG
AAAACCATCTTCATCCTCTTCTACTTCGTGGTGGGCGTGGTCTCCACCCTGCTCAGCCTG
GTGGAGCTGGCCCACCTGCTGGCCAAGGACAGGTGCCAGGGGACAGCGGCCAACAAGCCC
CCGGCCGCCTCCTACGAGCAGCAGGAAAACTGGTCCAACCAGGCGCACGAGCAGTGCCAG
CACTTCCTGCCCCCGGGCAACGGGGGCGCCAAGGGGGCGGCCTGCAGAGTCCCCAACCAC
TACGAGCCCTCAGCGCTGTTCCGGCCCCAAGCCCCCTCCATGGGCAGCAAGGCCTCCCAG
GCCGCGGCCAGGGCCGATTTGGTGGTCTAG



[bookmark: _Toc62483441]Supplementary Figure S20. Green anole (Anolis carolinensis) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Ac-gja1-XM_003215563
ATGGGTGACTGGAGTGCTCTGGGAAGGCTCCTTGATAAAGTCCAAGCCTATTCCACTGCA
GGAGGAAAGGTGTGGTTATCTGTACTTTTCATTTTCCGAATCTTGCTATTGGGAACAGCC
GTGGAGTCTGCCTGGGGTGATGAGCAGTCGGCATTCCGGTGCAACACCCAACAACCTGGT
TGTGAAAATGTCTGCTATGACAAGTCCTTCCCAATCTCTCATGTGCGCTTCTGGGTTCTT
CAGTTTATTTTTGTGTCAGTGCCCACACTCATGTACTTGGCACACGTCTTCTACGTGATG
CGAAAAGAAGAGAAGCTGAACCGAAAAGAAGAAGAACTCAAGGTAGTCCAGAGTGAGGGG
GTTAATGTAGATATCCACCTCAAACAAATAGAAATAAAGAAGTTCAAGTATGGGATTGAA
GAACATGGCAAAGTAAAAATGCGTGGGGGACTGCTCCGCACTTACATTATCAGTATTATC
TTCAAATCTTTTTTTGAAGTGGCTTTTGTGCTCATCCAGTGGTACATCTATGGGTTCACC
CTGCAAGCCATTTATGAGTGTGAACGAGTGCCATGCCCACACAAAGTGGATTGCTTCCTT
TCACGTCCCACAGAGAAAACAATTTTCATTATCTTCATGCTGGTGGTATCAATAATATCT
CTCACTCTGAACGTCATTGAAATTTTTTATGTTGTCCTCAAGAGCATTAAGGATCGCATG
AAGACAAAAAATGACCCATTCTCTCCCAACAGCGGCTTGAGTCCCTCCAAGGAATGCGGG
TCCCCTAAGTATGCCTACTTCAATGGTTGTTCCTCTCCAACTGCCCCATTGTCACCCATG
TCTCCACCCGGGACAAGGCTCGTTACTGGAGACAGGAACAATTCCTCTTCATGTCGTAAC
TACAATAAGCAAGCTAGTGAACAAAACTGGGCAAATTACAGTGCAGAGCAGAACAGGATT
GGACAAGCTGGGAGCACAATCTCCAACTCACACGCCCAGAACTTCGAATTTGCAGAGGAG
CCTGAGAACACCAAAAAAATAGGCTCTGGGCATGAGCTACAACCTCTCACAGTTGTGGAC
CAGAGGCCTCCAAGCAGAGCCAGCAGTCGAGCCAGCAGTCGACCTCGACCTGATGACCTG
GAAATCTAG

>Ac-gja2-XM_003228195-gja3
ATGGGCGAGTGGCACCTGCTGGGCCGGCTGCTGGAGAGTGCGCAGGAGCACTCCACGGAG
GTGGGCAAGGTCTGGCTGACGGTGCTCTTCATCTTCCGCATCCTGGTCCTGGGGGCGGCT
GCCGAGAAGGTCTGGGGGGACGAACAGTCCAACTTCTCCTGCGACACCAAGCAGCCTGGC
TGCCAGAGCGTCTGCTACGACCAGACCTTCCCCATCTCCCACGTCCGCTTCTGGGTGCTG
CAGATCATTTTCGTCTCCACCCCGAGCCTGGTCTACCTGGGCCACGTCCTGCACCTGGTG
CGCAAGGAGGAGAGGGAGCGGGGCCTCTCTGCGGCTGGCACCCCCCTTCGCGACCCCTGG
GGCCGGATCCGCCTGCGAGGGGCCGTGCTGCAGACCTACCTCTGCAACGTGGTCTTCAAG
GCCCTGCTGGAGGTGGGCTTCATCCTGGGCCAGTACCTGCTCTACGGCTTCGGCCTGAAG
CCTCTCTACACCTGCAGCCGCTGGCCCTGCCCCAACGCCGTCAACTGCTACATCTCGCGG
CCCACGGAGAAGACCATCTTCATTCTCTTCATGCTGGCCGCGGCCTGCCTCTCGCTCCTC
CTCAACGTGGTGGAGGTCTGCCACGTGCTCCGAGCCAAATGCAGCAGGGCAGGACGGGGG
TCCCAGGCCGAATCAGAGGTCCTGGCTGAGGCAGAAGTAGAGACCCCAGCCCACCTCCCT
GGGGGCAAAGACGTCGTCGCCGGCATCGGAAACCCCAACTGGGATCGACACCAGAAGCGA
GGCAGCAAGCCCAGCAAGTCCAGTGCGAAATGGAGGCCGAGTGATTTGGCTGTTTAA

>Ac-gja3-XM_003219245
ATGGGTGACTGGAACTTTCTGGGGAGACTATTAGAGAATGCACAAGAACACTCCACAGTT
ATTGGCAAGGTTTGGCTGACAGTACTATTTATCTTCAGGATTTTGGTCTTGGGGGCCGCT
GCTGAGGAGGTCTGGGGAGATGAACAATCAGACTTTACATGCAACACACAACAACCTGGT
TGTGAAAATGTCTGCTATGATGAAGCCTTCCCAATCTCTCATATCCGTTTCTGGGTGCTG
CAGATCATTTTTGTCTCCACGCCAACCCTCATCTACCTGGGCCATGTGCTTCACATCGTG
CGCATGGAGGAAAAGAAAAAGGAGAAGGAAGAAGAAATTAGGCAAAGGGGAAATGGCAAG
GATACCAATACTAGCCACCTCAAGGGATCCAAAGGAGAAGGGGGCAGTGATGTTAGCAGC
AACAACAATAGGGATCCACCTCCACGGAAAGAAGAGAAATCACCACTCCGTGATGAGCGT
GGCAGGATTCGGATGGCAGGTGCTCTGCTGCGCACCTATGTCTTTAACATTATTTTCAAA
ACTCTCTTTGAAGTTGCCTTTATCGTGGGCCAGTATTTCCTGTATGGCTTTCAGCTGAAG
CCACTCTACCGTTGTGGCCGCTGGCCCTGCCCAAATATTGTGGATTGTTTCATTTCAAGG
CCCACAGAGAAGACTGTCTTCATCATCTTCATGTTGGCTGTGGCTTGTCTCTCTCTGCTC
CTCAATATGTTTGAGATGTACCACTTGGGATGGAAGAAGTTCAAGCAGGGCATGACTAGA
AGATACAGCCGCACAGCACCTGCTCTGACCACGGTTGCATCCATTTCAGAAGTGGAGGAC
TCCAAACCTCTCTCCTCCTCAGCCTTGTCTCCAACTGCAGAGCCTCCGGTTGTCTCAGTC
GTTCTGCCTGAAACCCGTACCATCACCCCACTGGCTTTTCCTCAAGTCCAGCTGCCACAT
TATACTGAGGCTACCGCTAGGCCTCAGCTACCCTCTGTTACAACCTCTCTGGTTGGATAT
CCAAGCGAGCCCCCGGCTGGTGAAGGGATGTGCAAGGCCACTGTGCACACAGCAGTCTCG
ACACCTATAGCAACCACGTCCTCCATCCCTACCCCTTCCCCTGTCATCAGCTCCTACTTC
AACAGCCACACCCTGGCTCATAAGCAGAATTGGGCCAACATGGCAGTCGAGCATCAGAGG
AAAATGCTGCTTTCCAGCTCGCTTGCCTCTTCCACCCCCAGCAGCCTTCAACGATCCCAT
CCAGAACAAGAGGAAAGCTGTGAACACCCTCCACCTCCGCCTTCTTTGTCACCGGTCGCT
GCCGCCAACAGCAGCAGCGTGAGCACCAGCTTGAGTGGGGGAAGCGGCAGCAAGTGGGAG
GGAGAAGGTGAAGAAGACGAGCGGCCCATGTCAGCCACCTGCACCCTGGTGGAGATGCAT
GACCCCCCTCTGCTCATAGACTCACGTCGCTTGAGCAGAGCTAGTAAGTCGAGCAGCAGC
AGGGCCAGGTCAGATGACTTGACCATCTAA

>Ac-gja4-XM_003228180
ATGGGTGACTGGGGTTTCCTGGAGAAGCTGCTGGATCAGGTCCAGGAACATTCAACGGTC
ATTGGCAAGATCTGGTTGACGGTCCTCTTCATCTTCCGCATCTTGATCCTGGGCCTCGCT
GGGGAGTCCGTCTGGGGGGACGAGCAGTCGGACTTTGTCTGTAACACCAAGCAACCCGGC
TGCACCAACGTCTGCTACGACAAGGCCTTCCCCATCTCCCACGTCCGCTACTGGGTGCTG
CAGTTCCTCTTTGTCAGCACGCCCACCTTGGTCTATCTGGGCCACGTCATCTACATCCAC
CGGCAAGAGGAGAAGCTGAAGGAACGAGAGAACGAACTCCGGGCGCTCCAGTCCAAGGAT
TACAACGTGGCGTCCACCTTGATGGCGGTCGAAAAGAAGATGGCCAAGATCTGTGTGGCG
GAGGACGGGCGGATCAAAATCCGTGGCCCGCTGATGTGGACCTACATCATCAGCGTGGTC
TTCAAGTCCACCTTTGAGGCTGGTTTCATCCTCGGACAGTGGTACCTGTACGGTTTTGTC
ATGAGGCCTCTCTATGTCTGCGAAGCCTCCCCTTGCCCACACAAGGTGGACTGCTTCATG
TCCCGCCCCACCGAGAAGACCATCTTCATCCTCTTCATGCTGGTGGTGGCCTTGATCTCC
CTCGCCCTCAACCTTCTGGAGCTCTTCCATCTCTGTTGCAAGAGCCTCCTCAACAGCGTC
AAAGAAAGCAACTGCTGCTCTCCTTCGTCCGCTCCCCCCATGCCCTGCGACGGCAACAAT
TTCCCCACCAAACTTTGCGAGATGTCGGCCGGGCCTTATCCAGACAAGTCCTACTTCTAC
CTCCCGATGACCGAGAGGCATTCCCAGCACTACCAGGCTTACAACAAGCTTTCCAATGAG
CAGAACTGGGCCAACTTCAACACCGAGGAAACCTTGGCTTTACGAGACCACAATAAGCCG
CCGGATGTCTTTGCGGCCGAAGCTCCGAAGTCCTCGCTCTCTCAGGAAAAACAGTCCAGC
CGGCCTAGCAGCAGTGCCTCCAAGAAACAATATGTCTAA

>Ac-gja5-XM_003219088
ATGGGTGACTGGAGCTTTTTGGGAGAATTCCTGGAGGAAGTCCATAAGCATTCTACTGTG
GTGGGGAAAGTCTGGCTGACTGTGCTCTTCATCTTCCGGATGCTTGTCCTGGGCACAGCT
GCCGAGTCCTCCTGGGGCGACGAACAGTCAGACTTCATGTGTGATAGCCGGCAACCTGGT
TGTGAGAATGTCTGCTATGACCAAGCCTTCCCCATCTCCCATGTCAGGTATTGGGTCCTT
CAGATTATCTTTGTCTCCACTCCTTCCCTGCTGTACATGGGACATGCAATGCACACAGTG
CGCATGGAGGAAAAGAGGAAACTTAAGGAAGCCAAGGAAGGTTCAAAGGCAATCCAGAGC
AAGAGTGACGTTTTTCATCAACAGGAGTATCCACCGCCAGAGAAGGCTGAGCTGTCCTGC
TGGGATGATTCAAATGGGAGAATCATTCTGCAAGGCACTTTGCTGAACACGTATGTCTGT
AGTATTTTAATCCGTACTGGTATGGAAGTAGCCTTCATTGTGGGGCAGTACATGCTGTAT
GGAATCTTCCTGGAAACCCTCTATGTATGCAATCGGCAACCATGCCCTCATCCAGTCAAC
TGCTACGTTTCTCGGCCAACAGAGAAGAACATCTTTATTGTTTTCATGCTCGCTGTGGCA
GCACTCTCTCTTTTCTTAAGCCTGGCTGAACTATATCATTTGGCATGGAAAAAAGTCAAG
CAGAGGTTCTCCCGCTCTTGCAAGAACAGCCCTAGCTCAAATAATGGGATACTGGAGGCA
GAATCCCAAGGGAAAAAAATGGCACAGAGCTGCACCCCTCCTCCAGATTTTAACCAGTGT
TTGGCCAACCCTGGTGGAAAGTATATCAGCCCGTTCAGCAACAAAATGGCTTCCCAGCAG
AACACTGCTAATTTTGCAACAGAGAGAGTTCAGAGCCAAGATGATATCATTGGGGAAGGC
CCATTTATCCAAGTTAACTATACACAGAACCCTGAGGTCAGGAATAATTCTGCACCCGGC
TTGCTCTCAAATGGCTACTTGCCTGACAAACGCAGGCTTAGTAAAACCAGCCATGCCAGC
AGTAAGGCCAGATCCGATGACCTATCTGTGTGA

>Ac-gja8-XM_003219087
ATGGGTGACTGGAGTTTCTTGGGAAACATTTTGGAAGAGGTGAATGAACATTCCACTGTC
CTTGGGAGAGTTTGGCTTACGGTGCTCTTCATTTTCCGCATCCTGATCTTAGGCACTGCT
GCAGAGTTTGTATGGGGAGATGAACAGTCAGACTTTGTGTGCAACACCCAGCAGCCAGGT
TGTGAGAATGTCTGCTATGATGAGGCCTTCCCCATCTCCCATATCCGGCTATGGGTCCTG
CAGATCATCTTTGTCTCCACTCCCTCCCTAATTTACTTGGGTCACACTGCACACCATGTA
AGGATGGAAGAGAAAAAGAGAGCGCGGGAAGAAGCAGAGAGAGCTCTGCAGCAGCAAGAT
GAAAGAGAAGATGAAAAATCATCCCTTGATCCAGAGCAGAAGAGTCCAGTATCTACCAAG
GGAACCAAGAGGTTCCGCCTGGAGGGAACACTTTTGAGAACCTATATCTGCCACATCTTT
TTCAAAACCCTGTTTGAAGTAGGGTTCATAGTGGGTCAGTACTTCCTTTATGGTTTCAGA
ATTCTTCCTCTGTACCGCTGTGGTAGGTGGCCTTGCCCCAACCTTGTAGACTGTTTTGTG
TCCAGACCTACAGAAAAGACAATTTTCATCATGTTTATGTTGGTTGTGGCATCAGTTTCC
CTCTTCCTCAACATTGTGGAGATCAGCCACTTGGGTCTTAAGAAGATTCTGAATGCCTTC
AGGAAAACACGTCAACAACGGTCTGTAGAAACCCCAGAGAAGCCCCTTCACTCTATTGCT
GTTTCATCCATTCAAAAAGTCAAAGGTTACAAGCTGCTGGAGGAGGAGAAGCCAGCATTC
CACTACTTCCCTTTGACAGAAGTGGGAGCAGAAACCACACCTGTTCCTCCTTCACTGAAT
GAGTTTGAGGAGAAGATGAGCATGGAACACCTGGAGGACATTCCCAGTGCCTTTGAGGAG
CAGTTGCCATCCTATGTCCAACGGGATGAACAGGAAGAGGAGAAAGTGGAACAACCAGAA
CAAGAGGTGGCTGAAGAAGTCCAAGATGAGCAAGGAGCGGAGGGATTTAAAGAGAAAGCA
GGAGTAAAAGTAGGAGAAGAGAAGCACATGGAGGATGAGCAAGAGCCTCTAGGAGGAAAT
GTGGCTCTACCATCTACAGCTGATACAAGACCTCTTAGCAGGTTAAGCAAAAGTAGCAGT
CGGGCCAGGTCAGATGATCTGACTGTATGA

>Ac-gja10-XM_008119405
ATGGGGGACTGGAACCTGCTGGGCAGCATCCTAGAAGAAGTTCACATCCATTCAACTATA
GTGGGCAAAATTTGGCTCACCATCCTTTTCATATTCCGGATGTTGGTTCTCGGTGTTGCT
GCTGAAGATGTCTGGGATGATGAGCAAGCAGAGTTCATCTGCAACACAGAGCAGCCCGGT
TGCAGCAACATCTGTTATGACAAAGCTTTCCCCATCTCCCTGATCCGCTACTGGGTGCTA
CAAGTGATATTTGTATCATCCCCTTCCCTGGTTTACATGGGACACGCACTTTACAGACTT
CGGGCCCTCGAGAAAGAGAGGCAACGGAAGAAAGCCTACCTCAAAGCCCAGCTAGAGGAG
ATTGAGCCTACAATAGAAGATCATCGGAGGATAGAAAAAGAGCTGAGAAAGTTAGAAGAA
CAAAAGAAAGTCAACAAGGCACCCTTGAGAGGAGCCTTGTTGTGTACCTATATTCTGCAT
ATCTTGACCCGATCAGTCTTAGAAGTGGGCTTTATGGTGGGTCAGTATCTATTATATGGC
TTTCAGATGTATCCACTATATAAATGTACCCGTCCCCCTTGTCCTAACACAGTGGATTGT
TTTGTATCCAGACCAACTGAAAAGACCATCTTCATGGTTTTCATGCACACCATCGCAGCT
GTTTCTCTCTTTCTGAATGTCCTGGAGATCTTCCATCTGGGGATTAAGAAGATTAAAAAT
ACTCTTTGTGGGAGGCTAAAGGAGGATCTTGTAGTTCCTGATGAGGATGCTAACTTTTCC
AACTCCAAGAAAAATTCAGTAATACAACAAGTTTGCATCATGTCAAACTCATCTCCCCAA
AGCAGTTTTAAATTTATGTCAGAGCAACAAGGAGGGCTGCCAGTTTACTTGAATCCAGAA
GATGGATACAATCCTACAGGACAAAATCAAAATGTAGAGTCACAGTGGTGTAGCAACCAA
AGAAGTAGGTCCAATCAGCACCAGGACCAAATCCACCAGGCCTACAGACATCTCGATCAT
CCCAATGAAGGTAACCAGCACCATAATAGACATCTCCCTAGGCACCCCCCAAACCTTATG
CCTCATCGACATGACCATCAACATCAAAATGCATCTTCCAGCAGTGATGACATGCAGAAG
GCACCACAGCAGGGAGCAAACAACTATCGAAGAAATGAACAACATGCAGTGGAACATTCC
AAGGCCTCTCAACATGGCACAAAAGCACCTGTTGTCTCCAGTCATACGGAGAGCCCACAA
GCTGTTCTTCGGAAGCAAAACCGGGTGGCGGCTTGCAAGGACTTGGGAGATGATCGTTGT
GATTCTCCAGATAGTGGGCCTTATCAGAACCGTAAGTCAAGTTTTTTGTCCAGGGTACTG
TCCCAGAGCCACTTGGACACCGACTCAGAGACTTCAGACTCACGGAATGGCTCTGGTTCA
GATGCTAAACGCAGAGGTGACAGCAGTCCTCCCAACACACCACCTCTTTCTTCCACTGCT
GGACGCAGAATGTCAATGGCAAGTAGACCCAAGCGGCCTTCCTACTATACCCTGCTAGTG
TGA

>Ac-gjb1-XM_008121766
ATGAAGTGGGAGGGCTTCTACGCTATCGTGATCGGAGTGAACCGCCATGCCACGGCCATC
GGGCGCATCTGGTTTTCCGTGGTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTCTGGGGTGACGAGCAGTCCTCCTTCACCTGCAACACGCAGCAGCCCGGTTGC
AAGAACGTCTGCTATGACTACTACTTCCCCATCTCCCACATCCGCCTCTGGGCCCTGCAG
CTCATCCTGGTGACCACACCGGCCTTGCTGGTGGCCATGCACGTGGCCTACCAGCAGCAC
CAAGAGAAGAAGTTCCTGGTCATGACCGGCCATGCCGACGCCAAGCACCTGGAGGAGGTC
AAGAAGCACAAGATGCGGATCTCTGGCTCGCTGTGGTGGACCTACGTCTTCAGCGTGATC
TTCCGCATCATCTTCGAGGGCACCTTCATGTACATCTTCTACATGGTCTACCCGGGCTAC
CAGATGATCCGGCTGGTCAAGTGCGACGTCTACCCGTGCCCCAACACGGTCGACTGCTTC
ATCTCGCGGCCCACCGAGAAAACCATCTTCACTGTCTTCATGCTGGCCACCTCCGGCATC
TGCATCGTCCTCAACGTGGCCGAGGTGGTGTACCTCCTCATCCGGGCCTGCGCTCGCCGG
GCCCAGAAGCCCCACAACCCTTCCTCGGGCAAGGGCTCCTTCCTGGGCCACAAGCTCTCC
TCTGAGTACAAGCAGAACGAGATCAACCAGCTGCTGACGGAGCAGGACGGCTCCCTCAAG
GACATCCTCCGGCGAAACTCGGGGCTCCAGGAGAAGGGGGATCGCTGCTCGGCCTGCTGA


>Ac-gjb3-XM_0081217749-gjb3like
ATGGACTGGAAGACGTTGCAAGGCTTGCTGAGCGGCGTGAACAAGTATTCCACGGCTTTT
GGGCGCATCTGGCTCTCGGTGGTCTTTGTCTTCCGGGTCCTGGTTTACGTAGTGGCGGCA
GAACGCGTCTGGGGAGACGAGCAGAAGGACTTTGACTGCAACCACCGGCAACCTGGGTGC
ACCAACGTCTGCTACGACCACTACTTCCCCATCTCCCACATCCGCCTGTGGGCCTTGCAG
CTGATTTTCGTCACCTGCCCTTCATTGCTGGTCATCATGCACGTGGCTTATCGCGAGGAC
AGGGAACGCAAGAACCGAGAGAAGAACGGGGAGAACTGTCCCAAACTCTACAGCAACACG
GGCAAGAAACACGGCGGCCTTTGGTGGACTTATCTCCTCACCCTTTTCTTCAAACTGGGC
ATCGAGATCGTCTTCCTCTATCTCCTGCATCGGATATGGGACAGTTTTGACCTGCCACGC
TTGGTCAAGTGTGACTTCCACCCGTGCCCAAACACAGTAGACTGTTACATCGCTCGGCCG
ACAGAGAAGAAGATCTTCACCTACTTCATGGTTGGTGCCTCTGCCCTTTGCATCGTCCTC
ACCGTGTGCGAGATCTTCTATCTCATCTTCAAGCGAGTGGTCCGCTCGATGCAGAAGCTG
AAGAAGAAGAAGCGGTCGCTCACCTACAGCAAGGCCTCCACCTGCCCATGCCATTCAAGA
TTGGATCATGATGGGAAGTTGAAGATCTCACCTGTGGAAGCCTTGAGAGCATCTGCACCC
AACCTGACTTTAATCTGA

>Ac-gjb4-XM_003228183-gjb4like
ATGAACTGGTCCTCATACCGAGAACTCTTGAGTGGCGTGAACAAGTACTCCACCGTTGTG
GGCCGCGTGTGGCTGACGGTAGTCTTCGTCTTCCGTTTCCTTGTCTATGTGGTGGCAGCT
GAAGACGTCTGGTCTGAAGACCAACAGGACTTTGTGTGTAACACGGGTCAACTTGGCTGC
ACCAAGAGCTGCTACAACCAGTTCTTCCCTATCTCTCACATCCGTCTCTGGGCCCTCCAG
CTTATCCTTGTGACCTGCCCTTCTCTTCTCGTTCTCCTGCACGTGACCTACCGGGAAGCC
CAGCAGCAGAAGCACATTGAGGAAGCTGGAAAACGCTGCCGTTCTCTCTACTCCAACTTC
AGGAAGAGTCACGGAGGTCTTTGGTGGACCTACTTCCTCAGCATCCTTGTCAAGGTGGCC
GTAGACCTCACCTTCCTCTACATCTTCCACTGCCTCTACCCTAACTTCAAGCTGCCCACA
ATGGTGACCTGTGATGCCTTCCCCTGTCCCAATGTAGTCACCTGCTTCATTTCCAAGACA
ACAGAAAAGAATATCTTCTCATACTTCATGGCAGCTATTGCCATGCTCTGTGTCATTCTC
AACATCTGCGAGGTGGGCTACGTAGTAGTCAAGAAATGCACCAAGATTTCAGTCTCCAAG
AAGCCAGTGGACGTTTTTGAAACAGACACTCACATCTCCTTTTAG

>Ac-gjb5-XM_008121748
ATGAACTGGTCAGGCTTTGAAGATCTCCTTGGCGGGGTGAACAAATACTCTACCGCCTTT
GGGCGCATCTGGCTCTCGGTGGTCTTCATCTTCCGCCTCCTTGTCTACTTAGTGGCGGCG
GAGAAGGTTTGGGGAGATGACTCCAAGGACTTTGACTGCAACACGGAGCAGCCAGGCTGC
CCCAACGTCTGCTACGACTTCTACTTCCCCATCTCCCACATCCGCCTTTGGGCCCTGCAG
CTCATCCTGGTCACGTGTCCGTCATTGCTGGTGGTCATGCACGTGGCCTATCGGGAGGCC
AAACTGAAGAAATATTTGGAGAAAGAGGGACGGGACTCTCGGCCCCGCTACCCGCCGGGC
AAGAAGCGTGGGGGCCTGTGGTGGACCTATTTGTTCAGTCTCCTCTTCAAAGCTTTTGTG
GACATCATCTTCCTCTTTATCTTCTACCGAGTGTACCCGAGCTACAAACTTCCCCCCTTG
GTGAAATGTTCCCTTCCACCTTGTCCCAACGTGGTAGACTGCTACATCGCTAGGCCGACC
GAGAAGAACATGTTCACCTTGTTCATGATCGTCACGGCCTGCATTTGCATCCTCCTCAGC
CTCGTCGAAGCCTTTTATCTGGTTGGGAAGAGGTGCAAGGAGAGCATGGTGGCCCCACGA
GAGAGCCACGAGGGTCCCAACGGGAATGCGCTTATTCTCAAAAGGGACCCCGGTTGCCTT
TCCCCTAGTAAGCAAAATGAAGTGAGCCCACAGGTTTTCCAGGGGACAAATTACAAACCT
TTCACAACACCCCTCTTAAATATGTCACAGCATGGGGAGATAGAGCCCTCAAAACATGAA
AAACTAGGGTAA

>Ac-gjb6like-XM_008107985 Somewhat deviating, and locates outside and away from the expected position as indicated by the most similar sequences from other reptiles. Thus, sequence is excluded from the main analyses.
ATGGACTGGAAATCTCTCAAAGACGTCTTGGGAGGGGTAAATAGCCACTCCACCAGCATT
GGAAAAATCTGGCTTACTGTCCTCTTCATTTTCCGAATTATGATTCTCGTGGTTGCTGCC
GAAACAGTCTGGGGAGATGAACAGCAAGATTTTACTTGCAACACTCAACAAATAGGATGC
AAAAATGTCTGCTACGATGCATTTTTCCCTGTTTCACACATTCGACTTTGGGCTCTCCAG
CTGATCTTTGTCTCCACTCCTGCACTTTTGGTTGCAATGCATGTTGCCTACAGAAGGCAT
AAGAAGAAACGGAAATACAAACCTGGAGATAAAGTGGATTTTGAAAATCTGAAAAAGCAG
AGGTTTCATATTGAGGGTGCCCTGTGGTGGACATACATCAGCAGCATCTTCTTCCGAATC
ATCTTTGAAACTGTTTTCACATATATTTTTTATTTTATATATAGAAGCTATAAAATCCCT
CCTTTAGTCAAATGTAGTGATTATCCTTGTCCAAATACAGTGGACTGTTTTGTTTCCCGA
CCCACTGAGAAAACTGTATTTACTGTATTCATGCTGGCAGTTTCAGGCATCTGTTTGCTG
TTGAATATACTTGAATTGGCTTATCTGATACTAAAGTCTTGTGTGAGGAAATCTAAGACT
GTGAAAGCACTGCCCAGTGATTAA

>Ac-gjb6-XM_008107986-gjb6like
ATGGACTGGGGAACACTGCAGGCTGTTTTAGGAGGAGTAAACAAACATTCCACTAGCATT
GGGAAGATATGGCTTACGGTGTTATTCATCTTCCGCATTATGATCCTCGTGGTGGCTGCT
GAAGAAGTCTGGGGCGACGAACAAGATGATTTTGTCTGCAACACGCTGCAACCAGGATGC
AAAAATGTCTGCTATGATTATTTCTTCCCCATTTCTCACATCCGACTTTGGGCCCTCCAG
CTCATCTTCGTCTCTACTCCTGCGCTTTTGGTGGCAATGCACGTTGCGTACAGAAGGCAC
GAGAAGAAAAAGAAGTTCCAAAGGGGAGATAAAAGCTGTGAATATAAGGACATAGAAGAA
ATCAAGAGGCAGCGGTTTCATATTGAGGGTCCCTTATGGTGGACATACACTACCAGTATC
TTGTTCAGGCTTATCTTTGAAGCCTCTTTCATGTATGTGTTTTACTATATGTACCAGGGG
TATCATATGCCACGCCTGCTGAAATGCAGCATTTGGCCTTGTCCCAACATTGTGGACTGT
TTTGTCTCTCGACCCACTGAAAAAACCGTCTTCACCATTTTTATGATCGCGGTGTCCGGC
ATTTGCATTCTGCTCAACGTAACCGAGTTCTCTTACTTGCTGCTGAAGTTTTGTGTTCGG
AGGTCGAGAAGAGCACGAACCCCAAAGAATCACACCAACCATGAGACCAAAGAGGAAAGC
AAACAAAACGAAATGAACGAGCTGATTTCAGATAGTTGCCAGAACACAGTAACAGGATTT
CCTAGCAGCTAA

>Ac-gjc1-XM_008113220 (identical to XM_003230274)
ATGAGTTGGAGTTTCTTGACACGTCTGTTAGAAGAAATCCACAACCATTCCACATTTGTT
GGGAAGATCTGGCTGACAGTGTTGATCGTATTCCGCATTGTCCTCACCGCCGTTGGAGGG
GAATCCATCTATTATGATGAGCAGAGCAAGTTCGTGTGCAACACAGAACAGCCGGGTTGT
GAGAATGTTTGCTACGATGCTTTTGCCCCCCTCTCCCATGTGCGCTTTTGGGTTTTTCAA
ATCATCCTGGTGTCCACTCCCTCGGTGATGTACCTGGGCTATGCCATTCACAAAATTGCC
CGGATGGTGGAACACGGGGACACAGAGCGCAAATTCCGAAGCAAACCTTTCCCAATGCGC
TGGAAACAGCACCGGGGCTTGGAAGAGGCGGAGGATGATCATGAGGAAGATCCAATGATG
TACCCAGAGATTGAGGTAGAAAGTGAACGAGAGAACAAGGAGAATCCGCCCCCAACCAAA
ATGAAGCATGATGGCAGGAAGCGGATTCGAGAGGATGGGCTAATGAAGATTTACATACTA
CAGCTCCTGAGCAGAACTATGTTTGAAATTGGTTTTCTTGTTGGCCAGTATTTCCTTTAT
GGGTTTGAGGTCAGTTCCAAATTTATTTGTACCCGGCATCCCTGTCCGCACAAAATAGAC
TGCTTTATTTCCAGGCCCACCGAAAAAACCATCTTCCTGCTCATCATGTACGGTGTGAGT
TGTTTGTGTTTACTTCTGAACATCTGGGAAATGCTTCACTTGGGATTTGGCACCATCCGG
GATACGCTGAACAATAAGAGGAAAGAGCTGGAGGAGTCGGGGACCTATAATTACCCATTT
ACTTGGAATACCCCATCCGCTCCTCCAGGCTACAACATTGCAGTGAAGCCCGACCAGATA
CAGTACACAGAACTGACTAATGCCAAAATAGCCTACAAGCAGAATAAAGCCAACATAGCA
CAAGAACAGCAATATGGGAGCAACGAAGAGAACATTCCCACTGAGTTGGAGAACCTCCAG
CGAGAAATCAAAGTAGCTCAGGAACGTTTAGATCTTGCCATTCAGGCATACAATAATCAG
AACAATCCTATGTGCTCTAAGGAGAAGAAGCCCAAAGGCAGCTCAAACAAAAGCAGTGGC
AGCAGCAAATCAGGAGATGGAAAAACCTCTGTCTGGATTTGA

>Ac-gjc2-XM_008112242
ATGAGCTGGAGCTTCCTAACCCGCCTACTAGAAGAAATTCACAACCACTCC
ACGTTTGTGGGGAAGATCTGGCTGACCGTCCTGATCGTCTTCCGCATCGTCCTGACAGCC
GTCGGAGGCGAGTCCATCTATTCGGACGAGCAGAGCAAGTTCACCTGCAACACCAAGCAG
CCTGGCTGCGACAATGTCTGCTATGATGCCTTCGCGCCGCTATCCCACGTCCGGTTCTGG
GTCTTCCAGATCATCATGATCTCCACGCCGTCGGTCATCTACTTGGGCTACGCCATCCAC
AGGATCGCAAGGTCCACGGAAGAGGAGAAGAAGAGGTTCCGGGGCTTTAAGCGGAAGAAG
CAGTTTGCACTCAACTGGCAAGCTGTCCGCAACCTGGAAGACCCCTTGGGAGCTGAAGAG
GAGGAGCCCATGATCACCGATGAGATCGTGGAGATGGAAGCGAAGGCCAAAGCGAAGGAG
GAGAAGAAGGAGCAGAAGAAGTACGATGGCAGGAGACATATCCAGGAGGAGGGCCTGATG
AAGATCTACGTCTTCCAGCTCCTCACCCGAGCCTCGTTCGAAGTGGCCTTCTTGATCGGG
CAGTACATGCTCTACGGCTTCGAAGTCACGCCGTATTACCTTTGCACCCGAGAGCCTTGT
CCTCATGACGTTGACTGCTTCGTGTCCCGGCCAACTGAGAAGACCATCTTCCTCCTGGTG
ATGTACGTCGTTAGCTGCCTTTGCTTGCTCCTCAACCTGGCCGAGATGTGCCACTTGGGC
ATCGGCACCATCCGGGATGCCATCCGAGAGCGGAAGATCCACAGCTTCCGGCAGCCGCCT
TACAACTACGCCGCCTACCCCAAGAACATCTCCTGCCCGCCGGAGTACAACTTGGTGGTG
AAATCGGACAAGCAGGGCAAGGTGCCCAACAGCTTGATGGCCCATGAGCAGAACTTGGCC
AATGTCGCCCAGGAGCAGCAGTGCACCAGCCCTGACGAGAACATCCCCCCAGACTTGTCC
ACTCTCCATAAACACTTGCGGGTGGCTCAAGAGCAGCTGGACATTGCCTTCCAGAGCTAC
AACGGGACTCAAGGGAATGGCCAGCCCTCGAGGACCAGCAGTCCTGCGTCCGGCGGGACG
ATGGCGGAGCAGAACAGGGCCAACACGGCCCAGGAGAAACAAGGGGCCAAGCCTAAAGCT
GTTTCAGAGAGAGGTAGTTCCAATGGCAAAGATGGGAAAAACTCTGTCTGGATATAA

>Ac-gjc4-XM_003215060-gjc1
ATGAGTTGGAGTTTCCTGACACGCCTCCTTGAGGAGATCAACCAACACTCAACCTTTGTG
GGAAAGGTGTGGCTGTCTGTGCTGATTGTCTTCCGCATTGTGTTGACTGCCGTGGGTGGT
GAGTCCATCTACTATGATGAACAGAGCAAATTCGTCTGCAACACGCAGCAGCCTGGCTGT
GAGAATGTCTGCTATGATGACTTTGCACCCCTCTCACACGTCCGTTTCTGGATCTTCCAG
ATTATCATGATTGCCACCCCATCTGTGATGTATCTGGGCTTTGCGCTACACCGCCTCTCA
CGCCAGCCCCCTCGAAAAACCCGGGCACCTGTAGTGCACCGTGGGGCTGGCCGTGACTAT
GAAGAGGCTGAGGACAATGGTGAGGAGGACCCTATGATCTTTGAGGAGGTGGAGCAAGAA
AGAGAGGTGAAGGAGACACCGGATCAGAAACATGATGGCCGCCGGCGAATCAAAAAAGAT
GGCTTGATGACAGCGTATGTGCTGCAGTTGCTATGCCGTTTGGTGTTTGAGGTGGGGTTT
CTGCTGGGGCAATACATTCTGTACCGCTTTGAAGTCAATCCCTCATATGTATGCTCCCGT
AGTCCTTGCCCTCACACCGTTGATTGCTTTGTCTCCCGTCCCACTGAGAAAACGATTTTC
CTCTTGATCATGTATGCGGTGAGCGGGCTTTGCCTATTTCTCAATATTTGTGAGCTCTTG
CACCTGGGCTTCGGGGGAATCCGGGATGCTTTCCGTGGCCTTGACAAGGACAACGGTGTC
CCTCCCAAGTCCCAGTATGCTCGGAAGGACCCTTCTGCACCTCCTACCTATCATTCAATC
AAGAAGAATCCCTCCAAGAACCACCTTGCTAAGGACAAAATGGCTTATGGTGGAGAGAAC
TTAGCTGGCATTGGTGCTGAGCGCTATGCTGTTGCATCGGGTCTCCCAAACCATGAGTTG
GAACGACTTCGCAAGCACCTCAGGATGGCACAGGAGCATTTGGAAATGGCTTTCCATCTT
CAGCCAGAGGACACAGCCAGCCCTTCGCGTAGTAGCAGTCCAGAGTCTAATGGGTTGGCA
GCAGAACAGAACCGCCTCAACCTGGCACATGAGAAGGAAGGTGCAGCCTGTGAGCGAACA
ACTGGTATGTTGGGCCAATGTCTGGAACAAGATTGGGGAATCCTTGGCCCTCTAGAATTG
GCATCCAGTTATTTATAA

>Ac-gjd1-XM_003229683-gjd2
ATGGGAGAGTGGACCATTTTGGAAAGGCTGCTGGAGGCTGCGGTGCAACAGCATTCGACG
ATGATAGGGAGGATCCTGCTGACGGTGGTGGTGATCTTCCGCATCCTGATCGTGGCCATC
GTGGGTGAGACGGTTTATGAGGATGAGCAGACCATGTTCATGTGTAACACGCTGCAGCCC
GGCTGCAACCAGGCCTGCTACGACAAGGCCTTCCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCCTGGTGTGCACCCCCAGCCTCTGCTTCATCACCTACTCGGTACACCAG
TCGGCCAAGCAGCGGGACCGGCGCTACTCCTTCCTCTACCCGCTGCTGGAAAAGGACTGT
GCCCGCGACGGTGGCAAGAAGGTCAAGAACGTCAACGGCATCTTGGTGCAGAATCCGGAT
GGCTTGTCCAAGGAGGAGCCCGACTGCCTGGAGGTGAAGGAAATCCCCAGCACCCCCCTG
CGGCCGCCCAAGAGCTCCAAGGTCAAGCGCCAAGAGGGCATCTCCCGCTTCTACATCATC
CAGGTGGTTTTCCGCAATGCCTTGGAGATTGGCTTCCTCGCCGGACAGTACTTCCTGTAC
GGGTTCAACGTGCCGGCCATCTTCGAATGCGACCGCTACCCATGCGTAAAGGAGGTGGAG
TGCTACGTCTCCCGCCCCACCGAGAAGACCGTCTTCTTGGTCTTCATGTTTGCCGTGAGC
GGGATCTGTGTGCTGCTCAACCTGGCCGAGCTCAACCACCTCGGCTGGCGCAAGATCAAG
ACGGCCATCCGGGGGGTGCAGGCCAGGCGGAAATCCATCTGCGAGGTGCGCAAGAAGGAC
CTCTCCTCGTTGGCCCAAGTGCCTACGCTTGGACGGACGCAGTCCAGTGAGTCTGCCTAT
GTGTGA

>Ac-gjd2-XM_0032144476
ATGGGGGAATGGACCATCCTAGAGAGACTCCTCGAAGCCGCCGTCCAGCAGCACTCCACT
ATGATAGGGAGGATTCTGCTGACCGTGGTGGTGATCTTCAGGATTCTTATTGTGGCCATT
GTAGGAGAAACGGTTTACGACGACGAGCAGACCATGTTTGTGTGCAACACTTTGCAGCCA
GGGTGCAACCAGGCGTGCTACGACCAAGCATTTCCCATTTCTCACATTAGGTACTGGGTG
TTTCAGATCATCATGGTGTGTACTCCCAGCCTCTGCTTCATCACATACTCGGTCCATCAG
TCTGCCAAGCAGCGGGAGCGGAGGTATTCCACCGTCTTCCTCACTCTGGACAGAGACCAG
GACTCTATGAAACGGGAAGACAGTAAAAAGATCAAAAATACCATTGTCAACGGGGTGCTG
CAAAATACCGAGAACTCCACCAAGGAGGCAGAACCAGACTGCCTGGAAGTGAAAGAGATC
CCCAACCCAGCCATCCGAACGACAAAGTCAAAGATGAGGCGGCAAGAAGGCATCTCCAGA
TTTTATATCATCCAGGTGGTCTTCAGAAATGCCCTGGAGATTGGGTTTTTGGTGGGACAA
TATTTTCTGTATGGATTCAATGTCCCATCCATGTATGAATGTGATAGGTATCCTTGCATT
AAGGAAGTGGAATGCTATGTCTCAAGACCCACGGAGAAAACTGTCTTCTTGGTCTTCATG
TTTGCCGTCAGTGGCATTTGTGTGGTGCTCAATCTGGCAGAACTGAACCATTTGGGCTGG
AGGAAGATCAAAATGGCAGTGAGGGGAGTGCAAGCCAAACGGAAATCAATATATGAAATC
AGGAACAAGGACCTTCCACGAATGAGTGTGCCTAACTTTGGCAGGACTCAGTCGAGTGAT
TCCGCTTATGTGTGA

>Ac-gjd3-XM_008113372
ATGGGTGAGTGGGGGTTCCTGAGCTCCCTTCTGGATGCGGTGCAGGAGCACTCGCCCATG
GTGGGCCGCTTCTGGCTGGTGGTGATGCTTATCTTCCGCATCCTGATCTTAGCCACCGTA
GGCAGCGACGTCTTCGACGATGAGCAGGAGGAATTTGAGTGCAACACCAAGCAGGTTGGG
TGCAAGCAGATTTGCTATGACTTGGCCTTCCCCATCTCTCACTACCGCTTCTGGGTTTTT
CACATTGTGGTGCTCTCTGCTCCAGCTGTCCTCTTTGTCATCTACTCCATGCACCAGACC
ACTAAGATAAACCGCAACCTGAAGGAGATGGAAACAAGTGAGGAGGAAGCCAATCGGGCA
GTGCAGAGGGCTCAAGCACAATATTGCCTCCAGACCAACCAACGCAGCCAAAACATCAAG
ACATTCTACATAGTCAATGTGGTTGTGAGGATCTTGGCTGAGATCGGCTTTCTTGTTGGG
CAGTGGATGCTGTATGGCTTCCAAGTGGAATATCAGTACATCTGCAAGCATCGGATGTGT
CCACACCTCATTGACTGCTTTGTCTCTCGCCCAACTGAGAAGACCATCTTCATCCAGTTC
TATTTCATGGTGGGACTGGTGTCAGCTCTCCTCAGCTTGGTGGAGCTGGCTCACCTTTTG
TTCAAGAACCGGTGCCGGAGATGCCGCACCATTGCTCCTCCTCCTACTGCGGCATCGTAC
GAACAGCAGGACAATTGGTCCAACCAGAAACAAGAGAAATCTCAGCACTTCCTGGCCCCT
GTGGATGGGGGACACAATGGGACACCTTCTCATGACCAGATACCCAACCATTGTGAGCCC
AAGGCTCCCTTCCATCATAAAAGCTCCGCCAAGTGCAGCAGGTCGTCTCGCTCCTCCACC
CGAGCAGACTTGACAGTGTAA

>Ac-gjd4-XM_008112325 Splice site
ATGGAATGTTGGGACTCACTTGGATTTTTAATCCTTGCTCTCAGCTACAACGTCACAATT
ATAGGGAAGATTTGGCTAACTCTTGTGATCTTGCTAAGATTTATGGTGATCTTCTTAGCA
GCATATCCTCTCTACCAAGACGAGCAGGAACGCTTTGTCTGCAATACGTTACAACCAGGA
TGCTCCAACGTCTGCTATGACATTTTTGCCCCAGTGTCCCACTTTCGCTTCTGGCTCATT
CAGACTGTCTCCGTCCTTCTACCCTATGCTGTGTTTGGTGTCTGTGTGTTACACAGTGTG
GTCAGGCAGGTTGTGAAGTCATCTTCTCTGCCTTATCATCGATACAAAGAGATAAAAACT
TCGGTAGGCTCCAAAGTTACAAAGAAATCATCCAAAGGTGCAGGAAGGAGCAGAATTGCT
TGCAAAGCACATGAAATGGATATTCCTGATTTTTCGGGAGCATATACAGTTCATCTTCTT
TTGCGAATATTGATAGAAGTTGGTTTTGGAGCTGGACATTATTACCTTTTTGGATTCTTT
GTTCCAAGGCGGTTCTCCTGTAACCAGCCCCCTTGTACAAGTTTTGTTGACTGCTACATC
TCCAGACCCACTGAAAAATCTATCATGATGCTTTTCATCTGGGGACTCAGTGGCTTTTCA
TTTCTCCTCAGCCTCGTTGACTTGGTCTTTGCCTTCCGGACCAACGCTGTAAGAAACCAA
AGAAATAAGTTGCTGTTGGAGAAGTTTACAGCACAAGAGAAGTGCAAATTCAGCCTGAGC
CATGGTGACCAGCCAAACCAAGATTTGCTTGGCCATGGGAGCATTGCTGTGCCAGACAGT
TGTGGCAACTGTTTGGTTGGGCGTGAGATTGCAGGAGGCTACTCTTTCCAGCCTACATTG
ACTTCTCAGCAAACAATTAACTCAAACCTCAACAGTAATAGTAACAAGTCTTGTGTTACA
TCTGCTAATCCAGAGGGCAAAGTTGTTCCTTTCTGTGGAAGTGGCCAATCAGAGATTGCA
TGTGAGCAACCAAGATGTGAACAGAAGACATGTTCTCTCAAAGGGGTCTCAACTTTTAAA
CCTCAAGATGGCTGCCATCATAGATCTCATTCTTCTGCCAGTCATCACAAGCCCTCAGTT
CATTATTCTGTCCTGGAGAGGAAAGCTTCTGATGTCCAGTCTGTCTGCAGTAGCACTGGG
TGTTCGCGATCCAAGAAATCTGAATGGGTGTGA

>Ac-gje1-XM_008122239
ATGGGGAGCCCCAACAACGCCACGCCAGGACTGCGGCTGCTTAGGCCTCCAACCGTGATT
GGACAATTCCACACACTTTTCTTTGGCTCAGTGAGAATGTTCTTCCTTGGTGTTTTGGGT
TTTGCTGTTTATGGAAATGAAGCCTTACACTTCAGCTGTGAGCCAGACAAGAGGGAAGTT
AATCTATTCTGTTACAACCAGTTCAGGCCTATAACCCCACAGGTATTCTGGGCTTTACAA
CTAGTGACCGTACTGGTACCTGGAGCCATTTTCCATCTTTATGCTGCATGTAAAAGCATC
GCTCAGGAAGATATCCTTCAAAGACCTGCCTACACCGTTTTTTATATTCTCTCTGTTCTG
TTAAGGATCATCCTTGAAGTTGTGGCTTTTTGGCTCCAGAGTCAGCTCTTTGGTTTTCAA
GTGAACCCACTCTACAGATGTGATGCAGGAGCCCTTGATAAAAAGTTTAATATTACCAGA
TGCATGGTACCAGAACATTTTGAAAAGACAATCTTTCTTATTGCTATGTACACTTTTACT
GTGATCACAATTATGTTATGTATTGCAGAAGTTTTTGAAATCTTGTATAGAAGGCTAGGT
TTCTTGAATACGCAATAA


[bookmark: _Toc62483442]Supplementary Figure S21. Some sand lizard (Lacerta agilis) connexins.
These sequences were obtained from GenBank.

>La-gja8-XM_033146811
ATGGGTGACTGGAGTTTCTTGGGGAACATTTTAGAAGAGGTGAATGAACAATCCACGGTC
ATTGGGAGAGTCTGGCTGACTGTCCTCTTCATTTTTCGGATCCTAATCCTTGGGACTGCT
GCAGAATTTGTATGGGGAGATGAACAGTCAGATTTTGTGTGCAACACCCAGCAGCCAGGT
TGTGAAAATGTGTGCTACGACGAGGCCTTCCCCATCTCCCACATCCGACTGTGGGTCCTG
CAGATCATCTTTGTCTCCACTCCCTCGCTGGTTTATTTGGGCCATACTGCACATCATGTA
AGGATGGAAGAGAAAAGGAAAGAGCGGGAAGAAGCAGAGAGGGCTCAGCAAGCTGGGGCG
GACGAAGAAAATTCACCCCTTGATCCAGACCGGAAGAGCCCTATAACTACGAGAGAAGCA
AGCTCCAAGGGAACCAAGAGGTTCCACCTCGAGGGAACGCTCCTGAGAACCTATATTTGC
CACATCTTCTTCAAAACCCTTTTTGAGGTGGGGTTCATAGTGGGCCAGTACTTCTTATAT
GGCTTCCGAATTCTTCCGCTTTACCGCTGTGGCAGATGGCCTTGCCCCAACCTCGTGGAC
TGTTTTGTGTCCAGGCCTACCGAAAAGACTGTTTTTATTGTGTTTATGCTTGCTGTGGCA
TCAGTCTCTCTCTTCCTCAATCTTGTGGAGATCAGCCACTTAGGCTTTAAGAAGATCCTG
GGTGCCTTCAGGAGGCCAGTGGAGCAACAACCTCAGGAGACCCCAGAGAAGCCCCTTCAT
TCTATCGCGGTTTCATCTATCCAGAAGGTCAAAGGCTACAAGTTGCTGGAGGAAGAGGAG
AAGCCGACGTTCCACTATTTCCCTTTGACCGAAGTGGGAGTAGAAACCACCCCAGTTCCC
CCCTCATTCAACGACTTTGAGGAGAAGATCAGCATGGAACGCCTGAAAGACCTTTCCAGG
GCCTTGGGGGAGCACCTGCCTTCTTACGTCTATGCGGATGAACAGGAGGAGGAGAAAGTC
GAAGCAGGAGAGGAGCCGGAACAGGAAGTGGCTGAGGCGGCGGCCCAGGAACAGAGGGTG
GAACTGGTGACTGAAAAAGCCCCAGAGAAAGGAGAAGATGACAAGCATATGGAGGAGGAA
CAAGAGCCAGAGCCGCTGGGAGACGACTTGCCTTTACCATCCGCTGATCTTACAGCTGAC
ACAAGACCCCTCAGCAGGCTAAGCAAAGCCAGTAGTCGTGCCAGGTCAGATGATCTGACT
GTATGA

>La-gja9-XM_033158682-GJA9
ATGGGAGACTGGAATTTCCTGGGCGGGATTTTGGAGGAAGTCCACATCCATTCTACCACG
ATTGGCAAGATCTGGCTGACCATCCTTTTCATCTTCCGGATGCTGGTTCTTGGCGTGGCG
GCCGAAGACGTGTGGGACGACGAGCAAGCAGACTTCATCTGCAACACGGAGCAGCCCGGC
TGCAGGAATGTCTGCTACGACCAGGCCTTTCCCATCTCCCTCATCAGGTACTGGGTCCTG
CAGGTGATCTTTGTCTCTTCGCCCTCCTTGGTCTACATGGGCCATGCACTGTACAGGCTG
AGGACCCTGGAGAAGGAGCGGCAGAAGAAGAAGGCCCAGGTGAGGGCTGAGCTGGAGGGG
ACATCCCCAGAGAAGGCGGAGGATCGACGGAAACTGGAGAAGGAGCTGCGGCAGCTGGAG
CAGAAGCGCCTGAGCAAAGCGCCCTTGAGGGGCTCGCTGATGTGCACCTACCTGGCCCAC
ATCCTGATGCGCTCTGCCCTGGAGGTGGCCTTCATGGTGGGCCAGTACCTGCTCTATGGC
TTCCAGCTGGAGCCGCTCTACCAGTGCCGCCGGCCCCCGTGCCCCAATGTGGTCGACTGC
TTCGTCTCCCGGCCCACCGAGAAGACCGTCTTCCTGCTCTTCATGCAAGCCATCGCCGTC
GTGTCGCTCGCCCTCAACGGCCTGGAAGTCGCCCACCTGGCCTGCAAGCGCTGCCGGGCG
GGCTCCTGCGGTGCTTCGCCCTCGGCCCTCGGGGGCAGCCCGCGCTCCGCCCTGCTGGGC
CAGCAGCCAAACCCCCCGCCCTGGGGACCCCGCCCTGACGACCTCCTCGCGCAGGGCCCA
CCACTCGCCGCCGATGAAGCCCACCCGCCGCCCGGCCCTCGCAGCCCGACGCGGAGCAGC
AGCAGCACCAAGGAGAGCGGCCCCGTTGCCGACGCAGCCCAGGCGATGGCCGGCTCCTCT
TCCTCGTCCCGCTCGCCGCCGCCCGCGAACGGTGCCCGGCGCGGCTCCTGCAGCGGCGGG
GACTCGGGCAGCGCCGTCTCCCCGGCCACGGCGGCTCCGAGCACGGTCAGCTCCCCGCCC
TCCAGCACCGGCAGCGAGCGGGGACAGCAGGAAGGGAGTTTCCAGCCCGGCCACGGCCGG
ACTCGAGCCTCCGCCGCCGCCGAGGGGAGCCAGTCGGGAGGATCGGCTTCCTGCAAGGGC
GGCGGCGGCAGGGCGAGGAGGAGCGGCAGGAGCGGCGGCCCAGGACTCCCCCCGCCCCGG
AAGGAGGCCTCGGCCGGCGGGGGCAGCCACAGGCGGGCGCCCACGGACCTCCGCGTCTGA

>La-gjb2-XM_033146294-GJB2
ATGTGGGGAACGCTCCAATCCATTTTAGGAGGTGTAAACAAACACTCAACCAGCATTGGG
AAGATATGGCTCACTGTCCTCTTCATTTTCCGTGTCATGATCCTTGTGGTGGCTGCAGAA
AAAGTCTGGGGAGACGAACAGTCAGATTTCACTTGTAACACTCTGCAACCTGGGTGCAAA
AATACCTGCTATGATGATTATTTCCCAGTTTCTCATATTAGACTTTGGGCTCTCCAACTT
ATCTTTGTGTCTACCCCTGCCCTTCTGGTGGCAATGCATGTTGCCTACAGAAGGCACGAG
AAGAAACGGAAATACCGACATGGGGAGAAAATTGACCTTGAAAGTCTGAAAACCCAAAAG
TTTCATATCGAAGGACCCCTATGGTGGACATACACCAGCAGCCTCTTCTTCCGAATTATC
TTTGAAGCGACTTTCATGTACATATTTTATTACATGTACGATGGGTACCGTATGCCTCGT
GTAGTGAAATGCACTGATTTTCCTTGCCCAAATACAGTAGATTGCTTTATTTCTCGTCCC
ACTGAGAAAACTGTATTTACTATTTTTATGCTGGCTGTGTCAGGCATTTGCATGCTCCTA
AATGTACTTGAGTTGTCTTATTTGATACTGAAGTCTTGCATGAAGAAGTCTCAGACCAAG
AAACCACTGCCCAATCATTAG

>La-gjb4-XM_033158689-gjb5like 
ATGAACTGGGCTTCATTCCAAGAACTTGTGAGTGGTGTGAACAAGTATTCCACAGGTCTG
GGGCGTGTGTGGCTCACGGTGGTCTTCATCTTCCGTTTCCTTGTCTACACAGTGGCAGCT
GAGCTTGTCTGGTCCGATGACCAGCAGGACTTCATGTGCAACACACGTCAGCCTGGCTGC
ACCAATGTCTGCTATAACCAGTCCTTTCCCATCTCTCACATACGTTTCTGGGCCTTCCAG
CTTATCCTGGTGACATGCCCTTCTCTTTTCGTCCTCATGCATGTGGCCTATCGGGAAACC
AAGGAGCAGAAGTGCCTGGAAAGGGCAAGAGAACGCTTCCATCCACAGTACCCCAACCCT
GGGAAGAAGTGTGGAGGCCTGTGGTGGACCTACCTACTCAGCCTCCTCGCCAAGGCAACT
GTAGATCTCACCTTCCTCTACATCTTCCACTGCCTATATCCCAACTTTGATCTTCCAAAG
GTGGTGAAGTGTGCTGTGGTTCCCTGTCCCAACGTGGTTGATTGCTTCATTGCTCGGCCT
ACAGAGAAGAAGCTCTTCACTTATTTCATGGTAGCCACTGCCATGCTATGTGTCATTCTC
AACCTCTGTGAGATGGCCTACCTTGTAAGCAAGAGTTGCAAGAAGTCTGCAGCATCANGC
AAACCTGAGACAGAAGCTCACATTTCATTTCAATAA

>La-gjb5-XM_033157671-gjb5like
ATGAACTGGGGAGTCTTTCAAGGGCTCCTGAGTGGGGCAAACAAATATTCCACAGCCTTT
GGACGTATTTGGCTCTCAGTGGTCTTCATCTTCCGGCTTCTAGTCTACATAGTGGCAGCT
GAGAAGGTTTGGGGAGATGACCAGAAGGACTTTGACTGCAATACTGAGCAACCAGGCTGC
CCAAACGTCTGCTATGACCATTACTTCCCAATCTCCCACATCCGTCTCTGGGCCCTACAG
CTCATTCTGGTTACCTGTCCTTCCCTGCTGGTAATCATGCATGTTGCCTACCGAGAAGCG
AAACTGGAGAAATATAGGAAGAAGGTTGGAGCAGACTATGCACTGCGCTATCCTCCTGGC
AAGAAGCGTGGAGGCTTGTGGTGGACCTATTTCTTCAGCCTCATCTTCAAGTCTGCTGTG
GACATCATATTCCTATTCATCTTCTACCATGTGTACCCAAACTACACACTACCCAGTGTG
GTGAAATGCTCCCTCGAACCTTGTCCCAACGTTGTAGACTGCTTCATAGCCAGGCCCACA
GAGAAGAACATCTTCACCCTTTTCATGATCATCACTACCTGTGTTTGCATCCTCCTCGGC
CTTGTTGAAGCCTTCTACCTCGTTGGGAAACGATGTACAGAGTGCCTTCAGCCCAGAAAT
GAAAGCCACAGGAGGCAGGGCAGTGAATGGATGAGGAGAGAGAACGCTTGCTCTCTGCCC
AACAGCAAACATGACCCAAATGAAGTGGGTGTGCAGGTGTTCCATGCTGCAGATTACAAA
CCATCTACCTCCATCATCAAGGCTGCACCACCTACCCAGAGAACTCTAAGCACATAA

>La-gjb6-XM_033146295-gjb6like
ATGGACTGGGGAACGCTACAGGGCATTTTAGGAGGTGTAAACCAACATTCTACCAGTATT
GGAAAGATTTGGTTGACTGTCCTGTTCATCTTCCGTATTATGATCCTTGTTGTTGCAGCG
GAGGAAGTCTGGGGTGATGAGCAAGATGATTTTGTGTGCAATACACTGCAACCAGGATGC
AAAAATGTCTGCTATGATCATTTTTTCCCCATTTCCCACATCAGACTCTGGGCCCTCCAG
CTCATCTTTGTCTCCACCCCTGCACTCTTGGTGGCAATGCATGTCGCATACAGGCGGCAC
GAAAGGAAAAAGAAGTTCCGAAAGGGAGATAAAAGCTGTGAATATAAGGACATAGAAGAA
ATAAAGAAACAGAAATTTCACATCGAAGGTCCCTTGTGGTGGACATACACTACCAGCATC
TTGTTCAGACTGATTTTCGAAGCTTCTTTCATGTATGTGTTTTACTATATGTATCAGGGA
TATCACATGCCTCGGCTATTGAAATGCAGCGCCTGGCCGTGTCCCAATGTAGTGGACTGC
TTTGTTTCACGTCCCACTGAAAAGACCGTCTTTACCATTTTCATGATTTCAGTGTCTGGC
ATTTGCATTCTGCTGAATGTGGCCGAGCTCTCCTATTTGCTGCTGAAGGTTTGTGCCAGA
AGGTCCAGAAGACCAGGGAAACCAAAAAATCACACTAACCATGAGAACAAAGAAGAAAGC
AAACAAAACGAAATGAATGAGCTTATATCTGACAGCTGCCAGAACACAGTAACAGGATTT
CCAAGCAGCTAA

>La-gjc1-XM_033170019-GJC1
ATGAGTTGGAGTTTCCTGACACGTCTACTAGAAGAGATCCACAACCACTCCACGTTCGTT
GGGAAGATCTGGTTGACGCTGCTGATCGTCTTCCGCATCGTCCTCACCGCCGTGGGAGGG
GAGTCCATCTACTACGATGAGCAGAGCAAGTTCGTGTGCAACACGGAACAGCCGGGCTGC
GAGAACGTTTGCTACGACGCTTTCGCCCCGCTCTCCCACGTGCGCTTCTGGGTTTTCCAG
ATCATCCTCGTCTCCACTCCCTCGGTGATGTACCTGGCCTACGCCGTCCACAAAATCGCC
CGGATGGTGGAGCACGGCGAGACGGAGAGGAAGTTCCGGAGCAAGCCTTTCCCCATGCGC
TGGAAACAACACCGAGGCTTGGAAGAAGCCGAGGACGACCACGAGGAGGACCCGATGATG
TACCCGGAGATCGAGCTGGAGAGCGAGAACAAGGAAAACCCACCTCCTACCAAAGTGAAG
CACGACGGCAGGAGGCGCATCCGAGAGGACGGCCTCATGAAGATTTATATACTGCAACTC
CTGAGCAGGACTGTTTTTGAAATCGGCTTCCTCGTCGGCCAGTATTTCCTCTACGGGTTC
GAAGTGAGCCCGAGGTTCCTCTGCAGCCGGAAGCCGTGCCCGCACACGATAGACTGCTTC
ATTTCGAGGCCTACGGAAAAAACCATCTTCCTGCTCATCATGTACGGCGTGAGCTGCCTG
TGTTTACTTCTGAACGTATGGGAAATGCTCCACTTGGGATTCGGCACCATCCGGGACACG
CTGAACAATAAGCAGAAAGAGCTGGAGGACTCGGGGACTTACAACTACCCGTTCACTTGG
AACACGCCGTCCGCACCTCCGGGCTACAACATCGCGGTGAAGCCCGAACAGATCCAGTAC
ACGGAACTGTCCAATGCCAAAATGGCCTACAAGCAGAACAAGGCGAACATCGCCCAAGAG
CAGCAATACGGGAGCAACGAGGAGAACATCCCCACCGAGTTGGAGACCCTCCAGCGGGAA
ATCAAAGTCGCCCAGGAACGCTTAGACCTCGCCATCCAGGCCTACAACAACCAGAACAAC
CCGACCTGCTCCAAGGAGAAGAAGCCAAAGGGCAGCTCAAATAAAAGCAGCAGCAGCAGC
AAGTCAGGGGATGGGAAAACCTCAGTCTGGATTTGA

>La-gjc4-XM_033159804-gjc1like
ATGAGCTGGAGTTTCCTCACCCGCCTCCTTGAGGAGATCAACCAGCACTCGACCTTTGTG
GGGAAGGTGTGGCTGACTGTGCTAATTGTCTTCCGCATTGTCCTGACGGCGGTGGGCGGC
GAGTCCATCTACTACGATGAGCAGAGCAAGTTTGTGTGCAACACGCAGCAGCCGGGCTGC
GAAAACGTCTGCTACGATGCCTTTGCCCCGCTTTCGCACGTCCGCTTCTGGATCTTCCAG
ATCATCATGATAGCCACGCCCTCAGTGATGTACCTGGGCTTTGCGTTGCACCGCCTCTCG
CGCCAGCCGCCTCGAAAAAGCCGCGCCCCCGTGGTGCACCGCGGCGCCGTCCGCGACTAC
GAGGAGGCCGAGGACAATGGCGAGGAGGACCCCATGATCTTTGAGGAGGTGGAGCCCGAG
AGGGAGGTGAAGGAGCCCGAGAGCCAGAAGCACGACGGCCGCCGGCGCATCAAGAAGGAC
GGGCTGATGACGGCGTATGTGCTACAGCTGCTGTGCCGCTCGGCGTTTGAGGTGGGCTTT
CTGCTGGGGCAGTACGTGCTGTACCGCTTCGAGGTCATGCCCTCGTACGTCTGCACCCGC
AGCCCCTGCCCTCACACAGTGGATTGCTTTGTCTCCCGCCCCACGGAGAAAACCATCTTC
CTCCTCATCATGTACGCCGTGAGCGGCCTTTGTCTCCTGCTCAGCATCTGTGAGCTGTTT
CACCTGGGCTTCGGCGGGATTCGGGATGCCCTGCGCGGCCTTGATAGTAAAGATGGTGGT
GACCCCCCCAGGTCCCAGTATGTCCAGAAGCATCCCAGTGCACCCCCGACCTACCATTCT
ATCAAGAAGGACACCTCCAAGAGACAGCTAGCCAAGGACAAGCTGGGCTACGGTGGAGAG
AGCTTGGCTGGGCTGGCTGCCGACCGCTATGCTGTCGCACCGACCGTCCCGAGCCATGAG
TTGGAGCGACTGCGCAAACACCTCCGGATGGCACAGGAGCACCTAGAAATGGCCTTCCAC
CTGCAGCCGGAGGACACGGCCAGCCCCTCTCGTAGTAGCAGCCCCGAGTCCAATGGGCTG
GCTGCAGAACAGAACCGCCTCAACTCAGCACATGAGAAGGAAGGCGCAGCCTGTGAGCGA
CCGACTGGCCTCTGA

>La-gjd1-XM_033158413-gjd2like
ATGGGAGAGTGGACCATTTTGGAAAGGCTGCTGGAGGCTGCGGTGCAACAGCATTCCACC
ATGATAGGCAGGATCCTGCTGACAGTGGTGGTGATCTTCCGCATCCTGATTGTGGCCATC
GTGGGAGAGACGGTTTACGAGGACGAGCAGACGATGTTCATGTGCAACACCCTGCAGCCC
GGGTGCAACCAGGCCTGCTACGACAAGGCCTTCCCCATCTCGCACATCCGCTACTGGGTG
TTCCAGATCATCCTGGTCTGCACGCCCAGCCTCTGCTTCATCACTTACTCGGTGCACCAG
TCGGCCAAGCAGAGGGACCGACGGTACTCCTTCCTCTACCCGCTGCTGGAGAAGGACGGC
AGGAAGGTGAAGAACGTTAACGGCATCCTGGTGCAGAACCCGGACGGCTCCTCCAAGGAG
GAACCCGACTGCCTGGAGGTGAAGGAGATCCCCAGCGCCCCCATGCGGCCCCCCAAGAGC
TCCAAGGTCAAGCGACAGGAGGGCATCTCCCGCTTCTACATCATCCAGGTGGTTTTCCGC
AATGCCTTGGAGATTGGCTTCCTGGCAGGACAGTACTTCTTGTACGGCTTCAACGTGCCG
GCCATTTTTGAGTGCGACCGCTACCCGTGCGTCAAGGAGGTGGAGTGCTACGTGTCGCGG
CCCACGGAGAAGACCGTCTTCCTCGTCTTCATGTTCGCCGTGAGCGGGATCTGCGTCCTC
CTCAACCTGGCCGAGCTCAACCACCTCGGCTGGCGCAAGATCAAGACCGCCATCCGAGGG
GTGCAGGCCAGGCGGAAATCCATCTGCGAGGTGCGAAAGAAGGACCTCTCCTCGCTGGCC
CAAGTGCCTACGCTCGGACGGACGCAGTCGAGCGAGTCCGCCTACGTCTGA

>La-gjd2-XM_033144424-GJD2
ATGGGGGAATGGACCATCCTAGAGAGACTCCTCGAAGCCGCCGTCCAGCAGCACTCCACT
ATGATAGGGAGGATTCTGCTGACCGTGGTGGTGATCTTCAGGATTCTTATTGTGGCCATT
GTAGGAGAAACTGTGTACGACGATGAGCAGACTATGTTTGTGTGCAACACCTTGCAGCCA
GGCTGCAACCAGGCATGTTATGACCAAGCATTTCCCATTTCTCACATTAGATACTGGGTA
TTTCAGATCATCATGGTGTGCACTCCCAGCCTCTGCTTTATAACATATTCTGTTCACCAG
TCTGCCAAGCAGAGGGAAAGGAGGTACTCCACTGTCTTCCTCACTTTGGACAGGGATCAG
GACTCCATGAAGCGGGACGACAGCAAGAAGATCAAGAATACCATTGTCAATGGGGTGCTG
CAGAACACTGAGAACTCCACGAAGGAGGCAGAACCTGACTGCTTGGAAGTAAAGGAAATT
CCCAACCCAGCTATCAGAACCACCAAGTCAAAGATGAGGCGGCAAGAAGGCATCTCTAGG
TTTTATATCATTCAGGTGGTCTTCAGAAATGCCCTGGAGATTGGATTTTTAGTGGGACAG
TATTTCCTGTATGGATTCAATGTCCCATCCATGTACGAATGTGACAGGTATCCTTGCATT
AAGGAAGTGGAGTGTTACGTCTCCAGGCCCACTGAGAAGACAGTCTTCTTGGTCTTCATG
TTTGCCGTGAGCGGCATTTGTGTGGTGCTCAATTTGGCTGAACTGAACCACTTGGGCTGG
AGAAAGATCAAAATGGCAGTGAGGGGAGTGCAAGCGAAACGGAAATCCATTTATGAAATC
AGAAACAAAGACCTGCCACGTATGAGTGTGCCTAACTTTGGCAGGACTCAGTCCAGTGAC
TCTGCTTATGTGTGA


[bookmark: _Toc62483443]Supplementary Figure S22. Japanese gecko (Gekko japonicus) gja2, gja9 and gjb7.
The sequences were collected from GenBank.

>Gj-gja2-XM_015409011-gja3like
ATGGGGGACTGGCACCTGCTTGGAAGGCTGCTGGAGAGTGTGCAGGAGCACTCCACAGTC
GTGGGCAAAGTCTGGCTGACGGTGCTCTTCATCTTCCGCATTCTGGTCCTGGGTGCTGCT
GCAGAGAAAGTGTGGGGGGACGAGCAGTCCAACTTCTCCTGCGACACCAAGCAGCCCGGC
TGCCAGAGCGTCTGCTACGACCAGACCTTCCCCATCTCCCACATCCGGTTCTGGGTGCTG
CAGATCATCTTTGTCTCCACACCCAGCCTCATCTACCTGGGCCACATCCTGCACCTGGTG
CGCATGGAACAGAAGGAACAAGAAAGCCTGGAAGCTCAGGGTAGCAGCTCCCTTACGGGA
CACCCTAACCCTAACCCCACCAAGGTCTCCATTCGGGATACTCAAGGTAGGATCCGCCTC
CAGGGGGCCATTCTGAGGACTTACATTTGCAACATCATCTTCAAGACCCTCTTTGAGGTG
GGCTTCATCTTGGGGCAGTATGTCCTGTATGGTTTTGAGCTGAAGCCTCTCTACACCTGC
AGCCGCTGGCCCTGCCCCAACACAGTCAATTGCTACATCTCCCGCCCCACTGAGAAAACG
ATCTTCATCCTCTTCATGCTAGCCGTGGCCTGCCTCTCCCTCCTGCTCAACATAGTAGAG
GTGTACCACGTGGCCTTCACCAAATGCAGGGTGAGACAGTCAGCCAGACACAATCCAGGT
GCTGAGGAGGAGGCTAGGAGTCCCGATCCCCAAGGACATGGGAGCACTACTCCACCCCGT
AGTATCACTTTGCAGTCTAGGGACAAGGTCTCTAAGGGGGAGAGCCCTGGAGCAGGGATG
GTGAATGACAGCCCCGCTTGGGTTGCGAGCCAGAAGCGAGACAGCAAGTGCAGCAAGACT
GGCAGCAAATGGAAGCCTGGCGACCTAGCTGTTTAG

>Gj-gja9-XM_015409157-GJA9 
ATGGGAGACTGGAGTTTCCTGGGAGGAATTTTAGAAGAAGTCCATATTCACTCCACTACC
ATTGGCAAGGTTTGGCTAACCATCCTCTTCATATTCCGGATGCTTGTTCTTGGTGTGGCT
GCTGAAGACGTCTGGAATGATGAGCAGACTGAATTCATCTGCAACACGCAGCAACCTGGA
TGCAGAAATGTGTGTTACGACCATGCCTTCCCCATTTCTCTCATAAGATACTGGGTTTTG
CAAGTCATCTTTGTATCCTCACCTTCCTTGGTGTACATGGGCCATGCCTTATACAGACTA
AGAACATTAGAAAAAGAACGGCAAAAGAAAAAAGCAAAGATGAGGGCTGAACTGGAGGGA
GCTGAATTTCAAATAATTGAGGACCGTAAAAAACTAGAGAGGGAACTCCGACAACTGGAG
CAAAGAAAGCTCAACAAGGCACCCCTTCGGGGCTCACTGCTCTATACTTATGTGATCCAC
ATTTTGATTAGATCTATCCTTGAAACTGGATTTATGATTGGCCAATACCTCTTGTATGGA
TTTCAACTAGACCCTCTGTACAAGTGTCAAACAGCTCCTTGCCCAAACACTGTCGAATGT
TTTGTCTCCAGACCGACAGAAAAGACCGTCTTTCTTGTTTTTATGCAATCCATAGCAACC
GTTTCCTTGTGTTTGAATATCCTGGAGCTCGGGCACCTGGTTTTCAAGAAGGCCCGAAAG
GGATTCTGCGGGCAGTACAGAAGGAGAGACGAGGCGGATGAGGCTTACACCGCTGCTCTG
AGAAACGGCCTTGAGATGCAACTACGTGTCGGGGCGCCACCGAGGCCCCTGCCTTCCGCT
CTGAGCGGATTCAACTGGCTCCTGGGAAACCAAACGGAGGCGGCAGCGCTTTGCCATTCA
GAGGACCGCCAAGAGCACCGAGGGCCTGCATCGCCAGCGCCCCCTCAGAACAGCAGCAGC
TCCAACAACAACGAGGCGGCGCTTCAGGGACCCAAGGCGACCGCCTTCGAAACGCCCCTT
CCCGCACTGAGGGGGAGCCCAGCGGCCCTCCCAGTAGAGCAGGACAGGCCGTCCCACACC
CCAACGGCTGCTAGCGGCAAGCGCGCCGCTCCAGACCTCTGCATCTGA


>Gj-gjb7-XM_015424746-GJB7
ATGAGCTGGGGATTCCTACGAGATGTCCTAAGTGGAGTGAATCAGTATTCAACAGGAATC
GGCAGAATCTGGCTGGCTATTGTGTTTATATTCCGCCTGCTTGTGTATGTAGTGGCTGCA
GAAAACGTGTGGAAAGATGAACTGAAGGAGTTTGAGTGCAATATTAGGCAACCCGGCTGT
GAAAATGCGTGCTTTGATCACTTCTTCCCTGTTTCCCAGGTGAGGCTTTGGGCCTTGCAA
CTGATCATGGTCTCCACCCCATCGCTTCTGGTTGTCCTCCATGTTGCCTATCGAGAAAAC
AGAGAAAAAAGACACAAGAAAAAGTTGTACAAGAATACAGGAAGCATGGATGGTGGATTG
CTCTGCACCTACCTTATCAGCCTCCTTTCCAAAACAGCATTTGAAATCAGCTTTCTCTTT
TTATTTCACAAGTTGTACGGTGGCTTCAATGTTCCCCGACTTGTTAAGTGTGACATGCAT
CCATGTCCAAACACTGTTGATTGCTACATATCTAAGCCAACGGAGAAAAAAGTCTTCCTG
TATATAGTGGTGGTGACGTCCTGCTTGTGCATTGTTCTAAATGTCACTGAACTCACCTAC
TTGATCTTCAAATCCTCCATCAAATGCTGTTTCAAAAATTACATCAAGAGAGTTCAGGAC
TCCAAACATGAATGCAAAAAAACAAATTCTAATGATGAGCACGGAACAACCTTGGACAGT
GGAAATTATTCAGCTACTCTCTTCAGCATCCAGAGAGATGAAAGCAATCTGCCTTCCAAT
CCACATGAAAAATAA


[bookmark: _Toc62483444]Supplementary Figure S23. Central bearded dragon (Pogona vitticeps) gja4 and gjb2.
The sequences were collected from GenBank.

>Pv-gja4-XM_020800133-GJA4
ATGGGTGACTGGGGATTCCTGGAGAAGTTGCTGGACCAGGTGCAGGAGCATTCGACCATC
ATCGGCAAGATCTGGCTGACGGTCCTCTTCATCTTCCGCATCTTGATCCTGGGCCTCGCT
GGGGAGTCCGTCTGGGGAGATGAGCAGTCGGACTTTGTCTGCAACACCAAGCAGCCCGGC
TGCACCAACGTCTGCTACGACAACGCTTTCCCCATCTCCCACGTCCGCTACTGGGTGCTG
CAGTTCCTCTTTGTCAGCACGCCCACCTTGGTCTACCTGGGCCACGTCATCTACCTCCAC
CGGAGAGAGGAGAAGCTGAAGGAGAAGGAGAGCGAGCTCCGAGCCCTGCAGTCCAAGGAT
TATAAAGTGGCAGCCACCCTCATGGTTCTGGAGAAGAAGATGGCCAAGATCGGGGTGACC
GAAGATGGGAAGATAAAAATCCGTGGCCCTCTGATGTGCACCTACATCGCTAGCGTGGTC
TTCAAGTCCATCTTTGAAGCTGGCTTCCTCCTTGGCCAGTGGTACCTGTATGGTTTTGTT
ATGAAGCCCCTCTATGTGTGTCAGGGGTCTCCTTGCCCACACCTGGTGGACTGCTTCATG
TCTCGCCCCACAGAGAAAACCATTTTCATCTTATTTATGTTGGTGGTGGGCTTGATTTCC
CTCACCCTCAACCTTCTGGAGCTCTTCTACCTCTGTGGTAAGAGCCTGCTCCGCAACGTC
AAGGAGTCAGACTGCTGCTCCCCATCTTCCGCCCCACCACTGCCCTGCGACGCCAACGCT
TTCCCTTCCAAACTCTGTGAAATGTCCAGCGCGCCTTATCCGGAAAAGTCCTACTTCTGC
CTCCCGATGGCTGAAAGGCATTCGCCCTCCTACCAGGCTTACAACAAGCTGTCCAGCGAG
CAGAACTGGGCCAACTTCAACACAGAAGAAACCATGGCTTTGCAAGGCCAGAATAAACCC
CCGGATGTCTTTGCCCCAGACGGCTCCAAGGTCTGGGTCGCTCAGGAAAGGCTCCCAAGC
CGGCCGAGTAGCAGTGCTTCCAAGAAACAATACGTCTAG


>Pv-gjb2-XM_020802033-gjb2like 
ATGGACTGGAAATCACTCCATGCCATCTTAGGAGGTGTTAATAAACACTCTACCAGCATT
GGAAAGATCTGGCTTACTTTCCTCTTCATTTTCCGAATCATGATTCTTGTGGTTGCTGCG
GAAAAGGTGTGGGGAGATGAGCAGCAAGATTTTACTTGTAACACACTACAGCCAGGATGC
AAAAATGTCTGCTATGATGAACATTTCCCAGTTTCTCATATTAGACTTTGGGCTCTCCAA
ATTATCTTTGTCTCCACTCCTGCACTTCTGGTGGCAATGCATGTCGCTTACAGAAAGCAC
GAAAAGAAAAGGGAATGCAAACCTGGTGATAAAGATGACATCGAAAATCTGAAAAAGCAG
AAATTTCACATTGAGGGTGCACTATGGTGGACGTACACCAGCAGTATCTTCTTCCGAATA
ATTTTTGAAGCTACCTTCATGTATATATTTTATTTTATGTACAGAGGATACAAAATGCCT
CGTTTGGTGAAATGCAGTGATTTTCCTTGTCCAAATACTGTAGACTGTTTTATTTCCCGA
CCCACTGAGAAAACTGTATTTACCATTTTCATGCTGGCCGTATCAGGCATCTGTATGCTC
TTAAATTTACTTGAGTTATTGTATTTGATGCTAAAGTCTTGCATGAAAAAACCTCAGACT
GTGAAATCACTGCCTAGTCATTAA



[bookmark: _Toc62483445]Supplementary Figure S24. Tropical clawed frog (Xenopus tropicalis) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Xt-gja1-NM_203525
ATGGGTGACTGGAGTGCCTTAGGAAGACTTCTTGACAAAGTTCAAGCCTATTCGACTGCA
GGAGGGAAGGTGTGGCTGTCTGTCCTATTTATATTTCGAATCCTTTTATTAGGGACAGCA
GTGGAGTCAGCCTGGGGAGATGAACAATCAGCATTTGTCTGCAATACTCAACAACCAGGT
TGTGAAAATGTTTGCTATGATAAGTCATTCCCGATCTCTCATGTGCGTTTCTGGGTACTT
CAAATCATATTTGTCTCAACGCCTACCCTCCTTTATTTAGCCCATGTGTTTTACTTGATG
AGAAAAGAAGAGAAGCTAAACAGGAAAGAAGAAGAACTTAAAATGGTTCAGAATGAAGGT
GGTAATGTAGACATGCACCTTAAACAAATTGAAATAAAGAAATTCAAATATGGCCTTGAA
GAGCATGGAAAAGTTAAGATGCGAGGTGGACTTCTTCGCACTTACATCATCAGCATTTTG
TTTAAATCAGTCTTTGAAGTTGGCTTTATTTTCATTCAATGGTACATGTATGGGTTTAGC
TTAAGTGCCATCTACACATGCAAAAGAGATCCTTGCCCACATCAAGTGGACTGTTTCCTT
TCTCGACCCACAGAGAAGACCATTTTTATCTGGTTCATGTTAATAGTTTCTATAGTTTCT
CTTGCCCTAAATATCATCGAGCTGTTCTATGTCACCTACAAAAGTATCAAAGATGGCATC
AAGGGGAAAAAAGACCCATATTCTGCCACAAATGATTCTGTGGTTCCAGGAAAGGAATGT
GGCTCCCCTAAATATGCTTATTTTAATGGCTGTTCTTCTCCAACTGCTCCCATGTCTCCA
CCTGGTTACAAACTTGTTACTGGAGAAAGAAATCCTTCTTCTTGTCGCAATTATAACAAG
CAAGCAAGTGAACAAAACTGGGCCAATTACAGTGCAGAACAAAACAGGATGGGGCAGGCT
GGAAGCACAATTTCTAACACTCATGCACAGCCTTTTGATTTTTCGGATGAACATCAGAAT
ACTAAGAAAATGGCACCAGGACATGAGATGCAGCCCCTGACTATATTGGACCAAAGACCA
TCTAGTAGAGCAAGCAGTCATGCAAGTAGCAGACCTCGACCTGATGATTTAGAGATCTAA

>Xt-gja2-NM_001004818
ATGGGAGACTGGAACTTGCTGGGAAAGCTTCTTGAGAGTGCCCAGGAACATTCTACGGTG
GTGGGCAAAGTCTGGCTGACTGTCCTCTTCATCTTCCGAATACTTGTCTTGGGAACAGCC
GCTGAAAAAGTCTGGGGGGACGAGCAGTCTGGTTTTACCTGTGACACTAAACAGCCCGGT
TGTCAAAACGTTTGCTACGATCACACGTTCCCCATTTCGCACATTCGATTCTGGGTGCTG
CAGATCATTTTCGTGTCCACTCCAACTCTCATCTACCTTGGCCACATATTGCATCTTGTG
CGCTTGGAAGAGAAGCGCAAGCAGAAGGAAAAGTTGCGGCAAAGCAGCAGAGACCCACAG
GATGACAAGCAGCTGCTCCTGGTGCCAAACAAGCCGGCCAAACCCCCTGTCAAGGATGAC
TTGGGCAAAGTGCGCCTGCGAGGGGCCCTGCTGCGCACATACGTCTTCAACGTCATTTTC
AAGACCATGTTTGAGGTAGGATTCATTGTGGCGCAATATTTTCTTTATGGATTCCAGCTG
CAGCCTCTCTACACCTGCAGCCGCTGGCCTTGCCCTAACACAGTTAACTGTTACATTTCT
CGACCTACTGAGAAAACCATATTTATTATTTTTATGTTGGCCGTTGCATGCTTGTCTCTA
CTGCTTAACCTGATTGAGGTTTACTATTTGGGATTCACAAAGTGCAGGCAAGGACTGTCC
CCATCCCATAATGAAACAGTAACCAAGTTACCAACTAAGACTAGCAGTACAACTCTCACC
CACATTATCCCCCACTATCCCCATTATTCTCCAACTGAGAAGGGATCTACATTCAGTCCA
ACTCTGGCATTTCCTCTGTCTCCAAGCAAGACCACGTCTAATGTAATGGACAGCAGCCAA
GCTGCGCGCAAACAAAACCGTGATAACCAGGCCGTGGAACGCAATGGGATTCATGATCTG
AACGTTGCATCTGAAAGCAGCAGTGAGTTGGACCAATTTGAGAAGCAAAGGCTCCCCAGC
AGAAACAGCAGGCACAGCAGCAACCGCTCTCGGCCTGGAGTCCTTGCAGTATAA

>Xt-gja3-NM_001114249
ATGGGCGACTGGAGTTTTCTGGGGAGACTATTGGAAAATGCTCAAGAACACTCAACAGTC
ATTGGCAAGGTTTGGTTGACAGTGCTCTTTATCTTCCGGATCCTGGTACTGGGAGCTGCA
GCAGAGGAGGTTTGGGGGGATGAACAGTCTGACTTCACTTGCAATACGCAGCAACCAGGT
TGTGAGAACGTCTGCTATGACAAAGCATTTCCTATTTCTCACATTAGGTTCTGGGTCCTC
CAGATTATTTTTGTGTCTACTCCTACCCTTATCTACCTGGGCCATGTCCTGCACATTGTG
CGAATGGAAGAAAAGAGGAAAGAGAAAGAGGAGGAGCTAAAGAAGTGCATTAAAGGTGCC
AGTGAAAAGGAACATTTAATAAAGGGTGGTGAAAAGAAGGAAAAGCCACCTATTAGAGAC
GAGAGGGGAAAAATCAGGATAGGAGGTGCCCTTCTTCGCACCTATGTCTTTAATATCATC
TTCAAGACTTTGTTTGAGATTGGCTTTATTGTAGGACAGTATTTCTTATATGGTTTTCAG
CTAAAACCCCTATACAGGTGCAGCCGTTGGCCTTGTCCTAACACCGTGGACTGTTTTATT
TCACGGCCAACGGAAAAGACCATTTTTATCATATTTATGCTTGTAGTGGCTTGTGTGTCT
CTTTTGCTGAATATGTTAGAGATATATCATCTGGGGTGGAAAAAACTCAAGCAAGGCATG
ACAAACAGATACATCCCTGATCCTTCTTGCAACAAATCAGAACCTCCAAGCCCTCAAACT
GCCCCATCTAGCATGTCCTTTCCACCATACTATACTGATGTGGCAGCTGCACTTCCAGTC
TTGCATCATGCATATGCCAGGTTCTCTGCTCCAGACTTCAAAATAACATCTGTGCCGGAG
GAAGCTCTAGAGTCTCCTTCTCTGATGAGCCATCATGAACATCTCATAGCTGCATCTGAG
CAAAACTGGACCAATCTAGCAGTGGAACGTGAGAGAATGTCTAGGTCAAGCAGTGGCAGT
TCTTGCAGTGCTACTACCTCTGCCTTAGACAGTCTGAGAAATGATGGAGGATGTGAGGAG
ATGCTAACAACAGAAGCCAGTGGAAGCAGTGCAAGGGCAGAAGACAGACCTGTGACCACC
AGGGTGGAAATGCACCAGCCGCCTGTCATGATAGACGCAAGAAGACTCAGCAGGTCTAGC
AGGTCCAGCAGTAGCAGAGCAAGGTCAGATGACTTAGCTGTCTAA

>Xt-gja4.1-NM_001130245-cx38
ATGGCAGGATGGGAGTTGTTAAAGCTCTTATTGGATGATGTTCAAGAACATTCCACACTT
ATTGGGAAAGTCTGGCTGACTGTACTTTTTATCTTCAGAATATTTATTCTGAGTGTTGCT
GGTGAGTCAGTTTGGACTGATGAGCAGTCAGATTTCATCTGTAACACTCAGCAGCCTGGC
TGTACCAATGTCTGTTATGATCAGGCCTTTCCTATTTCACATGTTCGCTACTGGGTGCTC
CAATTTCTCTTTGTTAGCACACCTACCTTGATCTACTTGGGTCATATGGTTTACCTGTCT
AAGAAGGAGGAGAAGGAAAGACAGAAGGAGAATGAGGCAAGCGAAGGACAGACAGAAGTA
CGTTCTTTTACTTCTAAGAAGATAAGGATTCAAGGGCCCTTAATGTGTACCTACACCACC
AGCGTAATCTTCAAAAGCCTTTTTGAAGCTGGGTTCCTTCTCGGCCAGTGGTACTTATAT
GGCTTTGTGATGTCTCCAATATATGTATGTGAACGGATCCCATGCAAACACCAAGTTGAG
TGTTTTGTCTCAAGGCCTATGGAAAAAACAATATTTATCATATTTATGCTGGTCGTTTCT
CTCATTTCTCTAATGTTAAATTTGATGGAGCTTATTCACTTAAGCTGTAAGTGTTTCCAC
CATAGTGTAAAAGAAGGAGCAACTTGTCCTCAAACAGGGGTTCCCTTGCATGGGTTAGGA
AACAGACTACCACCACAGGAATACATCAATCCCCCTCCTAGCAACCAAGACATTGATCTG
CCAGCTTATAACAAAATCCCTGGGGGGCAGAATTGGTCAACTATCCAGATAGAACAGCAA
GCGAATGGTCTTTTGAAACCCAAGTGTCAGTGTGACTGTTGGTCCCAAAGTGCTATTTCT
GTTGTGGTTTCTGGAGCACCAGGTATAGTCCCCAATTTGGATGCTATCAAAAGTAATCAC
CAGACCTCTTCCAAGCAGCAGTATGTTTAA

>Xt-gja4.2-NM_001079436-gja4
ATGGGAGACTGGGAGTTTCTTGAAAAACTATTGGATCAGGTGCAAGAGCATTCCACATCT
ATCGGGAAGATCTGGCTTATGGTGCTTTTCATCTTCCGAATCTTGATCTTGGGTCTGGCT
GGGGAGTCTGTTTGGGGAGATGAACAGTCTGATTTTATCTGTAATACAGAGCAGCCCGGA
TGCACCAATGTTTGCTATGACAAAGCCTTCCCCATATCTCATGTTCGCTACTGGGTACTT
CAGTTTCTATTTGTCAGTACACCCACATTGTTCTACTTGGGACATGTAATCTATCTTTCA
AGGAGGGAGGAAAAGTTGAAACAAAAGGAAAGTGAACTGAGGGCTTTGGATGACAAAGAG
CAAGTTGAACAGGCTATAGCTATTATAGAAAAGAAAAAAATGAAACTGTATATCCAAGAA
GATGGGACAGTCAAGATCAAAGGAGCCCTAATGTGCACCTATCTTACTAGTGTTATCTTC
AAAAGCCTATTTGAAGCTGGATTTCTTCTTGGCCAATGGTACCTTTATGGGTTTGTGATG
ACTCCAATTTATGTCTGTGAAAGAGTACCGTGTCCCCACAAAGTAGACTGCTTTGTATCT
CGACCCATGGAAAAAACTATTTTCATTGTTTTCATGTTAGTGGTGTCTCTCATATCTTTA
TTTCTAAATGTACTGGAACTTATTCATCTAGTCTGTAAGAGCATGATCGATACCTTGAAG
AAATATTCACCGTATGTCCCTCCAAACCGATACCCCAAGAATGAGGACACATATCCAGAA
AAGACATCAGAAACAGCCACAGCACCATTCCAAGACAAATCATATATTTACCTTCCCATG
AATGATAATATCTCATACCCACAGTACAAGATGCCAAATGAGCAGAATTGGGCAAACTTT
AATACAGAGCACCAGCTAGCTATAAGTGGTAATAACCAGTCACCACTAGGCCATTACAGC
CTCAGTGCCTTCGTGCCTGTGCCTCCAAAAACTCATTCAACAATGGAAAAGCCTAGCACC
AGAGCCAGTAGTTCTGCTTCCAAGAAGCAATATGTTTGA

>Xt-gja5-XM_004918216
ATGGGCGACTGGAGCTTCCTTGGCCAGTTCCTTGAAGAGGTGCAGAAACATTCCACGGTG
GTGGGCAAGGTCTGGCTGACCATTCTGTTCATCTTCCGGATGTTGGTGTTGGGCACGGCG
GCGGAATCCTCCTGGGGGGACGAACAGTCGGACTTTACGTGCGACACGAACACGCCCGGT
TGCGAGAACGTCTGCTACGACAAAGCGTTCCCCATCTCCCATATCCGATACTGGGTGCTC
CAGATCATCTTCGTCTCCACCCCCTCCCTGCTGTACATGGGACACGCCATCCACACCGTC
CGCGTCCAGGAGAAGAAGAAGCACCGGGAAGAGGAGAAAGCGAAGCAGAACCTGAGCGGG
GAGCCGTCCTACCATCAGAAGGAATATGCGGTGGAGAAAGAGGAGATCGTTTACACCGAC
GAGTTGAGCGGCAGGATCCGGCTTCAGGGGACGTTGCTGAACACCTACATATGCAGCATC
CTCATCCGCACCCTGATGGAAGTTGCTTTTATCGTGGGACAGTATATGCTCTATGGAATA
TTCCTGGAAACCCTGTACACGTGCCGGAGGTCGCCCTGCCCGCAGCCCGTCAACTGCTTT
GTCTCTAGGCCGACGGAGAAGAACGTTTTCATTGTATTTATGATGGCTGTGGGGGTGCTC
TCTCTCCTTCTCAGCCTCGTAGAACTCTACTACCTGGCGTGGAAAAAGATCAAGCACAAA
TTTGCCGGTGCCGGTACGCACAACCCGAGCGCCCTCAGGGTCGCAGCCGTAGAGCCGGGG
CACCGTTCCCAAAGCTGCACTCCGCCTCCGGACTTTAACCAGTGTTTAAGCAGCAATAAG
GGTAAGTTTGAGAGCCCTTTCAGCAATACGTTGGCTTCCCAGCAGAACACGGCCAACTTT
GCAACGGAAAAGGTCCAGGGCGAAGAAGACATTCGAGACGGGCAATTTATCCACATAAGC
TATGCACAAAATGCACCGGTATCCAACCACTCCACTCCGCACCATACACCGAACGGCTAC
TGCCAGAGCCCCCGAAGCCTGAGCAAGACCAGCCAAGCCAGCAGCAAAGCCCGTTCAGAT
GACTTGTCTGTGTGA

>Xt-gja8-XM_004918218
ATGGGAGACTGGAGTTTCTTGGGTAATATTTTGGAAGAAGTCAATGAGCACTCGACCGTG
ATTGGTCGAGTTTGGCTCACTGTTCTCTTCATTTTTCGGATACTCATTCTGGGAACGGCT
GCTGAGTTTGTTTGGGGCGATGAACAATCTGATTTTGTGTGCAACACCCAGCAGCCCGGT
TGTGAAAATGTCTGCTACGACGAGGCCTTTCCTCTCTCCCACATTAGGCTGTGGGTTCTC
CAGATCATCTTTGTGTCCACGCCATCACTGGTCTACGTGGGACACGCGGTGCACCACGTT
CGCATGGAGGAGAAACGGAAGGAGAGAGAGGAGGCTGAAATGAGCAGGCAGCAGGAGATG
AACGAGGAACGATTACCCCTTGCCCCTGATCAAGGGAGCATCAGGACCACGAAGGAGACA
AGTACCAAAGGAACCAAGAAGTTTCGCTTGGAAGGAACCCTCCTCAGAACCTACATCTGC
CACATTATATTCAAAACTCTTTTTGAAGTCGGCTTTGTGGTCGGCCAATACTTTCTCTAC
GGCTTCTGGATCAAACCCTTGTATCGTTGCAGTAGATGGCCCTGCCCAAACACGGTGGAC
TGCTTCGTTTCCAGGCCGACGGAGAAAACGATTTTCATTACGTTCATGTTAGCCGTGGCT
GCGGTCTCTCTCTTTTTGAACGTGGTGGAGATTAGCCACTTGGGATGGAAAAAGATCCGA
CTTGCTTTTCGCAGACCCGACCAACATCCCCAGCAACTGCCAGGAGAGGTTTCCCAGAAA
TCATTGCATTCTATAGCAATTTCTTCTATTCCAAAGTCTAAAGGCTATAAGCTGCTCGAC
GAAGAGAAAGTAGTCTCGCGTTTCTACCCGATGACCGAAGTCGGATTAGAAGCCAGCCCG
CTTCCGGCGCACTTCAACGGCTATGACAAAGGCAGCACAGGGCTCCTAGAAGACATCTCA
AAGGGTTATGATGAAACCCTGCCATCCTACCGTCAAGCGGAAGAGCTAGATGGTGTTAAA
GTGCAAGCTTCTGATGCTTTTGAACAGGCTTCTTCTGAACGTGCTGCCTCAGTGAGGTCC
CCTTCGGTGCGTGCCCCATCTGACCGAGCCCCCTCTGAACGTGCACTTTCTGAAAGGGCA
CCCACCCGTGCTGCTTCTGAGCATGCAGGTTCAGAGCACACACCCTCTGTGCGAACACCT
TCCAACAGTGCAACTCCCGAACGAGTACCCTCCCGAGCTGCCTCTGAACATGCACCATTG
GATTGTGCCCCTTCTGAGCGAGCACCCTCCCGTGCTGCCTCTGAACATGCCCCTTCTGAT
CGTGCACCCTCGGAGCGAGGTTCTTCACGAGCAGCTTCGGAGCGGGCTCCATCCCAACCC
GCTCTCTTTGAACCAGTTTCTTCTAGAACAGGCTCAGTCCAAGCTCTGTTAGAGAGCCCC
CCTTCCTATGCAATATCTGATCTGCCACCAGAAGCAGATGCCCCGATTGAATTGATAACC
TTAAAAGCACCTTCTAAACAGTCTCTAATTGACCAAGCTCCCACTCAGGTAGGGTTAGAT
CAATCCCCCAATGAGCCCACGCCATTAAGAGCTCTTCCAGAGCAAGGCAACCCCAACCAC
ACGTTCCCTGACCCTGAAGCTTTAGAACCAGATATTGTTGAATATGAGCCCCTAGGCCCA
GAGATGCCATTACTCAATCTCGAATTCATTCCCGACTCCAGATCCCTGAGCAGGTTGAGC
AAAGCTAGCAGCAGGGCCCGCTCAGACGACTTAACGGTCTGA

>Xt-gja9-XM_002938738
ATGGGAGACTGGAATTTCCTTGGGGTCATCCTAGAAGAAGTTCACATCCATTCCACAATT
GTTGGAAAAATTTGGCTTACAATTCTGTTTATATTCCGCATGCTTGTATTGGGAGTGGCA
GCTGAAGAGGTTTGGAATGATGAGCAGTCGCAGTTTGTATGTAACACAGACCAACCTGGA
TGCAAAAATGTTTGTTATGACCAGGCTTTTCCTATCTCACTTATCAGATATTGGGTTCTG
CAAGTAATATTTGTATCCTCACCTTCTTTGGTTTACATGGGCCATGCTATTTACAGGCTG
AGAGCATTGGAGAAAGAACGACATAGGAAAAAAGCTCAGCTTAGAGGGGAGCTTGAAGGA
GTTGAGTATGATCTGAGTGAAGACCGCAGAAGGTTGGAGCGTGAACTCAGACACTTAGAG
CAAAAAAGGCTGAATAAGGCTCCATTACGGGGTTCTCTTCTCTTCACCTATGTAATACAT
ATTTTTACAAGATCTGCTGTCGAGATTGGTTTTATGATTGGACAGCATTTGCTTTATGGA
GTTCAGCTGAATCCTCTTTACAAGTGTGAAAGAGACCCATGTCCCAATGTTGTTGATTGT
TTTGTATCAAGGCCTACAGAAAAAACTGTATTTATGCTTTTTATGCAGTGCATAGCAGCT
GTCTCTTTGTTCCTAAATATTTTGGAAATTGCACATCTTGGGGTTAAAAGAATAAAAAAA
GCATATATGATGAGGTATAAAATGAAAGAAGAGTTTGATGACTTTTATGTAATTAAACCC
AAGAAAACCTCCACAGTAAGCCACACTTGCATAGGTACGTCCTCTAGTCCACAAAAGACT
CTTCCTTCTGCACCTAGCAATTATACATTGTTGATAGAAAAACAGAGTGACCCCACTGTG
TATACCGTTTTAAATCCTCCATGTGGGTACCATCCCATAGAAGATGGTCAGAATGATATT
TGTAATACTTTCATGGAGGATGAGCAAGAAACAAAATCAGCCAATGGTATCAATGCCACA
AACACAGTTGAAAGTCACTATCATGACAACCTTGACAATAATAATGGGAGGATAAACAAA
ACATTAGATGCAGATGTTAAGACTTTGCATTGCCATGGAGAAAGAAGAACTGGTTGTATA
AGAAGTACTTATGTAGAAAATGCTCCTCTTATACAGACAACAACAACTGATGTACCATCT
GATGACACTGTGGATTACTCCTTACAAAATATATCCTGTCCAATGCCCACTAACGTACTC
CGGAAATCCAGAAGAGTCAGCGCTCCATGGAATGGTTCTAAAGCAGCAGAGAGAGGAGGC
TTTGTTCAAGATTCTGGATGCAGGGGGCGCAGTAGCTTCAGTGCAAATTTATCATGGGGA
CTCTCCAAGTCTGATCTGAAACGAGTTAGCAGGCCATCCACACCAGAAGTAATGGGAGAA
ATGAGCCCAAAATCCAAACAGGATAAAACATGTGAAGGTTCTGTGACCTTCTCTCCATCA
CGACGGATGTCACTGGCAAGTAATGCCAGCAGCCGGCGTGCCCCAACTGATCTACAGATC
TAA

>Xt-gja10-XM_018094017
ATGGGGGACTGGAATTTGCTGGGAAGCATACTGGAGGAGGTGCACATCCATTCCACCATT
GTCGGAAAGATCTGGCTGACAATTCTTTTTGTATTCCGGATGCTTGTCCTTGGGGTGGCT
GCCGAAGATGTCTGGGATGACGAACAAGATGAATTTATTTGTAATACTGAGCAACCAGGC
TGCAGGAATGTTTGTTATGACCAAGCTTTCCCAATCTCACTTATCAGGTACTGGGTACTG
CAAATTATATTTGTCTCTTCTCCATCCCTTGTTTACATGGGCCATGCACTGTACAGACTG
AGGGCTCTGGAAAAGGAGAGGCAAAAGAAGAAAGCCCAACTTAGAGCAGAGCTGGAGGAA
CTTGAAGTGGTTGTTGATGAGCACAGAAAACTGGAGAGGGAACTTAGGAAATTAGAAGAA
CAAAGGAAAGTAAACAAGGCTCCATTGAGGGGGTCCCTATTACGCACATATGTTCTGCAC
ATACTGACAAGGTCGGTAGTAGAAGTTGCTTTTATGATAGGGCAGTACTTGCTGTATGGA
TTTGACCTAGACCCCTTGTATAAATGTTCACGGTCCCCTTGCCCTAATATAGTGGACTGC
TTTGTCTCAAGACCAACAGAAAAGACTATTTTTATGGTATTTATGCACAGTATAGCAGCA
GTGTCATTGTTCCTAAATGTTTTAGAAATCTTCCATTTAGGCATTAGAAAAATAAAGCAG
GGGCTTTCTGGTAAATCCAATGCTGAGACAACAGAGGATGAAATAAGCAGCTGCAAGTCC
AAGAAGAACTCTATGCAGCCTGTTTGTATCATGAGCAATTCCTCCCCAAGTAAGATCATC
CCCTTGTCTTCAAGTGGCTACAAACTGCTGCCTGATCAACAAATGGATCCGGTAGGACTA
CCAGCTTACTTGCCCCCATCCCAGGACTTTAAGGAGGCACAAATGATGAGTGATCAAAAT
CATTATGGGAAAGTTCTTGCCCCTGACAAGCATAGGAAAACTGCAGACCATAGTTGCACT
GAGCATCAGCAGCAGGGAAGCCATTGCAAGCAAATCCTCCACTCTGCAGAGCCCCACAGG
ATACCCAATCACACTGACCACTACCATGGGCACATGACACACAGGATACCCACAATTCAG
CCTACCCCTGCCCTCCAGAAGCGCAATCTGTCCTCCAGCAGTGAAGATTCCCAAAAGAAA
CTTAAACACAACACCTGTTTGGGCTCAAAAAGTTGCCTCAAAAGCCAGCATTCCCTGGAT
CAGCCCAGGCACAGTTCTGTGCACCCACTAAGGTCATGTCTGCACTCCAGCCACATGGAG
CTTCACTCTGCACTACGAAAGTACAGCAGGGTTGGCAGCTGCAAGGACTTTGCTGAGGAT
CGCAGTGATTCTGCAGACAGTGGACATAGAAAAGTGAGTTCTACATCCAGGGGATTATCC
GAGAGCAGACTGATCAGTGACACTGAGAGTTTGGACTCTAGAAATGGCTCTGGCTCTGAA
TCTAGAAGGAGAGACGATAGTCCAAGCATCACTCCACCTCCACCATCTGGTCGCAGGATG
TCAATGGCAAGTAAAGCAGCCAGCCCTGGGCTAATACTGGCCAGTGGTTCCCACTCTCAG
TCTAGGCACCCTCATTATCATTATTACATATTACAAACAGTAAACAAAAATCCCTTAATA
AAAAGGTCATAG

>Xt-gjb1-NM_001001240
ATGAATTGGGCAGGATTATATGCCATCCTGAGTGGCGTAAACCGCCACTCTACTTCAATT
GGACGCATATGGCTCTCAGTGGTCTTCATCTTTCGCATCATGGTCCTCGTGGTGGCTGCA
GAAAGTGTATGGGGGGATGAGAAGTCTGCGTTTACGTGCAACACACAACAGCCTGGTTGC
AACAGTGTATGCTATGATCACTTCTTCCCCATCTCCCATATCCGTCTGTGGGCCCTTCAG
CTCATTATTGTGTCCACCCCTGCCCTTCTTGTGGCCATGCATGTGGCTCACCTACAGCAC
CAAGAGAAGAAGGAACTACGTATGACCGGCCATGTGAAGGACCAGGAGCTGGCAGAAGTG
AAGAAACACAAAGTCAAGATCTCCGGCACCTTGTGGTGGACCTACATCATTAGTGTTTTC
TTCAGAATCATATTTGAGGCAGCATTTATGTACCTCTTCTACCTCATCTACCCCGGTTAC
TCCATGATCCGTCTTGTTAAGTGCGATGCCTATCCCTGCCCCAACACTGTTGATTGTTTT
GTTTCTCGTCCCACGGAGAAGACCATATTCACAGTCTTTATGCTCGTTGCCTCTGGATTC
TGCATCTTTCTGAATGTTGCTGAGATAGTCTTCCTCATTGCCCAGGCCTGCTCCCGCAAA
GTCCATCGCAGACATTCTGACAGCATCAGCAAGGAGCATCAACAGAATGAAATGAACTTA
CTGATAACGGGAGGTAGTCTCATGAAACGGTCCCCTGGGGGGCAGGAGAAAGGAGATCAC
TGTTCTACTTCCTAG

>Xt-gjb2-NM_001016984
ATGGATTGGGGAACGCTCTATGAGGTTATTGGCGGAGTGAACAGACATTCTACCAGCATT
GGCAAGATCTGGCTTTCGGTTCTCTTCATCTTCCGCATCATGATCCTTGTTGTGGCTGCC
GAGAGCGTGTGGGGGGATGAGCAGTCGGATTTCACCTGCAACACCTTACAGCCCGGATGC
AAGAATGTCTGCTATGACCATCATTTTCCAGTTTCTCACATCAGGTTGTGGTGCCTGCAG
CTTATATTCGTTGCCACCCCTGCCCTTTTGGTAGCCATGCACGTGGCCTATCTAAAACAT
GAAGAGAAGAGGCAGTTGCAGAAGAAGGGAACCTTTGGGGGAAAGGACTTGGAAGAGTTG
AAGCTAAAGAAGGTCAGAATCAGGGGAACCCTATGGTGGACCTACACAACAAGCATCTTA
TTCAGAGTCCTCTTTGAAGCTGCCTTCATGTACCTATTCTACTTTCTGTATTCTGGCTTC
CAAATGCAGAGGCTCGTCCAGTGTAGCAACTGGCCGTGCCCCAACGTTGTCGACTGTTTC
ATTTCCAGGCCTACAGAAAAGACTGTGTTCACTATATTCATGATTATCGTGTCTGGTATC
TGCATGGTCCTGAATGTGATGGAGCTTTGTTACCTAATCGTGCAGGCTTCCCTAAGGAGG
TCAAAAAAACATTCACTCAGGCATTCTAACCACATGTCTGGCAAGGAGGAGAAGCAGAAC
ATCATGAATGAGCAAAAAGAGCAATAG

>Xt-gjb3-NM_001112900
ATGGATTGGAAGACATTTCAGGGTATCCTGAGTGGTGTGAATAAGTACTCAACAGCATTT
GGTCGCATTTGGTTATCGGTGGTTTTTGTGTTCCGAGTACTTGTTTATGTGGTTGCAGCA
GAGAAAGTTTGGGGCGATGAACAAAAAGATTTTGACTGCAATACTCGGCAGCCAGGGTGC
ACCAATGTCTGCTATGACCACTACTTTCCCATATCACACATCAGGCTCTGGGCCCTCCAG
CTTATATTTGTTACCTGCCCGTCTCTATTGGTTATAATGCATGTTTCCTATAGAGAGGAC
CGGGAGAAAAAGAACCGCTTAAAAAATGGAGACAACTGCTCCAAGCTCTACTCCAACACA
GGAAAAAAGCATGGTGGCCTTTGGTGGACCTACCTCCTAAGTCTTTTCTTTAAGACTGGT
ATTGAAATTGTTTTCCTTTACATATTGCATAAAATGTGGGATAGCTTTGATCTGCCTCCC
CTAGTGAAATGTTCAAACGAACCCTGCCCTAATGTAGTAGACTGCTACATAGCCCGTCCC
ACAGAGAAAAGGGTGTTCACCTATTTTATGGTTGCTGCTTCTGCTCTGTGCATCATCCTA
AACATCTGCGAAATATTCTACCTTATATTTAAAAGGATACTGAATTGCATGAACAAATAC
AAGAAGTCAAGCAAGCACTCTGTGACCTACAGCAAAGCTTCCACCTGCCAGTGCCACATC
CATCTAGACACCATTGAAAAGAAACCCATGAAC

>Xt-gjb5-XM_018091588-gjb4
ATGAACTGGGGTGTGTATGAAGCACTTATTACAGGTGTAAATAAGTACTCTACAGAGTTT
GGACGTCTTTGGCTTTCTATTGTCTTTATTTTTCGGTTTCTGGTGTACGCACTCACAGCA
GGTCGGGTTTGGGGCGATGACCAGAAAGAATTTGTCTGTAACACCCGTCAGCCAGGATGT
ACCAATGTTTGCTTCGACTACTACTTCCCTGTATCCCATGTCCGCCTCTGGGCTCTTCAG
TTGATTTTTGTAACATGTCCATCCCTCATAGTTGTTATGCATGTGGCTTACAGGGAGAAC
CGAGAACAAAAGAGAAGGGAAAAATTAGGAAAGGACTGTGAAAAAATTTACATGGATACT
ACAAAGAAGAGAGGAGGACTGTGGTGGACCTACCTCATCAGTCTTTTTTTCAAGGCCGCA
GTGGACTCAGTATTTATCTACGTTTTTTATCGGCTCTATGAAAATTTCTTTCTGTCTCGT
TTAGTGAAATGCTCTCTTAATCCTTGCCCTAACATTGTGGATTGCTATATATCTAGGCCT
TCAGAGAAAAACATCTTCACTCTCTTCATGATCATCACCTCTGCTGTTTGCATTCTCTTG
AACCTAGTTGAGGCTACCTATCTGATTGGCAAGAAGTGCAAGGAAACAATACATAAAGGG
AATAATATGACTCTTCAAGAGAGAATTGTGAAAAGTGGCCATAAAGACCAAGAAAACAAA
ACTTGCAAAGAGCAAATTAAGGTTGGAATACATTGTAAGACCTCAAATATCACTAAAATA
AAAGTAGACAATATTTCAAAGTAA

>Xt-gjb4-XM_004911610-gjb5
ATGAACTGGGCAATCTTTCAAGGTCTCCTCAGTGGTGTGAGCACTTACTCTACTGCCTTT
GGCCGCATATGGCTTTCCGTTGTATTCATTTTCAGGCTTATGGTCTATGTGGTTGCAGCT
GAAAGGGTTTGGGGTGATGAACAGGGAGAGTTTGACTGCAATACTAAACAACCAGGATGC
ACCAATGTCTGCTATGATTATTATTTCCCTGTCTCACATATTCGACTTTGGGCTCTCCAG
CTCATCCTGGTCACCTGTCCATCCCTTCTTGTCATAATGCACGTTGCTTACCGAGAGGAA
CGGGAGAGAAAACACAGAGAAAAACAGGGAGAGAATTGCGGCCGACTTTATCTAGACGTA
GGAAAAAAGAGAGGAGGCCTGTGGTGGACATATCTATTAAGCCTTCTAGCTAAAGCATCA
GTGGATTCAGTTTTCCTCTATGTCTTTCATCGGATCTACAACAACTATTCTCTCCCAAAT
TTGGTTAAATGCTCCATAAAGCCTTGTCCAAATACTGTTGACTGTTTTATATCAAGGCCC
ACAGAAAAAAACCTATTTACCCTATTTATGGTTGCCACTACAATACTCTGCATTTTTTTA
AATCTTTGTGAGATGATATATCTAATTGCCAAAAGGTGTCGAGAGTGCCTGGGACACAGG
AACATAAAATCCAAAACTCGCTCCAACAATGTCTATGCATACATTGAGAAGCAAGAGATT
TTCCATGCCAACAACAAGATAAATGAAAAAATGTCTCGGCTAAATCCATCCATTAGATTG
ACACCGCCACAGACTGAATTAAAATAA

>Xt-gjb7-XM_004914539
ATGAGTTGGTCATTTTTGCGTGATATCTTGAGCGGAGTGAATAAATATTCCACAGGCATT
GGAAGAATCTGGCTTTCGGTTGTGTTCATTTTCCGACTTTTGGTCTATGTCGTTGCTGCA
GAAGCTGTGTGGAAAGATGAACAGAAAGAATTTGAGTGCAACATCAGACAGCCCGGGTGC
GAAAATGTCTGCTTTGATCAGTTCTTCCCCATCTCCCAGGTGCGCCTTTGGGCTCTACAG
CTGATTATGGTGTCAACACCCTCGCTTCTTGTTGTTCTTCATGTGGCCTATCGGGAAAGC
AGGGAGAAGAGGCACAACAAGAAGCTGTATGCCAACACTGCAGACATGGATGGGGGATTA
TGGTGTACATATGTCATAAGTCTTCTCTTTAAGACTGTGTTTGAATTTGGATTTCTTGTA
CTTTTCTACAAACTGTATGGTGGTTTCAGTGTGCCACGACTGGTGAAATGTGATATGGAT
CCCTGCCCCAATGTTGTGGACTGCTATATCTCCAAACCTACAGAGAAGATGATTTTTCTC
TATTTTGTGGTCACAACCTCAGGACTTTGCATTTTGCTTAATGTTAGCGAGTTATTTTAC
CTTATTTTCAGATACTGTACAAAATTCTACCTGAAAAAGCAGGCAAACAAAATGGCACAA
GAAACATGTGATTGCAAGAATAAGCAACATAACCTAATACCCATTACATCTGAGCAGGCG
GGCACTGATGTGCCTGATGGTTAA

>Xt-gjc1-XM_002935563
ATGAGCTGGAGCTTCTTGACGCGCCTCCTAGAAGAAATCCATAACCACTCAACTTTTGTG
GGCAAGATTTGGTTGACTGTTCTGATTGTCTTCCGCATTGTGTTGACTGTTGTGGGAGGA
GAGTCCATCTACTACGATGAGCAAGCCAAGTTTGTGTGCAACACTGGGCAACCGGGCTGC
GAGAACGTGTGTTATAATGCGTTTGCTCCCCTCTCCCACGTTCGCTTCTGGGTTTTCCAA
ATCATCTTAGTGTCTACACCATCCCTCTTTTACCTCGGATACGCCATCCACAAAATAGCA
AGGACGGAGGACCACATGGAGCAAGAAAGAAGGACAAAGCACAGAATGTTCCCGATGCGC
TGGAAGCAGCAACAAGGCATAGGGAATGCTGACGATGACAATGAAGAGGACCCCATGATG
TACCCCGAAACTGACATTGTAAGCGAGAGGAGCAAGCGTGAATGTATGCACAGCAGGGTA
AAACACGACGGGCGACGGCGCATCCATGCTGATGGACTGATGAGGATTTACGTTCTTCAG
CTACTTTTCAGAACATTTTTTGAAGTGGGATTTCTGGCTGGACAGTTCTTCCTGTATGGG
TTTGAAGTCACCCCAATATATGTGTGTGATACAAAGCCTTGCCCTCACAATGTGGATTGC
TTCATATCTCGACCCACTGAAAAGACCATATTCTTGCTTATTATGTATGGAGTAAGCGGC
CTTTGCTTGCTCCTCAATGTCTGGGAAATGCTCCACCTCGGGTGCGGGGCGATACTTGAC
GCGATTAACAGTAGGAAGAAGGAGTCTGATGATACCTCTGCTTACAATTACCCTTTCACG
TGGAACACCCCATCAGCTCCCCCCGGGTACAATATTGTTGTGAAACCTGATCAAATACAG
TTCACAGATCTCTCAAATGCCAAAATGGCTTACAAACAGAACAGGGCCAACATCGCTCAG
GAGCAACAATATGGCAGCAGTGAGGACAATATCCCCGCCAGTCTGGAGCACTTGCAACGG
GAAATCAGGGTTGCTCAGGAGAGGCTACAAATGGCCATCCAAGCCTACAACAGCCAAAGC
CATCTGCCCTCCTCCAAAGAAAAGAAGATCAAGAAGGGCTCCAACAAGAGCAGCGTCAGC
AGCCGCTCTGGGGATGGAAAGATGTCTGTGTGGATTTAA

>Xt-gjc2-XM_031903438
ATGAGCTGGAGCTTTTTAACCCGTCTTTTAGAAGAAATTCACAATCACTCCACCTTTGTG
GGGAAGGTGTGGCTCACGGTTCTGATCATCTTCAGGATAGTCCTGACAGCAGTGGGAGGG
GAGTCTATCTATTCGGATGAACAGAGCAAGTTCATGTGCAACACCAAGCAGCCGGGCTGC
GACAATGTCTGCTACGATGCCTTTGCCCCTCTTTCCCACGTCCGCTTTTGGGTCTTCCAG
ATCATCATGATATCTGCCCCTTCTGTAATGTATCTCGGCTACGCTATACACAGGATCGCC
AGGTCGGCAGAAGAAGATCGCCGGCACCATTCATGTAGGAAGAAAAAGTCGTTTTCCAAA
TGGCGGCCAGGCCAAAATGCTGAGGACCCGGAAGCCGAAGAAGAAGAACCTATGATATAC
GATGGCCCATCTGAGCCAGAGAAGGTGGAAAGCAAAGAAAAGGAAACGAAAAAGCACGAC
GGTCGGAGGCGCATCAAAGAGGAGGGGTTGATGAAAATTTATGTTTTCCAGTTGGTATCA
AGGGCCATTTTTGAAGTGAGTTTTTTGGTAGGCCAATACTTCTTATATGGGTTTCGAGTC
AAGGCCTATTTCGAGTGCAGCACTAACCCGTGCCCCCATAAGGTCGACTGCTTTGTTTCA
CGACCAACGGAGAAGACGGTTTTCCTTCTAATAATGTATGTGGTGAGTTGCCTTTGCTTG
TTCCTTAATGTCTGTGAGATGTTGCATCTCGGCGTTGGAACCCTGCGGGACGCTATCCGC
AACAGGAGAACTCCTAGAAACAAGCAGGCCCCGTACAATTATTCTTATCCGAAGAACATC
ACTTGTCCTCCAGAATACAACATGGTGGTCAAGTCGGACAAATCTACCAAAATCCCAGTA
GGCCTAATGGCTCATGAGCAGAACTTGGCCAACGTTGCTCAGGAACAAAACTGCCCCAGT
GACAACGCCCCTTCTGACCTGTCTGCTTTGCATAAACATTTGAGCATTGCTCAGGAACAA
TTAGATATAGCCTTTCAGAACTATAATACTCACGTCAACGGCCAGCCGTCCAGGACGAGC
AGTCCGGCTTCTGGTGGGACGGTGGTGGAGCAGAACCGAGCCAACACCGCTCACGAAAAG
CAAGGAGCCAAGCCCAAATGCGGCTCAGACAAGGGTAGTACCAGCAGTAAAGAAGGAAAA
ACCTCCGTATGGATATAA

>Xt-gjc4-NM_205831-gja7-cx45 This entry sequence suggests an intron of 3200 nt in the 3'-tail. We have cut the sequence at the end of exon 1.
ATGAGCTGGAGTTTCTTAACGCGTCTCCTCGAGGAGATCAACAACCACTCGACGTTCGTC
GGGAAGGTCTGGCTGACGGTGCTCATCATATTCCGGATCGTCCTGACCGCGGTCGGCGGG
GAGTCCATATACTACGATGAACAGAGTAAATTCACGTGCAACACGCAGCAACCCGGTTGC
GAGAACGTGTGCTACGACGCCTTTGCGCCCCTGTCGCACGTTCGGTTCTGGGTCTTCCAG
ATCATCCTCATCACCACCCCGTCCATTATGTACCTGGGGTTCGCCATGCACCGGATTGCG
CGCCAGCCCGAGATGCAGATAAGGCGCTCGGAGAAAACCAAAAGCAAAAAGCGCGCTCCC
ATAATTCATCGGGGGGCCATGAGAGACTACGAAGAGGCTGAAGATAACCAAGAGGAAGAT
CCCATGATTTGTGAAGAAGAGGAACCCGAGAAAGACAGCGAGAAGGGAGACAAAAAGAAG
CACGATGGGCGCCGGCGGATCAAACAAGATGGCCTGATGAAGGTCTACGTGTTGCAGTTG
CTCTTCCGTTCGGTGTTTGAAGTCGGCTTCCTGATGGGCCAGTACATACTGTATGGGTTC
GAGGTCATTCCCTTTTTCGTGTGCTCCCGGAAACCGTGCCCTCACACCGTCGACTGCTTC
GTGTCACGCCCCACCGAGAAGACCATCTTCCTGCTGATCATGTACGCCGTCAGTGCGCTC
TGCCTCTTCCTCAACCTGTGCGAGCTCTTCCACTTGGGCATAGGGGGCATCCGAGATGCC
CTCCGGCAGAAGAAGAAAGAACTTCAGGAATCCCGTAAAAAGACCCCCAGTGCCCCACCA
AATTACCACTCTGTCCTGAAGAAAGGCAGGCTGCCCAACGGGAAACCCGTTTTCCCAGGC
AACGGAGTGTCCGAAGGCTTCGAGTTGCCGACACACGAGCTGGACAGGTTACGGCAGCAC
CTCAAGTTGGCTCAGGAGCATCTCGACTTGGCTTTCCACCTCAACCCAACGGGCGATAAT
ACCCACGCGTCCCGGAGCAGCAGCCCCGAGTCCAACAGCATTGCCGCCGAACAGAATCGC
CTAAACTTGGCACAAGAGAAGGGAGTGGGAAACCGGGAAAAATCTG

>Xt-gjd1-XM_002939244-gjd2 Splice site
ATGGGTGAGTGGACCATCTTGGAGCGCCTGCTGGAGGCTGCCGTGCAGCAGCACTCTACA
ATGATAGGAAGGATCCTATTGACCGTAGTGGTTATATTCCGGATTCTAATTGTGGCTATC
GTTGGAGAGACAGTCTATGAAGATGAGCAGACAATGTTCATGTGCAATACACTTCAACCT
GGTTGTAACCAAGCGTGCTATGATAGAGCATTTCCCATTTCTCACATTCGCTACTGGGTA
TTTCAGATCATTTTGGTTTGCACACCCAGTCTCTGCTTCATTACCTACTCTGTGCACCAG
TCAGCCAAGCAGAAAGACCGAAGATATTCCTTTCTATATCCCTTATTGGAGAAGGAACTC
CCAAGAGAGAACAAAAGAATTAAAAATATTAACGGTATTCTAGTGCAAAATCAGGACATT
TCCTCCAAAGATGAGCCGGACTGCTTGGAGGTCAAGGAAATTCCAAACACTCCTAAGAAA
GCCGTCAAGAGTACAAAAGTCAAGCGTCAGGAGGGAATTTCTCGATTCTACATCATTCAG
GTCTTTTTCAGGAATGCTCTAGAGATTGGGTTTTTGGCTGGACAATATTTTCTGTATGGC
TTCAGTGTGCCTCCAATCTTTGAGTGTAACCGATACCCTTGTGTGAAGGAGGTAGAGTGC
TATGTTTCAAGGCCCACTGAAAAGACTGTCTTCCTAGTCTTTATGTTTGCTGTCAGTGGC
ATCTGTGTTCTCTTAAACTTAGCAGAACTAAACCACCTTGGGTGGAGAAAGATCAAGACA
GCTATGAGAGGGGTTCAAGCACGAAGAAAGTCAGTCTCCGATGTACGCAAAAAGGAGCCA
TCAACACTGGCCCAGGTTCCTACATTAGGTAGGACACAGTCCAGCGAGTCGGCTTATGTT
TGA

>Xt-gjd2-XM_002932834
ATGGGAGAATGGACTATCTTAGAAAGACTTTTGGAGGCTGCTGTGCAGCAGCACAGTACT
ATGATAGGAAGGATTCTGCTGACAGTGGTTGTCATCTTCCGGATACTTATTGTGGCCATT
GTTGGAGAGACTGTTTATGATGATGAGCAAACTATGTTTGTGTGCAACACTCTTCAGCCA
GGATGTAATCAGGCATGCTACGACAGGGCTTTTCCAATCTCACATATAAGATACTGGGTG
TTCCAAATCATCATGGTCTGTACACCAAGTCTCTGCTTTATTACTTACTCCGTCCACCAG
TCTGCCAAGCAGAGGGAGAGGAGGTACTCTACAGTCTTCTTAACGGTAGACAGAGACCCA
GACACTGTAAAACGAGAGGACAGCAAGAAGATTAAGAACACCTTGGTTAATGGTGTCCTG
CAAAACACAGAAAACTCCACCAAGGAGGCCGAGCCTGATTGCTTAGAGATCAAGGAAATC
CCAAACCCATCCATTCGAACCACCAAATCCAAGATGAGGCGCCAAGAAGGAATCTCAAGA
TTTTATATCATCCAGGTGGTCTTCAGAAATGCTCTGGAGATTGGTTTCCTAGTGGGACAA
TATTTCCTGTATGGGTTTAATGTCCCGTCCATGTACGAATGTGACAGATATCCTTGCATC
AAAGAGGTGGAGTGTTATGTGTCTAGGCCAACTGAGAAGACGGTATTCCTGGTTTTTATG
TTTGCGGTTAGTGGCCTCTGTGTTGTGCTCAATTTGGCAGAGCTGAACCACTTGGGCTGG
CGAAAGATCAAGATGGCAGTCAGGGGAGTACAAGCAAAAAGGAAATCCATATATGAGATC
AGGAATAAGGATTTGCCCAGAATGGGGGTGCCCAACTTTGGCAGGACTCAGTCCAGTGAC
TCAGCCTATGTGTGA

>Xt-gjd3-XM_002940217
ATGGGGGAGTGGGGCTTTCTGAGCTCATTGCTGGACGCAGTGCAGGAGCATTCTCCCATG
GTGGGACGTTTCTGGCTGGTGGTTATGCTCATATTCCGCATCCTTATCCTGGCCACGGTC
GGAAGCGACATGTTCGAAGACGAGCAAGAGGAGTTTGTGTGCAATACAATGCAGCCGGGT
TGCCGACAGGTTTGCTATGACCGTGCCTTCCCCATCTCCCACTATCGATTCTGGGTTTTT
CACATTGTGCTGTTATCAGCCCCGGCTGTACTCTTTGTCATTTACTCCATGCATCAAAAT
TCCAAGATGGGGAGAGACGCCGAAGAGGAGGAGGCTGCGAGAGCCGGACAGCAGGCCATC
GTCAGGTCAAAAACAAGGCCAGACCAGCGTGGGCGCCACATACGCACCTTTTATATCGTC
AATGTGGTTATGAGGATTTTGGCCGAGGTTGGATTTCTAGTCGGACAGTGGCTTCTCTAT
GGGTTTCGGGTGGACCCCCAATATCTGTGCCAACGTGAACCCTGCACGCATACTGTGGAT
TGCTTTGTATCAAGGCCCACGGAAAAGACAATCTTCCTCCAGTTTTACTTTGTGGTGGGC
GTCATCTCCGCTTTTCTTAGCGTGTGTGAACTTCTGCACATTCTGCTAAAGGGAAAGTGT
AGGGCAGCGGGTGAGGGGGACGGACCTAGCCCCCCGCCAGCCTATGAAAGGGACAACTGG
TCCAACAGGGAGCACGAGAGGACAAATCATTTCTTGCTCCAAAATCAAACACGGGACAAC
AGGGAAATCAGAAGACCCGACGGGCACCGCCTCTCCATCCCGTACTCCCAAAGCACAACC
TACAAGCTCAAGGTGGTTCCCAGCTCATCCAATAGTAGCAAATCTTCCAGGTTACTGGTC
AAAGGAGATTTGACTGTGTAG

>Xt-gjd4-NM_203753
ATGGAGTATTTAGACTCAGTGGGATATTTAATCATCACTTTTAACTACAATGTTACTGCA
ATTGGGAAGGTCTGGCTCACATTAATGCTTTTGCTGAGGATGGCTATGGTGTTATTTGCC
GGATACCCTCTTTATCAAGACGAGCAGGAGCGTTTTATCTGCAACACCTTACAGCCCGGC
TGCTCCAATGTCTGCTACGACATCTTCTCCCCTGTGTCCCACATGAGATTTTGGCTTTTC
CAGACCATGATAGTCTTTCTACCCTACGCTATGTTCGCTGTTCACATTTTGCACCGAGTG
GTTGGCTACATGGCACCAACAAATGATCACTTCCGGAAAAGCAACACCCCGACTTATCAT
GGCGTGGGCTTACAGATGGAGATACCTGATTTTTCCTTGGCGTATATAGTCCAATTACTT
CTGAGAACTCTTCTAGAGGCTGGTTTCTGCACGGGGCAGTATTTTCTCTTTGGGATATTA
GTTCCAAAGAGATTCAGCTGTTCTCAGGCCCCCTGCACCAGCAGTGTTGATTGTTACATC
TCTAGACCCACTGAAAAGTCTCTCATGATGATCTTTATCTGGGGGACAGGAGTGATATCT
CTCATACTTGGGCTGGTGGACCTCATTTACGTAATCCATCGGCGAAGGCGCTCCGAGCGC
CTAAAGAGAGAACTGCTTCTGCTGGAAAACGACTCCCTAAAAGGTGGCTGCTGTTCTGAT
TCACCTCCAAATTCAAACTTGCACGGCGCTCCGGAGCCAATGGCCTTGTACGCTGATTCT
GCTTCCAATGATCTTGAAAAAATAGAGGAGAAAATTAAGGGCGACTCCCATTCTCTGCCA
TCGTATGAAGGGGAAACGGCTTCTTTTCAGACAGAAAGTTCTCACCATGATGTGGGAAAG
TCCAACATGAACACCAACAGCAATAAATCATGTTCTTGGCAAGTCAGCCTGACTTCTGCC
GACGGCAAACCCACCAAGAGTGATCACCACTTGGTCACCCCAAGGCAGCTCAAACCAAAG
CAGGAGAATTGCAGCAGCTCTAATCTGGGAATACTCAGCCCCCCTGAAAAATCCCCAGCG
TCCAAATCCAAGAAATCTGAGTGGGTTTAA

>Xt-gjd5-NM_001097411-gjd2prov
ATGGGGGACTGGTCTATCTTGGGGCGTCTCTTGACAGAAGTCCAGAACCATTCCACTGTG
ATTGGAAAGATATGGCTGACAATGCTTCTTATTTTTCGCATTCTTTTGGTAACGTTGGTG
GGAGATGCAATGTATGGAGACGAACAGTCCAAATTTACCTGCAACACTCTTCAGCCTGGT
TGCAATAATGTGTGCTATGACAGTTTTGCTCCTGTTTCACACCTCAGGTTTTGGATATTT
CAGATTGTCCTGGTTTCAACACCTTCCATTTTTTATATCATCTATGTCCTGCATAAAATT
GCCAAGGATGAGAAGACTGAACTGGAAAAGGCCTATGTCATGGAGCTGATTCAGAGCCTA
TCTGCTGAAAAACACCTGTCTGAGAGTAATGTAAACCCAGATACTGAACAACAAATAGAT
GGTAAAGATGCTTCATGGAAAGAAACCGGATTTAAGCCAAAGTTAAGAAAAGATTTCAAA
GGGTCCATCCCAGTCCTTGACAAAATGCACATCATCTATATTGTCCACGTGGTACTCAGG
TCTCTGATGGAGGCTGGGTTCCTGGTGGGCCAGTATTATCTTTTTGGTTTTGAAGTGCCT
CACCTTTTCCGATGTCATACCTACCCTTGTCCAACTACAACTGACTGCTTTGTCTCAAGG
GCCACAGAAAAGACTGTTTTCCTAAACTTCATGTTTGGAGTTGGACTTGGCTGCTTCATT
CTGAACCTTGTGGAACTGCATTACTTAGGTTGGTTCTATGTGTTTCGCATTTTATCCTTA
GCCTGCTCTGCCTGCTGTGATTTTAAGAGTATCAAGAAGCCAAAGGTTCTACACCCAGAG
CAGAACAGCTTACTCATACACTTAAAGGACACCATACAAGAAAGGTTTGCGCTAAAGAGT
TCTTCCAGTTTATCCCAGGAGAAGATCAGTTGTCTCCCCTCTCATTCAGCTGCCATTTCC
TTTACACAGGATGACAACAGTGATACTACCTCCAGGAAAGGCCCAGACAGTATGCATAGT
AGCCTCGATAAAATATATAAAATCAAAAAATCTTGGCTTTAA

>Xt-gje1-XM_002933872
ATGTCTTTAAATTATATCAAGAACTTCTATGAAGGATGTCTCAGGCCTCCAACAGTGATT
GGTCAGTTCCATACTCTCTTCTTTGGTTCTGTGCGAATGTTCTTTCTTGGTGTATTGGGC
TTTGCTGTATATGGAAACGAAGCTTTACATTTTAGCTGTGAACCTGACAAGAGGGAGGTG
AACCTGTTTTGTTACAATCAATTTCGACCGATAACTCCTCAGGTATTTTGGGCCCTACAG
CTAGTGACAGTATTGGTCCCGGGAGCTGTATTCCATCTTTATGCAGCCTGTAAGAGTATT
GATCAAGAAGACATTCTCCAGAAGCCTGTCTATACTGTATCTTACATTATATCTGTGCTG
CTAAGGATTATCCTGGAGGTGGTAGCATTTTGGCTTCAGAGTCATCTTTTTGGTTTTCAG
GTGAATCCGATCTTTATGTGTGATGCGGGAAGTCTTGATAAGAAATATGATCTCACCAGG
TGCATGGTACCAGAACACTTTGAAAAAACAATATTTCTCATTGCTATGTACACCTTTACT
GTCATTACAATAATATTGTGTGTTGCTGAAATCTTTGAGATTCTGTGCAGACGGCTAGGT
TTCCTAAACAATGAGTAA
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>Np-gja1-XM_018563743
ATGGGTGACTGGAGTGCCTTAGGAAGACTCCTTGATAAGGTGCAGGCCTATTCCACTGCC
GGAGGGAAAGTGTGGTTGTCTGTTCTGTTCATTTTCCGGATCCTGTTATTAGGCACTGCA
GTAGAGTCTGCTTGGGGTGATGAACAATCTGCATTCCGATGCAACACTCAACAACCTGGT
TGCGAAAATGTCTGCTATGACAAATCATTTCCAATCTCTCATGTACGATTCTGGGTTCTC
CAAATTATATTTGTCTCTACACCTACACTTCTATATTTAGCACATGTGTTTTATTTGATG
CGCAAAGAGGAGAAACTGAACCGAAAAGAAGAAGAACTCAAAATTGTCCAGAATGATGGA
GGGAATGTGGACATGCATCTTAAGCAAATTGAAATAAAGAAATTCAAATATGGCTTGGAA
GAACATGGAAAGGTCAAGATGCGTGGTGGTCTACTTCGTACTTATGTGATAACCATTCTG
TTCAAATCATTTTTTGAGGTTGGTTTCCTTCTCATCCAATGGTACCTCTATGGGTTCAGT
TTAAATGCTATCTATACCTGCAAAAGAGATCCCTGCCCACATCAAGTTGACTGTTTCCTT
TCCCGTCCCACTGAGAAAACCATTTTTATCTGGTTTATGCTAGTGGTGTCTTTAGTATCA
CTTGCTTTAAACATCATTGAGTTGTTCTATGTTGGTTTTAAAAGTGTCAAGGATGGCATT
AAAGGAAAGAAGGACCCCTATGCCACCACAAACGATGCAGTGAATCCTGCCAAGGATTGT
GGTTCCCCTAAGTATGCATATTTCAATGGCTGTTCTTCTCCAACCGCGCCTATGTCACCA
CCAGGTTACAAGCTTGTTACTGAAGACAGGAACCCTTCTTCCTGTCGTAATTATAACAAA
CAAGCAAGCGAACAAAACTGGGCTAATTACAGTGCAGAACAAACCAGGATGGGCCAAGCT
GGAAGCACTATTTCAAACACTCACGCTCAGCCATTTGACTTTCCAGATGAACACCAGAAT
GTAAAAAAAATGCCACCAGGACATGAAATGCAGCCTCTCAGTACACTTGACCACAGGCCT
TCAAGCAGAGCAAGTAGCCATGCAAGCAGCAGGCCCAGACCTGATGACCTGGAGATTTAA

>Np-gja2-XM_018574717-gja3like The predicted cds contains some in-frame 5´ repeats (each of 33 nt, grey font) to our predicted start codon, and the repeats that have been excluded here 
ATGCTCGGCGAGTTGGCGATTCTGCCCGGCACT
ATGCCCGGCGAGTTGGCGATTCTGCCCGGCACT
ATGCCCGGCAAGTTGGTCTGGCTGACGGTCCTCTTCATCTTCCGGATCCTGGTCCTGGGG
TCGGCGGCGGAGAAGGTCTGGGGGGACGAGCAGTCCGGCTTCACCTGCGACACCAAGCAG
CCCGGCTGCCAGAACGTATGCTACGACCGGACGTTCCCCATCTCGCACATACGCTTCTGG
GTCCTGCAGATCATCTTCGTGTCCACGCCGACGCTCATCTACCTGGGGCACATCCTGCAC
CTGGTGCGCATGGAGGAGAAGCAGAAGCAGAAGGAGAAGTTGCGTCAGAGCAAGGGGGAC
CCCCAGGGGGACCGGCAGCCGCTCCTGGAGCCGCCGAGGCCCGCCAAGCCGTCTGTGAAA
GATGACATGGGCAAGGTGCGGCTGCGGGGGGCGCTCCTGCGGACTTACGTCTTCAACGTC
CTCTTCAAGACGTTGTTCGAGGTGGGGTTCGTCGTGGCGCAGTACTTACTGTACGGGTTC
CAGCTGCAGCCCTTGTACACGTGCAGCCGGTGGCCTTGCCCCAACACGGTGAACTGTTAC
ATCTCCCGGCCCACCGAAAAGACCATCTTCATTTTATTCATGTTGGCCGTTGCGTGCTTG
TCGCTTCTGCTCAACCTCATCGAGATCTACTACCTGGGGTTCACCAAGTGCAGGCAGGGG
CTGACCGGGTCCCGCCGGGAAGCCGTGCCGAGACCACCGGCCAAGGCGGGAAGTATCACG
CACACGCACATCATCCCTCACTACACCCACTTCAGTCCTCCCGAGAAAGGGTCCAGCTTC
AACAGCCCCCTGCCCTTCCCCCTCTCCCCCAAAAAAAACACGACGGCCGCCATTGACAGC
AGCCAGGCCGCCCGGATGCAGAACAGGGAGAACCAAGCGGCGGAACGCAACGGCATCGGT
GACCTGAACGTGGCGTCCGAGAGCGGCAGCGACTTAGACCAGGCCGAGCGCCAGAGGCTA
CCGAGCCGGAACAGCAGGCAGAGTAGCACCAGATCACGGCCCGGGGCTCTCGCCGTGTGA

>Np-gja3-XM_018554688
ATGGGTGACTGGAGTTTTCTGGGCAGACTATTAGAAAATGCACAAGAACACTCAACTGTC
ATTGGAAAGGTCTGGTTGACCGTTTTATTTATTTTCCGAATATTGGTTTTAGGAGCAGCA
GCAGAAGAAGTGTGGGGGGATGAACAGTCTGACTTTACTTGCAACACCCAGCAACCAGGT
TGTGAAAATGTCTGCTATGACAAAGCCTTTCCTATTTCTCACATTAGGTTCTGGGTACTC
CAAATTATTTTCGTCTCTACACCCACCCTCATCTACCTGGGCCATGTCCTGCACATTGTG
CGGATGGAAGAAAAGAAAAAAGAGAAGGAGGAGGAGCTAAAGAAGTGCGTTAAAGATAAT
GATGAGAAGGAACTGCTCCTCAAGAAGAGTGTCGAGAAGAAGGAAAAACCCCCAATCAGA
GATGAAAGGGGTAAGATAAGAATAGGAGGTGCACTCCTCCGCACTTATGTCTTCAACATT
ATTTTCAAGACTCTGTTTGAGATTGGCTTTATTGTAGGGCAGTATTTCCTGTATGGTTTT
GAGCTGAAACCCCTCTACCGTTGCAACCGTTGGCCTTGCCCCAACACTGTGGACTGCTTC
ATTTCCAGGCCGACAGAAAAGACAATTTTCATTATATTTATGCTTGTAGTGGCTTGCGTG
TCTCTTTTGCTGAATATGTTAGAGATATATCATCTGGGGTGGAAGAAACTAAAGCAAGGT
ATGACCAACAGATATATTCCAGATCCTGCTTGTAATAAAGCAAATCCTCCTAGTCTACTA
CCACGAACTGTTCCGCCAAGTATGGCTTTTCCGCCATATTATACTGACGCAGCTGCTGCC
CCTCCAACCATGCAACATGTATATGCTAGGTCACCCATCTCTGATTTTAAGATGACATCA
CTAACAGAAGAGCCTCTTGATCCTTCCTACTTCAGCGGTCATTTTGATCATCGTGCCTTA
GCTAGTGACCAGAACTGGGCCAACCTGGCGGTGGAGAGAGAAAGGAAGCCTGGATCCAGC
ATTGCCAGTGTCTGCAGTGCAACTACTTCTGCTCCAAGCAGTGTAAGAAATGAGGAAGCA
TGTGAGCCCCCAGTGGGGTCAGGAAGTGGAAACAATTCAAGAGCAGAAGCAGATGACATA
CCAGCCACCACCACTGTAGAGATGCACCAGCCTCCCGTGTTGATAGACACAAGGAGGCTC
AGCAGGGCAAGCAAATCAAGCAGTAGCAGAGCTAGGTCAGATGACTTAGCTGTGTAG

>Np-gja4.1-XM_018558032-gja2like Np-gja4.1/2/3 are all on same scaffold (NW_017306584), located 10-20 K nt apart
ATGGCAGGATGGGATCTACTTAAAATATTGCTTGATGAAGTCCAAGAACATTCCACCCTT
ATCGGAAAGGTCTGGTTGACTGTGCTTTTCATCTTTAGAATTCTAATTCTCAGCTTGGCA
GGAGACTCAGTTTGGGGAGATGAACAGTCTGATTTCATCTGCAATACAGAACAACCTGGT
TGCACCAATGTCTGCTATGATAAGGCTTTTCCAATCTCGCATATAAGGTATTGGGTTCTG
CAGTTCCTTTTTGTCAGCACTCCAACTTTGATTTACCTTGGACATGTAATTTACCTGTCT
AGGAAAGAGGAGAAACGGAAACTCAGGAATAATGAAATGAAGGCCATTGAAGCGACAGTG
TCAAAAGTAAAGAGTGACAGTAAAAATGAATCTCCTACTAAGAAGTTTAAGATTCAAGGA
GCATTAATGTGTACCTACACAATTAGTGTTGTCTTCAAAAGTGTCTTCGAAGCTGGATTT
GTTTTTGGTCAGTGGTACCTTTATGGCTTTGTGATGCCTCCAGTCTTTGTGTGTTCTAGG
ATGCCTTGTCCCCACAAGGTGGACTGTTTTGTCTCCCGTCCTATGGAAAAAACTATTTTC
ATCATCTTTATGCTAGTGGTGTCCCTCATCTCTTTGCTTTTGAACTTGCTGGAACTTGTC
CACCTGGGCTGTAAACAGTTTCATCAAACTGTTAATACTGGAGTACCTTTCCATCCTACC
AGGTGCTACACAAACACACAGTCAATCAATCTTCCTTATCTCCATCAATCTTACCATCAT
CCTACAGCAAGCAACCAAGAAACAGAGCTGCCAGTTTACAAGAACCCTGAAAGTACCAAT
TGGCCTAGTATTAACACTGAAGAGCAGGTGAACTGTCTAGAGAAAGACAAGGCATCCTCT
GAGTGCTGGTCCCAAAGTGGTTTATCTGTGGTCGCTACTAATGCTCCTAGTTTAAAGGCC
AACCTGGCTTCCAATTCAAGCAGTTGCCAGACATCAAGCAAACAACAGTACGTCTAA

>Np-gja4.2-XM_018558045-gja4like
ATGGGAGACTGGGAGTTTTTAGAGAAGTTGTTGGATCAGGTGCAGGAGCACTCCACAAGT
ATTGGAAAAGTCTGGCTAATGGTGCTTTTTGTGTTTCGCATCCTAATTCTTGGTCTGGCG
GGAGAATCCGTTTGGGGCGATGAACAATCAGATTTTGTCTGCAATACGGATCAGCCTGGA
TGTCCAAATGTCTGTTATGACAAAGCCTTCCCCATCTCTCATGTGCGCTTCTGGGTGCTT
CAGTTTCTCTTTGTTAGCACCCCCACGTTATTTTACTTGGCACACGTTATTTATCTGTCC
AGAAAAGAAGAAAAGCTGAAGCAAAAAGAGGAAGAGCTAAGGGCTATGAGTGACAAGGAC
CAGCAAGTGGACCGTGCAATAGCTGTCATTGAGAAGAAACGTCTAAAAATCTGTATTCAA
GAGGATGGTAGGATCAAAATCCGAGGAGCGCTAATGTTGACATACACAATCAGTGTTATT
TTCAAGAGTATTTTTGAAGCTGGTTTCCTGCTTGGCCAGTGGTACTTGTATGGCTTTGTG
ATGCCCGCATTATATGTGTGTGAGAGAACCCCATGTCCTCATAAAGTAGACTGTTTTGTA
TCTAGACCCATGGAGAAAACTATCTTCATCCTTTTCATGCTAGTAGTGTCACTGATCTCT
CTAGTACTAAACCTCCTAGAACTGATTCATCTAATGTGTAAGAGTATGGTTCATGCCTTA
AAAAAATATTCCCCCTATGTGCCTAATACAAAATACACAAAGGAAGAGGATATTTACCCA
GGGAAATGCTCTGAGGCAGCCAGTGCACCTTTTCAGGACAAGTCTTACCTGTACCTCCCC
ATGACTGAGAACATTTCCTACCCAGCATACAAAGTACAGAATGAGGACAACTGGGCAAAC
TTCAATGCTGAGAAACATTTATGCCTCAGTGCAGACAAACAGGCACTAGATCATTACAGC
AACAGTCCCTTTAAACCTGTTTCTCCCAACTCCCATGCTGTTGTCGAGAAGCAGCCAAGC
AGAGCCAGCAGTTCGGCCTCTAAAACACAGTATGTCTGA

>Np-gja4.3-XM_018558047-gja4like
ATGGGGGACTGGAGCTTTCTTGAAAAGTTACTAGACCAAGTACAGGAGCATTCTACAACA
GTTGGAAAAATCTGGCTTGTGGTGCTGTTTATATTCCGTCTTCTGATTTTAAGCCTTGCC
GGGGAATCAGTTTGGGGAGATGAGCAATCAGACTTCATTTGCAACACTAAACAACCTGGT
TGTCCAAATGTTTGCTATGATAAAGCTTTTCCTATTTCTCATATCCGGTATTGGGTGCTA
CAGTTTCTTTTCGTGAGTACACCTACTCTGTTCTACTTGGCTCATGTTGCCTACCTGTCT
AGGAAACAGGAAAAGCTAAGGCAGAAAGAAAGCCAATACATGATTGTAGAAGACAAAATT
CAACAAGAGGATACCGGCTTGTCGCTTGATGAAAAGAAACACAGGAAATTATTATTTCAA
GAGGATGGAAGAGTCAAGATCAGAGGAGCACTGTTGTGCACATACATAGCAAGCATTATC
TTTAAGAGTCTATTTGAGGCTGGATTCATAATTGGCCAATGGTATCTCTATGGTTTTGTG
ATGCAGGCAAAATATGAGTGTGAAAGACCGCCGTGCCCTCATAAGGTGGACTGCTTTGTG
TCAAGACCCATGGAAAAAACTATATTCATCCTTTTCATGCTTGCCGTCTCCCTCATCTCT
TTGTTTCTCAACATAGTAGAATTCGTTGTTTTGATTTCTCACAGTATATGTCGAAAAGTA
AAAAAGTATGCAAGAGTCGCATATAAAAGTGATGCAGGAATATTCCAAGACAAGACTTAC
AACTTACCTAGTGCACCAGAGTCTGACAAATCGTGTCTGTATTTTCCCACAATCGGGGAT
AAATGCCCTCCCTATAAAATTTCTGATGAGGAAAATTGGGTCAACTTCAATACAGAGAAG
GAGATGGCCCTGAATGGTGTAGTTCACTCAAATCTGGACAGTAATGTTTACAGCCGTGAC
ACTAACCAAGTTTCTAACCGCTCTGGCAGTTCTATGTCAAAGAAGCAGTATGTCTAA

>Np-gja5-XM_018557860
ATGGGTGACTGGACCTTCCTGGGGGAATTCTTGGAGGAAGTACAGAAGCATTCCACAGTG
GTGGGGAAAGTATGGCTGACTATACTGTTCATCTTCCGAATGTTGGTCCTCGGCACTGCG
GCAGAGTCCTCCTGGGGAGATGAGAAATCGGACTTCATGTGTGACACCACCCAACCCGGT
TGTGAGAACGTCTGCTATGACAAAGCATTCCCCATCTCCCACATTAGATTCTGGGTTCTC
CAGATCATTTTTGTGTCCACTCCATCCTTACTATACATGGGGCACGCCATGCACACCATT
AGGGTGGAGGAAAAGAAAAAATTCAGGGAAGAGGAAATGAAAGCCAAGCAGGACATGAGT
GGAGACTCAACCTACCACCAGAAAGTGTACCCACCAGAAAAAGTAGAACTTCCCTATAAG
GATGAGATTAGTGGGAAAATTAGGCTTCAAGGAAGCTTGTTAAATACATACGTGTGTAGC
ATTCTCATCCGCACAGTGATGGAGGTAGCTTTCATCGTTGGACAATATATGCTGTATGGA
ATCTTTTTGGAGACCCTCTATATATGCAAGAGGAAACCTTGCCCCCATCCCGTAAACTGC
TATGTATCCAGGCCAACTGAGAAAAACGTTTTCATTGTTTTCATGTTGGCTGTGGCCTCA
TTCTCACTTCTACTCAGCCTGGTTGAACTCTACTATTTGTCATGGAAGGGGCTCAAGCAG
AAATTGACTAGGCCACCGCCAAGTGGCCAAAACGCCTTGAGGGTGGCCACTATAGAGCCA
GAGCACCGCTCCCAGAGCTGTACACCTCCGCCCGATTTTAATCAATGTCTAAACACTAGC
AAAGGCAAGTTTGCCACCCCATTCAGCAATGCTCTTGCATCTCAACAAAACACAGCTAAC
TTTGCCACCGAGAGGGTCCAGACTGAAGATGACATCGGACAAGGACCGTTCGTCCACATC
AACTATTCACAAAATGCTCCGGTGACCAACCACTCTGCGCCACACCACATGCCCAATGGC
TACTGCCACAGCGGCCGGCGCTTGAGCAAGACAAGCCGCACTAGCAGCAAAGCCCGCTCA
GATGATTTGGCAGTGTGA

>Np-gja8-XM_018557858
ATGGGAGACTGGAGCTTCTTGGGGAATATTTTGGAGGAGGTGAATGAGCACTCCACTGTG
ATCGGTAGAGTTTGGCTCACTGTCCTGTTTATTTTCCGGATCCTCATTTTGGGAACAGCG
GCAGAGTTTGTGTGGGGGGATGAACAGTCTGATTTTGTATGCAACACCCAGCAGCCTGGT
TGCGAGAATGTCTGCTACGATGAGGCCTTTCCTCTGTCCCACATCAGATTGTGGGTCCTG
CAGATCATCTTTGTCTCCACACCATCCCTGGTGTATGTGGGGCATGCTGTGCACCACGTG
CGGATGGAGGAGAAAAGAAAGGAGCGAGAAGAGGCAGAAATGAGTAGGCAACAGGAAATC
AATGAAGAGAGGCTGCCGCTGGCTCCTGATCAAGGGAGCATCCGAACCACCAAGGAAACA
AGTACCAAGAGTACTAAGAAGTTTCGGCTAGAGGGAACCCTCCTAAGAACCTACATCTGC
CATATCATCTTTAAGACACTTTTTGAGGTGGGCTTTGTGGTGGGCCAGTATTTTCTGTAT
GGTTTCCGGATCCTCCCCCTGTACCGTTGCAGCCGTTGGCCTTGCCCAAACACGGTAGAC
TGTTTTGTCTCCAGACCTACAGAAAAGACTGTGTTCATAATGTTCATGCTGGCTGTGGCG
GCAGTGTCACTTTTTCTAAATGTGATAGAGATCAGCCACCTGGGCTGGAAAAAGATCCGT
CTTGCATTTCGAAGGTCGGCGGATCATCAAACTCAACAGCTGCTGGGAGAAGTTTCACAG
AAGCCCCTGCACTCCATAGCCATCTCTTCCATTCCAAAGTCTAAGGGCTACAAGTTGCTG
GAGGAAGAAAAGGCTGTCTCCCATTTCTATCCAATGACTGAAGTTGGATTAGAAGCTAGC
CCCCTACCTACTCAGTTTAACAACTATGACAAAAGCAGCACGGGACTCCTGGAAGACCTC
TCCAAGGCTTATGATGAAACTCTGCCCTCCTACCGCCAAGCTGAAGAGCAAGAGGTGGTG
AAAGTGCAAGTGACTGAGACCTTAGAACAAACTCCATCTGAGCGAGCCCCATCAGTTAGG
GCTCCTTCGGTGCGTGCCCTCTCTGACCGCGTTCCCTCTGAGCGTGCCCTTTCTGAAAGA
GCACCATCACGTGCAGTTTCTGACCATGCAGCTTCAGAGCATGCTCCCTCTGAACATGCA
TCCATTTCAAGAATACAATCCAACCATGCACTCTCTGAAAGAGCACCCTCAGAGCAAGCC
ATCTCCCGTGCTGGTTCTGAGCATGCCCCTTCGGAGCGAGCTCACTCTCGGGCAGTATGT
GAGCTTGCACCCTCAGAGCGAGCTCCTTCTCGGACCATTTCTGAACACGCCCCTTCTGAG
GGAGCTCCATCTCGAGCTACTTCCGAGCACGCACTCTCAAACCGAGCTCCCTCACGGGCA
GCATCGGAGCATGCTCCATTTGAACATGCGCCTGAGCAAGTGCCTTCTCAAGCAGCTTCT
AATGTCCAGTTATATGATGCTCCTGTAGAACAGCCCCAAGAAATTGTCACGTCACCTTTA
GAAGACGATCGTACACCCTCAAGAGCTCTCTCAGACCACATTGGTCCTGATCCTTCCCCA
TCAGATCGTGAGGTTCCTCAACCTGTGCCCCCAGAACCAGACGTTTGTGAACCAGAGCCT
ACAGGCCTGGAGTTGGCTCTATTGAGTTTTGAATTAGTTCCAGATTCCCGGTCCCTCAGT
AGATTAAGTAAAGCAAGCAGCAGGGCCCGATCAGATGATTTAATGGTATGA

>Np-gja9-XM_018560310
ATGGGAGACTGGAATTTCCTTGGGGTAATCCTGGAGGAAGTCCACATTCATTCTACAATA
GTGGGGAAGATCTGGCTTACCATCCTGTTTATATTTCGAATGCTGGTCTTGGGGGTAGCA
GCTGAAGAAGTCTGGAATGATGAGCAGTCACAATTTGTTTGCAACACAGAGCAACCTGGA
TGCAAAAATGTCTGTTATGATCAAGCATTTCCTATATCTTTGATCAGATATTGGGTCCTG
CAGGTCATCTTTGTGTCTTCACCTTCATTAGTCTACATGGGCCATGCTATTTATAGACTT
AGAGCTCTTGAAAAAGAAAGACACAAGAAGAAAGCACAGCTAAAAGGGGAACTTGAAAGA
GTGGAGTATGAGTTGACTGAGGATCGTAAGAGACTGGAACGTGAACTCCGGCAGCTAGAG
CAAAGAAAACTCAACAAGGCTCCTCTTCGTGGGTCTCTCCTTTGTACCTATGTTATACAT
ATATTCACTAGATCCGCTGTTGAGGTTGGTTTTATGGTCGGTCAGCATTTGCTTTATGGT
GTTCAATTAGATCCACTTTACAAATGTCAGAGGGACCCTTGCCCTAATGTGGTTGACTGC
TTTGTATCAAGACCCACAGAAAAGACAGTATTTATGTTATTTATGCAGAGCATTGCAGGT
GTTTCTCTTTTTCTTAATATTCTGGAAATAGGACATCTGGGTGTGAAAAAGATTAGGAAA
GGAGGTTTAGTGAGATATAAATTTAAAGATGAATTTGATGACTTTTATGTAATGAAACCT
AAGAAGCACTCCACTGTAACTCATACAGGCATCGGGACATCTTCTAGTCCACATAAGACC
CTTCCTTCAGCCCCTAGTAACTACACATTGTTAATGGATAAACCAAATGATCCATCTGTG
TATCCAATATTGAATCCACCTTGTGGATTTCATCCTATAGTAGATATGCGTACAGAAAAC
AATAGTACCTGTATCCTTGATGAACAAGAAACCAAATCAGCTAATGAAGTCAACCCTGCA
AACATGGCAGACAACCACTTCCACAACAGCAGCTCCAACAATAATGAAAAGTTCACCAAG
ACTTATATTTTTGATAACAAGACTCCAAAAAGCCAACCGCAAAGGAAAAGTGGCTGTATA
AGAAGCTCTCGATCCAGTGTTGAAAGTGCACTGGGTATTTCAATGGGAACAATGACTGAA
ATACCTTCAGAGGACACCGTGGATTGCTCTGTACAGAATGTTATTTGCTCTACAACCAGT
AATGCAGTCCATAAGACCAGGAGAATTAGTGCCCCTTGGCACAATTCTAGGATGGGTGAC
AGATGTGGTTTTGTTCAAGATTCTGTAAGCAGCAGCAGGGGACGCTACAGTTTCAGCGCA
AATAGATCATGGGCACTCTCCAAGTCTGACCTCAAGCGCATCAGTCGGCCTGCTACACCA
GAAGCCCTAGGGGAGCAGAGTCCAGAGTACAAGCAGGATAAGGAGTGTGATGGTTCCGTG
ACCTTCTCTCCATCTCGACGGATGTCACTGGCAAGTAACGCCAGTAGCCGGCGTGTCCCC
TCCGATCTACAGATCTAA

>Np-gja10-XM_018573519
ATGGGTGACTGGAACCTGCTGGGAAGCATTCTGGAAGAAGTTCATATTCACTCCACCATA
GTGGGGAAGATCTGGCTCACCATCCTCTTCATATTTCGGATGCTGGTGCTTGGAGTAGCT
GCTGAAGATGTTTGGGATGATGAACAAGAAGAATTTATTTGCAACACAGAACAGCCTGGT
TGCAGGAATGTCTGCTATGACCAAGCATTCCCTATCTCTCTTATTAGGTATTGGGTGTTG
CAGATAATTTTTGTATCTTCTCCATCCCTAGTTTATATGGGACATGCACTTTACAGACTA
AGGGCCCTGGAGAAAGAGAGACAGAGGAAAAAGGCCCAAATCAGGGCGGAGCTGGAAGAG
CTAGATACAGTTATTGATGAGCACAGGAGACTGGAGAAGGAGCTGAGAAAGTTAGAGGAA
CAAAAGAAAGTTAACAAGGCTCCCCTTAGAGGTTCCCTTCTACGGACTTATGTGCTGCAC
ATCCTAACGAGATCCATTGTAGAAGTTGGATTTATGGTGGGACAGTACTTTCTGTACGGA
TTTGACCTTGATCCACTTTACAAATGTTCACGCTTTCCATGCCCCAACATAGTAGACTGT
TTTGTATCCAGGCCAACCGAAAAAAACATCTTCATGGTTTTCATGCACAGCATTGCTGCT
GTGTCATTATTTCTAAATATTTTAGAAATTTTTCATCTAGGTATTAGGAAGATCAAACAA
GGGCTTTATGGAAAACATCTTTTAGAGGCCACAGAAGATGAAATAAGCATTTGCAAGTCC
AAAAAGAGCTCTGTGCAGCAGGTTTGCATGTTGAGTAACTCTTCCCCGAACAAGATGATA
CCTTTGTCTTCAAGTAGTTATAAACTGATTCCTGACCAGCAATTGGACTCCATTGGATTA
CCCGCCTATCTTCCACCAGCCCCGGGATTTAAGGAAGTGCAAATGATTAATGATCAAGGT
CAGTACGGTAAGGTTATAGCTCCTGAAAAGCATAAGAGGAGTGTGGATCATCTTAACACA
GATCAGCACAGTGGACAGATCAACATGCACAGTAAACAAGAATCTAGATATGTGGACTGT
CAGAGAATGAACAATCACATTGATCAATACCCTGGCCAAATTCTGAACAGGACTCCGCCT
AATCAGCATCTTGCAGAGCGCAGGGAAGAACAGACATTGCAGAAGAGAAATCTCTCATCA
AGCAGTGAGGACTCGCATAAGAAATCTCAACGTAATAGCTGTCTGGGGTCCAAGAGCTGC
CTTAAAAGCCATCAGTCTTTAGATCAAGCAAGGCACAGTACAGTACACCCTCTTAGATCA
TGCCTCCATTCCAGCCATATGGAGTTACCATCTGCTTTGCGCAAATACAGCAGAGTCGGT
AGCTGCAAAGACTTTGCAGAAGATCGAAGTGATTCTGCAGACAGTGGGCACCGGAAGGTC
AGCTCCACTTCCAGAGGATTATCAGAAAGCAGACTCGCTAGTGATCCAGATAGTTCTGAC
TCAAGGAATGGCTCAGGATCTGAATCAAGGAGACGAGAGGAAAGCTCGAGCATAACCCCT
CCTCCCCCATCTGGGCGCAGAATGTCAATGGCAAGTAGAGGCAGACAGTCAGTGGTTTAT
CCACTCTACAGATTATTGGTCTAG

>Np-gjb1-XM_018574721
ATGAACTGGGCCGGATTTTACGCCATCCTGAGCGGCGTGAACCGCCATTCCACGGGCATC
GGTCGCATATGGCTGTCCGTGGTCTTCATCTTCCGCATCATGGTCCTGGTGGTGGCGGCG
GAGAGCGTGTGGGGGGACGAGAAGTCGGCGTTCGCCTGCAACACCCAACAGCCGGGATGT
AACAGCGTCTGCTACGACCACTTCTTCCCCATCTCCCACATCCGGCTGTGGGCCCTGCAG
CTCATCATCGTGTCCACGCCGGCCCTCCTCGTGGCCATGCACGTGGCCCACCTGCAGCAC
CAGGAGAAGAAAATCCTGAAGCTGTCCGGCCACGACGACCCCAAGGAGCTGGCGCAGGTG
AAGCGGCAGAAGATCCGCATCTCGGGCACGCTGTGGTGGACCTACACGCTGAGCGTGGTC
TTCCGCATCATCTTCGAGGTGGCCTTCATGTATCTCTTCTACCACATCTACCCCGGCTAC
GCCATGATCCGGCTGGTCAAGTGCGGCGAATACCCCTGCCCCAACACCGTGGACTGCTTC
GTGTCCCGCCCCACCGAGAAAACCATCTTCACCGTCTTCATGCTGGCCACGTCCGGCATC
TGCATCGTCCTCAACGTGTCCGAACTCTTCTTCCTGATCGGGAAGGCGTGCGCCCGCCGC
AGGCTCCGCCACGAAGACTCCTACCGGGGCCACGAGCATCGGCAGAACGAGATGAACACC
TTGCTGACCGTGGACAGCCTCAAAAAGGCGCCCGGGGGCCAAGAGAAAGGAGAGCACTGC
TCCACGTCCTAG

>Np-gjb3-XM_018558031-gjb3like
ATGGATTGGAAGACATTCCAGGGTCTCTTAAGTGGCGTGAATAAGTACTCAACAGCTTTT
GGACGTATTTGGCTATCAGTTGTCTTTGTATTCCGAGTTCTTGTGTATGTGGTTGCAGCA
GAGAAAGTATGGGGAGATGAGCAAAAAGATTTTGATTGCAACACCCGGCAACCAGGCTGC
ACTAATGTCTGCTATGACCACTACTTCCCCATCTCTCATATTCGACTTTGGGCCCTCCAG
CTGATATTTGTGACTTGCCCTTCTCTTCTGGTAATAATGCATGTTGCTTATAGAGAAGAG
CGAGAAAAAAAGAACCGCGTGAAAAATGGTGAGAATTGTTCTAAGCTGTACTCCAATACT
GGCAAGAAACATGGAGGTCTCTGGTGGACTTATCTTCTGAGTCTTTTCTTCAAAACTGGC
ATAGAGATCACCTTTCTTTACATCCTGCATAAAATGTGGGACAGCTTTGACATGCCTCGG
CTCGTCAAGTGTACCAATGTCGACCCGTGCCCCAACATTGTGGATTGTTATATCGCCAGG
CCAACTGAGAAGAAAGTTTTCACATACTTCATGGTAGCAGCCTCTGCAATGTGCATTGTC
ATCAGCATTTGTGAGATATTTTACCTGATCTTTAAAAGATTTTTAGGCTGTTTTAACAAG
TTCAAAAAGTCCAGTGATCACTCGGTAACCTACAGCAAAGCTTCTACGTGCCAGTGCCAT
ATTCACTTAGATAATACAGAGAAGAAGCCACTTAATAAGACAGTTGCATCGATAAGAGCT
TCAGCACCAAATCTAACAGATTTGTAA

>Np-gjb4-XM_018558030-gjb5like
ATGAATTGGGGTGTCTTTCAAGCCCTCCTGAGTGGAGCAAGTCATTTCTCAACAAGCTTT
GGACGCATTTGGCTATCCATAGTCTTTATCTTTCGCTTGCTGGTTTATGTGGTGGCAGCT
GAAAGAGTTTGGGGTGATGAACAAGGAGAATTTGACTGTAACACAAAACAGCCTGGATGC
CACAATGTCTGTTATGATCATTACTTTCCAGTGTCCCACATCAGACTCTGGGCCCTCCAG
CTCATTCTGGTCACCTGTCCATCTCTTCTTGTTATCATGCATGTGGCCTACAGGGAAGAT
CGAGAAAGAAAACACAAAGAAAAGCAAGGAGAGGACAATGGACGGCTGTATGCAGACACA
GGAAAGAAGCGAGGAGGTTTATGGTGGACATATGTTATCAGCCTTATAGTCAAGGCTTCG
GTAGATGTAGTGTTTCTCTACATCTTTCACCATATATATCATAACTATTCATTGCCAAGA
CTTGTCAAGTGTACATTGAATCCATGTCCTAACACTGTAGACTGCTTTATATCTAGACCT
ACTGAAAAAAATATTTTCACATTATTTATGGTGGTCACAACAATAATCTGTATTTTGTTG
AACTTGTTGGAGATAGGATACCTAGTGACCAAGAGGTGTCATGAATGCCTCATTCAAAAG
CATCTCAAGAATCAGTCGACTAACGTCATTGCATATCTTCAGAAGCAACAGATGTTTCAT
GTTAACAACAAGCTAAATGAAGAACTTGACCAGCTAAAGCCTTGTATTCATATAATGCCA
CCAGAAACTGAACTGAAATAA

>Np-gjb5-XM_018558022-gjb5like
ATGAACTGGGGTGTGTATGAAGCTCTGCTGACAGGTGTCAATAAATTCTCCACTGAATTT
GGTAGACTTTGGCTTTCCATTGTTTTTATATTTCGCATCTTGGTATATGGACTAACTGCA
AACCGCGTCTGGGGAGATGACCAAAAAGACTTTGACTGTAACACTCGGCAGCCAGGGTGT
TCTAATGTCTGCTATGACCATTACTTTCCTGTGTCCCACATTCGGCTGTGGGCTTTACAG
CTCATCCTGGTCACCTGCCCTTCTCTTCTTGTTGTGATGCATGTTGCTTATCGAGAGAAC
CGAGAGAGGAAATACAGTGAGAGATTGGGGGAGAAATATGAGAAGCTCTACAAAGACATC
AGCAAAAAGAGAGGGGGCCTATGGTGGACCTATCTCTTGAGTCTTCTAGTCAAAGCTGCT
GTGGACATAACTTTTATTTTTATTTTTCATCGACTCTATGAAAATTTTTTTCTTCCTCGA
GTAGTAAAATGCACACTTAGTCCGTGTCCCAACACAGTAGACTGCTTCATCTCCAGACCA
TCTGAAAAGAACATCTTCACTCTATTTATGATCATTACTTCTGCTGTGTGTGTCCTTCTG
AACTTTGTGGAAGCTTCATATCTTGTAGGGAAAAAATGTAGAGAGACCATGCAAGCCAGA
AAAAAGAAAGTTTTGGGAGAGACATGCTCTGATCACTGTGTCAGTGTTCGTAATGAACAA
CCATGCACAGATAAAAATTGTAAGACCAAGAGTATAATTTCCTAA

>Np-gjb7-XM_018554351
ATGAGCTGGTCTTTTTTAAGAGACATTTTAAGCGGTGTCAACAAATACTCAACTGGCATT
GGAAGGATCTGGCTGTCAGTTGTCTTCATATTCCGACTTCTGGTGTATGTGGTTGCTGCG
GAAAACGTTTGGAAAGATGAGCAAAAGGAGTTTGAATGTAACGTCAGACAGCCGGGGTGT
GAAAATGTCTGCTTCGATCACTTCTTCCCCATCTCACAAGTCAGACTGTGGGCTCTCCAG
CTAATAATGGTGTCTACACCATCACTTCTCGTGGTGCTCCACGTGGCATATCGGGAAAGC
AGAGAGAAGAGGCACAACAAGAAGCTTTACGAGGACACAGGAAGCATGGACGGTGGCTTA
TGGTGCACATATGTCATCAGCCTCCTATTTAAAACCACGTTCGAGTTTGGTTTCCTTATT
CTTTTCTATAAGATATATGGCGGGTTTAGTGTTCCCCGGCTGGTGAAGTGCGATATGGAG
CCTTGCCCCAATCTTGTTGATTGTTACATCTCCAAACCTACAGAGAAAATGATTTTCCTG
TATTTTGTGGTACTTACTTCAGGACTCTGTATTATACTCAATATCTCTGAGCTGGGGTTG
CTCATCTTCAAATATTTTTCAAAATGCTGTCGGAAAAGATATGAGCAAAAACTGACCTCA
CCACAGTGTGACTGTAGGAATCGTCACCATATCAATGATCAGGAAAGTGCATCTCACTTA
CAGCCAAAGTCAAATGATTCTGAGCAATAG

>Np-gjb8-XM_08554680-gjb2
ATGGATTGGGGAACTCTTTATGAAGTCATTGGAGGGGTCAACAAACATTCTACAAGCATT
GGCAAAATCTGGCTCTCTGTCCTGTTCATATTCCGTATTATGATTTTGGTGGTGGCTGCG
GAGAGTGTCTGGGGTGACGAGCAATCAGATTTCACCTGCAACACATTACAACCTGGGTGC
AAAAATGTGTGCTATGACCACCACTTTCCAGTGTCTCACATCAGGCTCTGGTGTCTCCAG
CTCATCTTTGTGGCTACACCAGCACTGTTGGTTGCCATGCACGTAGCTTACTTGAGACAC
GGAAAAAAAAGAAAACTTCAGAAAAATCGCCAGTCCTCCAAGTTTGATGACACGGACTTA
GAGGAGTTAAGACAGTATAGATTTCAGATAGTAGGTACACTCTGGTGGACCTACACCATC
AGCATCCTGTTCAGGGTCCTGTTCGAGGCTACTTTCATGTATCTCTTCTACTTCCTCTAC
ACTGGTTTCCATATGCAACGTCTTGTCAAGTGCGACAACTGGCCTTGCCCGAATGTGGTT
GATTGTTTTATTTCAAGGCCTACTGAAAAGACTGTATTTACCATCTTCATGATTATCGTG
TCTGGCATTTGCATGGTGCTAAATGTGGCAGAGTTGTGCTATCTCATCATTCAGGCATCT
ATGAGAAGAGCCAAAAAGAATGCCAAGAGATACACCAACCACATAAGTGGCAAAGAGGAG
TCACAGAATAAGCTAAATGAGCAGAAGGAACAATAA

>Np-gjc1-XM_018555183
ATGAGCTGGAGCTTCTTGACACGACTGTTAGAAGAAATCCACAATCACTCCACATTTGTT
GGAAAAATCTGGCTGACGGTTCTCATAGTCTTCCGAATTGTTCTGACTGTCGTCGGAGGG
GAATCCATTTATTACGATGAACAGTCAAAGTTCGAGTGCAACACAGATCAGCCAGGCTGC
GAGAATGTGTGCTACGATGCCTTCGCCCCCCTTTCCCATGTACGTTTTTGGGTATTTCAG
ATTATCTTGGTGGCCACCCCACCACTTTTGTATTTGGGTTATGCAATTCACAAAATCGCC
AAAATGGAGGAACGCTTTGAGTACGATAAGAAGGCAAGGTTCAGAGCCATGCCCAAGCGC
TGGAAGCAGAATCGGGCTGTAGAGGAGGTAGAAGAAGAACATGAAGAAGACCCCATGATG
TACCCAGGGACTGAGCAGGGTAGTGACAGAGGGAACCACGGCCATGTCAAGATTAAGCAT
GATGGTCGAAGGCGGATTCGGGCTGATGGATTGTTGAGGATTTATGTCCTGCAGCTGATT
GTCAGGACGGTTTTTGAGGTAGGGTTTTTGGCTGGTCAGTATTTCCTTTATGGCTTTGAA
GTTATCAGGAGATACGAGTGTGAGAAAGACCCTTGTCCACACACAGTGGACTGCTTTATA
TCCCGACCTACTGAAAAGACCATCTTCCTGTTAATAATGTATGGCGTCAGCTGCTTGTGC
CTTCTCCTGAACATATGGGAGATGCTTCACCTTGGCTTTGGGACTATACGGGACGCACTT
AACAACAGGGGGAAGCAAGTGGACGATTCTTCTTCCTCTACCTATCCTTTCTCATGGAAC
ACTCCTTCAGCTCCACCTGGATACAACATTGCTGTGAAACCAGACCAAATCCATTATACA
GAACTGACCAATGCCAAAATGGCTTACAAGCAGAACAGGGCCAACATAGCTCAGGAGCAA
CAATACAGGACAAGTGAGGACACTCTCCCCGCTGACCTAGAACACCTTCATCAGGAAGTG
CGCATGGCACAAGAACGCTTGCAAACTGCCATTCACGCTTACTCAACTCAGAGCAACCCA
CCTTCCACCAAAGAGAAGCGATCCAAAAAAGGGTCTAACAAGAGCAGCGTCAGCAGCCGG
TCCGGAGACGGAAAGACCTCTGTGTGGATTTAA

>Np-gjc2-XM_018558641
ATGAGCTGGAGTTTTTTAACCCGTCTTCTAGAAGAAATTCACAATCACTCCACCTTTGTG
GGGAAGGTCTGGCTCACGGTCCTAATCATCTTCCGAATAGTCCTAACCGCAGTTGGCGGG
GAGTCGATCTACTCCGATGAACAGAGTAAATTCATGTGCAACACGAAGCAGCCGGGCTGC
GATAACGTCTGCTATGACGCCTTTGCCCCTCTGTCACACGTGCGGTTCTGGGTCTTCCAG
ATCATCATGATATCGGCTCCGTCGGTCATGTACCTCGGCTACGCCATCCACAGGATTGCT
CGGGCCGCCGAGGACGACAGGCGGAACCATATGCGAAAGAAGAAGAAAAAGGCTTTTTCG
AGATGGCGGACGGGTGAAAACGTTGAAGACCCGGAGGACGAGGAGGAGGAGCCCATGATC
TACGAGACTCCAACAGAACCAGAGAAAACAGAAAGCAAAGGCAAGGAAAACAAAAAACAC
GACGGCCGGAGACGGATCAAAGAAGAGGGACTGATGAAAATTTATGTCTTTCAGCTTTTG
TCGAGGGCTGTTTTTGAAGTTGGCTTTTTGATAGGTCAATATTTCTTGTACGGCTTCGAA
GTCTTGCCTTCCTTCCAGTGCAACACACAGCCGTGCCCACACACGGTAGACTGTTTTGTG
TCTAGGCCGACAGAGAAGACGGTATTTTTGCTGATCATGTACGTGGTGAGCTGCCTGTGC
TTGTTGCTGAACATCTGCGAGATGTTCCACCTCGGAGTTGGGACCCTAAGGGACGTGATT
CGCAGCCGGAGGACTAATGCCGCCAGGCAGCCCCCTTACAATTACTCCTACCCAAAGAAC
ACCGCTTGCCCCCCGGAATACAATATGGTGGTGAAGTCAGACAAGTCCTCCAAAGTCCCC
AACAGCGGCATGGCCCACGAACAAAACTTGGCCAACGTCGCTCAAGAACAGAACTGCACG
AGCCCCGACGACAACGTTCCGTCAGACCTCACCTCTTTACATAAACATTTGAGGGTTGCC
CAGGAACAGTTGGACATTGCATTCCAGACCTATAACTCTCAGGTCAACGCCCAGGCATCG
AGGACCAGTAGTCCTGCTTCTGGGGGGACGGTGGTGGAGCAGAATCGGGTAAACACTGCA
CACGAAAAGCAAGGAGCAAAGCCTAAGGCTGGCTCGGACAAAGGCAGTACCAGCAGCAAG
GATGGGAAAACTTCCGTATGGATTTAA

>Np-gjc4-XM_018563038-gjc1like
ATGAGCTGGAGCTTTCTAACCCGCCTTCTCGAAGAGATCAACAACCACTCCACCTTTGTG
GGGAAGGTATGGCTCACGATCCTGATCATTTTTCGGATCGTGCTGACCGCTGTGGGTGGC
GAGTCCATCTACTATGATGAGCAGAGCAAGTTTGTGTGCAACACGCATCAGCCCGGTTGC
GAGAATGTGTGCTACGATGCTTTTGCGCCCTTGTCACATGTCCGATTCTGGGTCTTCCAG
ATCATCCTCATCACAACCCCATCCATCATGTACTTGGGCTTCGCCATGCACCGCATCGCC
CGCCAGCCGGAGGATTACCGGAGGCAGCTGGAAAGGGCTAAAAGCCAGAAGAAAAGGGCA
CCGGTGGTTCATCGTGGGGCCAAACGGGATTATGAAGAAGCGGAAGATGACAACGAAGAG
GACCCCATGATCAGCGAGGAGCTGGTAACCGAAAAGGACGTTGAGGATAAGGACAAAAAG
AAGCACGATGGGCGAAAGCGCATTAAGCAGGACGGGCTGATGAAGGTGTATGTGCTGCAG
CTGCTTTTCCGCTCAGTTCTTGAAGTCGGGTTCCTCTTTGGGCAGTATATTTTGTACGGC
TTTGAAGTCATGCCATCGTACGTGTGCACAAGGAGCCCTTGTCCTCATACTGTGGACTGC
TTTGTGTCTCGTCCCACCGAGAAGACCATCTTCCTTCTCATCATGTATGCCGTCAGCTCC
CTGTGCCTTTTGCTTAACCTGTGTGAGCTCTTCCACCTGGGCGTTGGTGGCATTCGCGAT
TCACTGCGACGGAGAAGCCGGGATGCCGATGAGGGCCAGTACTCTAAAAAGACCCCCAGT
GCCCCACCTAACTACCAATCTGTGCTCAAAAAAGGGAAGGTGCCCAACGGTAAGCTGTAT
CCAGGGAATGGTGGGTCTGAAGCCTTTGAGATGCCAGTGACCCATGAGCTGGACCAACTG
CGTCGGCATCTCAAGCTGGCCCAAGAACAACTGGACTTGGCCTTTCAATTGAACAGCATT
GCCGGAACCGCCCAACAGTCACGGAGTAGCAGTCCAGAGGCTAACAGCATGGCAGCAGAG
CAGAACAGACTCAACTTTGCACAGGAGAAGGGTGGAGGAGTCTGTGAAAAATCAGGTCTG
TGA

>Np-gjd1-XM_018555998-gjd2like The sequence in grey font is considered less likely to be a part of the proper RNA. The more likely correct exon 1 with 71 coding nucleotides is missing.
ATGGTACATACAGATGCTGTGGAGAGCAAAGAGTGCTTGATTTGTGGAACTTCAGTGTTC
CGTACCTCCAGTTCCAGTTTTCCTCACCTACCGTTCCAGTGTTCCTTACCTCTGGTTCTA
GTGTTCCTCACCTCCAGTTCCAGTATTGCTCACCTCCAGTTCCAGTATTGCTCACCTCCA
GTTCAAGTGTTCCTCACCTCCAATTCCAGTGTTCCTCACCTCCGATTCCAGTGTTCCTCA
CCTCCAATTCCAATGTTCCTCACCTCTGGAACTGGAGGTGATAGAGTTGGCAAGCTCTTG
CCTTCAAACCCAGACCAGCAACTGACTAGAGGTCTAGAAAAGGTGACCATCCGTGATAAT
AGAGATGAAGCTGTAATAGTCCACTCGAAGGAATACTCATTATGTGCCTTTCTCCTTGGC
AG
NNGATTCTGCTGACTGTGGTTGTCATTTTTCGAATATTAATTGTGGCTATTGTCGGAGAG
ACAGTCTATGAAGATGAACAGACCATGTTCATGTGCAACACTCTTCAGCCTGGCTGTAAC
CAAGCCTGCTACGATCGAGCATTCCCTATCTCCCACATCCGGTACTGGGTCTTCCAGATC
ATCTTAGTGTGTACCCCAAGCCTCTGTTTTATCACATACTCTGTCCACCAGTCGGCCAAG
CAGAGGGACCGGAGATATTCCTTCCTCTATCCCCTTTTAGAGAAGGAACTGCCACGAGAG
AACCGAAGGATGAAAAATATCAATGGGATTTTGATGCAGAACCAGGACCTTTCGTCCAAG
GATGAGCCAGACTGTCTGGAGGTAAAAGAGATCCCAAGCACGCCTAAAAAAGCAGCAAAG
AGCCCCAAGGTCAAGCGACAAGAGGGCATCTCACGCTTTTACATCATTCAGGTCTTCTTC
AGGAATGCTTTAGAGATTGGTTTCCTGGCAGGACAGTACTTCCTTTATGGTTTTAGCGTT
CCACCCATCTTTGAGTGTGACCGCTACCCTTGCGTAAAGGAAGTCGAGTGCTACGTATCT
CGGCCCACTGAGAAGACAGTCTTCCTGGTTTTCATGTTTGCTGTAAGTGGCATCTGTGTT
CTTCTCAACTTAGCCGAGCTTAACCACCTTGGTTGGAGGAAAATCAAGACAGCCATGAGG
GGAGTTCAGGCTCGCAGAAAGTCAGTTTGCGAGGTGCGTAAAAAGGAGCCATCAACTCTG
GCTCAAGTGCCAACATTGGGGAGGACACAATCCAGTGAGTCAGCTTATGTTTGA

>Np-gjd2-XM_018572752      
ATGGGAGAATGGACTATATTAGAAAGACTTCTGGAGGCTGCTGTGCAACAGCACAGTACT
ATGATAGGAAGGATTCTGCTGACCGTGGTTGTCATCTTTAGAATACTCATTGTTGCCATC
GTAGGAGAGACTGTTTATGATGATGAGCAGACCATGTTTGTCTGCAATACACTCCAGCCG
GGGTGCAACCAGGCGTGCTATGACAGGGCTTTTCCAATCTCTCACATCAGATACTGGGTG
TTCCAGATCATTATGGTCTGTACTCCAAGCCTTTGCTTTATCACCTATTCCGTGCACCAG
TCTGCTAAACAGAAGGAAAGGAGGTATTCCACTGTGTTTCTCACCTTGGACAGGGACCAA
GACAGTATGAAAAGAGAGGACAGCAAAAAAATCAAGAACACACTGGTTAATGGTGTCCTT
CAAAACACCGAAAACTCTACCAAGGAGGCTGAACCGGACTGCTTGGAGATCAAAGAAATT
CCCAACCCCTCCATAAGAACCACTAAATCTAAAATGAGGCGCCAGGAAGGAATCTCTAGG
TTTTATATTATTCAAGTGGTCTTCAGAAATGCCCTGGAGATTGGGTTTCTTGTTGGACAA
TACTTTCTGTATGGGTTCAATGTACCCTCTCAGTATGAGTGTGACAGGTATCCGTGCATC
AAAGAGGTGGAGTGTTATGTATCCAGACCCACAGAAAAGACAGTGTTTCTTGTTTTTATG
TTTGCAGTCAGTGGTCTCTGTGTTGTTCTTAACTTGGCTGAGCTAAACCACTTAGGCTGG
AGGAAAATCAAGACGGCAGTTAGAGGTGTACAGGCCAAGAGGAAATCCATTTATGAAATC
AGAAATAAAGACTTGCCCAGGATGGGAGTACCCAACTTTGGAAGGACTCAATCTAGTGAC
TCTGCCTATGTGTGA

>Np-gjd3-XM_018566425
ATGGGGGAATGGGGCTTTCTGAGCTCGTTGTTAGATGCGGTCCAGGAGCACTCTCCCATG
GTGGGAAGGTTCTGGCTGGTGGTGATGCTGATCTTTCGCATACTCATTCTGGCCACCGTG
GGCAGTGACATGTTTGAAGATGAACAGGAGGAATTTGTATGTAACACTATGCAACCAGGC
TGCCGTCAGGTTTGCTATGACCAGGCCTTCCCAATATCCCACTACCGCTTCTGGGTCTTT
CATATTGTGCTGCTCTCTGCCCCAGCAGTATTGTTTGTCATTTATTCCATGCACCAGAAT
GCCAAGATGGGAAGAGATGCAGATGAAGAGGAGGCAGCACAACATGGGCAGCCGGGCAGG
ACCAGGTCCAAGTTAAGGGCTGAGCAGCGTGGACGTCACATACGCACCTTCTACATCGTC
AATGTGGTGATGAGGATAATGGCGGAGGTGGGTTTTTTAGTGGGTCAGTGGCTCCTCTAT
GGGTTCAAAGTAGCTCCAGACTACCTCTGTGTACGTGAACCCTGCCCACATAAAGTGGAC
TGCTTTGTGTCCAGGCCAACAGAAAAGACCATTTTCCTGCAGTTTTACTTTGTGGTTGGG
ATCATCTCTGCGATTCTCAGCCTGTCTGAACTGCTACACATTCTGGTGAAGGGAAAGTGC
CGGTCTAGGGAAGGACTGGGATCAAGTCCACCTCCAGCCTACGAGAGGGATAATTGGTCC
AACAGAGAACATGAAAGGACCAATAACTTTCTTCTTAAAAGACAAAGTCCTGATGATCGG
AGAGCTAGCGGGGCTGGTGGTCATCGACTTTCTATTGCATATCCTCCTGGCACGGCCTAT
AAACTAAAGGTAGCCCCTAGCTCAGCTATCAGTAGCAAGTCATCTAGACTGATCAAAGCT
GACTTAACTGTATAA

>Np-gjd4-XM_018552320
ATGGAAATTTTTGACTCGCTGGGATATGTGATCATCACTTTCAGCTATAATGTTACTGTA
ACCGGGAAGATCTGGTTGACGTTAATGATCCTCCTCAGACTAGCTATGGTTGTCCTTGCT
GGTTACCCGCTCTACCAGGATGAACAGGAACGCTTTATCTGCAATACATTGCAGCCTGGG
TGCTCCAATGTGTGTTATGATATCTTCTCCCCAATGTCCCACATGCGATACTGGCTGATT
CAGACTCTGATGATCTTTATACCCTACGCCTTGTATAGCGTCCATGTCATACACAAAGTT
CTGGCTTATATGGCCAATGCAAATGACCATTGCAGAAAAAGTACCTCCTCCACTTATCAT
GGAGTGGGCTTACAAATGGAAATACTTGATTTTTCTTGGGCTTATCTTGTTCATGTCCTG
CTAAGGATTTGTCTAGAGGTTGGCTTTGGTGTTGGTCAGTATTTTCTTTATGGAATTTTT
GTTCCAAGCAGATTCAGCTGTTCGCAGTCTCCCTGCACCAGCAACGTTGACTGCTACATC
TCAAGACCCACTGAAAAGTCGCTTGTGATGATCTTTGTCTGGGGAACTGGAATCATCTCT
CTGATTCTGAGCTTGATGGATCTAACTGGAGTCTGTCACCGAAGACGAAGATCAGAGAAG
CTTAAACGACAGCTTCTTCTCCTGGAAAATGATTCTCTAAAAGGGGCTTGTTGCTCAGAC
ACTCCTCCACATACAAAGTTAGCTGTCACACCAGATCAGATGACTATGTATCCTGACTGT
CCTTCACACAGCCTAGAGAAAAAGGAGGAACAAATTAAAGGTGATTCTCATTCTCTGCCA
TCATTTGAAGGTGAAACAGCTTCTTTCCAAACTGACAATTCTCACCAGGACATGGGAAAG
TCCAATGTAAATTCCAACAGCAACAAAACCTGTTCGTGGCAAGTAACTATGTCTGGAAAT
AACACACTAGGGAATGAACATCAACTGCTCACCCACCGGCAACCAAAGTCCAAAAAGGAG
ATTTGTACTGCAGCTAGTATGGCGGATTCACCTCAACTAGAAAAAAATGTTAGTTCAAAA
AACAAAAAATCGGAGTGGGTCTAA

>Np-gjd5-XM_018563428-gjd2like
ATGGGAGACTGGTCTATCTTGGGACGTCTACTAACAGAGGTCCAAAACCATTCAACTGTA
ATTGGAAAAATATGGCTGACAATGCTCCTGATATTCCGAATCCTCTTGGTAACACTGGTG
GGAGATGCCATGTATGGTGATGAACAGTCTAAATTCACTTGCAATACCCTTCAACCGGGC
TGCAATAATGTCTGTTATGATAGTTTTGCACCGGTCTCACATCTTAGATTTTGGATCTTT
CAGATTGTCCTAGTATCAACCCCTTCCATTTTTTACATCATCTATGTCCTGCACAAGATT
GCTAAAGATGAGAAGACTGAACTAGAAAGGGCCTACATCATGGAACTTCTTCAAAGTTTA
TCCATTGGCGAACATTTCCTGAAAAAGAGCAAAAGTCCAGATGCTGATGAGCAGGTGGAG
GTTAAAGAGATAACCAAAAAAGGAGAGAGGTTCAAGCCAAAGTTTGCGAATGATCCTGTC
CGGGGTCCCATTCCGGTGTTTGACAAGATGCACGTAATTTACATTGTCCACGTGGTGCTC
AGGTCGATCATGGAAGTGGTGTTCCTAGTTGGTCAATACTACCTTTACGGCTTTGAAGTA
CCTCATCTTTTCCAGTGTCACACCTACCCTTGTCCCACCACAACAGACTGTTTTGTCTCC
AGAGCTACTGAGAAGACAGTCTTTCTTAACTTTATGTTTGGAGTTGGTCTTGGTTGCTTT
ATTTTGAACATTGTGGAGCTGCATTACCTGGGGTGGTTCTATGTATTTAGAATTTTAGCA
GTTGCTTGCAATACTTGTTGTGAATTCAAGAGCAGAAAGAAAAAGAGGCCCATGGTATTG
CATCCTGAGCAGAATAGTCTACTTATACATCTGAAGGACACCATACAAGAACGATTTGTC
CTGAAGACCTCAGCAAGCCTTTCCACAGAGAAAATTGGCTGTTTACCTTCCCCACCAGTA
AACACGATTTCCTTCACAAATGATGACACTGATACTACCGCAAGGAGGAGCCCAGATATT
AAACACAGTAATATAGGCAAAATAGCCAAGGGCAAGAAATCATGGCTTTAG

>Np-gje1-XM_018565608-gje1like
ATGTCTTTAAATTATATCAAGAACTTCTATGAAGGATGTCTCAGACCTCCAACGGTGATT
GGTCAGTTCCATACCCTTTTCTTTGGTTCTGTACGAATGTTTTTCCTTGGTGTCCTGGGT
TTTGCTGTTTACGGAAATGAGGCCTTACATTTCAGCTGTGAACCTGACAAAAGGGAGGTG
AACCTCTTCTGTTATAACCAGTTTCGACCGATAACTCCTCAGGTATTTTGGGCACTTCAG
CTGGTGACAGTACTAGTTCCAGGAGCGGTTTTCCATCTCTACGCAGCCTGTAAGAGTATT
GACCAAGAAGACATTCTCCAGAAGCCCGTTTATACAGTCTTCTACATTATCTCAGTACTG
TTGCGAATTACATTAGAAGTGGTGGCCTTTTGGCTACAATCTCATCTTTTTGGCTTCCAA
GTGAATCCAATCTTTAAATGTGATGCAGGAAGCCTAGATAAAAAATACAATGTCACCAGA
TGCATGGTTCCTGAACACTTTGAGAAAACAATCTTCCTCATTGCTATGTATACTTTTACT
GTGATTACGATAGTACTATGTGTAGCTGAAATCTTTGAGATTCTATGCAGGCGTTTAGGA
TTTTTAAACACTCAGTGA




[bookmark: _Toc62483447]Supplementary Figure S26. Coelacanth (Latimeria chalumnae) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Lc-gja1-XM_006005808-GJA1-43
ATGGGTGATTGGAGTGCACTAGGAAAACTTCTTGATAAAGTTCAGGCATATTCTACTGCA GGAGGCAAGGTATGGTTGTCTGTCCTCTTCATCTTCCGAATCCTCATTTTGGGAACAGCA GTTGAGTCAGCCTGGGGGGATGAACAGTCTGCATTCACTTGTAATACCCAACAACCTGGT TGTGAGAATGTCTGTTATGACAAGTCCTTCCCCATTTCCCATGTTCGCTTTTGGGTTCTG CAGATCATATTTGTCTCAACACCCACCCTCCTGTACCTGGCCCATGTGTTCTACATAATG AGGAAAGAAGAAAAACTCAGCAAGAAAGAAGAAGAGCTTAAAATAATTCAAAAGGACCAT GGTGATGTGGACCTTCACCTGAAGCAAATTGAGTTAAAGAAGTTTAAATATGGAATTGAA GAACATGGAAAGGTTAAAATGAGAGGAGGGCTGCTTCGTACTTATATCACAACCATCATT TTCAAAACTGTTTTTGAGATTGCATTTTTGCTGATTCAGTACTATATTTATGGTTTCAAA CTGGAGGCTGCCTATGTTTGTGAGAGACCCCCATGTCCACACAAAATCGACTGCTTCCTC TCTCGTCCCACAGAAAAAACAATTTTTATCATCTTCATGTTGGTGGTGTCTGTAGTATCA CTTTTGTTGAATATTATAGAGTTGTTCTATGTCTTTCTTAAAAGTGTAAAGGATCGTATG AAAGGGAAAAATGATCCATTCTCTACCATAGGTGGTGGCTTGAGCCCAACTCCAAAAGAC TGTGCCTCTCCAAAATATGCATTTTATAATGGCTGTTCCTCTCCCACTGCCCCACTGTCC CCCATGTCCCCTCCAGGCTACAAGCTTGCTACTGGAGATAGGAACAACTCTTCTTGTCGT AACTATAACAAGCAAGCCAATGAGCAAAATTGGGCAAATTATAGTGCTGAACAAAACCGA ATGGGGCAGGCTGGTAGCACCATATCCAACTCTCATGCTCAAGCATTTGACTACCCTGAT GACCACCAGGACACAAAAAAGGTGGCATCTGGACTTGAATTGCAACCTCTCACCCTCATG GACCAAAGGCCACCCAGCAGAGCCAGTAGTATAGCCAGCAGTAGACATAGACAGGATGAC
CTTGAAATCTAG

>Lc-gja2-XM_006005447-gja3like-39.9
ATGGGAGACTGGACTTCATTGGGGAAGCTACTAGAGAACGCACAGGAGCATTCCACAGTT GTAGGCAAGGTGTGGCTCACCGTCCTCTTCATCTTCCGGATCCTGGTCCTGGGCACGGCT GCCGAGAAGGTGTGGGGTGATGAGCAGTCTGGATTCACTTGTGACACCAAGCAGCCCGGT TGCCAGAATGTTTGTTATGATTGGACCTTCCCCATCTCCCACATCCGCTTTTGGGTTCTT CAGATCATCTTTGTCTCCACACCCACCCTCATCTACCTGGGCCATATTCTCCATATCATC AGGAAAGAGGAGAAAGAGAAGCAGAGAGAAAAAGAGGGGCAGGAGAAAAGTGGGCACCAC GGGGACAAACAGCCCCTCCTAGGAGAACCCAAGAACCCTAAGGTCTCCATCCGAGATGAT CAGGGCAAAATCCGGATGAGGGGGGCTATCTTGAGGACTTATGTCTTCAACATTATCTTC AAGACTCTGTTTGAAGTGGGCTTCATTGTGGCCCAGTACTTCTTGTATGGTTTCGAGCTA AAGCCCCTCTATACTTGTAGTCGATGGCCATGCCCCAACACGGTCAACTGCTACATCTCC CGTCCAACAGAGAAGACTATCTTCATCTTGTTCATGTTGGCAGTGGCCTGCCTCTCCTTG CTCCTAAACCTCATTGAGATGTATTATCTGGGCTTTACCAGGTGTTGTCAGGGACTCACC AACCGGTACGGCTCAGAGACGGGTTCCAAGCCCTGTTCAGAAGCTCCCAGTGAAAACGCT GTGCCTTTTGTCCAGCATTACCCTTTCTTCCCTAGTCATGGCAGGCCGCAGCCATATAAC CCCAGCCTAGCGGCATACCCCTTGCCTTCCATGAATGAGAACAATTCCTCCTTTCACCCT TACAACAGCAAGGCCGCCCACAAACAGAACCGGGACAACCTGGCTGTGGAGAGGAACGGG CGCTCATCTGACAGCAATCACAGCCCAAAGGAGGGCAAAGCTGCGCCATCATCGCCCTCA GACAACCAACGGAGCAGCAGCCGGTCCACCAAACACGGGAACAAAGCCAAACCGGAGGAT
CTGGCAATTTAA

>Lc-gja3-XM_006004018-GJA3-46
ATGGGTGACTGGAGTTTTCTGGGGAGGCTTTTAGAAAATGCACAAGAGCACTCCACAGTA ATAGGCAAAGTCTGGCTGACAGTGCTATTCATCTTCAGGATTCTGGTATTAGGGGCAGCA GCAGAAGAAGTGTGGGGAGATGAGCAGTCTGACTTTACCTGCAATACCCAGCAGCCCGGT TGTGAAAACGTATGCTATGATAAGGCTTTTCCCATCTCCCATATTCGCTTCTGGGTGCTT CAGATCATTTTTGTCTCCACACCCACCCTTATCTATCTGGGTCATGTGCTGCATATAGTG CGAATGGAAGAAAAGAGAAAAGAGAAAGAAGAACTAGCGAAATGCAATAAAAGCCAAGAG GACAAAGAACTCCTATTGAAAAAAGGTGGTGGGAAAAAACAGAAACTACCAATAAGAGAT GAGCGTGGTAAAATAAGAATTAGCGGTGCACTGCTGCGCACGTATGTCTTCAATATTATT TTCAAGACATTGTTTGAAGTTGGATTTATTGTAGGTCAATACTTTCTCTATGGTTTTGAG CTGAAGCCTCTTTACAGGTGCAACAGGTGGCCTTGCCCGAACTCTGTGGACTGTTTTATC TCAAGGCCCACCGAAAAGACTATTTTCATTATATTTATGCTTGTGGTGGCTTGCGTGTCT CTTTTGCTTAATATGTTAGAGATTTACCACTTGGGATGGAAGAAGCTCAAGCAGGGGGTG ACCAATGAATTCACCCCAGACCCTGTACTTGCTTGTAACAAAATGGAGTCACAGTCCTCA ACCCCAGCTCCCAGGACTGCTCCTCCTAGCCTTCACTATCCCCCCTTTTATGCCGAGGCT ACTTCAGGAGGGCACCATGGCTACCCCGGGGCCCCTGCTGCTGACTTTAAGGCTATGCCT CCCCCAGCAGAGGAGCCTCACAAGCCGTCGTATTTCATCAATAGCAACAACCACAGGCTT ACCACGGACCAGAACTGGGCCAACCTAGCGGCTGAGCAGCAGACGCAGGAGAGGAAGCCG GCCTCGAGCTCCTCCACGAACAGCAGCGTCGGGAATGAAGGTGCACAGGAAGCGCCAACT CCCGGCAGCAGCGGCAGTCTAGGCGGCGGGAAGCAGGGACAGGAAGACGGGAACGTGACC ACAGTGGAGATGCACGAGCCTCCAGTTCCCACAGACACGCGACGATTGAGCAGGGCCAGT AAGGCCAGCAGTAGTAGAGCCAGGCCGGATGACCTGGCAGTCTAG

>Lc-gja4-XM_005988525-GJA4-37
ATGGGAGACTGGGGATTTCTAGAGAAGCTGCTGGATAAGGTCCAAGAGCACTCCACCCCC ATTGGTAAGGTTTGGTTGACAATCTTGTTCATCTTTCGAATTCTGATCTTGGGAGTAGCA GCAGAGTCTGTGTGGGGAGATGAGCAGTCAGATTTCACCTGTAACACTGAGCAACCTGGC TGTGAAAATGTATGCTATGATAAAGCTTTCCCCATCTCTCACATTCGCTACTGGATGCTG CAAGTCCTCTTTGTTTCCACACCAACCATTGCCTTCCTTGGCCATGTAGCACACATCACA AAAAAGGAAGAAAAACGAAAGCAGGAGGAGAAAGAACTTATGGAACTAGAATCAAAAGAC TTTCAAGTGGAGCAGTATCTGCAAAAATTAAAACACAAAATCTCTAAAAATGTTATTCAA GAAGATGGTAAACTAAAAATTAAAGGCTCCCTGATGTTCTCTTATATAATAATTACTTTT CTGAAGGCAATCATAGAAGCTGCCAGTTTGTTTGGTCAGTGGTGTTTATATGGATTCTAT ATGCATCCTATTTATGTATGTAAGAGAGTCCCATGCCCACACCAAGTGGACTGCTTTATA TCTCGTCCCACGGAAAAGACCATCTTCATCATTTTTATGCTAGTTGTAACACTGGTGTCC TTCTTTCTGAACCTGGTAGAACTGTGTTACCTATTGTGTCAGTCTGTTATCAGAAAGGTT AAAAAATCCTCCTTGGCTTTGAAACCAAGAGATTTGCTGAAGAAGCCATGGGAAGGCCCA AATGAGCCTTTTGACAAGCCATATTTCTACCTACCCGTGGAAGGCAACCATCAGTCATAT CAATGCTTCAAAATGTCAAATGAGCAAAATATGACCAACTTTAGCATGCAACGCAAACTA GCAGAACAAGGTGGTAATGGCCCAGACACAGACCACATTTCACAAGTAGCCTCAAGAAGT GATATGGATGCTACTTCTCAGTTAGTGCCTGACCAAAGGCCTCCTAGTAGAGTAGATAGT GAGGGCTCAAAAAAACAATACGTGTAA

>Lc-gja5-XM_006011592
ATGGGTGACTGGAGTCTGTTGGGTAATATCCTAGAAGAAGTGCAGGAACACTCCACTGTT GTTGGAAAGGTTTGGCTCACAGTCCTCTTCGTCTTCCGAATTCTGGTCTTGGGTACTGCA GCAGAATCTTCTTGGGGGGATGAACAGTCAGACTTTCTTTGTGACTCTCTGACACCTGGT TGTGGCAACGTTTGTTATGACGATGCCTTCCCTATCTCTCATATCAGGTACTGGGTGCTT CAGATTATTTTTGTGTCAACCCCTTCCCTTATTTACATAGCACATGTCATGCATACAGTC CATATGGAGGAGAAAAGAAGTTTGAAGGAGCAAGAAGAGAGAGCCCGAAGTGAAGGCAAC AGGGAAGCTCCCTTCCTCGAAAAACAGCCTTTGGAAGAGAAAGTGGATATTCTTCCTGTG AAAGATGAAGTAAGTGGCAAGATTAGACTCCATGGATCCTTGCTTCACACCTACATGCTG AGCATCCTCATTAGAACTCTCTTTGAAGTGGGCTTCATAGTAGGCCAGTATATGATATAC GGGATACTCCTTCATCCCTTGTACGTCTGTGGTATGCCACCTTGCACTAACAAAGTCAAT TGCTACATGTCAAGGCCAACCGAGAAGAATGTGTTCATTGTCTTCATGCTTGCAGTTTCT GCACTGTCGCTCCTTCTCAGTTTCATTGAACTCAACCATCTGATATTGAAGAAAATGAAG GAAGAGTTGTTCAACAGGTATAGATCCCAATCCAGTGCAATCACTGAAGGCCTACTGTCC AAAGAGCCCAAACCCCTGCAGGGACCCTCTGGGAGCTACACCCCTCCCCCTGATTTCAAT CATTGTGTAAACAGCCCCAATGGAAAGTATAACCCATTCAACAACAAGCTTGCATCCCAG CAGAACTCTACCAACTTTGCCACAGAACAGGACCAGAGTCAAGAGGAGCTAGGAAGTGGA CAATTCATTCATGTGAACTATGAACATAACAAAGAGGCTTCCAACAGTTCTGTTCCCCCT CTTCATCTGTCACATGGGTTTAACAAAGACAACCGTCGTCTGAGCAAGGCTAGCAAAAGC AGCAGTAAAGGAAGGTCTGATGACCTGGCGATATAA

>Lc-gja8-XM_006011594
ATGGGTGATTGGAGCTTTCTTGGGAATATCTTGGAGGAGGTGAATGAACACTCCACTGTG ATTGGACGAGTTTGGCTGACTGTGCTCTTCATATTCCGGATTCTGATTCTGGGCACCGCT GCCGAGTTTGTGTGGGGTGATGAGCAGTCCGACTTTGTTTGTAACACCCAGCAGCCCGGT TGTGAGAATGTCTGCTATGATGAGGCTTTCCCCCTCTCCCACATCAGGCTGTGGGTCCTG CAAATCATTTTCGTGTCCACTCCGTCACTGGTGTATGTGGGCCATGCTGTCCACCATGTC AGGATGGAGGAAAAGAGGAAGGAGAGAGAAGAGGCTGAGATAAGCAGGCAGCAGGAACTG AATGAGGAAAGGCTGCCTCTAGCTCCTGATCAGGGAAGCGTGAGGACAACCAAGGACACC AGCACCAAAGCCACCAAGAAGTTCAGGCTTGAAGGAACCTTGCTGAGAACTTACATCTGC CACATCGTCTTCAAGACCCTCTTTGAGGTGGGCTTCGTGGTGGGTCAGTACTTCCTGTAT GGCTTCCACATCCTCCCACTCTACAGGTGTGGCCGGTGGCCCTGCCCCAACATTGTGGAC TGCTTTGTCTCCCGGCCCACTGAGAAGACTGTCTTCATCATGTTTATGTTGGCCGTGGCC TGTGTATCTCTGTTCTTGAATTTTGTGGAGATCAGTCATCTAGGCTGGAAGAAGATCCGC TTTGCCTTCAAGACACCAATGCAGCAGCAGCAAGGAGAGCTGTCCACGGAGAAGCCCTTA CATTCCATTGCTGTGTCCTCCATACAGAAGGCCAAAGGCTACAAGCTCTTGGAAGAAGAC AAACCTGTCTCCCATTTCTACCCTCTCACTGAAGTCGGGGTAGAAACCACCCAGCTCCCA GCTCCCTTTGCAGGTTTTGAAGAGAAGGAGAATGCCACAGGGCCTCTTGAAGACATCTCC AAGGTTTATGATGAAACACTGCCATCTTACGGGCAGATGACAGAGCAAGAGGAAGAGATT CCAGACCCTCAGGCTGAGCCCACAGAGATTGCCGCCGCTGATACCAGACCCCTCAGCAGG TTAAGTAAAGCCAGCAGCAGGGCTAGGTCAGATGATTTAACTGTATGA

>Lc-gja9-XM_005988776-GJA9-59
ATGGGAGACTGGAACTTCCTTGGAGGTGTCTTGGAGGAGGTCCATATCCACTCCACCATT GTTGGGAAGATCTGGCTGACTATCCTGTTTATATTCCGCATGCTGGTCCTTGGAGTGGCA GCTGAAGATGTCTGGAATGATGAGCAGTCAGAATTCATCTGCAACACAGAGCAGCCAGGC TGCAGGAACGTCTGCTATGACCAAGCCTTCCCCATCTCTCTTATAAGATACTGGGTCTTG CAGGTCATCTTTGTGTCCTCTCCATCATTGGTCTACATGGGCCATGCCTTGTACAGGCTG AGGGCTCTGGAGAAAGAGAGACAGAGGAAGAAGGCACAGTTAAGAGGGGAGCTTGAAGTG GTAGAAATTGAGATGACTGAAGACCGAAGAAGGCTGGAAAGAGAACTCAGACAACTGGAG CAGAGGAAGCTGAACAAAGCACCACTAAGAGGCTCCCTTCTCTGCACCTATGTACTCCAC ATTCTTACCAGATCTGCTGTGGAAGTTGGGTTTATGGTTGGCCAATATCTCCTTTATGGA TTTCAGCTGGATCCTCTTTATAAGTGCGAGAGGGAACCATGCCCTAATGTAGTTGACTGC TTTGTATCAAGGCCAACTGAAAAGACTGTGTTCATACTTTTTATGCAGTGCATAGCAGCA GTCTCTTTATTTCTAAACATTCTGGAGATCATCCACTTGGGCTTCAAGAAGATTGAAAAG GGACTTTTCCAACAGAATCCTAAGATAAAAGATGAATTTGATGATGTTTATGTCAGCAAG TCAAAGAAGAACTCAGTGGTTCAGCAAGCTTGCACAGGCACAGTCACAACCCCACAGAAA TCTATTCCCTCTGCACCAAGTGGCTACACTTTGCTGATGGAGAAGCAAGGAGATTCAGGG GTTTACCCTGTTTTGAATCCCGTGTCTGCATTCAAACCAGTCCCAGATAGTTCTAAAGAA ACTGGCAAAAGTTGCACTGAGGGACAACAGGAAAGCAAAGCGTTTAATCCAGTCCAAACT AAACCCACAGGGGAAAATGGCTTTCAGAACACCAGCTCTAGTGTTAATGAAGAGACCAAC AGACAGACTGGCGCAGAGATGAATGGTGTACAGAAGCGTGAAAACCATCTTGAGCGTTCC CAGTTTGCAAGACGCTCTGGGATACTTACTACTACTGCACAGAATTCAGGAAGCCAAGCA GAAATATTTTCTGGGACACCATTATACCCTTTATTACAAGCAGATATGAGTTCATCCTCC ATGCCACAGCAAGCCAGCATGGGTCGAAAACCACGCCGAATTAGTGCTCCATGGAACTGC TCTACGGTGGTTGAAAGTGGGGGATCTCCAGTACGATCTCCTGCTGCAGGCAGTGCCAAG GGCCGATGCAGCTTCAGCGCTAGCCGGGTCAGAGCAGTTTCCAAGTCTGACCTCAAACAC CCCAGCAGGCCAGACACCCCTGACTCAGCGGATGGGTCCAGCTCAGAGTCAAAGCACAGC AAGAATTCTGACACTCCACAGACTGTGTCTCCCTCTCGGCGAGTCTCATTGGCAAGTAAT GCCAGCAGCAGGCGTGCCCCCACTGATCTTCAGATCTGA

>Lc-gja10-XM_014484226-gja10like
ATGGGAGATTGGAACTTGTTGGGAAGCATCTTAGAAGAAGTCCACATCCATTCTACCATA GTAGGAAAGATCTGGCTAACCATACTGTTTATATTTCGCATGCTTGTGCTTGGAGTGGCT ACTGAAGATGTTTGGGATGATGAACAAGCAGAGTTCATCTGCAACACAGAACAGCCTGGT TGCAGGAATGTATGTTACGATAAAGCTTTCCCTATTTCTTTAATCAGATACTGGGTCCTG CAAACTATCTTTGTATCTTCACCGTCCCTGGTTTACATGGGCCATGCACTTTACAGGCTC AGGGCACTAGAGAAAGAAAGACAGAAGAAGAAGTCCCAGTTAAGGGCTGAACTGGAAGAA ATGGAGCCCTTGCTGGAGGAACACAAAAAACTGGAGAAAGAACTGAGAAAGTTGGAAGAG CAAAAGAAAGTCAACAAAGCTCCCCTAAGAGGATCTCTTTTACGCACTTATGTTGTGCAT ATCTTAACCAGATCTGTGGTGGAAGTAGGTTTCATGGTAGGCCAATATGTTTTGTACGGA TTTCAGCTGAGTCCTCTTTATAAATGCTCACGGTTACCCTGTCCAAATATAGTGGACTGC TTCGTCTCCAGACCCACAGAAAAGACTATTTTCATGGTCTTTATGCTGATTATAGCAGCC TTTTCCTTGTTTTTGAACATCTTGGAAATTTTTCATTTGGGAATCAAGAAGATAAGGCAA GGTCTTTATGGAAGACCAAGAAGAAGCGCCACTCAAGAAGATATAAGCATTTGTAAAGTT AAGAAACACTCAGTGCAGCAAGTATGCATTATGAACAGCTCCTCTCCCCACAAGCTTGTC CCCTTAACACAAAGTGGTTACAAAATTCTGCCCGATCAGCAAGCGGACTCTTTTAATCTT CCCGCTTACATGCCTCCTTCAGCCGAGTTCAAGGTGATCCAGGAGCAAAGCAGCCCAAAG GACAAGGCTAAAGAGCCGAGTGGCAACCAGGACCAAGGGCTGAGCCACGAAGATTACCAC CGAAGTGGCCCTCTGCAGAGCCGCGAGGATCATAGACCCAGCGGCCAGAACCACGGCCAG CTCCGCGACCGCCCCTTCCACCAGAGGCGAGCGCCGCCGCCGTGCGAGCTGCTGCTCAGG GATCAGCACCACCGACAGCATCCTGATCGCGGCCAGGGTCAGGACGCTGGACAGCGCCGC GGGCCGTCTAGCCACAGCCAGGACACCCGGGAGCACTCCTTCAGCAGCGACGACTTGCAC AGCAAAGCCCCTCCCAACGGGCTCGGGCCCAAAGGCTGCCAGAAGAGCGAAAACGCCCTG GACCAGCACAGGCACGCCGGCTACCCGGCGAAGGCTCCCCTCCACGCCAGCCAGCCCGAG ATCCCCGCCGCCCTGCGCAACGCACTCCGCAAGCAGAGCCGGGTGAGCGGCGGCAGGGAC TACCCCGAGGACCGCAGCGAGTCCCCGGACAGCTCGCACTACCAGGGCACCCGGAAGTCC AGCTTCATGTCGAGGGTGATGACGGAAAGCAGCCGATCGCCCAGCCCGGACTCGCGGAAC GGCTCTGGCTCCGAGTCCAAGCGGAAAGTGGAGAGTCCTCCGATCACCCCTCCTCCGCTG TCAGGGCGCAGGATGTCCATGGCAAGTAGCATTATAAGAGAAGCCCACTCTCCTCTGGGA
AAACAGATCAGATAG

>Lc-gja11-XM_014494418-32.2like
ATGGGAGCCTGGATATTTTGGGGAAGACTGTTGGATAAAATAGAGTCCCATTCCACAGTG GTTGGAAACATATGGTTGACGGTGCTGTTTGTGTTCAGGATCTTAGTGCTGGGAGCTGTT GAAAGAGTTTGGGGAGATGAGCAATCAGTCTTCATTTGCAATACTCACCAGCCTGGCTGT GAAAATGTCTGCTATAACAAAGCTTTCTCCATCTCCCACATGCGCTTCTGGGTGGTGCAG ACCATCTTTGTCTACACACCAGCTCTATTGTATCTAGGGCATGTTGTGTATGTGATTCAC CAGGAGGTGAAACTCCAAGAACTGCAGAACCAGGAACATGAAGAACCATTTAAAAGATCT CCAAAACACACAACAGAAAGTGGAAAAGCCAAAATTCAAGGAAGTCAGCTAAGGATCTAC TACTTGTTGAATGTTGCATGTAAAATTCTTTTCGAGACTGCATTCATTGTCGGTCAGTGG TATCTGTATGGCTTCACATTAGAACCACAGTATATATGTTATCAACATCCATGTCCTCAC AGTGTAGATTGTTATGTTTCTCGTTCAACTGAAAAGACCATTTTTATCCTCTTTATGCTA GTGGTGGCATGCGTTTCACTGGCTCTAAATCTAATTGAATTTTGCATGTGTCTTTGCTGT AAAGGTATTAAACAGACCACAGGAAAGAACTACCAACATTATCTTAGGGATTCAGTGAAT ACCATTGATGCGTGCAATAAAAAAGACCCAAGTCATTACAATACAGCACGTCCTAGTACA GAACAGAATGAGACCAGTGGAGCTCACCTTCAACATAACAGGGAACAGAGAAAACAGTAA

>Lc-gja14-XM_006009865-gja5like  
ATGGGTGATTGGTCATTTCTGTCCAGGATACTGGAGCAGGTCCATGAGCACTCTACTTTG GTGGGCAAAGTCTGGTTGACAGTCCTTTTCATTTTCCGGATGCTGGTGCTGGGGACCGCA GTGGAGTCGGTCTGGGGGGATGAGCAGTCGGGCTTCACCTGCAACACCCAGCAACCAGGC TGCGAGAGCATGTGCTATGATCAGACCTTCCCCATCTCCCACATCCGTTTCTGGGTCCTT CAGATCATTTTTGTCTCCACTCCTTCTCTGGTCTACATGGGCCATGCTGTTTACATCATG AAGCTGGAGGAGAAGAGAAAGCTTATGGAGAAAGAACTCAAGGTTTTGACCCACAAGGGG GTGATGCCACTTCTTGAAGACAAGGAGAGCAGACCCAACTCAGAGCAAAGTTCTACCAAG GAGGAGCATAGAGGACAGTTTAAGATCAAAGGGTCTTTACTTCAGACCTATGTGTGCAGC ATCATCATCAGAACACTCTTTGAGGTTGGCTTCATTATTGGCCAATATTTTATCTACGGT ATTTTCCTCAAGAGGATGTACAAGTGCGAACGGTGGCCCTGCCCCAACATCATTGATTGC TTTGTCTCCCGGCCAACAGAAAAGAATATTTTTATTGTCTTCATGCTTACTGTGGCCAGC ATCTCCTTGTTTTTGAACCTAGTGGAGATGTACCACTTGGGTTGGAAGAAGTTCAGGGAA GGGTTGACCAATACCTTCTACCAGGAAGGCGATGCTGTTCTCCAGGACACACCCAAATCA TTGACAAAGATTGAGTATGTGGCCCTGGCTGGCTGCAAGACCCCCAGTGTGGGTTATGTT CCCTCACCCACCTACCAGCCTTCACCCAAAATACAGATGAGTGATGCCAAGGTGTTCAGC AACAGGCTTGCCAATGAGCAAAACTGGGTGAACATGGCCACCGAGCAAGGTAGGAGCAAC AAAGGGAATGGGCAAGTCCGCCCACTGGTTGGCTCCCTTGAAGGAACTAAAGAGGATGTA TTGGAAACTTCAGATTCACCCAAAGTTGGCAAGACTCGCCCTCTCAAAAGTAGTAGGGCA AATAGCAAGGAGAAATCCATTCACCTTACAGTTTAG

>Lc-gjb1-XM_006005446-GJB1-32
ATGAATTGGGCAGGTCTGTACGCCATCCTCAGTGGGGTGAACAAACACTCCACGGGAATT GGACGGATATGGCTTTCTGTGATCTTCATCTTCCGGATCATGGTCCTGGTGGTGGCGGCC GAGAGCGTCTGGGGCGACGAGAAGACGGCCTTCATCTGCAACACCCTGCAGCCCGGTTGC AACAGCGTCTGCTACGACCATTTCTTCCCCATCTCCCACATCAGGCTGTGGGCCCTTCAG CTCATTCTGGTGTCCACACCGGCCCTCCTGGTGATCATGCACGTGGCCCACCAGCGACAC AATGAGAAGAAGTTGCTAATTCTGACCGGCCACGCAAGCCCTAAGGAGATGGAACAGGTC AAGAAACACAGGTTCAGGATCTCTGGTACCTTGTGGTGGACGTACACTGTCAGTGTAATC TTCAGAATCATCTTTGAGGTCACCTTCATGTATATCTTCTATCTGATCTACCCAGGATAC CAGATGATCAGACTGGTGAAGTGCGAGGCCTACCCCTGCCCCAACACGGTGGACTGCTTC GTCTCCAGGCCCACCGAGAAGACCATTTTCACTGTCTTCATGCTGTCCGCCTCGGGGATC TGCATTATCCTCAACATCGCAGAATTGGTCTACCTGATCATCAAGGCTTGTACCCGGCAC TTTGGGAATCCAGACAGCAAGTCCTATAGAACCAAACTCTCAGAGTACAAACAGAATGAA ATTAATCAGTTGCTCAGGGAGCAGGATGGCCTCACCTTGAGGGACTCCAAAATGAATGAT ATGAAGAGGAACCCACCATCCGAGAAGGGTGACCGCTGCTCAGCTTGCTAA

>Lc-gjb3.1-XM_005988488
ATGGATTGGAAGACTTTTCAAGCTCTTTTGAGTGGGGTTAACAAATACTCCACAGCTTTT GGTCGGGTTTGGCTTTCAGTGGTGTTTGTCTTCCGTGTGCTTGTCTACGTGGTGGCGGCA GAAAGGGTGTGGGGAGATGAACAAAGGGATTTTGACTGTAATACTAAACAGCCTGGCTGC ACCAATGTGTGTTATGACGATTTCTTCCCTATTTCTCACATCCGGATATGGGCCCTACAG CTCATCTTTGTCACCTGCCCCTCCCTTTTGGTAGTCATGCATGTGGCTTATAGAGAAGAC AGAGAGAGGAAGAACAAACAGCAACATGGTGAAAACTGTCCCAACATCTACAAAAATACA GGAAAAAAACATGGTGGCCTCTGGTGGACCTACGTGATAAGCTTGTTTTTCAAGACGGGA ATTGAAATTGCCTTCTTGTACATCCTCCACCACATTTATGACAGCTTCTACCTGCCAACA CTCGTCAAGTGCACCCAGGATCCATGCCCCAACATTGTTGACTGTTACATTGCTAGGCCC ACTGAAAAAAGGGTCTTCACTTACTTCATGGTGGGGGCCTCTGCTTTTTGTGTAGTATTA AGCGTCCTTGAAATAATCTATCTCATCAGCAAACGGATATTCCACTGCATCCGAAAGCAA AGGAAAAGATCCAGCAAGAATTCAATGACCTCTAGCAAGGCATCGACTGCCCTCTATCAT AATAGACATTATCATTTCAACATGAAAACAATGAATGATATCAAACGTATGGACAGCCTG CATGCCTCTGCCCCCAATTTATCTTTGTTGCATTAA

[bookmark: _Hlk57471207]>Lc-gjb3.2-XM_005988487-gjb3like 
ATGGACTGGGAGGAGTTTCAAGATGTCCTGAGTGGGGTGAATAAGTTCTCCACATCATTT
GGTAGGATTTGGCTCTCAGTGGTCTTCATCTTTAGGGTCATGGTCTACCTGGTGGCTGTA
GAGAGTGTTTGGGAAGATGATCAGGAAGACTTTGACTGCAACACTGAACAGCCTGGGTGC
ACCAACGTCTGTTATGACATGATTTTTCCCATTTCCCATATTCGGTTATGGGCCCTTCAG
CTCATCTTTGTCACCTGCCCCTCCCTACTGGTAGTCATGCATGTGGCCTACCGAAATGTG
CGGGAGAGGAACCATAGGCAGAAATATGGGGAAAACAGTGGCAAACTTTATGAGGATGTA
AGCAAAAAGGAAGGAGGTCTATTTTGGACTTATCTAATCAGTCTTCTCTTCAAAAATGGA
TTTGAGATTGGCTTTCTGGTGCTTATTTACAGGATCTACAACAGCTTTGCCTTGCCCCGT
CTTCTCAAATGCAGCGAAGCCCCCTGTCCCAACACAGTTGACTGTTACATTGCTAAGCCA
AAGGAGAAAACAATTTTAACTTACTTTATGGTGGGTGGTTCTGTCCTTTGCTTTGTTCTG
AATATCATAGAGATGTTCTACCTCATTTTCAGCCATATCTATAGTCGCTGGCAGGTCCAG
CAATCCAGAAGAGAGGAGTTTTCCTTTCATGAAGAAGCCAGTAGGCGTCATTTGAGAAGG
AAGTCAATGAAGACACAGCAATTGTAG

>Lc-gjb7-XM_006009197-GJB7-25
ATGAGCTGGAATTTTTTCCTTGATGTCCTGAGCGGGGTGAATAAATATTCCACAGGGATT GGAAGAATCTGGCTGTCTGTGGTATTTATATTCCGGCTGTTCATTTATGTAGCTGCAGCA GAACAGGTGTGGAAGGATGAGCAGGCAGACTTTGAGTGCAACATCAGGCAACCTGGCTGT GAAAATGTGTGCTTCGACTATTTCTTCCCCATCTCTCAGATCAGGCTTTGGGCCTTGCAG CTCATACTGGTGTCCACACCTTCTCTGCTGGTGGTTCTTCATGTGGGGTACAGAAAGCAC AGGGAGAAGAGGTACAACAAAAAACTGTATGAAGACACAGGGAGCATGGATGGTGGACTG TGGTGCACCTATATCATTAGCCTCATCTTCAAAACAGGATTCGAGATTGGTTTTCTCTTC ACTTTTTTCTGGTTATATGGTGGGCTTAATGTTCCCCGACTTGTGAAATGTGACATGCGT CCCTGTCCCAACACAGTTGACTGCTACATTGCCAGGCCAACAGAGAAGAAGATATTTCTC TATTTCATGACTGCTGCGTCTGGGTTGTGCATTGTGCTGAATGTGTGTGAGATGAGCTAC CTGATCATCAAACAATGTTGGAAGTATGGTGTAAAGAGGTACAATTTGAATATTAAGACA TACCAGCCTCAGAAGTTTCAACAGTGCGACCACAAGGAGAATCCAACTTATGTTCCAAAC AACAGCTCCAGTCCCATTCGTAATGTTGACAAAAGCCAGCAAGAAGACACACTGCACCAA
AAGGCTTGA

>Lc-gjb8.1-XM_014493276-gjb2 Locates on scaffold JH127554, and with XM_006004019 and XM_014493277 as close neighbors. 
ATGAACTGGGATGCACTTCGTTCTGTTTTAGGAGGAGTTAACAGACATTCTACTAGTATT GGCAAAGTATGGCTCTCTGTCCTCTTTATTTTCCGAATTATGATCCTTGTTGTGGCTGCT GAAAAAGTCTGGGGAGATGAACAATCACAATTTGTCTGCAACACCAAGCAACCTGGTTGT GAAAATGTCTGTTATGATTACTTCTTTCCAGTCTCCCACATAAGACTATGGTGTTTACAA CTCATTTTTGTGTCCACTCCTGCCCTTTTAGTTGCCATGCATGTTGCCCACAAGAAACAT GAAGAGAAAAAGTTCATACTCCAAAGAAATGAAGAAGCAAAAGAGAAAGATATTGAAAAA CTTAAGCTACAGAAGGTTCGGATTTCTGGAGCACTGTGGTGGACGTATACCAGTAGTATT TTCTTTAGACTTCTCTTTGAAGCAGGCTTCATGTATATGTTCTACTTTCTTTATGGTGGG TACCAGATGCCTCGGCTGGTAAAATGTGATACTTCACCCTGCCCCAATACAGTGGACTGT TTTATTTCCAGGCCCACTGAAAAGACAGTGTTTACCATTTTCATGATTGGCGTGTCTCTT GTTTGCATACTGCTAAATATGACTGAACTGCTGTACTTGATAATAAAGGCATGCATAAGA
CACTTTACAAGATAA

>Lc-gjb8.2-XM_014493277-gjb2like
ATGAACTGGAGCACGCTGTACACTGTGTTAGGAGGAGTGAACAAACATTCTACTAGTATT GGGAAAATATGGCTCTCTGTCCTATTTATTTTCCGTATTATGATCCTTGTTGTGGCTGCT GAAAGTGTCTGGGGAGATGAACAATCACAATTTGTCTGCAACACCTTACAACCTGGGTGT GAAAATGTCTGCTATGATCACTTTTTTCCAGTCTCCCATATAAGACTGTGGTGTTTACAA CTCATTTTTGTGTCCACTCCTGCCCTTTTAGTTGCCATGCATATTGCCCACAAAAGACAT AAAGAGAAAAGGTCCATACTCCAAAGAAATGAGGAAACAAAAGAGAAAGATATTGCAAAT CTTAAGCAACAAAAGCTTCGGATTGTTGGAAATCTTTGGTGGACATACACCAGCAGCATT TTCTTCAGAATAATCTTTGAAGCTGGCTTCATGTATGTGTTCTACTTTCTTTACAATGGG TACCAAATGCCCCGCTTGGTAAGATGTGATGCATCACCCTGCCCCAACACAGTGGACTGT TTTATTTCCAGGCCCACTGAAAAGACAATATTTACCATTTTTATGATTGGTGTGTCTGTC CTTTGTATGTTGCTAAATGTGGCAGAACTACTTTACTTAATGATAAAGGCATGCATGAGA CAATCTAAAACACATAATTCAAAACATTACCACCCACACCATGTATCTATAGGGAAAGAA ATTGAACAAAATGAAATGAATAAGCTTCGGTCTAATTCTACCAGCTGTTAG

>Lc-gjb8.3-XM_006004019-gjb2like
ATGAACTGGGGCACCCTATACTCTGTTTTAGGAGGTGTGAACAAACATTCTACTAGTATT GGAAAAATATGGCTCTCTGTTCTCTTCATTTTTCGTATTATGATCCTCATTGTGGCTGCT GAAAGTGTCTGGGGAGACGAGCAATCGGACTTTGTCTGTAACACCCTGCAGCCAGGGTGC AAAAATGTCTGCTATGATCAGTTCTTTCCAGTATCACACATCAGACTGTGGTGCTTACAG CTCATTTTTGTGTCCACTCCTGCCCTTTTAGTTGTTATGCACGTTGCCCACAGAAGACAT AAAGAGAAGAAGTCCATACTCCAAAAAAATGAGGAAACGAAAGAGAGAGCAATAGAAAAT CTTAAACAGCAAAAGCTTCGAATTGTTGGAGCTCTGTGGTGGACATACACCAGCAGCATT TTCTTTAGAATGCTCTTTGAAGCTGGCTTTATGTATATTTTCTACTTCCTTTACAATGGA TTCCGAATGCCTCGGCTGGTTAAATGTGATGCTTGGCCCTGCCCCAACATAGTGGATTGT TTTATTTCCAGGCCCACTGAAAAGACAATATTTACTATTTTTATGATTGTGGTGTCTGCT GTTTGCATGGTGTTGAATGTGGCTGAATTAGTTTACTTAATAATAAAAGCATGTATTAGA AACTTCAGAAGACACAACCCAAGGAATTACCACTCCAAAGGGAAAGAAATCCAACAAAAT GAAATGAATGAACTTCTGTCTGGTTCTTCCAGCTGCCAGACCACTGTTACAAGTGTTATC
AAAATAGCTTAA

>Lc-gjb10-XM_005988489-gjb4
ATGAGTTGGGCCTTCCTCCACGGCATAGTGAGTGGAGTTAATAAGTACTCCACAGCTTTC GGTCGAGTATGGCTGTCAGTGGTCTTCATCTTCCGTCTGTTAGTCTATGTGGTGGCTGCT GAACGTGTCTGGGGTGATGAACAGAAGGACTTTGACTGTAACACCAGACAGCCTGGTTGC ACCAATGTCTGTATGACTACTACTTCCCCGTCTCTCACATCCGGCTGTGGGCTCTTCAG CTTATCTTTGTCACCTGCCCATCACTGCTGGTGGTCATGCATGTGGCCTACAGGGAAGAC AGAGAGAAAAAGCACAGGGAACACGAAGGTGAAAACTACAGAAAATTGTATGTTAATACA GGTAAGAAAAGAGGAGGACTATGGTGGACCTATCTCTTCAGTCTCGTCTTCAAAGCAGGT GTAGATGCACTTTTCTTGTATATCTTTCATAAACTGTATGAAAATTACGACATGCCCAGG CTGGTGAAATGTACCATCTCACCTTGCCCCAACATCGTTGACTGCTTCATTGCCCGGCCA ACTGAGAAAAAGATCTTCACAATTTTTATGGTGGTGACATCGGCCCTATGCATCCTCTTG AGCATATGTGAAATTATTTACCTGGTGGGCAAGAGGTGTCATAAGCTCATCAGATCCCCC AAAAGTGAAAGTAACAGGAGCCTCACTACTACTTCCCTTTTAACTGACAATTACTCTGGA GAACCTCCAACCTATGGTTTTAAAAGTCATGCTGTAAATGGAAAAGAAAGCAAGCCCCCT CAGATTCAAGTTACTGGACATGATCACTAA

>Lc-gjc1-XM_006000156-GJC1-45
ATGAGCTGGAGCTTCTTGACCCGCCTTCTAGAGGAAATCCATAACCATTCAACTTTTGTT GGCAAGATATGGATGACGGTCCTGATTGTGTTTCGTATTGTCCTTACAGCTGTTGGAGGA GAGTCCATATACTATGATGAACAGAGCAAATTTGTCTGCAATACACAACAACCAGGTTGT GAGAATGTCTGCTATGATGCTTTTGCTCCCCTTTCCCATGTAAGATTTTGGGTTTTTCAG ATCATTCTAATAGCCACTCCATCTGTGATGTACCTGGGCTATGCAGTTCATAAAATTGCC CGAATAGACCAGCAGGACATTAAGGAGAGGAAGGTGAAGTGCAAACCCTTTGCCATGCGT TGGAAACAGCATCGTGGTTTAGAGGATGCAGAGGAGGATAATGAGGAAGATCCTATGATG TACCCAGAGCTAGAAGTAGAAAACGAAAAAAGCAAGGAAAGCAGCACCAAAATTAAACAT GATGGGCGGCGACATATTCGAGATTATGGACTCATGAAAATTTATGTTCTGCAGCTGTTG ATTAGGACTGCTTTTGAGGTTGGCTTTCTTGTTGGCCAGTACTACTTGTATGGATTTGAG GTTACTCCATCCTATATTTGCAGTAGGAGTCCATGCCCTTATAAAGTGGATTGCTTTGTT TCCAGACCTACTGAAAAAACTATCTTTCTCTTGATAATGTATGGTGTCAGCTGTTTGTGT TTGGTTCTGAATATCTGGGAGATGATGCATTTAGGTTTTGGAATTATTCGAGACCTGCTG ATCACCAAGAGGAAAGCTTTGGAAGAATCAGTGGTGTGTAACTATCCATATTCCTGGAAT GCTCCATCAGCACCACCTGGTTACAACATTGCAGTTAAGCCAGACCACATCCAATATACT GAGTTATCTAATGCCAAAATGGCCTATAAGCAAAACAAAGCAAACATAGCTCAGGAGCAG CATTATGGGAGCAATGATGAGAACATTCCTGCTGATTTAGAAAACCTGCAGAAACAAATT AAAATGGCTCAGGAGCATCTTGACATGGCCATCCAGGCTTATAATAACCAAAACATTCCA AATGGTTCTCGAAATAAGAAATGCAAAGGGGGTTCAAACAAAAGCAGTGCCAGCAGTAAA TCTGGTGATGGGAAGACCTCTGTATGGATTTGA

[bookmark: _Hlk59626457]>Lc-gjc2-XM_006006316-GJC2-47
ATGAGCTGGAGTTTTCTCACCCGCCTTCTGGAGGAGATCCACAACCACTCCACCTTTGTG GGGAAGGTCTGGCTCTCGATGCTCATCATCTTCCGCATCGTGCTGACGGCTGTTGGCGGG GAGTCCATCTACGCGGACGAGCAGAGCAAGTTCACCTGCAACACCAAGCAACCGGGCTGC GACAACGTCTGCTATGACGCCTTTGCCCCGCTGTCCCACATCCGCTTCTGGGTGTTCCAG ATCATCATGATCTCCACCCCTTCCATCATGTACTTGGGCTATGCCATCCACAAGATTGCT AAGACATCTGAGGAAGAGAAGAAGTTTAGAGCCTTCAAGAGGAAGCATCCTACCATCAGG TGGCGTTCTGTTCGCAATGTGGAGGAATCCTTGGCTGAGGAAGAGGAAGAAGAGGAGCCC ATGATCTACCAGGACATCATGGAAATCCAAGACAAGACGGAGAGTAAAGAGAACCAGAAG CATGATGGGAGGAGGCGCATCATGCAAGAAGGGCTGATGAAGATTTATGTCCTGCAGTTG CTAGCTAGAGCAATGTTCGAAGTTGGCTTCTTGGTGGGGCAGTATTTCTTATATGGGTTT GAGGTCCACCCAACCTTCCTGTGCGATCGCAACCCTTGCCCTCACAATGTGGACTGCTTC GTTTCCCGTCCAACAGAGAAGACCATTTTTCTCCTGGTCATGTATGTGGTGAGCTGCTTG TGCTTGCTACTGAACCTCTGTGAGATGTTCCACTTGGGATTCGGTACCATCAGGGATGTG ATTCGCACCAGGCGAAATGACAGAGGCAACCATTTGCTCCACAGCTACCCTTACCCAAAG AATATCCCCACTTCCCCTCCCAAGTACAACCTTGTGGTGAAGACTGACAAACCTGCCAAG GTCCCCAACAGCCTGATGGCTCATGAGCAGAACTTGGCCAATGTTGCTCAGGAGAGGCAG TGCACCAGCCCAGATGAGAACCTCCCACCAGACTTGGCTACATTACACAGGCAACTCAGG GTGGCCCAAGAACAGCTGGAGGTTGCCTTCCAGAGTTACAATGGGCAAATGAATGCACAT CCTTCCAGGACCAGCAGCCCAGTGTCAGGGGGGACCGTGGCTGAGCAGAACAGGGTCAAC TTGGCTCAGGAAAAACAAGCTCCCAAAGAAAAAACTACCGTCGAAAAAGCCGGCACCAGC AGCAAAGAGGCTGGGAAGATCTCGGTTTGGATCTAA

>Lc-gjc4-XM_005991770-gjc1like
ATGAGTTGGGCCTTCCTGACCCGTCTTCTGGAGGAGATCAATAATCACTCCACCTTTGTA GGCAAGGTATGGCTTACGGTACTCATAATCTTCCGCATTGTGCTAACAGCAGTGGGAGGG GAGACCATCTACTATGATGAACAGAGCAAATTTGTCTGCAACACACAACAGCCTGGTTGT GATAATGTGTGCTATGATGCCTTTGCACCCCTCTCGCATGTCCGCTTCTGGATCTTCCAG GTCATCATGGTGAGCACACCATCCATCATGTACTTAGGCTTTGCCATGCACAAGATTGCC CGGGTGCCTGATGGTGACGAGAAGAAGAAGAAGAAGAAACCACGGCGCATTCCCATTATC CAACGTGGTCCCAACCGGGATTATGAGGAAGCAGAGGACAATGGTGAGGAAGACCCCATG ATTGTTGAAGAGATCGAAAATGAGAGTGGTGCAAAGGAAGAGAAAGAAGACAAAGACAAA CATGACGGAAGGAAACGAATCAAACAAGATGGACTGATGAAGATCTACGTCGTGCAGCTT CTGTTTAGGTGCATCTTTGAAGTGGGCTTCTTGATTGGGCAATACATCCTCTATGGCTTG GAGGTGGCCCCATCCTATGTGTGTACCAGAGGGCCCTGCCCGCATACAGTAGACTGCTTT GTCTCCAGGCCAACTGAGAAGACTATCTTTCTGCTGATCATGTATGCTGTCTCTGCTTTG TGCCTTTTCCTCAACATCTGCGAGCTCTTCCATCTTGGTGTGGGAGGTATCCGGGATGCA CTAAAGAACAAGAGTGTGCACAGGTTTGACTCCATGGGGCATTCTTATTCAAAGCAGACA CCCAGTGCTCCCCCAAGGTACTATTCCTTGATTAAGAAAGAACGACAAAAGATGGGCAAT GGGAAGATGATGTACAGCAATGACATCTGCACTAGCTCAGCGGAGGAGCCTTGTGAGAGA GGGGAGGACCCAGTCCCTACTGACCTTGAGAACCTGAGAAGGCATCTGAAGGCAATTCAA GATCAGCTGGACATGACTTTTAGCACCGGAGAGAAGGAGCATGCTTCCCGAAGTGGTAGT CCAGAGTCCAACGGCACTGCTGCTGAAGAGAACCGCCTGAACTTTGCACAGGAAAAAGGG GCTGAAGGTAAAACAAAAGGTAATGGAAATGTTTCTGTATGTGTATGTATTTAA

>Lc-gjd1-XM_005987869-gjd2like
ATGGGGGAATGGACTATTTTGGAGAGGCTGTTGGAAGCAGCCGTCCAGCAGCATTCTACA
ATGATAGGAAGGATCCTTCTCACGGTGGTGGTGATTTTCCGGATTCTAATCGTGGCTATC
GTTGGCGAGACGGTATACGAAGATGAGCAGATCATGTTTATATGCAACACCCTGCAGCCC
GGGTGCAACCAGGCCTGCTACGACAAAGCCTTTCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCTTGGTCTGCACCCCTAGCCTCTGCTTCATCACCTACTCCGTCCACCAG
TCTGCCAAGCAAAGGGAAAGACACTACTCCATCCTCTACCCGGTTCTGGACAAGGACTTT
GGCCGGGAGAGCAAAAAGGCCAAGAATGTCAACGGCATCCTGGTCCAGAACCCGGAGGGC
TCTTCCAAAGAGGAGCCAGACTGCTTAGAAGTGAAGGACATTCCCAATACACCCAGGAGG
ACCTCTAAGAGCTACAAGATCAAGCGGCAAGAAGGAATCTCCAGGTTCTACATCATCCAG
GTGGTCTTCCGAAACGCTTTAGAGATTGGCTTTTTGGCAGGGCAGTACTTCTTGTACGGG
TTTAACGTTCCAGCCATCTTCAAGTGCGACAGGTACCCTTGCATCAACAGTGTGGAGTGC
TACGTCTCCAGGCCCACAGAAAAGACCGTCTTCTTGGTGTTCATGTTTGCTGTCAGCGGG
ATCTGCGTTGCTCTCAACCTGGCTGAGTTGAACCACTTGGGCTGGAGGAAAATCAAAACG
GCCATCAGAGGGGTGCAGGCCAGGCGGAAATCCATCTCTGACATCCGGAAGAAAGAACTA
CCCCCCATAGCTCAAATGCCTAACTTGGCGAGGACTCAGTCCAGTGAATCTGCATACGTC
TGA

>Lc-gjd2-XM_006004060-GJD2-36
ATGGGAGAATGGACCATCTTAGAGAGACTCCTGGAGGCTGCTGTTCAGCAGCACTCCACT ATGATAGGACGGATTCTGTTAACAGTCGTGGTGATCTTTAGGATCCTGATTGTGGCTATA GTTGGGGAGACAGTGTATGATGATGAGCAAACCATGTTCGTTTGTAATATCCTCCAACCA GGCTGTAATCAAGCTTGCTATGACAAGGCATTTCCAATCTCCCACATCAGATACTGGGTA TTTCAGATCATCATGGTATGCACCCCGAGTCTTTGCTTCATTACTTATTCTGTGCACCAA TCTGCCAAACAAAGAGAAAGGAGATATTCCACAGTCTTTCTCACCTTAGACCGAGAACAG GAGAGTCTGAAACGAGAAGATAGTAAGAAGATTAAGAACACCATTGTCAATGGAGTCCTT CAAAACACAGAAAACTCTACAAAAGAAGCTGAACCAGACTGTTTAGAAGTCAAAGAAATT CCAAATTCAGTGATGAGAACTACAAAGTCCAAGATGCGACGTCAAGAAGGGATCTCCAGA TTTTATATCATTCAAGTAGTATTTAGGAATGCATTAGAGATTGGATTTTTGGTGGGACAA TACTTCCTTTATGGATTTAACGTTCCATCAACGTATAAATGTGATAGATACCCATGCATT AACGAAGTCGAGTGTTATGTCTCAAGGCCAACAGAGAAGACTGTCTTCTTGGTTTTTATG TTTGCAGTCAGTGGAATATGTGTAGTTCTCAATTTAGCAGAACTGAACCATCTGGGCTGG AGGAAGATTAAAATGGCAGTGAGAGGAGTACAGGCTAGAAGAAAATCTATTTATGAAATC AGAAATAAGGACCTACCAAGAATGAGTGTGCCTAACTTTGGCAGAACTCAGTCAAGTGAC
TCAGCCTATGTGTAA

>Lc-gjd3-XM_006000524-GJD3-31.9
ATGGGAGAATGGAGCTTCCTCAGCAGTTTTCTGGAATATCTCCAGAACCACTCACCCATG GTGGGCCGTATCTGGCTGGTAGTCATGTTGATCTTCCGCATCCTGATTCTAGCCACGGTG GCCAGCGACATGTTCGAGGATGAGCAGGAGGAGTTTGCATGCAACACCTTGCAGCCGGGG TGTAAGCAGGTCTGCTACGACAAAGCCTTCCCCATTTCTCACTACCGCTTCTGGGTCTTC CACATCGTGCTGCTGTCGGGCCCTTCCATCTGCTTCGTTATCTATGCCATGCACCATGCT TCCAAAATAGAAAAGGAAAAAGAAGCACTGGAAAGTGGGGTGAGCAGCAACAAGTCAAAA CGGCAAACATACAACCAGGAAGATAACTTACGCAAAATCTACATCGGGAATGTAGCCTTC AGGCTTTTGCTGGAGGTTGGCTTCACCGTTGGCCAATGGGCTCTCTATGGCTTCAAAGTG GAGGCCCAGTTCCCCTGCGAACGATTTCCATGCCCTTATACTGTAGACTGTTTTGTCTCA CGTCCAATGGAGAAGACAATATTTCTACTCTTCTACTTTGCAGTCGGGGTGCTGTCTGCT GTCCTGAGCTTGGTCGAGCTGATCACAATCATACTTAAACGGAAGAGTCGTGGCAAAACC TCTTCCTACGAGAAGGACAATCGGTCCAATAGCAAGCAGGAGAGATCAGAGACTTTACTG CTGGCAAAATTCCCGCCTTACCCTGTAGAAAAAAGCCAAGACATTCCAAATCATGTGGGC AAAAACTCTACCTACAAGGGCAGCTCAGCAGACAGCAATACCAACAGCACCAAATCTTTC AGATCAGTTGACAAGAAAGGCTTGAAAGTATAG

>Lc-gjd4-XM_005994831-GJD4-40.1
NGAAAAATCTGGCTAACGTTGATAATTTTGCTTAGACTTCTTGTGACTACCCTGGCAGGT
TATCCACTCTATCAGGATGAGCAGGAAAGATTTGTTTGCAACACCATACAGCCAGGATGC
TCAAATGTTTGCTATGATCTGTTTTCTCCCATGTCCCACTTTAGATTTTGGCTCATCCAG
ATTGTTACCTTGTGCCTACCATACGCAATATTCTGTGTTTATGTAATTCACAAGGTTACA
AAACGAATTGGGTCAGATACAACATTTAAACGGGCTTCATTAACGAGGACAACCTATGAA
GTGGAAAAGCAAAAAATACCTGAATTCCTGGGGGCTTATGTATTTCAGCTGCTTTTGAGG
ACTATAGCAGAGGCTGGATTTGGTGCTGGGCAGTACTACCTATATGGATTCTTTGTCCCA
CAGAGATTTGTTTGTCACCAGCCTCCTTGCACAAGCATGGTAGACTGCTACATTTCAAGA
CCAACAGAGAAAACAATTATGATAAATTTTATGTTTGGAATTAATGCCATGTCCTTTCTC
CTTAATGTTGTGGACCTGATCTATGTGGTAAAGAGAACTATGAGACAAAATCACAAAAAT
AAACTGCTTATGGAAAATTTCTATCAAGAGGAAGAGTATTGCATTGCTCCACATAGCAAG
CACTCAGAAGTTCAGTCAGCTCAAGAGTACAGTGGCAATAAAAGAAGAGGAAGCCATATA
AGTGAAGAAAGTGGAGCTTCTGTTAGATCAGAAGAGGAAGAAATTAGTTCTGTTCACTCT
GAAATTCTGTCACAAAATACTGCCAGATCTAATAACAATAGCAACAACACATATATGCAG
AACAGCCTTGCTGCAGAAGGATATCCTGAGCAAGATGGTAGCGAAGTGGCCTTGTGTCTG
AATGAGTGCAAGGTGCCTGCTGCCACACAAGGGAAATATGGAAAATGGGGACAGGGAAAA
AGTTCCAGCACAAAATCTCGCCAACTAGGTTTTGGAGATCCTTCAACTGCAATCCACACA
AGGTTTATAGGACATTACTCACTAGTAGAAATGAACCAAGTGGATTTGCAGTCCAACTGT
AGCAGTCCTGGTCATAGTTCACAAACCAAATCTGAATGGGTGTGA

>Lc-gjd5-XM_005996992-gjd2like
ATGGGCGACTGGTCAATCCTTGGTCGTCTCCTCACTGAAGTCCAGAATCATTCTACTGTG ATTGGCAAGATCTGGCTGACTATGCTGCTCATTTTCCGGATCCTCCTGGTCACCTTGGTG GGAGACGCAATCTACAGCGATGAACAGTCCAAGTTCACTTGCAACACCCTCCAGCCTGGC TGTAACAACGTTTGCTACGACACTTTTGCCCCCGTGTCCCACCTCAGGTTCTGGGTGTTC CAGATCGTCTTAGTCTCTACCCCCTCCATCTTTTATATTATCTACATCCTCCATAAAATA GCAAAAGATGAGAAAAGGGAAGTGGAAAAGGTCTACATGCAAAGACTGCCAACTGATCAG CGGCTACAAGAGGAGTTGGGCTTAAGTCAAAGGCTTGATAGTTTTGAAACTCAAATGGTT ACCAGCAATGGAGAAGATGAACAACAAATTCTTGGAAATGACATTAAAGATCCAACACAG CTGTCCGACAAGGTGTTGATAATATACATTGTCCATGTCATCCTGAGGTCTGTCATGGAG GTGGTTTTTTTAGTAGGACAATTCTATCTCTATGGCTTTGAGGTTCCTCACCTGTTCCGT TGTCAAACGTACCCCTGCCCCACCAGAACTGACTGTTTTGTATCCAGGGCCACAGAGAAG ACAATCTTCCTCAATTTCATGTTTGGAGTAAGCCTTGGGTGCTTTCTCCTGAACATTGTG GAGCTCCATTACTTGGGATGGGTTTATGTGTTCCGGATTCTGTGTTCCACTTGCTCGGCC TGCTGTGTGTCCAAGAGGAAAAAGAAAGAAAAAATGAAGATTTATTCAGAGCACAACCCT CTTCTAATGCAACTGAAAAACTCCATCCAAGAAAAGCTAGTCATGAAGACCTCCTCCAAG TTGTCTCAAGAGAAACTGGGGTACCTCCCTTCCAACGCAGCTGCAATATCATTTGCAACA GATTCAACACAATGTTCTCCCAAGAAAAGCCCAGATATCAAATCAAAACATGGAAGTGCG ACTAAAGCCGGGAAAGCAAAAAAATCCTGGCTTTAA

>Lc-gje1-XM_014483873-uncharacterized  Splice site
CTCAGACCTCCAACTGTGATTGGTCAGTTCCATACCCTTTTCTTTGGTTCTGTTCGCATG
TTCTTCCTTGGGGTTTTGGGCTTTGCTGTTTATGGCAATGAAGCTTTGCACTTCAGCTGT
GATCCAGACAAGCGAGAGGTAAACCTCTTCTGTTACAACCAATTCAGGCCTATAACACCT
CAGGTATTCTGGGCGTTGCAGTTGGTGACTGTATTAGTTCCTGGCGCTGTGTTCCACCTG
TATGCTGCCTGTAAAAATATCGATCAGGAAGAAATTCTTCAAAAACCTGTTTACACTGTC
TTCTACATCATTTCTGTTCTGTTGAGAATCATCCTTGAAGTTATAGCCTTTTGGCTTCAA
AGTCATCTGTTTGGTTTTCAAGTTCATCCACTCTTCACATGTGATGCTAGTGCTCTAGAT
AAGAAAATAAATATTACCAAGTGCATGGTGCCAGAACATTTTGAAAAGACCATTTTCCTC
AGTGCTATGTATACTTTTACTGTCATCACGGTGGTGTTGTGTGTTGCAGAGATTTTTGAA
ATCTTATGCAGAAGATTGGGCTTTTTGAACAGTCAATAA



[bookmark: _Toc62483448]Supplementary Figure S27. Reedfish (Erpetoichthys calabricus) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Ec-gja1-XM_028797787
ATGGGTGACTGGAGTGCTTTAGGAAGACTTCTTGACAAAGTCCAGGCTTATTCCACTGCT
GGAGGAAAGGTCTGGCTCTCTGTTCTCTTCATTTTTCGAATCCTAGTCTTGGGGACAGCA
GTCGAGTCAGCCTGGGGAGATGAACAGTCAGCTTTTAAATGTAACACCCAGCAACCAGGT
TGTGAGAATGTATGCTATGACAAGTCTTTTCCTATCTCCCATGTCCGTTTCTGGGTGCTA
CAAATTATATTTGTGTCAACTCCCACGCTACTTTATCTAGCGCATGTTTTCTACCTAATG
CGCAAAGAAGAGAAATTGAACAAAAAAGAAGAAGAACTGAAAATTGTCCAGAATGACGGT
GGTGATGTAGATTTGCCACTCAAGCAAATTGAAATCAAGAAATTTAAGTATGGGCTGGAA
GAGCATGGAAAAGTAAAAATGAAAGGAGCCTTGATGCGTACCTACATTGTGAGCATACTT
TTCAAATCTGTCTTTGAAGTCGGCTTTCTGTTGATTCAATGGTACATTTATGGTTTTAAG
CTGGAGGCCATTTACAGATGTGAAAGGGATCCTTGCCCTCATAAAGTGGACTGTTTCTTG
TCCCGCCCTACTGAGAAAACCATCTTCATCATCTTTATGTTAGTAGTGTCTTTGGTGTCA
CTTCTACTAAATGTGATTGAGCTATTCTATGTCCTCTTCAAAGGCATCAAGGATCGGGTG
AAAGGAAAAAGAGATCCCTACACAAACAATATGGTCATGAGTCCAGTAGCTAAAGACTGC
ACATCTCCAAAATATGCCTATTACAATGGCTGCTCCTCCCCAACAGCACCCATGTCTCCT
ATGTCTCCGCCAGGCTACAAACTTGCCACTGGAGACAGGACCAACTCTTGTCGCAATTAC
AATAAGCAAGCCAATGAGCAAAACTGGGCAAACTACAGCACTGAGCAGAACCGTCTGGGC
CAAACAGGCAGCACCATCTCAAACTCCCATGCGCAAGCATTTGACTACCCGGATGATGTG
CCAGACAATAAGAAGCTACCATCCGGACATGAGCTACAGCCTCTAGCTGTTGTGGATCAA
AGGCCCTCAAGCAGAGCCAGTAGTCGAGTCAGCAGTAGAGCTCGACCTGATGATCTTGAT
GTGTAG

>Ec-gja2-XM_028817004-gja3like
ATGGGTGATTGGAGTTTGCTGGGTAAATTGCTGGAGAGTGCTCAGGAGCACTCCACAGTT
GTTGGAAAGGTCTGGCTGACGGTGCTCTTCATCTTTCGCATCTTAGTGCTGGGCACTGCT
GCAGAGAAAGTGTGGGGAGATGAACAGTCAGGCTTCACTTGTGACACAAAGCAACCTGGT
TGCCAGAATGTCTGCTATGACAAGACCTTCCCTATATCACATATTCGCTTTTGGGTTCTA
CAGATCATTTTTGTGTCCACACCCACCCTCATCTATCTGGGGCACATCCTACACTTAGTA
CGTATGGAGGAGAAGCAGAAGGAGAAAGAGAAAAACAAGGTATCTCAGCATCACGGTGAT
AAGCAACCACTCCTGGGGAATAGTAAATGTAAAAAGCCACCTGTGAAGGATGAACAGGGC
CGGATACGGATGCAAGGTGCCATCTTGCGGACCTACATCTTCAACATTATTTTCAAAACT
CTGTTTGAAGTGGGCTTTATAGTTGCTCAGTATTTCCTGTATGGATTTGAGCTAAAGCCA
CTGTACACATGTAATCGTCTGCCGTGCCCCAATACTGTAAACTGCTACATCTCTCGACCT
ACTGAGAAGACGATCTTCATTTTATTTATGCTTGCTGTAGCTTGCCTGTCTTTGTTCCTC
AACCTGGTGGAAATGTACCACTTGGGCTTCACAAAGTGCCGACAGGGCCTGAGATACAGA
ACAGAAATTGCATCAGAAGCTGGCTCAAAGGCTGCTAGCGAAGCTGTAGCACCTTATGTC
CCAAGTTACCCTTACTTTGGAGCACAACCACCAGCTCCAGTTCATTACCAAGCTGGGACT
AGATATAGTCCATCTCCCTTGACTGAAACGGATTCAGTCTGTCATCCATACAACAGCAAA
GTAGCTTACAAGCAAAACAGGGATAACCTTGCAGTAGAAAGGAATGGAAAGCCTGAGGAG
AGCAACTCAAAACTCAAAAGAGAACCTCAGTCTCCCAATGACAACCAACGTAAGGCTGGC
CGTGTCAGTAGTAAGCCGAATAATGGCAAGAGCCGGCTCGATGACCTAAAAATCTAG

>Ec-gja3-XM_028800566
ATGGGTGACTGGAGCTTTTTGGGCAGACTTTTGGAAAATGCACAAGAACACTCGACGGTG
ATAGGCAAAGTCTGGCTGACCGTGCTCTTTATCTTCAGGATCCTGGTTCTGGGGGCTGCT
GCTGAGGAAGTTTGGGGAGATGAGCAATCTGACTTCACGTGCAACATCCAGCAGCCTGGT
TGTGAGAACGTCTGCTACGACAAGGCCTTCCCTATCTCCCACATTCGCTTCTGGGTGCTT
CAGATCATTTTTGTGTCAACGCCGACCCTCATTTACCTTGGTCATGTCCTGCATATTGTG
CGAATGGAGGAGAAGAAGAAGGAAAAAGAAGCGGAGCTGCGCAAGTCACAAAGACATCTG
GAGGAAAAGGAGCTCCTCTTTAAAAACGACGGCGCAGTGACAGGTAAAAAAGAGCGGCTT
CCCATCCGAGACGAGCATGGTAAAATCCGCATTAGGGGAGCGCTTTTGCGTACCTACGTC
TTCAATATCATCTTTAAGACCATATTTGAAATTGGATTTATTGTAGGTCAGTATTTTCTT
TATGGTTTTGAACTAAAACCCCTGTACCGGTGTAACCGGTGGCCGTGCCCCAACATTGTG
GACTGCTTTATTTCTCGTCCCACAGAAAAGACCATCTTCATCATATTTATGCTTGTGGTG
GCTTGCATATCACTTTTGCTGAATTTGTTAGAGATTTATCACCTTGGCTGGAAGAAGATA
AAACAGGGAATGACAAACGGGTTATCCCCGGACCAGGAACTCCCTTGCCACAAGGTTGAC
CTGGAACCCAATACCACAAGTCCCAGAACTGCCCCTGCCAGTCTTAGCTATCCACCTTAT
TACACTGAGGTCGTTGCGGGGGGTCCACAAGATTACCCTGAGGCCCCCACTGCAGAGTTC
AAGATGGCACCGCTCTCCGTGGACCAGCACCAAGCACCTCCCTTCTATATTAACAACAAC
AACCACAGGCTGGCCACGGAGCAGAACTGGGCAAATCTCGCTACCGAGCAGCAGACTCGT
GAGAGAAAGCCTGCCTCCCTTTCTGCCTCCACCATCAGCAGTGTCCACAACGAGCAAAAC
CAGGACACGACGGCAGACGCCAGCAGCGGAAGTGCGAGTGGCCGGAAAAGCGAGGAGGAC
GAGTGCCACGTGACCACCACTACTGTGGAGATGCACGAGCCTCCCGCGCTCAGCGACGTC
CGGAGATTCAGCAGGGCGAGTAAAGGCAGTGGCAGCAAGGCCAGGTCCGATGACCTCGCT
GTTTA

>Ec-gja4-XM028819478-gja4like
ATGACAGATTGGTCTTTCTTGGAGCGTGTGCTCGGGCAGGTCAATGAGCACTCGACTGGT
GTTGGGAAAGTCTGGTTGACAGTGCTCTTCATATTCCGGGTGATGGTACTGTGCTCAGCT
GCAGAGACAGCCTGGGATGATGAGCAGTCTGAATTTCTCTGCAACACGCTACAACCTGGT
TGCCAACTTGTGTGCTATGATCTTAGCTTCCCCATCTCCCATTACCGGTACTTTGTGCTG
CAGATCATTTTTGTCTCCACACCCACACTCATCTATCTTGGGCACCTTGCAGTACGGGCA
AGCCGAAAGAAGAAAGAGCAGCAAGAGAATGGCGTGGAAGGAAATGAGGAGGCAGTGGGA
TATGGAGAGTCAAAAAGGGATATGCAGGAACATGAATTTCAGAATGTTCCCAAACTGAAA
GGAGCTTTAATGATCACCTACACTATAAGTATTGTCTGCAAAGTAATCTTGGAAGCTGGC
TTCATGCTGGGGATGTGGTTCCTGTATGGTTTCTTTATTCAGCCTCGCTATGAGTGCCAA
GGATTTCCGTGCCCTTACAAAGTGGACTGCTTTGTTTCTCGACCAACTGAGAAAACCATT
TTCACCATCTACATGCAAGTACTTGCACTGATCTCTCTTGTGCTTAATGTCATAGAGCTC
TTTCATTTACTTGGCAAGACAATGGTAAGGAGAGCGATTAAATACTATGAAAATCAGAGT
GCCCTTCAGGTTTACAAGAGACCAGTAGTTTATGAGCCCACTCTGAATTATATGGAGAAT
GCCCAGCTCTGCTTACCAATGGCTAGTGCCAGTAACCATAGCCATTTTAGTGATCCAAAT
ATTAATTTCAAACCACAAGAAAGTGGTACGGATTCAGAAAGAAACGACAGACAACAGAGG
AATATTGAGTCCAAATCTGACCAGCTCCCAGGATATCCAGGGTATCTAGAAGAGCACAAT
GAAAAAGAAATGGCATCGGGGAGACTAACAGATAGCTCTGAAGGACAGAGAAGGCACTAT
GTATGA

>Ec-gja5-XM_028800789-gja5like
ATGGGTGACTGGACCTTCTTAGGAAATGTTCTCGATAAAGTTCAACAGTACTCAACAATG
GTGGGAAAGGTCTGGCTGACTGTTTTATTCATTTTCCGTATCCTAGTCTTAGGCACAGCA
GCTGAGTCTTCCTGGGGCGATGAGCGGACTGACTTTCTATGCGACACCCTTCAGCCTGGT
TGCACAAATGTTTGCTATGATAAGATGTTCCCAATCTCCCACATCCGTTATTGGGTTCTC
CAGTTTATATTTGTTTCCACCCCCTCACTAATCTACATGGTACATGCTTTACATTTGGTT
CATATGGAGCAAAAGAGGATGCAGAATGAAGACAGTGAAAGATCACCTCCAAGGCATAAG
GAGTATCCCGAAGAAACAGAAGAACCTATTGTGAAGATTCCATTGAAGGGAGCTTTACTC
AAAACATATGTGTTTAGTATCATCATAAGAACCTTCATTGAAGTGGCTTTCATTTTGGGC
CAGTATTATTTGTACGGCATATTACTTAAAGTGCTTTATGTCTGCCACTCCTCACCTTGC
CCAAATGCTGTCAACTGCTATGTATCCAGGCCAACTGAGAAGAATGTATTCATTGTATTT
ATGCTTGTTGTTGCTGCACTGTCACTTTTGTTGAGTTTACTCGAACTTTACCATCTTGGC
TGGAAGAAAGTGAAAGAATGTTTACAGAGCTATAAAGTGCCGCCCTCACAAGATGATGCA
ATCCCTGCCACCAATGAAGGCCAAGGCAAAATTGCACAGGCCTGCACACCACCGCCAGAC
TTTGATCAATGCCTTGTGCAACCAACTTCCCATTGCCAGACATTCAGTGACAAGATGGCT
CACCAGCAAAACTCAGTCAATCTGGCAACAGAGCTTCATAGAAGCAGTGATAACCTGGGT
CAGGAAGATTTTCTGCACATGAATTATATGCAAGGCTGTAACGAATCTAATGCAACACCC
ACTGTATATATTGACAGCTTTTTAAAGGGAAAGTGCAGACTCAGTAAAGCAAGTGGATCC
AGTAGTAGAGTGAGAACAGATGACTTAACTGTATGA

>Ec-gja8-XM_028801326
ATGGGTGACTGGAGTTTTTTAGGAAACATACTAGAAGAAGTGAATGAACACTCCACTGTG
ATAGGAAGAGTATGGCTGACGGTGCTCTTCATTTTCAGGATATTAATCCTTGGCACTGCA
GCTGAATTTGTGTGGGGAGATGAACAGTCAGATTTTGTGTGCAACACCCAGACCCCAGGT
TGCGAAAATGTCTGCTACGATGAGGCTTTTCCCTTGTCACACATCAGACTGTGGGTCCTC
CAGATCATTTTTGTCTCCACTCCATCGCTGGTGTATGTCGGCCATGCTGTTCACTATCTG
AGGATGGAAGAAAAAAGGAAGGAAAGAGAAGAAGCAGAGATGAACAGACAACAGGAGATG
AATGAGGAGAGGCTACCCCTTGCTCCAGACCAAGGAAGTGTAAGAACAACCAAAGAAACA
AGTACCAAAGGCAGCAAGAAGTTCAGGCTGGAAGGCACAATTCTGAGGACTTACATCTGT
CACATCATCTTCAAAACTATTTTTGAAGTGGGGTTTGTTGTAGGCCAATATTTCCTCTAT
GGCTTCTACATTCGCCCTCTCTACACGTGTAGCCGTTGGCCTTGTCCAAACACAGTGGAC
TGCTTTGTGTCCAGACCTACAGAGAAGACCATTTTTGTTATATTTATGCTGGCAGTGGCT
TCTGTATCTCTCTTTCTCAATTTTGTGGAGATTGGTCATTTGGGTCTAAAGAAAATAAGG
TTTGCATTTAGAAAACCACCTCAAACCCAAGCAGAGATGGTTATGGAGAAGCATTTGCAT
TCCATAGCTGTTTCTTCACTCCAGAAAGCAAAAGGTTATAAGCTCCTTGAGGAAGACAAG
CCAGTGTCACACTTCTACCCTCTAACAGAAGTTGGAATGGAAGCCAGCAATTTGCCAGCT
CCGTTTGCTCCTTTTGAAGGGAAAGATAATGCTGCCAGTCCTCTGCAAGATGTTTCAAAG
GTCTACGATGAAACATTACCGTCGTATGGTCAGAGCACAGAGCAGGAAGAAGAAATTTCA
GAGGAACCTCCCGCTGAAACTGCAGACACATTAGAAGATACAAGACCTCTAAGCAGGTTA
AGTAAAGCAAGCAGTAGAGCCAGATCAGATGATTTAACTGTATGA

>Ec-gja9-XM_028819167
ATGGGTGACTGGAACTTCCTTGGAGGAATCTTGGAAGAAGTGCATATTCACTCCACCATT
GTTGGAAAGATCTGGCTGACAATTCTCTTTATTTTCCGTATGCTGGTCCTTGGGGTTGCA
GCGGAAGACGTGTGGAATGATGAACAATCAGACTTCATTTGTAACACTAAACAGCCAGGC
TGTAGAAATGTCTGCTATGACAGGGCTTTCCCCATCTCTCTCATACGCTATTGGGTCTTG
CAAGTTATCTTTGTGTCTTCACCCTCTTTGGTATACATGGGTCATGCTTTATACAGACTG
AGAGCTTTAGAAAAAGAAAGGCAAAGGAAAAAGACCCACCTCAGAAAAGAGCTTGATTCA
ATGGATGCAGACTGCTCCGAAGTTCGAAGGAGGCTAGAGAGAGAACTTAGGCATCTAGAA
CAAAGAAAGCTGAACAAGGCACCACTCAGAGGATCACTTCTACGAACATACGTAATACAC
ATTGTTACAAGATCTGCAGTTGAAGTAGGGTTCATGGTGGGCCAGTACCTGCTCTATGGG
TTCAACCTAGAGCCATTGTTCAAATGCGAAAAAGATCCATGTCCAAACCTAGTTGATTGC
TTTGTGTCACGGCCAATGGAGAAGACTGTTTTTATGGTTTTTATGCAGTGCATAGCAGCA
GTTTCTTTGTTTCTTAATATTCTGGAAATTATCCATTTAGGTTATAAGAAATTTAAAAAT
GGACTACTTGATTATTATTCAAATCTTAAAGATGACTTAGATGATTATTATATGAGCAAA
TCTAAGAAGAACTCTGTGGTACATCAAGCATGTACTGTTTCATCATTGACTCGTAAATCT
ACCATTCCTACTGCGCCAAGTGGCTATACCTTACTGACAGAGAAGCCCAGTGAGGTTTCC
GTTTACCCAGTGCAAAATCCACTCTCAGCCTTCATGCCATTTCAATGTAATCCATGTACA
GAAGGTAGTAAAGAGTTCATCAATCATAACCTTAGTGACTACAATGCCTCCAAAGGGACC
GAGGGACTCGGACTTCCTGGGACTGATACAACCACTGTACACACTACACAGAAGATTGAG
GATCAGAGGCAAGATGAAACCAAAAAGTTTCCAGATGAACATGCAGGCTCTGTACAACAC
TCCTCACAGCAACCAGAGACATCATCCTGTCATGTGCCACGTAGTGGGGCAGGTCGGAAG
CCACGCAGGGTCAGTGCACCATGGAACTGCTCCACAGTGGTGGAAAGTAACGGATCAAAT
GGGGACACAAGTGTAAGCAGTTACAAAGGTAGATGTACTTACAGTTCTCTCAATGTTCAG
GCAGTTTCAAAGTCCGTCCTAAAACAGTCAAACCGTCCACAGACTCCAGACTCATTTGGC
GAGTCAAGTTCGGAATCAAAGCACAGTCGAAACAGCAATAGCCCTCGTGCATCATCTCCA
ACCAGAAGAATTTCTTTGGCAAGTAGTAGCAACAGCAGCAGGCATGCTCCTGGTGACCTT
CAAATTTAA

>Ec-gja10-XM-028791089
ATGGGGGACTGGAACTTGCTTGGGAGTATCTTGGAGGAAGTTCACATTCACTCCACTATC
GTAGGGAAGATCTGGCTAACAATCCTCTTTGTTTTCCGTATGTTGGTCTTGGGGGTGGCA
ACAGAGGATGTCTGGGATGATGAGCAGTCCAAGTTCATCTGTAACACAGAGCAGCCAGGT
TGCAGGAATGTCTGTTATGATAAAGCCTTCCCCATCTCCCTCATCCGATATTGGGTTTTG
CAGATCATCTTTGTGTCGTCGCCTTCCTTGGTGTACATGGGACATGCACTTTACAGATTA
AGAGCTTTGGAAAAAGAGCGACAGAAGAAGAAGGCACAACTGCGAGCAGAACTGGAAGAA
CTTGAGCCTCTACTGGATGAATACAGGAAGCTTGAGCGGGAGCTCAGAAAGCTCGAAGAA
CAGAAGAAGGTTAATAAAGCACCTCTGAGGGGATCCCTGCTGCGTACCTATATCTTTCAT
ATCCTAACTAGATCTGTTCTTGAAGTTGGTTTTATGGTGGGCCAGTACATTTTATATGGA
TTTCAGCTGGATTCTGTCTATAAATGCACCAAGATGCCATGTCCAAATACTGTGGATTGT
TTTGTGTCAAGACCTACAGAAAAAACCATATTCATGGTATTTATGCACAGCATTGCTGCT
GTTTCACTATTTTTAAACCTCTTGGAAATATCTCACCTGGGTGTTCGGAAAATTAAACAG
AGTCTGTATGGGACCTCCCGATGCCAGGGCGCAGAGGATGACCTAATCATCAGTAAGTCA
AAGAAAAATTCCATGGTCCAGCAGGTCTGTATCTTGAGCAACTCTTCACCTCACAAAATT
ATCCCCTTAACTCAGACCAGCTACAAAATATTACCCGAAGGGCAGGCTGATGCCCTTCCA
ATTTATCTGCCTCCTGCAGGCTTTCAAACAATTCATGAGCAAACTGATGAAAAGGATGAG
GTGCCTAGACAAACCCCACCTGAGCGCATTCATTGTCAAGGTGATGAACACCCAAGGAAG
CTGGCAGAATGTAGCCAGAGTCAGCATCACATCTTGCACCCTGAGAAGGGATCTGAGAGG
CGCAATACCCTGGAGAATCGTGATCATTCCTGCAGCAGTGAGGACTCCAACAATAACAGA
ACACATGTCAATGGGATTGGCTCCAAGAACATACCTCACCCAGCCAAGGCAGCCATCCAT
TCCAGCCACATGGAGATCCCAGCGGCAGTACGCAATGCATTACGCAAGCACAGTCGTGTC
AGTGTTTGCAAGGACTATGGGGAAGACCGCAGCGACTCCCCAGACAGCGGCCACTACCCT
TCCACAAGGAAGGCAAGCTTCATGTCGAGAGTAGTTTCTGAGAGCAAGCTGCCCAGTCGA
TCAGGAAGCCCGGAGTCAAGGAGTGGTTCCAGCTCAGAATCCAAGCGCCTTGGGAAAGGA
GAAAGTCCTCCGATCACACCCCCTCCAGCAGGCCGGAGGATGTCAATGGCAAGTAGAGCC
AAAAGACGAGCCACTTCAGATCTCACTATATAG

>Ec-gjb1-XM_028815444
ATGAACTGGGCGTCTTTTTATGCCGTTCTTGGCGGCGTCAACAGGCACTCCACTGGGATC
GGCCGTATCTGGCTTTCTGTCCTCTTCATCTTCCGGATCATGATCTTGGTTGTGGCAGCA
GAGACTGTGTGGGGCGATGAGAAGTCAAGCTTTACCTGCAACACCCAGCAGCCTGGCTGT
AACAGTGTCTGTTATGACCAGTTTTTTCCCATCTCTCATGTGCGTCTGTGGTCCCTGCAA
CTTATCCTGGTTTCCACCCCAGCGCTTCTTGTTGCTATGCACGTAGCTCACCGGCGACAC
ATGGATAAGAAGATTCTCCGACTTTCAGGGCGCTCCAGCAGCAAAGACCTGGAGCAAATC
AAGAACAAAAAAATGAAAATTACTGGAGCCTTGTGGTGGACCTACATGATCAGTGTCATT
TTCCGTGTGCTCTTTGAAGCTGCTTTCATGTATATCTTCTACATGATCTACCCGGGCTAC
AAGATGTTTCGACTGGTCAAGTGCGATTCTTACCCTTGCCCCAACACTGTCGACTGCTTT
GTGTCGCGACCCACTGAAAAAACCATTTTCACAATCTTCATGCTGGTAGTGTCCGGTGTC
TGCATCCTCCTCAATATTGCAGAGATTGTCTACTTGATTTCCAAGGCTTGTGCGAGAAGT
GTGAGGGATGCGGAGTCCGGCCCTTTCTATGGTCAGAAGTTCTCTGGATACAAAGAAGGC
CAGGGTGACCAGCTCCTCTCGGACCACGCTGCTCTGAGCAAGATGAGGAGGAACCCCGGG
TCCGATAAGTGGGAAAGATGCTCTCCATCTTAG

>Ec-gjb3-XM_028819929-gjb3like
ATGGACTGGAAGACTTTCCAGGCCCTCCTTAGTGGAGTGAACAAGTATTCAACAGCTTTT
GGACGCATCTGGTTGTCAGTCGTATTTGTGTTCAGGGTTATGGTGTACGTTGTTGCCGCT
GAACGAGTGTGGGGAGATGAACAGAAAGACTTTGATTGCAACACCCGACAACCTGGGTGC
AGTAATGTTTGCTATGATTTTTTCTTTCCTATCTCCCACATCCGGTTATGGGCCCTTCAG
CTTATCTTTGTCACATGTCCTTCATTGATGGTAGTCATGCATGTGGCTTACAGGGAAGAC
CGTGAGAAAAAGCACAAGAAACTTCATGGTGAAAACTGTGGCAAACTCTACAAGGACACT
GGAAAGAAGCATGGTGGCCTATGGTGGACCTACTTGATCAGCTTGTTTGTTAAGCTGGGC
ATTGAAATTGCTTTCCTCTTCATCTTACACTATATCTACAACAGCTTTGATCTGCCACGA
TTGGTCAAATGTGAGGTTAACCCTTGCCCCAACCAAGTTGATTGCTTTATTGGTCGTCCT
ACAGAGAAAAGAGTTTTCACTTACTTTATGGTGGGTGCCTCTGCATTATGCATTGTGCTA
AGCATTTGTGAAATCATCTATCTGATTACAAAGAGATTCGTTCGTTGTGCCCAAAAGATG
AAAAAACGATCAAAAGCGCACTCTGTGACCTACAGCAAAGCTTCTACTTGCCAGTGCAAC
ACTGGCATGAACCAAATGGAACTGAAGCCTTTCAACAAAAACGATAATTTACGGGCTTCA
GCACCCAATCTCTCTACTCTTTAG

>Ec-gjb7-XM_028797469
ATGAACTGGGGATTCCTCAGAGATCTCCTGAGTGGGGTAAACAAATACTCCACAGTGATA
GGGAGGATCTGGCTTTCTGTCGTGTTCATTTTTCGCATTCTGATTTATGTAGCTGCAGCA
GAACAAGTCTGGAAGGATGAACAGAAGGACTTCGTGTGCAATACAAACCAGCCAGGCTGT
GAGAATGTGTGCTTTGATCACTTCTACCCAATTTCTCAAGTTAGACTCTGGGCCTTGCAG
CTGATAATGGTGTCCACACCGTCCTTGTTAGTGGTGCTGCATGTTGCATACCGACAACAC
AGAGAAAGTCGGTATAAAAAGAAGCTATATACAAACACAGGGAAGATGGATGGAGGATTA
TGGTGGACATATCTTATTAGTTTACTATTCAAAACAACCTTTGAAGTGGGCTTTCTGTTA
GCATTTTACTATCTATATAGTGGATTTGAAGTCCCCCAGTTGCTCCAGTGTAAAATTAGT
CCTTGTCCAAACACTGTAGATTGCTACATTTCACGAGCTACAGAAAAAAAAGTGTTTCTT
TACATCATGGGTGTGACTTCCATCTTATGCATCGTGCTGAACATTTCTGAAATGATTTAT
CTTTTTCTTAAGCAGTGCTGGAAATGCTGTATCAAGGCATATGATTCAGTTGATGCAAAG
AGACATTGTGATTGTCAGCAGCACACAAAGCTAAACAGTATGCTTTCTGGGGATCATATA
ATGTTGAAAGAAGACTCAACAAATACAATCTGTCAGACTCAAGAAATATGA

>Ec-gjb8.1-XM_028801319-gjb2like
ATGAGTTGGGGACAACTGTACTCTTTGCTTGGGGGTGTAAACAAACACTCAACCAGCTTG
GGAAAGATATGGCTCTCAGTCCTCTTTATTTTTCGCATCATGATCCTGGCAGTGGCAGCT
GAAAGTGTTTGGGGGGATGAACAAATGGACTTCATGTGCAACACTTTACAACCAGGGTGC
AAGAATGTCTGCTATGATCATTACTTTCCCATCTCTCATATTCGTCTGTGGTGCCTCCAG
CTTATCTTTGTGTCTACTCCGGCTCTGCTAGTAGCTATGCATGTGGCCCACAGCAAAAAG
GAACAGAAGAAGGACATCATTAAGACTATGGGAGATAAGGCTGATGAGGACCTAGAGATG
CTCAAGAAAAAAAGGCTTCCAATTACAGGCTCATTATGGTGGACTTACACAGTAAGCCTC
TTTTTCAGGCTGGCATTTGAAGGGGCTTTCATTTATGTTTTTTACTTGTTGTACAGTGGA
TTCCAGATGCCCCGCCTGGTAAAGTGTGATGCATGGCCATGTCCTAATGTGGTGGATTGC
TTCATTTCACGTCCCACAGAGAAAACCGTGTTTACCATTTTCATGATTAGTGCCTCTGCA
CTCTGTATGGTCCTCAATGTGGCAGAAATGTGCTATTTGGTGGTCAAAGCCCTAGTACGC
TATTGCAAGTGCTCCCAGCAGGGGGTCAGTGCTCACCAGCTCCCCAATGGTATGGAGTAC
CTGCAGAACAAGGAGAAGGGGCAGCTGCTTTCTGAGGCCTCTTCTAGCAAAGACAGTTCC
ATGGACAAGCTTGCATAG

>Ec-gjb8.2-XM_028800567-gjb2like 95% identical to XM_028801319. Although located on different contigs, it is considered likely that the two sequences are generated by gene duplication
ATGAGTTGGGGACAACTGTACTCTCTACTTGGGGGTGTAAACAAACACTCAACCAGCTTG
GGAAAGATATGGCTCTCTGTCCTCTTTATTTTTCGTATCATGATCCTGGTGGTAGCAGCT
GAAAGTGTTTGGGGGGATGAGCAGTCGGACTTCACGTGCAACACTTTACAACCAGGGTGC
AAGAATGTCTGCTATGATCATTACTTTCCCATCTCTCATATTCGTCTGTGGTGCCTCCAG
CTTATCTTTGTGTCTACTCCGGCTCTCCTAGTAGCTATGCATGTGGCCCACAGCAAAAAG
GAACAGAAGAAGGACATCATTAAGACTATGGGAGATAAGGCTGATGAGGACCTAGAGATG
CTCAAGAAAAAAAGGCTTCCAATTACAGGCTCCTTATGGTGGACTTACACTGTAAGCCTC
TTTTTCAGGCTGGCATTTGAAGGGGCTTTCATTTATGTTTTTTACTTGTTGTACAGTGGA
TTCCAGATGCCCCGCCTGGTAAAGTGTGATGCATGGCCATGTCCTAATGTGGTGGATTGC
TTCATTTCACGACCCACAGAGAAAACCGTGTTTACCATTTTCATGATTAGTGCCTCTGCA
CTCTGTATGGTGCTCAATGTGGCAGAAATGTGCTATTTGGTGGTCAAAGCCCTAGTACGC
TGTTGCAGGCGTTCACAGCAAAGGTCTTATCACCCCAGCCATCTGCCCAAAGGGAAGGAG
CACCTGCAGAACAAGAAGAATGAGCAGCTGCTTTCCGAGGCCTCTTCTAGCAAAGACAGC
TCCATGGACAAGCTTGCATAG

>Ec-gjb9-XM_028819741-gjb4like
ATGAATTGGGCATTTCTGGAAGGACTAATAAGTGGTGTTAATAAGTACTCAACTGGCTTT
GGCCGGGTGTGGCTTACAATGGTCTTCATTTTTAGAGTCTTGGTGTTTGTGGTAGCAGCT
CAAAAAGTATGGGGTGATGAAACAAGTGATTTTATTTGCAACACCAGGCAGCCAGGCTGT
GAGAATGTCTGCTATGATAGTGTTTTTCCGATCTCTCATATACGTATTTGGGCTTTGCAA
CTGATATTTGTGACCTGCCCTTCTCTGCTTGTTGTAGCCCATGTGAAATTTCGGGAAGAG
AAGGACAAAAAGTATGCAGCTGGGCACAAAGGCTCCCATCTTTACAACAACCCTGGAAAA
AAGCATGGTGGACTGTGGTGGACATATCTCCTGAGTCTTGTTTTTAAGGCTTGCTTGGAT
GCTATATTCTTGTACATCTTATACTACATCTATGAAGGCTATGATCTACCTCGGCTCACC
AAGTGTTCTCTTCCACCATGTCCCAACACTGTAGACTGCTTCATTTCTCGCCCCACAGAG
AAAAGGATTTTCACTATGTTCATGGTGGTCACATCGGCAATTTGTATTGCTATGTGCCTT
GTAGAGATTTTCTACTTGGTCAGCAGACGCTGTGTGAAGCTTTACAATCGGCGGCAGATG
ATGTACAGCAAGACCATAGAGTGCAAAACCAGTCTTCAAAGCTACAAGCTGGAGAATAGC
TCAGAAAATACTAACTCAGAGTGCCTAAGTGATACTCCTGTGTCAAGACACAAGAAAACC
TCAGATCCTAATACAACTATATAA

>Ec-gjb10-XM_028820016-gjb5like
ATGAACTGGGCTTTCCTGCAAGGCCTGCTGAGTGGGGTGAACAAATATTCAACCGCTTTT
GGGCGCATCTGGCTCTCGGTGGTATTCATCTTCCGGCTTTTGGTGTATGTGGTGGCAGCA
GAGCGTGTCTGGGGAGATGATCAGAAGGACTTCACCTGCAACACAGCTCAGCCCGGCTGC
CACAATGTCTGCTATGACTACTTCTTCCCCGTCTCCCACATCCGCCTGTGGGCATTGCAG
CTGATTTTTGTGACCTGCCCTTCATTTCTTGTTGTCATGCATGTGGCCTACAGGGAAGAA
CGTGAGAGGAGAAATCGGGAAAAACATGGAGAGAACTGTGGACGTCTTTACCTGGACACA
GGCAAGAAGAGAGGAGGCCTCTGGTGGACCTACTTCTTGAGCCTAGTCTTCAAGGCTGTG
GTAGATGCAGCCTTTCTCTACGTGCTCTATTATATATATGAAGCCTACACTTTCCCTCGT
ATGGTGAAGTGCTCTCAGTTTCCATGCCCAAATATTGTGGACTGCTTCATTTCCAGGCCC
ACAGAAAAACGCATTTTCACACTGTTCATGGTGGGCACCTCCATTCTCTGCATCATCCTG
AGCATTATTGAGATGTTCTACCTGCTTGGCAAGCGCTGCCGGGACTGTATAGTTGAACGA
AAGCGGCGGAATCAAATGAATGTTGTGTCTCTGATGAGCAACAAGGAAAATGGTAACATT
TTCCAAAGTCATAGCTTGTTGGTCCCAGCCTATAATCCTAACATGCATAAGTAG

>Ec-gjc1-XM_028818617
ATGAGCTGGAGTTTCCTGACGCGGCTACTTGAGGAGATCCATAACCACTCGACCTTTGTG
GGCAAGCTGTGGTTCACCGTCCTCATCATCTTCCGCATCGTTCTGACGGTCGTCGGCGGC
GAGTCCATTTACTACGACGAGCAGAGCAAGTTTGTGTGCAACACGGCCCAGCCGGGCTGC
GAGAACGTCTGCTATGACGCCTTTGCCCCCCTGTCGCATGTGCGCTTCTGGGTTTTCCAG
ATCATCCTCATCTCGGCGCCGTCCGTCATGTACCTGGGCTACGCCGCCCACAAGATTGCC
CGCATGGAAGAAGAGGCGGGCGGAAAGGTGGGCACCGGCTTTGGGGCGGGCAGAAAACAC
AAGGGCAAGTTCTTCAGCCGGAGGAATCAGCACCGAGGCATCCAGGAGGCAGAAGATGAG
CATGAGGAAGACCCCATGATCTACCAGGAGGCGGAGGTGGAGAGCCGCAGTGACACAAAC
GCCGTGACGGCCGAGAGTCCGGCGCCGGGAAGGCCGCACGACAAGGTCCGGCACGACGGC
CGGCGGCGCATCAAGAAGGACGGCCTGATGAAGATCTACGTGGCCCAGCTGCTGAGCCGT
GCCACCTTCGAGCTGGGCTTCCTGGTGGGCCAGTATGCCCTGTACGGCTTTAGGGTGCCG
CCCTCGTACATGTGTGAGCGTGTGCCCTGCCCTCACACAGTGGACTGCTTCGTGTCCAGG
CCCACCGAGAAGACCATCTTCCTTCTGATCATGTACGCCGTCAGCACCCTCTGCCTCGTG
CTGAACGTCTGTGAGATGCTTCATCTGGGCTTCGGGACCATTGGGGACGTGCTGCGGAGC
AGGCAGTGCCCCACCGAAGAGCAGTACCTGCACCCTCCTGCGGGGGACACTGCCACCTAC
ACCTACCCCTTCACATGGAATGCCCCTTCGGCGCCGCCAGGCTACAACATCGTGGTCAAG
CCCGAGCAAATCCCGTATACCGACCTGAGCAACGCCAAGATGGCCTGCAAGCAGAACAAG
GCCAACATCGCCCAGGAAGAGCAGCAGCAGCAGCAGTACAGCAGCAACGAGGACAACTTC
CCGATGGCGGACATGCGCGACGCCCTGCAGAAGGACATCCGTGTGGCTCAGGAGCGGCTG
GAGGCTGCCATCCAGGCCTATGGTCACCAGAACCTGCAGCCACGCGGCCAAAGAGATGGC
AAGAAGGAGCGGGGTGGCACACGCCCGGTGCCAGGTCACACGGGTGGGGGCAGCAGCAGC
AGTAGCAGCCGGTCAGTGTCGGGCAAGCCCTCGGTCTGGATTTAG

>Ec-gjc2-XM_028803887
ATGAGTTGGAGCTTTCTCACTCGACTACTAGAAGAAATACACAACCATTCAACATTTGTG
GGAAAAGTATGGTTGACTGTACTGATAATATTTCGTATTGTACTGACAGCTGTTGGAGGA
GAATCTATCTATTCTGATGAACAAACCAAGTTTATCTGTAACTCTAAACAACCAGGATGT
GACAATGTGTGCTATGATGCATTTGCACCACTGTCCCATGTCAGATTTTGGGTCTTCCAA
ATTATTATGATATCCACACCTTCTATCATGTATCTGGGTTATGCCATTCACAAGATTTCA
CGTTCCTCTGAAGAAGAGCGAACAAAGTTCAAAAATTGTAACAAAAAACAACATTCTAGC
CAATGGAGGAATACACATAATTTGGATGAATTACTAGTAGAAGAAGAAGAACCCATGATT
TATGAAGATACACTCGATGTTCAGGATGCTAAACAAGAGAGTAAAGTCCAGATTAAAGAA
CAGCAGAAACATGATGGACGACGTAGAATCATGCAAGAAGGTCTTATGAGAATATATGTA
ATACAACTTTTAGCTCGAGCCATTTTTGAACTAGGTTTCCTTGGTGGTCAGTACCTACTA
TATGGATTTAGAGTAAGCACTTCCTATGTCTGCTCTAAAACTCCATGCCCTCATCAGGTA
GACTGCTTTGTTTCAAGGCCCACAGAGAAGACAATCTTTCTTTTAATTATGTATGTAGTT
AGCTGTCTTTGTCTCCTGCTAAACATTTGTGAGATGTTCCATTTAGGTATTGGCACCATC
AGGGATATAATCCACAATCGACAAAACAAGTCCAAACATTACTCTTGCAGCTATTCTTAT
CCTAGAAATATTCCTGCATCTCCTCCAGGATATAACTTAGTTGTGAAGTCAGATAAAAAC
AGCAAAATTCCTAACAGTTTAATAACTCACGAACAGAACATGGCCAATGTTGCTCAAGAG
CAGTGTTCTAACAGTCCTGATGAAAATATCCCATCTGACCTGGTAAGCCTACATAGGCAC
CTAAAGGTTGCCCAAGAGCAACTTGACATGGCCTTCCAAACCTACAACAGCAAGAGCAAT
GCACAGCCTTCAAGGACAAGCAGTCCAGCATCAGGAGGGACTTTAGTGGAACAGAACAGA
GTTAATGCAGCACATGAAAAACAAGGTGCTAGGCCGAAATCAAGCATAGAAAAGCCAGAA
GCTGTTAAAAAAGATGGAAAAACATCTGTGTGGATTTAA

>Ec-gjc4-XM_028807565-gjc1like
ATGAGCTGGAGCTTCTTAACCCGCTTATTGGAAGAAATTCATAACCATTCCACTTTTGTG
GGGAAGCTATGGCTAACCATACTTATTGTTTTTCGCATTGTATTGACAGCCGTTGGAGGA
GAGTCTATCTACTATGATGAACAGAGCAAGTTTGTTTGTAACACGCATCAACCTGGTTGC
GAGAATGTCTGTTATGATGCCTTTGCACCCCTTTCTCATGTGCGTTTTTGGGTATTCCAA
ATAATTATGGTATCCACACCATCAATCATGTACCTTGGCTTTGCAATGCACAAAATTGCC
AGAACAGGAGATGTAGAACAGAGCAAAGTCAAGAAGCGGATGCCAGTGATCCAGCGAGGA
GCAAGTAGAGATTATGAGGAAGCAGAGGACAATGATGAAGAAGATCCAATGATATTTGAA
GAAATTGAGCCTGAAAAAGATGATAAAACTTCAAAAGCAACTGAAAAAAAGCATGATGGG
CGTCGCAGGATAAAGCAAGATGGGCTAATGAAAATTTATGTCCTACAGCTTTTGTCTCGT
TCAGTATTTGAGGTGGCTTTCCTTTTTGGCCAATATATATTGTATGGATTTGAAGTACCT
CCATCTTATATCTGTAGCCGCAGCCCCTGTCCTCATATTATTGATTGCTTTGTCTCAAGG
CCAACAGAGAAAACTATATTTCTTCTTATTATGTATGTTGTGAGTGGACTTTGTCTACTG
ATGGATATCTGTGAAATGATTCACCTAGGAATCGGTGGCATTCGTGATGCACTTCATAGC
AAATCTAGAAGACCTCCACCTGGGACTAATATGCGATCATCTGTGTCTAGACAGCTACCA
TCTGCACCTCCAGGTTACCACACAACTCTCAAAAAGATGCCCAAGGCTAAATTATCAGGT
GGACGCAAGTCCGAGTTTGCTGATAATCTTGGGGATTCTGGTCGTGAATCATTTGCGGAT
GAAACTGCTTCAAGAGAGCTGGACAGGTTACGCAAACACCTAAAAATGGCCCAGGAACAC
TTGGATATGGCTTTCCAGCTGGAAATTAGCAGTCCATCTCGTAGCAGCAGTCCAGAGTCA
AATGGTACTGCAGTAGAACAGAATCGTTTAAACTTTGCTCAGGAGAAAGAGGGAGCATCT
TGTGAAAAAGGAATCAGAGCATAA

>Ec-gjd1-XM_028794147-gjd2like
ATGGGGGAATGGACAATATTGGAGAGGCTGCTGGAGGCTGCTGTACAGCAGCATTCGACC
ATGATCGGCCGAATCCTGCTGACAGTGGTGGTAATCTTCCGGATCCTCATTGTGGCCATT
GTAGGAGAGACGGTATATGAAGATGAGCAGACCATGTTTATGTGCAACACCTTGCAGCCC
GGTTGTAATCAGGCCTGCTATGACAAAGCCTTCCCCATCTCCCACATCCGCTACTGGGTC
TTCCAGATCATCCTGGTGTGCACCCCCAGCCTGTGCTTCATCACCTACTCAGTCCATCAG
TCCGCCAAGCAGCGTGATCGCAGATATTCCTTCCTCTATCCTCTTCTCGAAAAGGACTTC
AGTAGGCCAGAAAGCAGCAAAAAGCTAAAGAATGTAAATGGCATCCTGGTGCAAAACCCA
GATGGGACAGCCAAGGAGGAACCTGACTGTTTGGAGGTAAAAGAGATACCCAACACCCCC
ATGAGGACCAGCAAGAGTACCAAGTTCCATCGTCAGGAGGGTATTTCCAGGTTCTATATC
ATCCAGGTGGTTTTCAGAAATGCTCTAGAGATTGGCTTTCTGGCTGGCCAGTACTTTCTT
TATGGATTCAATGTACCTGCAATCTTTGAGTGTGAACGTTATCCTTGCATGAAGGAAGTA
GAGTGCTATGTGTCACGGCCCACTGAGAAGACAGTGTTTCTGGTCTTCATGTTTGCCGTC
AGTGGTATATGTGTGGTCCTCAATTTGGCAGAACTCAACCACCTGGGTTGGAGGAAGATC
AAAACAGCTATCCGAGGGGTACAGGCACGGAGGAAATCTATCTGTGAGGTGCGGAAGAAA
GATGTCTCTCACTTGACGCAGGTCCCCAACTTGGGCAGAACTCAGTCCAGTGAGTCAGCA
TACGTTTGA

>Ec-gjd2-XM_028821539
ATGGGGGAATGGACCATCCTGGAGCGACTCTTGGAGGCTGCGGTCCAGCAGCACTCTACG
ATGATAGGAAGGATCCTGTTAACGGTGGTGGTGATCTTCCGGATCCTAATCGTGGCAATA
GTTGGAGAGACGGTCTACGACGACGAGCAGACCATGTTCGTGTGCAACACCCTCCAGCCG
GGCTGTAACCAGGCCTGCTACGACAAGGCTTTCCCCATCTCCCACATGAGGTACTGGGTC
TTCCAGATCATCATGGTGTGCACCCCGAGCCTTTGCTTCATCACGTACTCGGTGCACCAG
TCCGCCAAGCAGAAGGAGCGGAGGTACTCCACCGTGTTCCTCACTCTGGACAAGGAGCAG
GACTCGATGAAGCGCGAAGACAGCAAGAAGATCAAGAACACCATCGTCAACGGCGTGCTC
CAGAACACCGAAAACCTAACCAAAGAAACGGAGCCCGACTGCCTGGAGGTCAAGGAGATC
CCCAACTCAGCCCTCCGAACGACCAAATCCAAGATGCGGCGGCAGGAGGGCATCTCCCGC
TTCTACATCATCCAGGTGGTGTTCCGAAACGCCCTGGAGATCGGCTTTTTGGTCGGCCAG
TACTTCCTCTATGGATTTAACGTGCCCTCGGTGTACGAGTGTGTCCGGTACCCTTGCATA
AAAGACGTCGAGTGCTACGTCTCCAGGCCCACGGAGAAGACGGTCTTTCTGGTGTTCATG
TTCGCCGTGAGCGGGCTCTGCGTGGTCCTTAATTTGGCAGAACTGAATCATTTGGGATGG
AGAAAGATCAAAATGGCAGTCAGGGGGGTGCAGGCCAGAAGGAAATCCATTTACGAAATT
CGAAACAAGGACCTCCCGAGAATGAGCGTGCCTAATTTTGGTCGGACTCAGTCCAGCGAT
TCTGCCTACGTCTGA

>Ec-gjd3-XM_028818825
ATGGCGGAGTGGAACTTTCTACAGGAGCTCTTCAGGAGCCTCCACAATGACATGACGGCT
CTGGGCCGCCTTTGGCTGCTGCACGTTATGGTCTTCCGCCTCCTCCTCGTGGGCACGGTG
ACTCCCAGTCTCTTTGAAAACGAATACGCGGAGTTCACCTGCAACACCCAGATGACTGGA
TGTAGAGAGGTGTGCTTTAACAGGGCCACCACCATCTCGCACTATCGCTTCTGTGTCTTC
CATGTTGTGCTCCTGTCCACTCCCGTCATCCTCTTCGTCACGTATGCTTTGACTAAGAGC
GCAGTGCAGCACGGCGCTGAGGTGGAAGCCTTAGCTGGGCAAGAGACGCAGCGTTCAAGG
AGGAGACTCGTCTACCTTATCAACGTCATCGTCCGTCTGCTGGTGGAGGTTGGCTTCCTC
GTTGGCCAGTGGTACTTATATGACTTCAGGGTGAAATCCATATACATCTGCACGGCACAC
CCCTGTCCCCACAATGTGGACTGTTTCTTGGCACGCTCCTATGAGAAAACTGCATTTCTG
TGCTTCTACTTTGGTGTCGGGGTGTTCTCTTCGGTGATCAGTTTCCTCGAGGTCTTGTAC
ATCATCCGCAAGTGGAAAGCATCCGGCAGGGAACAAGTGGGGCACAACCAGTCCACCCTG
ACCCACAGCACGCCAGGCGCAGACGAGCTGCTTACCATGGAGAGCCAGACAAAGACCCCT
CAAGACCAGTGA

>Ec-gjd4-XM_028803298 The first part of teh predicted sequebnce is here considered as a part of an intron.
ATGACGTTTAGTGCAACTCCTAAGAGTAACCCTGAGCCACTGACAAATACAGGCCTAGAT
CTTCATCTAAGTAACAAATTTACTTCAGTGTTTATGGTAATTGTCTTGGCGCATCACCCA
ACTTCTACTGAGCTTCAGTTTGACGATACTCTGCCCTTGATGAACTTGAGAATTCATTTG
CCCCTTGAGGATGGTAAGCTGTGGTTAACGCTGATGGTGCTTCTGCGGTTCCTCGTTCTC
CTTCTGGCTGGCTATCCTTTGTACTGGGATGAGCAGGAACGCTTTGTCTGTAACACGATC
CAGCCCGGCTGTGCCAATGTGTGTTACGATGTGTTCTCTCCTGTGTCCCACTTCAGGCTT
TGGTTAGTTCAGGTGGTCATCCTCAGCTTTCCATTTGCTCTTTTCACTGTCTATGTAATT
CACAAGGCATCTATGGGTGCCTCAATGGAAATTTTCACATCGAGCATTGAGAGGTCTCCA
TTCCAAAAAGTCCATCAGGACATTTTCCACAAGGATTTGTCACAGCCAGGTGCAGAGATG
ACCGTTCCCAGTTTCTTGGGGGCGTATGTTTTGCAGCTCCTACTACGGATTTTCCTAGAG
GTGGCATTCGGAGCTGGACATTATTACCTCTTTGGATTCTTTATTCCCAGGAGGTACATC
TGCTCAGAAGCTCCTTGTACCAGCACAGTGGACTGCTACATCTCTAGGCCCACAGAGAAG
AGCATCATGGCAACCTTTATGCTCGGCGTCAGCTGCATTTCTTTTCTGGTCAGTATTGTA
GATCTCCTGTGTGTGATTAAAAGGGCAGTGAGGCAGAAGCATAAAGAGCGGCTGCTTTTA
GAAAAGCTGTGCAAAGAAGAGCAGTATTACCTGACTCCTCCGGGCCGAGATGTGGATGCC
CATCTACAGCTGGCTCAGGAGCACAGTCACGTATGTCAAGCAGTTGATGCAATGTCAGTG
CAGCTGGGAGAGTTGGACCAAATGTCAATCCACTCAGCAGCTGGGCCTCACAGGACTGCC
ACTTCCAACACAAATGGCAACAATGCTTATACACAGGAGCCCGAGGAGCATGTGGAGCAA
GATGGGAGTGAAGTAGCTTTCTGCATGACCGAGGCAGAGGTGGCATTGCCGCCCCAGACG
CCAGGCCGACACGGCCGACGTGGCCGCCACAGGGCAAGTCGTTCAAGCCGTTGGGAGAAA
ATTCAAAACAGCCAAGCAGATTCCTCTCCTGATTTGTCAAGACCAAGGCGGATGGGTCAA
TATGTGATGGTGGAAATGATGACCTCAGACGCACAGTCCATCTCTAGCGAAAGGAGATCG
GAGTGGGTATGA

>Ec-gjd5-XM_028808333-gjd2like
ATGGGTGATTGGTCCATTCTTGGCCGCTTCTTAACTGAGGTGCAGAACCATTCAACTGTA
ATTGGGAAGATATGGTTAACCATGCTGCTTATTTTCCGAATTCTTTTGGTCACATTGGTG
GGAGATGCAGTGTACAGTGATGAGCAGTCCAAATTCACCTGCAACACATTACAGCCTGGC
TGCAACAACGTGTGCTATGATGCATTTGCCCCCGTATCCCACCTGCGTTTCTGGGTCTTC
CAGATTGTCCTGGTCTCCACACCATCCATCTTCTACATTGTGTATGTCTTGCATAAGATT
GCAAAAGATGAGAAAATGGAGATGGAGAAGGCACGAGTTCATGAGTTGCTTAATCATCCC
TCTCTTGTGGTGGAGCCCCATGGGAGTGAAAGCTTTAGCCCTCATTCTACCTATGAGACT
GAATGGAGCTGTGTAGAACAGACTCTGACTGGAGATGAAATTAAGAAGGTCAATAAAGAT
CCCACAAAGTTGCCCAGTACAGTTTTGGTAATATACATCATCCATGTGGTGTTAAGGTCG
CTGATGGAAGTTGTTTTTTTAATAGGCCAGTATTATCTGTTTGGGTTTGCAGTGCCCCAC
TTGTTCCGATGTGAGACTTACCCCTGCCCCACCACTACTGACTGCTTTGTTTCTAGAGCC
ACTGAGAAAACCATTTTCCTCAACTTCATGTTTGCTGTTAGTTTGGGTTGCTTAATTCTC
AATGTAGCAGAGTTACACTACCTGGGGTGGATTTATATTTTCCAAATGCTCTGTTCGGCC
TGCTCGAAGTGCTTAAAAAATGAGCCAAGTCAATATTCACAGGAGAATCCACTTCTTCAA
CAGGTCAGAGAAACTCTCCTGGAAAAGCTAGACCTCAAGACCTCTTGTGGCCTATCTCCA
GAGAAGCCTAACTATGCACTCTCACTGCCTACCACCATCTCCTTTGAGAGTGATTCCACA
GCCGAGTGTACCTCCAAGAAGAGCCCAGATGAAAAGGAACGGGACAAATCAAAGCTTGTG
AATGTGGCCAAGAAAATTAGAAAATCCTGGCTGTAG

>Ec-gjd6-XM_028823223-gjd2like
ATGACCGAGTGGACGGTGCTCAAACGGCTCCTTGACGCGGTTCACCAGCACTCGACGATG
ATCGGTAGGATCTGGCTGACCGTTATGGTCATTTTTCGCTTGTTGATAGTCGCCGTGGCC
ACAGAGGACGTGTATACCGACGAGCAGGACATGTTCGTGTGCAATACGCTCCAGCCAGGC
TGCGCCAACCTCTGCTACGACTCGTTCGCCCCCATATCCCACGCGCGCTTCTGGGTCTTT
CAGATCATCTTGGTGTCCACGCCATCGCTGTGCTTCATCGTCTACACCTGGCACAACCTG
TCAAAAATAAACGGGGAGTCCGCGAAGGAGGAGATCTGCGCGGTGCAGCACGGAGGCTGC
GGGTCCAGCCAGGGCTCTTGCAAGTCCCACGGATATCTGGACGAGGCCGGCCGGAGTGGA
CCTGGAGGTGTCCAAAGGGGCCGCCGGACCACGTCGAGGAGGCTCGTCCGGTGCTATGTG
GTCCACGTGTGCTGCCGCGCCGCCCTGGAGGTCGGCTTCGTGGCCGCGCAGTGCGCGCTC
TTCGGCTTCCAGGTGCCTCCTCGCTTCTTGTGCTCGGCGCCGCCCTGCGCGCAGGCGGTC
GACTGCTACGTGTCAAGACCCACCGAGAAGACCATCTTCTTAATGTTCACCTTCTCTGTC
GGCGTCCTCTGCAGTTGCCTCAATTTTCTCGAACTCAATCATTTAGGATGGAAGAAGATC
AAACGGTCGCTGCTCACGCACGATTTTTCTCAGGGGGGCTACCAGGAGATCAGGAGCCCC
GACACGAACTCCGTGGACTCCCTCACACTGAGGGGACATGCAAACGAGTCGTCACTCGCA
TCTTATAACCTGGAGGCGGAACACAACCGGGAGTGGACATTTACGGGGGTTTGTTCTCCT
GGTGGCCAGAAGATGGTCGACTCGGGCAGAGGGGAGGACAGAAGTCAGGGGGGCGCCTCG
TCATTAAAGGTGAAGCCTGGAAAGAGCAAAGGGGGGCGACAGAAGAGCGGTGAGGTCTGG
ATCTGA

>Ec-gje1-XM_028820988 Splice sites
ATGTCTTTAAACTACATTAAGAATTTTTATGAAGGATGTCTCAGGCCTCCAACAGTGATT
GGTCAGTTTCATACCCTCTTCTTTGGCTCTGTGCGCATGTTCTTTCTTGGGGTTCTGGGA
TTTGCAGTTTATGGCAATGAGGCTTTACACTTCAGCTGTGATCCTGATAAGAGAGAGTTA
AACCTCTTCTGTTACAACCAATTCAGGCCGATAACACCTCAGGTATTTTGGGCACTACAG
CTGGTCACTGTGTTGGTTCCCGGAGCTGTGTTTCATCTCTATGCTGCTTGTAAGAATATC
GATCAAGAAGAAATCCTCCAACGACCCATCTACACTGTGTTTTATATCATTTCTGTACTG
TTAAGAATCATTCTGGAAGTCATAGCGTTTTGGCTTCAGAGTCATCTTTTTGGCTTTCAG
GTTCACCCAATTTACATGTGCGACGCCAGCGCCCTGGAGAAAAAGTTCAACGTCACCAAG
TGCATGGTGCCCGAACATTTCGAGAAGACCATCTTCCTCAGCGCCATGTACACGTTCACT
GTCATCACGGTGGTGCTGTGTGTCGCCGAGATATTTGAGATTCTTTGCAGAAGACTGGGA
TATTTGACAAGTCAATGA



[bookmark: _Toc62483449]Supplementary Figure S28. Sterlet sturgeon (Acipenser ruthenus) connexins.
The sequences were initially found by blasting GenBank wgs (organism: Acipenser ruthenus) with sequences from the other cartilaginous fishes. The found sequences became later supported by published predicted sequences in GenBank (XM numbers). The genomic positions for the sequences are found in Supplementary Table S5. The A/B ohnologs are selected from the following criteria: (i) All sequences on a specific chromosome are selected to be either A or B. (ii) The lowest chromosome number is selected to contain the A ohnolog, and the higher chromosome number is selected to contain the B ohnolog. The A ohnologs are used in the phylogenetic analyses, except for gje1, as for this ohnologous pair, it seems like the A ohnolog might be a pseudogene. To distinguish between the genome duplications that generated sturgeon ohnologs and the teleost ohnologs, the sturgeon ohnologs are indicated by upper-case "A/B" (in contrast to the lower-case "a/b" for teleosts).


>Ar-gja1A-XM_034004250-gja1 
ATGGGTGACTGGAGTGCTCTAGGAAGACTTCTTGACAAAGTCCAGGCCTACTCAACAGCA
GGAGGAAAGGTGTGGCTTTCGGTTCTTTTCATCTTTCGAATCCTGGTCCTGGGGACGGCA
GTCGAGTCAGCCTGGGGGGATGAACAATCTGCTTTCAAGTGCAACACTCAGCAACCAGGT
TGTGAGAATGTCTGCTATGACAAATCATTCCCCATTTCCCATGTCCGCTTTTGGGTCATG
CAGATTATATTTGTCTCAACCCCAACACTACTTTACCTTGCTCACATTTTCTACCTTATG
CGAAAAGAGGAAAGATTGAATAAGAAAGAGGTGGAACTGAAAGCGGTCCAGAATGATGGT
GGCGACGTGGACCTGCCCCTCAAGCAGATTGAAATCAAGAAGTTTAAGTATGGTCTGCAG
GAGCATGGGAAGGTAAAGATGAAGGGTGCCCTCTTGCGCACCTACGTTGTGAGCATTATC
TTTAAATCATTCTTTGAAGTTGGTTTCCTGTTGATACAGTGGTACATTTATGGGTTTAGT
CTGGAGGCTGTATATACCTGCAAGAGGGATCCATGCCCACACCAAGTAGACTGTTTCCTC
TCTCGTCCTACTGAGAAGACCATCTTTATCATCTTCATGTTAGTGGTGTCTTTAGTGTCC
TTAGTGTTGAATGTGATTGAGTTATTCTATGTCTTTTTCAAAAGCATAAAGGATCGTGTG
AAGGGAAAAAGAGATCCTTACTCATCTAGTGGTGCAATGAGCCCGACATCTAAGGACTGT
ACCTCTCCAAAGTATGCCTTCTACAATGGCTGCTCCTCTCCCACCGCCCCCTTGTCTCCC
ATGTCTCCTCCTGGGTACAAGCTTGCCACTGGGGACAGGACCAACTCATGCCGCAACTAT
AACAAGCAAGCCACTGAGCAGAATTGGGCCAATTACAGCACCGAACAGAACCGCCTAGGA
CAAACTGGCAGCACCATCTCCAACTCTCACGCACAAGCGTTTGACTTCCCTGATGACACC
CATGATAATAAGAAACTAGCACCTGGACATGAGCTCCATCCTCTAGCTCTCATGGACCCC
AGGCCCTTGAGTAGAGCCAGCAGCCAAGTCAGCAGCAGAGCTAGACCAGATGACCTTGAG
GTCTAG

>Ar-gja1B-XM_034017373-cx43 
ATGGGTGACTGGAATGCTCTAGGAAGACTTCTTGACAAAGTCCAGGCCTACTCAACTGCA
GGAGGAAAGGTGTGGCTTTCGGTTCTTTTCATCTTTCGAATCCTGGTCCTGGGGACGGCA
GTCGAGTCAGCCTGGGGGGATGAACAGTCTGCTTTCAAGTGCAACACTCAGCAACCAGGT
TGTGAGAATGTCTGCTATGACAAATCATTCCCCATTTCCCATGTCCGCTTCTGGGTCTTG
CAGATTATATTTGTCTCAACCCCAACACTACTTTACCTTGCTCACATTTTCTACCTTATG
CGGAAAGAGGAAAAATTGAATAAGAAAGAGGTGGAACTGAAAGCGGTCCAGAATGATGGT
GGCGACGTGGACCTGCCTCTCAAGCAGATTGAAATCAAGAAGTTTAAGTATGGTGTGCAG
GAGCATGGGAAGGTAAAGATGAAGGGTGCCCTCTTGCGCACCTACGTCGTGAGCATTATC
TTTAAATCATTCTTTGAAGTTGGTTTCCTGTTGATACAGTGGTACATTTATGGGTTTAGT
CTGGAGGCTGTATATACCTGCAGGAGGGATCCATGCCCACACCAAGTAGACTGTTTCCTC
TCTCGTCCTACTGAGAAGACCATCTTTATTATCTTCATGCTGGTGGTGTCCATAGTGTCA
TTAGTGTTGAATGTGATTGAGTTAGTCTATGTCTTTTTCAAAAGCATTAAGGATCGTATG
AAGGGAAAAGGAGATCCTTTCTCATCTAGTGGTGCAATGAGCCCAACATCTAAGGACTGT
GCCTCTTCAAAGTATGCCTTCTACAATGGCTGCACCTCTCCCACAGCCCCCTTGTCTCCC
ATGTCTCCTCCTGGGTACAAGCTTGCCACTGGGGACAGGACCAACTCATGCCGCAACTAC
AACAAGCAAGCCACTGAGCAGAATTGGGCCAATTACAGCACCGAACAGAACCGGCTTGGA
CAAACTGGCAGCACCATCTCCAACTCTCACGCGCAACCGTTTGACTTCCCTGATGATGCC
CATGATAATAAGAAACTAGCACCTGGACATGAGCTCCATCCTCTAGCTCTCATGGACCCC
AGGCCCTTGAGTAGAGCCAGCAGCCAAGTCAGCAGCAGAGTTCGACCGGACGACCTTGAG
GTGTAG

>Ar-gja2A-XM_034020768-gja3like 
ATGGGAGACTGGAGCTTGCTGGGAAAGTTGCTGGAGAGCGCACAGGAGCACTCGACGGTG
GTGGGGAAGGTGTGGCTGACGGTGCTCTTCATCTTTCGCATCCTGGTTCTGGGAGCCGCT
GCCGAGAAGGTGTGGGGGGACGAGCAGTCGGGCTTCACCTGCGACACCAAGCAGCCCGGC
TGCCAGAACGTCTGCTACGACAAGACCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCCACCCCTACCCTCATCTACCTGGGGCACATCCTGCACCTGGTG
CGCATGGAGGAGAAGCAGAAGCAGAAGGAGAAGGAGAGGGCCGGCCGTGCCGCCCACCAC
GGGGACAAGCAGCCCCTGCTGGCAGAGCCCAAAGACAAGAAGCCGCCCGTGAGGGACGAG
CAGGGCAGGATCCGGATGCAAGGCGTCATCCTGCGGACCTACATTTTCAATATCATTTTC
AAAACCCTTTTTGAGGTGGGGTTTATAGTGGCTCAGTACTTCTTGTACGGGTTCCAGCTC
AAGCCCCTCTACACTTGTGACCGCTGGCCATGCCCAAACACCGTGAACTGCTACATCTCG
CGGCCCACCGAAAAGAGCATCTTTATTATTTTCATGCTCGCCGTGGCTTGCCTCTCGTTG
CTCCTCAACCTGGTGGAAATCTGCCACTTGGGTTTCACAAAATGCAGGCAAGGGTTGAAA
AACAGGACTGAGCTGGCTTGTGAAGCGGGGTCTAAAGCACCAAGCGAAGCAGCGGTGCCT
TTTGTGCCAAATTACCCCTACTTCTCCGGCCATCAGCCACCTCCCGGACCCTACCAGTCT
GGATCCCGATACAGCCCATCTCCCTTGACCGAAATGGACTCCACCTATCACCCGTACATC
AGCAAGGCTGCCTACAAGCAAAACAGAGACAACCTAGCCGTGGAGAGGAACGGCAAGCCA
GAGGAAAGAGACCTAAAAGTGAAGAAAGGGACTCAGCCACCGGTGGAGAAACAGCGCCGG
CCCAGTCGATCCAGCAAACACAGCAACAGCAAGACCCGGTTGGATGATCTCAAAATCTAA

>Ar-gja2B-XM_034051396-gja3like 
ATGGGAGACTGGAGCTTGCTGGGAAAGTTGCTGGAGAGCGCACAGGAGCACTCGACGGTG
GTGGGGAAGGTGTGGCTGACGGTGCTCTTCATCTTTCGCATCCTGGTTCTGGGTGCCGCT
GCCGAGAAGGTGTGGGGGGACGAGCAGTCGGGCTTCACCTGCGACACCAAGCAGCCCGGC
TGCCAGAACGTCTGCTACGACAAGACCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCCACCCCTACCCTCATCTACCTGGGGCACATCCTGCACCTGGTG
CGCATGGAGGAGAAGCAGAAGCAGAAGGAGAAGGAGAGGGCCAGCCGTGCCGCCCACCAC
GGGGACAAGCAGCCCCTGCTGGCAGAGCCCAAAGACAAGAAGCCGCCCGTGAGGGACGAG
CAGGGCAGGATCCGGATGCAAGGCGTCATCCTGCGGACCTACATTTTCAATATCGTTTTC
AAAACCCTTTTTGAGGTGGGGTTTATAGTGGCTCAGTACTTCTTGTACGGGTTCCAGCTC
AAGCCCCTCTACACTTGCGACCGCTGGCCGTGCCCCAACACCGTGAACTGCTACATCTCG
CGGCCCACTGAAAAGAGCATCTTTATTATCTTCATGCTCGCCGTGGCTTGCCTCTCGTTG
CTCCTCAACCTGGTGGAAATCTGCCACTTGGGTTTCACAAAATGCAGGCAAGGGTTGAAA
AACAGGACTGAGCTGGCTTGTGAAGCGGGGTCTAAAGCACCAAGCGAAGCAGCGGTGCCT
TTTGTGCCAAATTACCCCTACTTCTCCGGCCATCAGCCACCTCCCGGACCCTACCAGTCT
GGATCCCGATACAGCCCGTCTCCCTTGACCAAAATGGACTCCACCTATCACCCGTACATC
AGCAAGGCTGCCTACAAGCAAAACAGAGACAACCTAGCCGTGGAGAGGAACGGCAAGCCA
GAGGAAAGAGACCTAAAAGTGAAGAAAGGGATTCAGCCACCGGTGGAGAAACAGCGCCGG
CCCAGTCGATCCAGCAAACACAGCAACAGCAAGACCCGGTTGGATGATCTCAAAATCTAA

>Ar-gja3A-XM_034012191-gja3 
ATGGGTGACTGGAGCTTCCTGGGGAGACTTTTGGAAAATGCACAAGAACACTCCACGGTG
ATAGGCAAGGTCTGGCTGACAGTGCTGTTTATCTTCAGGATCTTAGTGCTGGGAGCAGCC
GCCGAAGAAGTCTGGGGAGACGAACAGTCTGATTTCACATGCAACACCCAGCAGCCTGGT
TGTGAAAACGTCTGCTATGACAAGGCCTTCCCAATCTCCCACATCCGCTTCTGGGTGCTT
CAGATCATCTTTGTGTCGACGCCCACCCTCATCTACCTGGGGCATGTCCTGCACATCGTG
CGGATGGAGGAGAAGAGGAAAGAGAAGGAGGAAGCGCTGCGGAAGTCTAGCAGACATCAA
GAGGAGAAGGACCTCTTCAAAAATGGCAGCGGTGGGAAAAAAGAGAAACCACCTATCAGA
GATGAGCATGGCAAAATACAAATCAGGGGCACCCTCCTGCGCACCTACGTTTTCAACATC
ATTTTCAAGACCTTGTTTGAAGTTGGATTTATTGTAGGTCAATATTTTCTTTATGGTTTT
CAACTGAAGCCCCTATACAGGTGTGGCAGGTGGCCGTGCCCCAATACAGTGGACTGCTTT
ATCTCTCGACCCACAGAAAAGACAATTTTCATCATATTTATGCTTGTGGTGGCTTGCGTG
TCTCTTTTGCTGAATTTGTTAGAGATTTATCACCTAGGATGGAAGAAGCTCAAACAGGGA
ATGATCAAGGAGTACTCCCCAAGTCACGTACCACCATGCAACAAAACAGAGCCTGAACCC
ATGACCCCCACCCCTAGAACTGCCCCACCCAGTCTTAGCTACCCACTTTATTACACAGAC
ACCACTGCAAGGGGTCCCCATGCTTACCCCGCAGCTCCCCCGGCAGAGTTCAAGATGTCA
CCTCTTACTGAGGAACATCACCCATCCCCTCCCTTCTACATCAATAGCAACCATAGGCTG
GCCACTGAGCAGAACTGGGCAAACCTCGCCACAGAGCAGCAGACTCGTGAGAGGAAACCT
GCCTCCCCTTCTGCCTCCACCACTAGCAGCGTCCGCAACGAGCACAGCAGCAAGGACGCA
CTGGCCAGCAGCAAGAGCTTGAGCGCTGGGAAAAGTGAGCAGGAAGAGGGGCATGTGACC
ACCACAGTAGAAATGCATGAGCCCCCTGCTGTCAGTGACACGCGACGATTGAGCAGGGCG
AGTAAGTCTAGCAGCAGTAGAACAAGATCAGATGACCTAGCGGTCTAG

>Ar-gja3B-XM_034923915-gja3like 
ATGGGTGACTGGAGCTTCTTGGGGAGACTTTTGGAAAATGCACAGGAACACTCCACGGTG
ATAGGCAAGGTCTGGCTGACAGTGCTCTTTATCTTCAGGATCTTACTGCTGGGAGCAGCC
GCCGAAGAAGTCTGGGGAGATGAACAGTCTGATTTCACATGCAACACCCAGCAACCTGGT
TGTGAAAACGTCTGCTATGACAAGGCCTTCCCAATCTCCCACATCCGCTTCTGGGTGCTT
CAGATCATCTTTGTGTCGACGCCCACCCTCATCTACCTGGGGCATGTCCTGCACATCGTG
CGGATGGAGGAGAAGAGGAAAGAGAAGGAGGAAGAGCTGCGGAAGGAGCTCTTCAAAGAT
GGCGGCGGTGGGAAAAAAGAGAAAGCACCTATCAGAGATGAGCATGGCAAAATACGAATC
AGGGGCGCCCTCCTGCGCACCTACGTTTTCAACATCATTTTCAAGACCTTGTTTGAAGTT
GGATTTATTGTAGGTCAGTATTTTCTTTATGGTTTTCAACTGAAGCCCCTATACAGGTGT
GACAGATGGCCGTGCCCCAACACAGTGGACTGTTTTATCTCTCGACCCACAGAAAAGACA
ATTTTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCTCTTTTGCTGAATTTGTTAGAG
ATTTATCACCTAGGATGGAAGAAGCTCAAACAGGGAATGATCAAGGAGTGCTCCCCAAGC
CACGTACCACCGTGCAACAAAACAGAGCCTGAACCCATGACTCCCACCCCTAGAACTGCC
CCACCCAGTCTTAGCTACCCACCTTATTACACAGACACCACTGCGGGGGGTCCCCATGCT
TACCCCGCAGCTCCCCCGGCAGAGTTCAAGATGTCACCTCTTACTGAGGATCAGCACCCA
TCCCCTCCCTTCTACATCAACAGCAACCATAGGCTGGCCACTGAGCAGAACTGGGCAAAC
CTCGCCACAGAGCAGCAGACTTGTGAGAGGAAACCCGCCTCCTCTTCTGCCTCCACCAAT
AGCAGCGTCCGCAACGAACGCAGCAGCAAGGACGCACTGGCCAGCAGCAGTGCTTGGAAA
AGTGAGCAGGAAGAGGGTCATGTGACCACCACAGTAGAAATGCATGAGCCCCCTGCTGTC
AGTGACACACAACGATTGAGCAGGGCGAGTAAGTCTAGCAGCAGTAGAACAAGATCAGAT
GACCTAGCGGTCTAG

>Ar-gja3C-Not predicted 
ATGGGTGACTGGAGCTTCTTGGGGAGACTTTTGGAAAATGCACAGGAACACTCCACGGTG
ATAGGCAAGGTCTGGCTGACAGTGCTCTTTATCTTCAGGATCTTACTGCTGGGAGCAGCC
GCCGAAGAAGTCTGGGGAGATGAACAGTCTGATTTCACATGCAACACCCAGCAACCTGGT
TGTGAAAACGTCTGCTATGACAAGGCCTTCCCAATCTCCCACATCCGCTTCTGGGTGCTT
CAGATCATCTTTGTGTCGACGCCCACCCTCATCTACCTGGGGCATGTCCTGCACATCGTG
CGGATGGAGGAGGAGAGGAGGAAAGAGAAGGAGGAAGAGCTGCGGAAGGAGCTCTTCAAA
GATGGCGGCGGTGGGAAAAAAGAGAAAGCACCTATCAGAGATGAGCATGGCAAAATACGA
ATCAGGGGCGCCCTCCTGCGCACCTACGTTTTCAACATCATTTTCAAGACCTTGTTTGAA
GTTGGATTTATTGTAGGTCAGTATTTTCTTTATGGTTTTCAACTGAAGCCCCTATACAGG
TGTGACAGATGGCCGTGCCCCAACACAGTGGACTGTTTTATCTCTCTCGACCCACAGAAA
AGACAATTTTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCTCTTTTGCTGAATTTGT
TAGAGATTTATCACCTAGGATGGAAGAAGCTCAAACAGGGAATGATCAAGGAGTGCTCCC
CAAGCCACGTACCACCGTGCAACAAAACAGAGCCTGAACCCATGACTCCCACCCCTAGAA
CTGCCCCACCCAGTCTTAGCTACCCACCTTATTACACAGACACCACTGCGGGGGGTCCCC
ATGCTTACCCCGCAGCTCCCCCGGCAGAGTTCAAGATGTCACCTCTTACTGAGGATCAGC
ACCCATCCCCTCCCTTCTACATCAACAGCAACCATAGGCTGGCCACTGAGCAGAACTGGG
CAAACCTCGCCACAGAGCAGCAGACTTGTGAGAGGAAACCCGCCTCCTCTTCTGCCTCCA
CCAATAGCAGCGTCCGCAACGAACGCAGCAGCAAGGACGCACTGGCCAGCAGCAGTGCTT
GGAAAAGTGAGCAGGAAGAGGGTCATGTGACCACCACAGTAGAAATGCATGAGCCCCCTG
CTGTCAGTGACACACAACGATTGAGCAGGGCGAGTAAGTCTAGCAGCAGTAGAACAAGAT
CGGATGACCTAGCGGTCTAG

>Ar-gja4A-XM_034023067-gja4like 
ATGGCGGACTGGAGCTTGCTGGAGAAGCTGCTGGGGGAGGTGCAGGAGCACTCCACGGGG
CTGGGGCAGGCCTGGCTCACCGTCCTGTTTGTGTTCCGCGTGCTGGTGCTGTGCACGGCC
GCCGAGTCTGCCTGGGACGACGAGCAGGCTGACTTCACCTGCAACACCCTGCAGCCAGGC
TGCCAGCCAGTCTGCTACGACCGCTGCTTCCCCATCTCCCACTTCCGCTACTTCGTGCTG
CAGATCATCTTCGTGTCCACTCCCACCCTGCTCTACCTGGGGCACGTGGCCTGGAGAGCG
GGCCGGGCGAGGAAGAGGGGGGAGGAGGAGGAGGAGGGGGGAGCCGAGCTCAAAGGGGTG
CTGATGTTCCCCTACACCCTGAGCGTCGTCTGCAAGGTGATCTTGGAAACAGGCTTCCTC
CTGGGGCTCTGGTTCCTCTACGGCTTCACCATCCAGCCCCTCTACGTGTGCCAGGGCTTC
CCCTGCCCTCACCAGGTGGACTGCTATGTGTCGCGCCCCACCGAGAAGACGGTCTTCACC
ATCTACATGCAGGGCATTGCCGTGGTGTCCCTCCTCCTCAACCTGATCGAGCTCCTCCAC
CTCCTGGCTGGGGGGCTCATGAGGAAGGCTCGCAGGCTCTACTGGGGGGGCAGGCGGGCC
GAGGAGCCAACGCTCAAGCCAGGGCTCCCCGAGAACGGATTCGTCTGCCTGCCCGCCAGC
GGACCCCCCGCCGGTCCCCCACAGACCTGGGCTTGCCAGGCAGAGCAAAGGACCGCAGCC
CCCCAGTTTGACCAGCTGCCCCAGTACGGGGCCTGCGTCGGTCCAGTGAAGGCAGCTACC
TCTAATAAGCCTGCAGATCGAAGGTCAGCAAGCAGGGGCTCCGAGGCAGAGAAGAAGCAG
TATGTTTAA

>Ar-gja4B-XM_034022433-gja4like 
ATGGCGGACTGGAGCTTGCTGGAGAAGCTGCTGGGGGAGGTGCAGGAGCACTCCACGGGG
CTGGGGCAGGCCTGGCTCATCGTCCTGTTTGTGTTCCGCGTGCTGGTGCTGTGCACGGCC
GCCGAGTCTGCCTGGGACGACGAGCAGGCTGACTTCACCTGCAACACCCTGCAGCCAGGC
TGCCAGCCAGTCTGCTACGACCGCTGCTTCCCCATCTCCCACTTCCGCTACTTCGTGCTG
CAGATCATCTTCGTGTCCACTCCCACCCTGCTCTACCTGGGGCACGTGGCCTGGAGAGCG
GGCCGGGCGAGGAAGAGGGGGGAGGAGGAGGAGGAGGGGGGAGCCGAGCTCAAAGGGGTG
CTGATGTTCCCCTACACCCTGAGCGTCGTCTGCAAGGTGATCTTGGAAACAGGCTTCCTC
CTGGGGCTCTGGTTCCTCTACGGCTTCACCATCCAGCCCCTCTACGTGTGCCAGGGCTTC
CCCTGCCCTCACCAGGTGGACTGCTACGTGTCGCGCCCCACCGAGAAGACGGTCTTCACC
ATCTACATGCAGGGCATCGCCGTGGTGTCCCTCCTCCTCAACCTGATCGAGCTGCTCCAC
CTCCTGGCCGGGGGGCTCATGAGGAAGGCTCGCAGGCTCTACTGGGGGGGCAGGCGGGCC
GAGGAGCCAACGCTCAAGCCAGGGCTCCCCAAGAACAGATTCGTCTGCCTGCCCGCCAGC
GGACCCCCCGCCGGTCCCCCGCAGACCTGGGCTTGCCAGGCAGAGCAAAGGACTGCAGCC
CCCCAGTTTGACCAGCTGCCCCAGTACGGGGCCTGCGTCAGTCCAGTGAAGGCAGCTACC
TCTAATAAGCCTGCAGATCGAAGATCAGCAAGCAGGGGCTCCGAGGCAGAGAAGAAGCAG
TATGTTTAA

>Ar-gja5A-XM_034011119-gja5like 
ATGGGTGACTGGAGTCTTTTAGGAAACATCCTTGAAGAAGTACAGGAGCACTCAACGATA
GTGGGAAAGGTCTGGCTCACTGTGGTCTTTATTTTCCGGATCCTTGTCCTGGGCACTGCA
GCTGAGTCCTCCTGGGGAGATGAGCACAGCGACTTTGAATGCGATACCCTGCAGCCTGGT
TGCACGAATGTGTGCTACGACAAGGCTTTCCCCATCTCACACATCCGCTATTGGGTTCTT
CAGATTATATTTGTTTCAACCCCCTCCCTCATCTACATGGGACATGCTATGCATACAGTC
CGCATGGAGGAGAAAAAGAAACTCAGAGAGCAAGAAGACAGGGCCCAAGGTGGCAAAGAG
TATCTAGAAGACAAGGTGGACGTATCAATGAAAGAAGAAGCCACTGTCAAGATCAAGCTC
AAGGGGACTTTACTCCAAACATACGTCTTCAGTATCCTCATCAGGACGGTTATTGAGGTG
GCTTTCATTGTGGGTCAGTATCTTATTTACGGGATCTTCCTGAAACCCCTCTACCACTGC
GATAATTGGCCTTGCCCTAATCCTGTGAACTGCTACATGTCCAGGCCAACTGAGAAGAAC
GTCTTCATAGTGTTCATGCTTACTGTGGCGGTGTTCTCACTTTTTCTGAGTGTGGTGGAG
CTTTACCATCTTGGATGGAAGAAGTTCAAGCAGTGTTTGAGAACCTACAACTCCACCCCT
AACCCTGTTGCAGCTGCCCCCATCTCCAAGGAACCTGACGCACCAGACAGACCCTCCCAG
GCTTGCACACCTACACCAGATTTCAACCGGTGTTTGGTGGCGACCGATGGCCGATGCAAC
CCTTTCAATAACAAGCTGGCCCACCAGCAGAACTCTGCCAATATGGCCACAGAGCGTCAC
CATAGTCGTGACAACTTGGAGGGTGAAGATTTTCTCCAAATGCACTACCTGCAAGGAAGT
GAGACCTCCAATAGTTCAGCTGCCCCTCCTGGGCATGAGAACCTTTTTAAGGATAAACGT
AGACTCAGCAAGGCCAGCGGGTCCAGTAGTAGAGTGAGATCTGATGACCTAGCAGTATAA

>Ar-gja5B-gja5like 
ATGGGTGACTGGAGTCTTTTGGGAAACATCCTTGAAGAAGTACAGGAGCACTCAACGATA
GTGGGAAAGGTCTGGCTCACTGTGGTCTTTATTTTCCGTATCCTTGTCCTGGGCACTGCA
GCCGAGTCCTCCTGGGGAGATGAGCACAGCGACTTTGAATGCGATACCCTGCAGCCTGGT
TGCACCAATGTGTGCTACGACAAGGCTTTCCCCATCTCACACATCCGCTATTGGGTTCTT
CAGATTATATTTGTTTCAACCCCCTCCCTCATCTACATGGGACATGCTATGCATACAGTC
CGCATGGAGGAGAAAAAGAGACTCAGAGAGCATGAAGACAGGGCCCAAGGTGGCAAAGAG
TATCTAGAAGACAAGGTGGACGTATCAATGAAAGAAGAAGCCACTGTCAAGATCAAGCTC
AAGGGGACTTTACTCCAGACATATGTCTTCAGTATCCTCATCAGGACTGTTATTGAGGTG
GCTTTCATTGTGGGTCAGTATCTTATTTACGGGATCTTCCTGAAACCCCTCTACCACTGC
CGTAATTGGCCTTGTCCTAATCCTGTGAACTGCTTCATGTCCAGGCCAACTGAGAAGAAC
GTCTTCATAGTGTTCATGCTTACTGTGGCGGTCTTCTCACTGTTTCTGAGTGTGGTGGAG
CTTTACCATCTTGGATGGAAGAAGTTCAAGCAGTGTTTGAGAACCTACAACTCCTCCCCT
AACCCTGTTGCAACTGCCCCCATCTCCAAGGAACCTGACGCACCAGCCAGACCCTCTCAG
GCTTGCACACCTACACCAGATTTCAACCAGTGTTTGGTGGCGACCAATGGCCATTGCAAC
CCTTTCAATAACAAGCTGGCCCACCAGCAGAACTCTGCCAATATGGCCACAGAGCGTCAC
CATAGTCGTGACAACTTGGAAGGCAAAGATTTTCTCCAAATGCACTACCTGCAAGGAAGT
GAGACCTCCAATAGTTCAGCTGCCCCTCCTGGGCATGAGAACCTTTTTAAGGATAAACGT
AGACTCAGCAAGGCCAGCGGGTCCAGTAGTAGGGTGAGATCTGATGACCTAGCAGTATAA

>Ar-gja8A-XM_034010978-gja8like 
ATGGGTGACTGGAGTTTTTTGGGAAACATCTTAGAAGAAGTAAATGAACATTCCACTGTG
ATAGGAAGAGTATGGCTGACAGTGCTCTTCATTTTTAGGATTTTAATCCTTGGCACCGCT
GCCGAGTTTGTCTGGGGAGATGAACAGTCAGACTTTGTTTGCAACACCCAGCAGCCTGGT
TGCGAGAATGTCTGCTATGACGAGGCTTTCCCCCTTTCTCATATCAGACTTTGGGTTCTC
CAAATCATATTTGTCTCCACACCATCACTGGTTTATGTGGGCCATGCTGTCCATTATGTG
AGGATGGAAGAAAAGAGGAAGGAGAGGGAGGAAGCTGAAATGAACAGGCAGCAGGAGATG
AACGAGGAGCGGTTGCCTCTGGCTCCAGATCAAGGGAGTGTGAGAACCACCAAGGAAACC
AGCATGAAAGGCAACAAGAAGTTCAGGTTGGAAGGAACATTGCTGAGGACCTACATATGC
CATATCATCTTCAAAACCATCTTCGAGGTTGGCTTTGTGGTAGGACAGTACTTTCTCTAT
GGCTTCCACATTTTCCCTCTCTACAGATGCAGCCGGTGGCCCTGTCCCAATACAGTCGAC
TGCTTTGTTTCCAGGCCGACGGAGAAGACGGTGTTCGTCATCTTCATGTTGGCAGTGGCT
TCGGTGTCACTCTTTCTCAACTTTGTGGAGATCAGTCACCTAGGAATGAAGAAAATTAGG
TTTGCCTTTAGGAAGCACCCCCAGCAGCAAGGGGAGTTGGTTTCTGAGAAGCCTTTGCAC
TCCATTGCTATTTCTTCTATCCAGAAAGCCAAGGGTTACAAGCTCCTCGAGGAAGACAAG
GCTGTGTCTCATTTCTATCCTTTGACAGAAGTCGGGATGGAAGCCAGTAGCCTGCCAGCA
CCATTTACAACTTTTGAAGAGAAGAGTAATGATGCAGGTCTTGTGCAAGATGTTTCCAAG
GTCTATGATGAAACATTACCATCCTATGTTCAGACTACCGAGCAAGAAGAAATTCTAGAA
GAACCACCCGCAGAAGCCACTGAGACGATAGAAGATACAAGACCTTTGAGCAGTTTAAGC
AAAGCAAGCAGCAGGGCCAGGTCAGATGATTTAACAGTATGA

>Ar-gja8B-XM_034009780-gja8like 
ATGGGTGACTGGAGTTTTTTGGGAAACATCTTAGAAGAAGTAAATGAACATTCCACTGTG
ATAGGAAGAGTATGGCTGACAGTGCTCTTCATTTTTAGGATTTTAATCCTTGGCACCGCT
GCCGAGTTTGTCTGGGGAGATGAACAGTCAGACTTTGTTTGCAACACCCAGCAGCCTGGT
TGCGAGAATGTCTGCTATGACGAGGCTTTCCCCCTTTCTCATATCAGACTTTGGGTTCTC
CAAATCATATTTGTCTCCACACCATCACTGGTTTATGTGGGCCATGCTGTCCATTATGTG
AGGATGGAAGAAAAGAGGAAGGAGAGGGAGGAAGTTGAGATGACCAGGCAGCAGGAGATG
AACGAGGAGCGGTTGCCTCTGGCTCCAGATCAAGGGAGTGTGAGAACCACCAAGGAAACC
AGCATGAAAGGCAACAAGAAGTTCAGGTTGGAAGGAACATTGCTGAGGACCTACATATGC
CACATCATCTTCAAAACCATCTTCGAGGTTGGCTTTGTGGTGGGACAGTACTTTCTCTAT
GGCTTCCGCATCTTCCCTCTGTACAGATGCAGCCGGTGGCCCTGTCCCAATACAGTCGAT
TGCTTTGTTTCCAGGCCGACGGAGAAGACGGTGTTTGTCATCTTCATGTTGGCAGTGGCT
TCGGTGTCACTCTTTCTCAACTTTGTGGAGATCAGTCACCTAGGAATGAAGAAAATTAGG
TTTGCCTTTAGGAAGCACCCCCAGCAGCAAGGGGAGCTGGTTTCTGAGAAGCCTTTGCAC
TCCATTGCTATTTCTTCTATCCAGAAAGCCAAGGGTTACAAGCTCCTCGAGGAAGACAAG
GCTGTGTCTCATTTCTATCCTTTGACAGAAGTCGGGATGGAAACCAGTAACCTGCCAGCA
CCATTTGCAACTTTTGAAGAGAAGAGTAATGACGCAGGTCTTGTGCAAGATGTTTCCAAG
GTCTATGATGAAACATTACCATCCTATGTTCAGACTACCGAGCAAGAAGAAGAAATTCAA
GAGGAACCACCCGCAGAAGCCACTGAGACGATAGAAGATACAAGACCTTTGAGCAGTTTA
AGCAAAGCAAGCAGCAGGGCCAGGTCAGATGATTTAACAGTATGA

>Ar-gja9A-XM_034023019-gja9like 
ATGGGTGATTGGAACTTCCTGGGAGGGATTTTGGAGGAGGTGCACATCCACTCTACCATC
GTCGGGAAGATCTGGCTGACAATCCTCTTCATCTTCCGCATGCTGGTCCTCGGGGTGGCA
GCTGAAGATGTATGGAACGACGAGCAGGCCGAGTTTATCTGCAACACGGCTCAGCCTGGG
TGCAGGAACGTCTGCTACGACAAGGCTTTCCCCATCTCACTCATACGCTACTGGGTCCTG
CAAGTCATCTTTGTCTCCTCACCCTCCTTGGTGTACATGGGCCATGCTTTGTACAGACTG
AGGGCCCTGGAGAAGGAAAGACAAAAAAAGAAGGCACAACTACGAAGAGAGCTGGCTGTG
GACATAGACCTGGTCGAAGTTCGAAAGAAACTGGAGCGAGAACTTAGACAACTGGAGCAA
AGGAAGCTGAACAAAGCCCCGCTCAGAGGATCTCTACTCCGCACGTACGTGATGCACATC
GTTACGAGGTCTGGGGTCGAAGTTGGATTCATGGTCGGGCAATACTTCCTCTATGGCTTC
CAGCTTGACCCACTCTTTAAATGTGAGAGGGAACCGTGTCCAGAAGTAGTCGACTGTTTT
GTGTCACGGCCAACTGAAAAGACAGTGTTCATGATGTTTATGCAGTGCATAGCAGCACTC
TCGTTATTCCTCAACATTCTTGAAGTCATCCATTTAGGATACAAGAAGCTAAAAAATGGA
ATTTTAGACTATTATCCAAACCTTAGAGATGATCTGGATGATTACGACATGAGCAAATCT
AAGAAGAACTCTGTGATCCAACAGGTTTGCATCGGGATGTCTACGGGCCATAAAGCCACC
ATCCCCACGGCACCCAGTGGGTACACCCTACTGATGGAGAAGCAAGGAGATGCACCGCTT
TACCCCATCCTGAACCCGTCTTCTGCTTTCATGCCCATTCAGGGTGATCCAAATGGGAAC
ACAAAGAGCTGTCCAGAAAGCCACAAGGAGAGCTCAAATCAGAGCGCTGGGGAACAGAAC
AGCAGCTCAAACAATACAGTGCTAAACAAGTCCCCCAAGGCCAACAGTTTGCCAAAGCAG
GGGGAGCAAGATGATCATTCCCACAGCACAGCCCGCCATTCTGGTGGGGATCGTCTTTCT
GAAGGTCCTGGGGAATCTGGATCCTCCTTGTACCCTGCGCTCCAGGGGGAGTTGTCATCC
TGCCCGACAATGCAGGTCAGTTCCAGCCGGAAGCCGCGACGCGTCAGTGCTCCGTGGAAC
TGCACAACGGTGGTGGAAAGCAACGGATCCAACGGTGACGGGGCTGTCAGCAGCAGCCAC
CAGGGAAGATGCAGCTTCAGTGCCACTAAGGCTAGGGCGGCCTCTAAGTCTGACCTCAAA
CGACTCAGCCGGCCAGATACCCCGGACTCAATTGGGGAATCAAGCTCAGAGTCGAAGCAG
AGTCGTAATTGTGACAGCCCACAGGCCCTCTCCCCCGCTCGGCGAATGTCATTGGCAAGT
AACGCCAGCAGCAGGCGCGCCCCCACCGATCTTCAGATCTAA

>Ar-gja9B-XM_034022526-gja9like 
ATGGGTGATTGGAACTTCCTGGGAGGGATTTTGGAGGAGGTGCACATCCACTCCACCATC
GTCGGGAAGATCTGGCTGACGATCCTCTTCATCTTCCGCATGCTGGTCCTCGGGGTGGCA
GCTGAAGACGTGTGGAACGACGAGCAGGCCGAGTTTATCTGCAACACGGCTCAGCCTGGG
TGCAGGAACGTCTGCTACGACAAGGCTTTCCCTATCTCACTCATACGCTACTGGGTCCTG
CAGGTCATCTTTGTCTCCTCACCCTCCCTAGTGTACATGGGCCATGCTTTGTACAGACTG
AGGGCCCTGGAGAAGCAAAGACAAAAAAAGAAGGCACAACTACGAAGAGAGCTGGCTGTG
GACATAGACCTGGTAGAAGTTCGAAAGAAAATGGAGCGAGAACTTAGACAACTGGAGCAA
AGGAAGCTGAACAAAGCCCCGCTCAGAGGATCTCTACTCCGCACGTACGTGATGCACATC
GTTACGAGGTCTGGGGTCGAAGTTGGATTCATGGTCGGGCAATACTTCCTCTATGGCTTC
CAGCTTGACCCACTCTTTAAATGTGAGAGGGAACCGTGTCCAGAAGTAGTCGACTGTTTT
GTGTCACGGCCAACTGAAAAGACAGTGTTCATGATGTTTATGCAGTGCATAGCAGCGCTC
TCGTTATTCCTCAACATTCTTGAAGTCATCCATTTAGGATACAAGAAGCTAAAAAATGGA
ATTTTAGACTATTATCCAAACCTTAGAGATGATCTGGATGATTACGACGTGAGCAAATCT
AAGAAGAACTCTGTGATCCAACAGGTTTGCATCGGGATGTCTACGGGCCGTAAAGCCACC
ATCCCCACGGCACCCAGTGGGTACACCCTACTGATGGAGAAGCAAGGAGATGCACCGCTT
TACCCCATCCTGAACCTGTCTTCTGCTTTCATGCCCATTCAGGGTGATCCAAATGGGAAC
ACAAAGAGCTGTCCAGAAAGCCACAAGGAGAGCTCAAATCAGAGCGCTGTGGAACAGAAC
AGCAACTCAAACAATACAGTGCTAAACAAGTCCCCCAAGGCCAACAGTCTGCCAAAGCAG
GGGGAGCAAGATGATCATTCCCACAGCACAGCCCGCCATTCTGGTGGGGATCGTCTTTCT
GAAGGTCCTGGGGAATCTGGATCCTCCTTGTACCCTGCGCTCCAGGGGGAGTTGTCATCC
TGCCCGACAATGCAGGTCAGTTCCAGCCGGAAGCCGCGACGCGTCAGTGCTCCGTGGAAC
TGCACAATGGTGGTGGAAAGCAACGGATCCAACGGTGACGGGGCTGTCAGCAGCAGCCAC
CAGGGAAGATGCAGCTTCAGTGCCACTAAGGCTAGGGCGGCCTCTAAGTCTGACCTCAAA
CGACTCAGCCGGCCAGATACCCCGGACTCAATTGGGGAATCAAGCTCAGAGTCGAAGCAG
AGCCGTAATTGTGACAGCCCACAGGCCCTCTCCCCCGCTCGGCGAATGTCATTGGCAAGT
AACGCCAGCAGCAGGCGCGCCCCCACCGATCTTCAGATCTAA

>Ar-gja10-XM_034004988-cx52.6 An intron is probably starting before the indicated repetitive sequence
ATGGGTGACTGGAACTTGCTTGGAAGCATCTTGGAAGAGGTCCACATTCACTCCACCATA
GTGGGGAAAATTTGGCTCACAATCCTCTTCATTTTCCGAATGCTGATACTGGGAGTTGCT
GCCGAAGATGTCTGGGATGACGAGCAGGTTGAGTTTATTTGTAACACAGAGCAGCCCGGC
TGCAGGAATGTTTGCTATGACAAAGCCTTCCCAATCTCCCTGATCCGATACTGGGTCTTA
CAAATCATTTTTGTCTCTTCGCCTTCCTTGGTGTACATGGGCCATGCACTTTACAGGTTA
AGGGCTTTAGAGAAGGAAAGACAGAAAAAGAAGGCCCAACTGAGAGCGGAACTAGAAGGG
ATTGAGCTGATACTCGAAGAATACAAGAGGATGGAGAGGGAGCTGAGAAAGCTGGAGGAG
CAGAAGAAAGTGAACAAGGCTCCGCTCAGAGGCTCTCTGTTGCGCACCTACGTCCTTCAT
ATCCTAACCAGATCTGTGGTCGAAGTTGGCTTCATGGTGGGCCAGTATGTCCTGTATGGA
TTTCAGTTTGACCCTTTATATAAATGCACGAGAATGCCTTGCCCAAACAGCGTGGATTGT
TTTGTGTCAAGGCCAACTGAAAAGACCATTTTCATGTTGTTCATGTTTTGTATTGCAGCT
GTTTCGGTGTTTTTGAACATCCTCGAAATCTCTCACTTGGGCGTCAAAAAGATCAAGCAA
ACTCTCTACGGGAGAACCGTCAGACATGGCACAGAGGAAGATTTGAGCGTTTACAAATCC
AAGAAAAACTCCATGGTCCAGCAAGTCTGCATACTGACCAACTCTTCACCGCACAAGATG
GTTCCTTTAACTCAGACAAGTTACAAAATATTGCAGGAGGGCCAGCTGGACCCTGTGCCG
ATTTACGTGCCCTCGGCGGGGTTCAAGATGATACATGGAGGGAATGATGCGAAGGATGAG
ATCCTAAGGCAAAACCAAAATGACCACAGTCATGATGCCTTTAGCGATCAGCACCCTAGA
CAACTCCGCGAGCGCAGTCAGAGCCAGCTCCACGCGCAACGCCTGGATAAAGCCTCCGAG
CGACGCAATACATTAGAAGCCCGGGATCGTTCTTGCAGTAGCGACGACTCCAACAGGTCC
CGGCAGAACGGCATCGGAGAGAAGAGCTTCAATCAACTGCAGCAAGCTGCCCTGCCTCCT
AAAGCTTCGTTCCAGTCAAGCCAGCTGGAGATCCCGGCTGCTGTGAGGAATGCTCTTTGC
AAACAAAGCCGGGTCAGCTGCTGCAAGGACTACGCAGAAGACCGCAGCGACTCCCCAGAC
AGCGGGCACTATCCTTCCACGAGGAAGGCCAGTGTTATGTCAAAGGTGGTATCTGAGAGC
AAGCTGGCAAGTCGATCGGGTAGCCCTGACTCCAGGAACGGCTCCGGGTCAGAATCCAAG
CACCTGGGAAAAGGAGAAAGCCCCCCCATGACGCCGCCTCCGTCCGGGCGAAGAATGTCC
ATGGCAAGTAGATCACTCACT
GAGATCACCAGACAGGACATGCGTTTCAGATAC
GAGATCACCAGACAGGACGTGCGTTTCAGACAC
GAGATCACCAGACAGGATGTGCGTTTCAGACAC
GAGATCACCAGACAGGACGTGCGTTTCAGATAC
GAGATCACCAGACAGGACGTGCGTTTCAGACAC
GAGATCACCAGACAGGACGTGCGTTTCAGATAC
GAGATCACCAGACAGGACGTGCGTTTCAGACAC
GAGATCACCAGACAGGACGTGCGTTTCAGATAC
GAGATCACCAGACAGGACGTGCGTTTCAGATAC
GAGATCACCAGACAGGACGTGCGTTTCAGACAC
GAGATCACCAGACAGGACGTGCGTTTCAGATAC
GAGATCACCAGACAGCATGTGCGTTTCAGATAC
GAGATCACCAGACAGGACGTGCGTTTCAGACAC
....

>Ar-gja11-XM_034004251-cx32.2like 
ATGGGTGACTGGACATTTCTGAGCAGATTACTGGAGAAAGTGCAGTCCCATTCCACAGCG
GTTGGAAGGATTTGGCTGACTGTACTGTTTGTCTTCAGGATTTTAGTACTGGGAGCTGGG
GCCGAGAAGGTCTGGGGTGATGAACAGTCTGGGTTTATCTGCAACACGCAACAACCTGGT
TGCAAGACTGTCTGTTACGACAGTGCTTTCCCCATCTCCCACATCCGCTACTGGGTCCTT
CAGATCATCTTTGTCTCAACTCCAACATTAGTCTATCTCGGGCACGTTTTGCATGTGATT
GGAAAGGAAGCAAAACATAGGCAGAATAAGCAGAGTGAAAGTGAATATGAGGGACTGATC
TTCATGAAAGCCAAGAAGTTACCAAAATATACAGATGAACAGGGAAAAGTCAGAATTCGA
GGATGTTTGCTGGGCAGTTACCTGACTAATGTCACTTGCAAAATATTGTTGGAGGTGGCA
TTCATTGTAGGCCAGTGGTATCTCTATGGCTTCACACTTGAACCCATGTTTTTGTGTAAC
AGGGAGCCCTGTCCTCACTATGTAGAATGCTTCATTTCACGTCCCACTGAGAAGTCCATT
TTTATTGTGTTTATGTTTGTGGTAGCCTGTGTGTCCCTGGCTTTAAACCTCATTGAAATA
TTGTTCCTCTGTGGGAGTAGGATTAGAGATAGCACAAAAAAATGGAATCAGCACCAGATT
GATGACCTAAAACACACTTCTGAAAGGATTTCAGATTTTAGAGCAGCTCCCCTTTCTGAC
ATTGACTTTTCCAGTAAAGAGGACCTCATGTCTCAGAACAGGATGAACTATAAGTTTGAG
CAGAATGGGGAGAAGTTGGAGAGCGAGTTCAGTAAAAGTGTTGGTGGAGAGGAGCAGGAG
AAGGAGCCAGGAGCTGAACAAGAACAACCCATTACAGGGGAACCTCAGATAGTCATCCAC
AGCTCTGAAGGAAGCATGGAAAGTGTACTAGTAGAGAATTGTTTAAGGAAAGATAGATAT
ATTTAA

>Ar-gja14A-XM_034910414-gja3like 
ATGGGTGACTGGACTTTCCTGCTGAAGATCCTGGAGCAAGTCCACGAGCACTCGACTGTG
GTGGGCAAGGTCTGGCTGACCGTGCTGTTCATCTTCCGTATGATGGTCCTGGGGGCGGCC
GTGGAGAACGTCTGGGGGGACGAGCAATCGGGCTTCACCTGCAACACCCAGCAGCCAGGC
TGCCAGAACCTCTGCTACGATGATGCTTTCCCCATCTCTCACGTGCGCTACTGGGTCCTG
CAGATCATATTTGTCTCCACTCCATCCCTGGTCTACATGGGCCATGCTCTGCACAAGGTC
CGAATGGAGGAGAAACGCAAGGACCTGGGAAGAGTCGAGGGGAAGGTTGTCCAAAGCGAG
AGTGAACTGTTACTGTCTGAGAAAGATCTGGTTCCCTGCTTGAAAGAGACCCGCTTTCAG
CTGAAAGGGGCCTTACTGCAGACTTATGTCTGCAGCATCCTCTTCAGGACGGTCTTCGAA
GTGGGGTTCATCGTCGGGCAGTACTTCCTCTACGGGATCTTCTTGAGGGGACTGTACAAA
TGTAGCAGGTGGCCTTGTCCCAATACTGTGGACTGCTTTGTGTCGAGACCCACTGAGAAG
AACGTTTTCATCACCTTCATGCTGACTGTAGCCAGCATCTCCTTGCTGCTGAACCTCATG
GAGATGTATCATCTTGGGTGGAAGAAGTTCAAAGAGGGTTTGACGAATACCTTTTATAGG
AGGGCTGGTGCTTCCAAAGCAGGACCAGACAAGCCTGCTGTGCCCAAAATGGGGTACGTA
GCTCTCGCTGGCTGGAAAACCTCTGCTAGGAATTCTCCACCCAGCTGTCAACATTCTCCC
AAGCTGAAACATTTCAGTAACAAGCTGGCGAACGAGCAGAATTGGGTGAATCTTGCTACG
GAACAAGGGCAAGCTGAAAAGGGCAGTGAGATGATGCCCCAGCCAGGGTTACATAAAACT
GGCACAGCTTTGGATATGTTGGGTTTGCCCAGAGCTGGGAAAGGCAAGAGTCAGAGAAGC
AGTAGACCAAGCAGTCGGGAGAGGACTCTAGTCTGA

>Ar-gja14B-XM_034913590-gja3like 
ATGGGTGACTGGACTTTCCTGCTGAAGATCCTGGAGCAAGTCCACGAGCACTCGACTGTG
GTGGGCAAGGTCTGGCTGACCGTGCTGTTCATCTTCCGTATGATGGTCCTGGGGGCGGCC
GTGGAGAACGTCTGGGGGGACGAGCAATCGGGCTTCACCTGCAACACCCAGCAGCCAGGC
TGCCAGAACCTCTGCTACGATGACGCTTTCCCCATCTCTCACGTGCGCTACTGGGTCCTG
CAGATCATATTTGTCTCCACTCCATCCCTGGTCTACATGGGCCATGCTCTGCACAAGGTC
CGAATGGAGGAGAAACGCAAGGACCTGGGAAGAGTCGAGGGGAAGGTTGTCCGAAGCGAG
AGTGAACTGTTACTGTCTGAGAAAGATCTGGTTCCCTGCTTGAAAGAGACCCGCTTTCAG
CTGAAAGGGGCCTTACTGCAGACTTATGTCTGCAGCATCCTCTTCAGGACGATCTTCGAA
GTGGGGTTCATCGTCGGGCAGTACTTCCTCTACGGGATCTTCTTGAGGGGACTGTACAAG
TGCAGCAGGTGGCCTTGTCCCAATACTGTGGACTGCTTTGTGTCGAGACCCACTGAGAAG
AACGTTTTCATCACCTTCATGCTGACTGTAGCCAGCATCTCCTTGCTGCTGAACCTCATG
GAGATGTATCATCTTGGGTGGAAGAAGTTTAAAGAGGGTTTGACGAATACCTTTTATAGG
AGGGCTGGTGCTTCCAAAGCAGGACCAGACAAGCCTGCTGGGGCCAAAATGGGGTACGTA
GCTCTCGCTGGCTGGAAAACCTCTGCTAGGAATTCTCCACCCAGCTGTCAACATTCTCCC
AAGCTGAAACATTTCAGTAACAAGCTGGCGAACGAGCAGAATTGGGTGAATCTTGCTACG
GAAGAAGGGCAAGCTGAAAAGGACAGTGAGATGATGCCCCAGCCAGGGTTACATGAAACT
GACACAGCTTTGGATATGTTGGGTTTGCCCAGAGCTGGGAAAGGCAAGAGTCAGAGAAGC
AGTAGACCAAGCAGTCGGGAGAGGACTCTAGTCTGA

>Ar-gjb1A-XM_034903629-gjb1like 
ATGAATTGGGCGTCTTTTTATGCCGTTCTCAGCGGTGTAAACAGGAACTCCACTGGAATC
GGTCGCATCTGGCTGTCGGTCCTCTTCATCTTTCGAATCATGGTCCTGGTGGTCGCAGCG
GAGAGTGTCTGGGGTGACGAGAAGTCAGGCTTCATCTGCAACACGCAGCAGCCTGGTTGC
AACAGTGTCTGCTATGACCAGTTTTTCCCCATTTCCCACATCCGCCTGTGGGCACTGCAG
CTCATCCTGGTGTCCACTCCAGCCCTCCTCGTGGCCATGCACGTGGCTCACCGCCGGCAC
ATCGAGAAGAAGATCCTAAAGCTGTCCGGCCACAGCAGCAGCAAAGACCTGGAGCAGATA
AAGATGCAGAGGATGAAGATCACGGGGGCCCTGTGGTGGACCTACATGATTAGCGTGATC
TTCCGGATCCTCTTCGAAGCCGCTTTCATGTACATCTTCTACCTGATCTACCCGGGCTTC
AAGATGATTCGGTTAGTCAAGTGCGACGCCTACCCCTGCCCCAACACTGTGGACTGCTTT
GTATCCAGACCCACGGAGAAAACCATCTTCACCATCTTCATGCTGGTGGTGTCTGGGGTC
TGTATCCTCCTCAACATCGCAGAGGTTGTCTACTTGATCACCAAGACCTGTTTCAAGAGC
TTGCCAGACTCGGAGTCCGGCTCCAAAGGTACTTTTTATGGGCACAGGTTCTCGTCGTAC
AAACAGAACGAGATCAATCAGCTGATCTTGGACTCGAAAATCAACGGGTCGAAGAGAAAT
CCCGGTTCTGATAAGGGGGACAGGTGTTCGGCTTGTTAG

>Ar-gjb1B-XM_034019835-gjb1like 
ATGAATTGGGCGTCTTTTTATGCCGTTCTCAGCGGTGTAAACAGGAACTCCACTGGAATC
GGCCGCATCTGGCTGTCGGTCCTCTTCATCTTTCGAATCATGGTCCTGGTGGTCGCAGCG
GAGAGTGTCTGGGGCGACGAGAAGTCAGGCTTCATCTGCAACACGCAGCAGCCTGGTTGC
AACAGTGTCTGCTATGACCAGTTTTTCCCCATTTCCCACATCCGCCTGTGGGCACTGCAG
CTCATCCTGGTGTCCACGCCAGCCCTCCTCGTGGCCATGCACGTGGCTCACCGCCGGCAC
ATCGAGAAGAAGATCCTAAAGCTGTCCGGCCACAGCAGCAGCAAAGACCTGGAGCAGATC
AAGATGCAGAGGATGAAGATCACGGGGGCCCTGTGGTGGACCTACATGATTAGCGTGATC
TTCCGGATCCTCTTCGAAGCCGCTTTCATGTACATCTTCTACCTGATCTACCCGGGCTTC
AAGATGATTCGGTTAGTCAAGTGCGACGCCTACCCCTGCCCCAACACTGTGGACTGCTTT
GTATCCAGACCCACGGAGAAAACCATCTTCACCATCTTCATGCTGGTGGTGTCTGGGGTC
TGTATCCTCCTCAACATCGCAGAGGTTGTCTACTTGATCACCAAGACCTGTTTCAAGAGC
TTGCCAGACTCGGAGTCCGGCTCCAAAGGTACTTTTTATGGGCACAGGTTCTCGTCGTAC
AAACAGAACGAGATCAATCAGCTGATCTTGGATTCGAAAAGCAACGGGACGAAGAGAAAT
CCCGGTTCTGATAAGGGGGACAGGTGTTCGGCTTGTTAG

>Ar-gjb3A-XM_034906208-gjb3like 
ATGGACTGGAAGACACTCCAAGGCCTCCTGAGTGGGGTCAACAAGTACTCCACGGCGTTC
GGCCGCATCTGGCTGTCCGTGGTCTTTGTGTTCCGAGTCATGGTGTACGTGGTGGCGGCC
GAGAAGGTGTGGGGCGACGAGCAGAAGGATTTTGACTGCAACACCAAGCAGCCCGGCTGC
ACCAACGTCTGCTACGACTATTTTTTCCCCATCTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCACTGCTCGTGGTCATGCACGTGGCCTACAGGGAGGTC
CGCGAGAAGAAGCACAAGCAGGAGCATGGAGAGAACTGCTCCAACCTGTACCAGAACACA
GGGAAGAAGCACGGCGGGCTGTGGTGGACCTACTTGCTCAGCCTCTTCGCCAAGTTGGGC
ATCGAAATAGGCTTCCTCTACATCCTCCACCACATTTACGACAGCTTCTACCTGCCACGC
CTGGTGAAGTGCGAGGTCCTACCCTGCCCCAACGTGGTGGATTGCTACATCGGCCGGCCG
ACGGAGAAGAAGGTCTTCACCTACTTCATGGTGGGTGCCTCTGCCCTCTGCATCCTGCTG
AGCGTTTGTGAGATCATCTATCTCATCACCAAGCGAGTCCTGCGCTGCAGCAGGAAGCTG
AAGAACAAAAGCAAGAGGAACTCAGTGGCCTACAGCAAAGCCTCCACCTGCACGTGTCAC
CACAAGATGACACCCCTGGACTTGAAGCCTGCCCTCAAAGGCACGGAGCTGCGGGCGTCC
GCTCCCAACCTCTTTTTCGGTCAATGA

>Ar-gjb3B-XM_034908573-gjb3like 
ATGGACTGGAAGACACTCCAAGGCCTCCTGAGTGGGGTCAACAAGTACTCCACGGCGTTC
GGCCGCATCTGGCTGTCCGTGGTCTTTGTGTTCCGAGTCATGGTGTACGTGGTGGCGGCC
GAGAAAGTGTGGGGCGACGAGCAGAAGGACTTTGACTGCAACACCAAGCAGCCCGGCTGC
ACCAACGTCTGCTACGACTATTTCTTTCCAATCTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTGTTGGTGGTCATGCACGTGGCCTACAGGGAGGAC
CGTGAGAAGAAGCACAAGCAGAAGAATGGAGAGAACAGCTCCAACCTGTACCAGAACACC
GGGAAGAAGCACGGCGGGCTGTGGTGGACCTACTTGCTCAGCCTCTTCGTCAAGTTGGGC
ATCGAAATAGGCTTCCTCTACATCCTCCACCACATTTACGACAGCTTCTACCTGCCACGC
CTGGTGAAGTGCGAGGTCCTACCCTGCCCCAACGTGGTGGATTGCTACATCGGCCGGCCG
ACAGAGAAGAAGGTCTTCACCTACTTCATGGTGGGCGCCTCTGCCCTCTGCATCGTGCTG
AGCATTTGTGAGATCATCTATCTCATCGCCAAGCGAGTCCTGCGCTGCAGCAGGAAGCTG
AAGAACAAAAGCAAGAGGAACTCAGTGGCCTACAGCAAAGCCTCCACCTGCACGTGTCAC
CACAAGATGACACCCCTGGACTTCAAGCCTGCCCTCAAAGGCACTGAGATGCGGGCGTCC
GCTCCCAACCTCTTATTTAGTCAATGA

>Ar-gjb7A-XM_034005445-gjb7like 
ATGAACTGGAGCTTTCTCCGAGATATCCTGAGTGGAGTGAACAAGTACTCCACGGTGATC
GGGAGGATCTGGCTGTCCGTGGTCTTCATATTCCGCATCCTGATCTACGTGGCAGCGGCG
GAGCACGTGTGGAAGGACGAGCAGAGTGGCTTTGTGTGCAACATCAAACAGCCAGGCTGC
GAGAACGTGTGCTTTGACTACTTCTTTCCCATCTCCCAAATCAGGCTGTGGGCCTTGCAG
CTCATCATGGTTTCCACCCCGTCTCTTTTGGTTGTGCTTCATGTGGCGTACCGTCAACAC
AGGGAGCACACGCACAGGAAGAAGCTGTATGTGGATACAGGGACGATGGATGGGGGTCTT
TGGTGTACCTATCTCGTCAGCCTCCTGTTCAAGACGTTCTTTGAGGTGGGCTCCCTGCTG
GCATTTTACTATCTCTACAGTGGCTTTACTGTGCCTCAGCTGCTCCAGTGTACAATGAGC
CCTTGCCCCAATACAGTCGACTGCTACGTTTCCCGGGCAACCGAGAAAATGATCTTCCTT
TACATCATGGGCTCCACTTCCATCTTGTGCATCGCACTAAATGTGTGCGAGATGGTCTAC
CTTCTACTCCAGCAGTGCTGGAAATGTTATTTTAAGAGGTACGTCCCGGTCATGGAGGAA
CACCAGTGCCACTGTGCAAAGCCCAGGCCTTTAAACAGCAGTGCAGCTGCAATCCCTGTG
CCCCTGAAGGTAGACTCCACAAACTCAAGCTTTCATACATTATAG

>Ar-gjb7B-XM_034017448-cx28.8 
ATGAACTGGGGCTTTCTCCAAGGTATCCTGAGCGGAGTGAACAAGTACTCCACGGTGATC
GGGAGGATCTGGCTGTCCGTGGTCTTCATATTCCGCATCCTGATCTACGTGGCCGCGGCG
GAGCATGTGTGGAAGGACGAGCAGAAGGACTTTGTGTGCAACATCAAACAGCCGGGCTGC
GAGAACGTGTGCTTTGACTACTACTTTCCCATCTCCCAAATCAGGCTGTGGGCCTTGCAG
CTCATCATGGTTTCCACCCCGTCTCTTTTGGTTGTGCTTCACGTGGCGTACCGTCAACAC
AGGGAGCACACGCACAGGAAGAAGCTGTATGTGGATACAGGGACGATGGATGGGGGTCTT
TGGTGTACCTATCTCATCAGCCTCCTGTTCAAGACGTTCTTTGAGGTGGGCTCCCTGCTG
GCATTTTACTATCTCTACAGTGGCTTTACTGTGCCTCAGCTATTCCAGTGTACAATGAGC
CCATGCCCCAACACAGTCGACTGCTACATTTCCCGGGCAACCGAGAAAAAGATCTTCCTT
TACATCATGGGCTCCACTTCCATCTTGTGCATCGCGCTGAATGTGTGTGAGATGGTCTAC
CTTCTACTCCAGCAGTGCTGGAAATGTTATTTTAAGAGGTACGTCCCGGTCATGGAGGAA
CACCAGTGCCACTGTGCAAAGCCAAGGCCTTTAAACAGCACTGCAGCTGCAATCCCTGTG
CCCCTGAAGGTAGACTCCACAAACTCAAGCTTTCACACAATTTAG

>Ar-gjb7C-XM_034017449-cx28.8 
ATGAACTGGGGCTTTCTCCAAGGTATCCTGAGCGGAGTGAACAAGTACTCCACGGTGATC
GGGAGGATCTGGCTGTCCGTGGTCTTCATATTCCGCATCCTGATCTACGTGGCCGCGGCG
GAGCATGTGTGGAAGGACGAGCAGAAGGACTTTGTGTGCAACATCAAACAGCCGGGCTGC
GAGAACGTGTGCTTTGACTACTTCTTTCCCATCTCCCAAATCAGGCTGTGGGCCTTGCAG
CTCATCATGGTTTCCACCCCGTCTCTTTTGGTTGTGCTTCACGTGGCGTACCGTCAACAC
AGGGAGCACACGCACAGGAAGAAGCTGTATGTGGATACAGGGACGATGGATGGGGGTCTT
TGGTGTACCTATCTCGTCAGCCTCCTGTTCAAGACGTTCTTTGAGGTGGGCTCCCTGCTG
GCATTTTACTATCTCTACAGTGGCTTTACTGTGCCTCAGCTATTCCAGTGTACAATGAGC
CCATGCCCCAACACAGTCGACTGCTACATTTCCCGGGCAACCGAGAAAAAGATCTTCCTT
TACATCATGGGCTCCACTTCCATCTTGTGCATCGCGCTGAATGTGTGTGAGATGGTCTAC
CTTCTACTCCAGCAGTGCTGGAAATGTTATTTTAAGAGGTACGTCCCGGTCATGGAGGAA
CACCAGTGCCACTGTGCAAAGCCAAGGCCTTTAAACAGCACTGCAGCTGCAATCCCTGTG
CCCCTGAAGGTAGACTCCACA

>Ar-gjb8A-XM_034011049-gjb2 
ATGAACTGGGCGCAGCTGTATTCTCTGTTAGGAGGCGTGAACAAGCACTCCACCAGCCTT
GGGAAGGTCTGGCTGTCTGTCCTCTTCATCTTCCGCATTATGATCCTCATCGTGGCAGTG
GAGAGTGTCTGGGGAGATGAACAATCGGACTTCACCTGCAACACCCTACAGCCCGGCTGC
AAGAATGTCTGCTACGACCACTACTTTCCCATCTCCCACATTCGGCTCTGGAGCCTTCAG
CTTATTTTTGTTTCCACTCCCGCTCTCCTGGTAGCCATGCACGTGGCTCACAGCATAAAA
GAGGAAAAGAAGGATCTCATTAGAACTATGGGTGACAAAGCAGATGTGGACATAGAAATG
CTTAAGAAGAAGAAGTTCCATATTGTGGGGCCGCTGTGGTGGACCTACACTGTTAGTCTG
TTTTTCAGGTTGCTGTTTGAAGCTGCCTTCATGTACGTGTTTTATTATCTTTACAATGGC
TTCCATATGCCACGCCTGGTGAAATGTGATGCTTGGCCCTGCCCAAACACAGTTGATTGT
TTCATTTCTCGACCCACCGAGAAGACCGTGTTCACCATTTTCATGATTGCTGCCTCGTCC
CTGTGTATGGTACTCAATGTGGCTGAACTGTCCTACCTGATCGTAAAGGCTTTGCTGGGG
TATTGCAGAAAACAAAGATGTCACCCTAGTCATGTTTCCAAAAATAAGGAATGCCACCAA
AATAAAAGGAATGAAATCCTGTTATTGGAATCCAGAAGAGCCAGTGCTCCACAGAAATAG

>Ar-gjb8B-XM_034919050-gjb2like  
ATGAACTGGGGCCAGCTGTATTCTCTGTTAGGAGGCGTGAACAAGCACTCCACCAGCCTT
GGGAAGGTCTGGCTGTCTGTCCTCTTCATTTTCCGCATTATGATCCTCATCGTGGCAGTG
GAGAGTGTCTGGGGAGATGAACAGTCGGACTTCACCTGCAACACCCTACAGCCCGGCTGC
AAGAACGTCTGCTACGACCACTACTTCCCCATCTCCCACATTCGGCTCTGGAGCCTTCAG
CTCATTTTTGTTTCCACTCCTGCTCTCCTGGTAGCCATGCACGTGGCTCACAGCATAAGA
GAGGAAAAGAAGGATCTCATTAGAACTATGGGTGACAAAGCAGATGTGGACATAGAAATG
CTTAAGAAGAAGAAGTTCCATATTGTGGGGCCGCTGTGGTGGACCTACACTGTTAGTCTG
TTTTTCAGGTTGCTGTTTGAAGCTGCCTTCATGTATGCTTTTTATTATCTTTACAGTGGC
TTCCATATGCCACGCCTGGTGAAATGTGACGCTTGGCCCTGCCCAAACACAGTTGATTGT
TTCATTTCTCGACCCACCGAGAAGACCGTGTTCACCATTTTCATGATTGCTGCCTCATCC
CTGTGCATGGTACTCAATGTGGCTGAACTGTCCTACCTGATCATAAAAGCTTTGCTGGGG
TGTTGCAGAAAACAAAGGTATCACTCTGGTCATGTTTCCAAAAGTAAGGAACGCCACCAA
AATAAAAGGAATGAAATCCTGCTATTGGAATCCAGCAAGGCTAGTGCTCCACATAAATAG

>Ar-gjb8C-XM_034009766-gjb2like 
ATGAACTGGGGCCAGCTGTATTCTCTGTTAGGAGGCGTGAACAAGCACTCCACCAGCCTT
GGGAAGGTCTGGCTGTCTGTCCTCTTCATTTTCCGCATTATGATCCTCATCGTGGCAGTG
GAGAGTGTCTGGGGAGATGAACAGTCGGACTTCACCTGCAACACCCTACAGCCCGGCTGC
AAGAACGTCTGCTACGACCACTACTTCCCCATCTCCCACATTCGGCTCTGGAGCCTTCAG
CTCATTTTTGTTTCCACTCCTGCTCTCCTGGTAGCCATGCACGTGGCTCACAGCATAAGA
GAGGAAAAGAAGGATCTCATTAGAACTATGGGTGACAAAGCAGATGTGGACATAGAAATG
CTTAAGAAGAAGAAGTTCCATATTGTGGGGCCGCTGTGGTGGACCTACACTGTTAGTCTG
TTTTCAGGTTGCTGTTTGAAGCTGCCTTCATGTATGCTTTTTATTATCTTTACAGTGGCT
TCCATATGCCACGCCTGGTGAAATGTGACGCTTGGCCCTGCCCAAACACAGTTGATTGTT
TCATTTCTCGACCCACCGAGAAGACCGTGTTCACCATTTTCATGATTGCTGCCTCATCCC
TGTGCATGGTACTCAATGTGGCTGAAACTGTCCTACCTGATCATAAAAGCTTTGCTGGGG
TGTTGCAGAAAACAAAGGTATCACTCTGGTCATGTTTCCAAAAGTAAGGAACGCCACCAA
AATAAAAGGAATGAAATCCTGCTATTGGAATCCAGCAAGGCTAGTGCTCCACATAAATAG

>Ar-gjb8D-XM_034008147-cx30.3 
ATGAACTGGGGCCAGCTGTATTCTCTGTTAGGAGGCGTGAACAAGCACTCCACCAGCCTT
GGGAAGGTCTGGCTGTCTGTCCTCTTCATTTTCCGCATTATGATCCTCATCGTGGCAGTG
GAGAGCGTCTGGGGAGATGAACAGTCGGACTTCACCTGCAACACCCTACAGCCCGGCTGC
AAGAACGTCTGCTACGACCACTACTTCCCCATCTCCCACATTCGGCTCTGGAGCCTTCAG
CTCATTTTTGTTTCCACTCCTGCTCTCCTGGTAGCCATGCACGTGGCTCACAGCATAAGA
GAGGAAAAGAAGGATCTCATTAGAACTATGGGTGACAAAGCAGATGTGGACATAGAAATG
CTTAAGAAGAAGAAGTTCCATATTGTGGGGCCGCTGTGGTGGACCTACACTGTTAGTCTG
TTTTCAGGTTGCTGTTTGAAGCTGCCTTCATGTATGCTTTTTATTATCTTTACAGTGGCT
TCCATATGCCACGCCTGGTGAAATGTGACGCTTGGCCCTGCCCCCAAACACAGTTGATTG
TTTCATTTCTCGACCCACCGAGAAGACCGTGTTCACCATTTTCATGATTGCTGCCTCATC
CCTGTGCATGGTACTCAATGTGGCTGAACTGTCCTACCTGATCATAAAAGCTTTGCTGGG
GTGTTGCAGAAAACAAAGGTATCACTCTGGTCATGTTTCCAAAAGTAAGGAACGCCACCA
AAATAAAAGGAATGAAATCCTGCTATTGGAATCCAGCAAGGCTAGTGCTCCACATAAATAG

>Ar-gjb9A-XM_034024040-gjb4like 
ATGAACTGGACGGCGCTGGAAGGTCTGCTCAGCGGGGTCAACAAGTACTCCACGGTGTTC
GGCCGCGTGTGGCTCTCGGTGGTCTTCGTCTTCCGAGTGCTGGTGTTCGTGGTGGCGGCG
CAGAAGGTGTGGGGCGATGAGTCCAAGGACTTCGTCTGCAACACGAAGCAGCCCGGCTGC
ACCAACGTCTGTTACGACAGCATCTTCCCCATCTCCCACGTGCGCCTCTGGGCCCTGCAG
CTCATCTTCATCACCTGCCCCTCCTTGCTGGTGGTGGCTCACGTCAAGTACCGCGAGATC
AAGGAGCTGAAGTACGCCAAAGCCCACAAGGGCTCCCACCTCTACGCCAACCCCGGGAAG
AAGCGTGGCGGGCTCTGGTGGACCTACTTCTTCAGCCTGGTCTTCAAGGCCGGCTTCGAC
GCAGCCTTCCTCTACATCCTCTTCTACATCTACCACGGCTATGACATGCCCCGGCTCTCC
AAGTGTGAGCTGGAGCCCTGCCCCAACATGGTGGATTGCTTCATCTCCCGCCCCACCGAG
AAGAAGATCTTCACCATCTTCATGGTGGTCACCTCGGCACTGTGCATCTTCATGTGCGTC
ATCGAGATGCTCTACCTGGTAGGCAAGCGCTGCCAGAAGATCATGAGGATGAGTAAGCAG
AACGAGAGGTATCTCCTCTCAGAGTCCAGCCAGCCTGGATTCATCCAGCTCTACCAGCCC
ATTCCGCTCAACAACAGCAGCGCCAAGGAAGGCAAGAAGGTGGTGAAGGTGCCAGCGCAG
GTCAACAATTCCACCCTTGAAACTGGGACCGGTTTAAGTGTGCCACACGGTGCTTCCCAG
TCCACTTCATCTTGCACTGCAGGACCTGCTTCACCAAACTGA

>Ar-gjb9B-XM034022435-gjb4like 
ATGAACTGGACGGCGCTGGAAGGTCTGCTCAGCGGGGTCAACAAGTACTCCACGGTGTTC
GGCCGCGTGTGGCTCTCGGTGGTCTTCGTCTTCCGAGTGCTGGTGTTCGTGGTGGCGGCG
CAGAATGTGTGGGGCGATGAGTCCAAGGACTTCGTCTGCAACACGAAGCAGCCCGGCTGC
ACCAACGTCTGTTACGACAGCATCTTCCCCATCTCCCACGTGCGCCTCTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCCTTGCTGGTGGTGGCTCACGTCAAGTACCGCGAGATC
AAGGAGCTGAAGTACGCCAAAGCCCACAAGGGCTCCCACTTCTACGCCAACCCTGGGAAG
AAGCGTGGCGGGCTCTGGTGGACCTACTTCTTCAGCCTGGTCTTCAAGGCCGGCTTCGAC
GCAGCCTTCCTCTATATCCTCTTCTACATCTACCACGGCTATGACATGCCTCGGCTCTCC
AAGTGTGAGCTGGAGCCCTGCCCCAACGTGGTGGATTGCTTCATCTCCCGCCCCACCGAG
AAGAAGATCTTCACCATCTTCATGGTGGTCACCTCGGCACTGTGCATCTTCATGTGCGTC
ATCGAGATGCTCTACCTGGTAGGCAAGCGCTGCCAGAAGATCATGAGGATGAGGAAGCAG
AACGAGAGGTATCTCATCTCAGAGTCCAGCCAGCCTAGATTCATCCAGCTCTACCAGCCC
GTTCCGCTTAACAACAGCAGCACCAAGGAAGGCAAGAAGGTGGTGAAGGTGCCAGCGCAG
GTCAACAATTCCACCCTTTAA

>Ar-gjb10A-XM_034906258-gjb4like 
ATGAACTGGGCGTTCCTCCAGGGCTTGTTGAGCGGGGTCAACCAGTACTCCACGGCGTTC
GGCCGCGTCTGGCTCTCCATCGTCTTCCTCTTCCGGGTCATGGTGTACGTGGTGGCGGCC
GAGCGGGTCTGGGGAGATGACCAGAAGGACTTCCAGTGCAACACGGCCCAGCCCGGCTGC
CACAACGTCTGCTACGACCACTTCTTCCCTGTCTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCACTGCTCGTGGTCATGCACGTGGCCTATAGGGAGGAA
CGCGAGCGCAGGCACCGCGAGCGCAACGGGGAGGACTGTGGCCGCCTGTACAAGGACACG
GGCAAGAAGAGGGGTGGCCTCTGGTGGACCTACGTCTTAACCTTGGTCTTCAAGGCCGGG
GTGGACGCCACCTTCCTCTACGTCCTCTACTACATTTATGAAGCTTACGACTTCCCGCGC
CTCATCAAGTGCAGCCAGAAGCCCTGCCCCAACGTGGTGGACTGCTTCATTTCTAGGCCC
ACGGAGAAGAAGATCTTCACCATCTTCATGGTGGTCACATCCATTCTCTGCATCTTCCTA
AACCTCTGCGAGCTCATCTACCTCCTGGGCAAGCGCTGTCGGGAGTGCGTGGTCTCCAAC
AACCGCCGGCGACAGCTGTTCATGGCCTCCACCGTGATCAACAACAAGGAGAGCAACAGC
ATTATGGAAAACTCTCTGAAGGTGCCGCCCTATGCCCCTCCCAGCATTAAGGTTTCCAAG
TAG

>Ar-gjb10B-XM_034021714-gjb4 
ATGAACTGGGCGTTCCTCCAGGGCTTGTTGAGCGGGGTCAACCAGTACTCCACGGCATTC
GGCCGCGTCTGGCTCTCCATCGTCTTCCTCTTCCGGGTCATGGTGTACGTGGTGGCGGCC
GAGCGGGTCTGGGGAGATGACCAGAAGGACTTCCAGTGCAACACGGCCCAGCCCGGCTGC
CACAACGTCTGCTACGACCACTTCTTCCCCGTCTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCACTGCTCGTGGTCATGCACGTGGCCTATAGGGAGGAG
CGCGAGCGCAGGCACCGCGAGCGCAATGGGGAGGACTGCGGCCGCCTGTACAAGGACACG
GGCAAGAAGAGGGGTGGCCTCTGGTGGACCTATGTCTTAACCTTGGTCTTCAAGGCCGGG
GTGGACGCAACCTTCCTCTACGTCCTCTACTACATTTACGAGGCTTACGACTTCCCGCGC
CTCATCAAGTGCAGCCAGAAGCCCTGCCCCAACGTGGTGGACTGCTTCATATCTAGGCCC
ACGGAGAAGAAGATCTTCACCATCTTCATGGTGGTCACGTCCATTCTCTGCATCTTCCTA
AACCTCTGCGAGCTCATCTACCTCCTGGGCAAGCGCTGTCGGGAGTGCGTGGTCTCCAAC
AACCCCCGGCGTCAGCTGTTCATGGCCTCCACCATGATCAACAACAAGGAGAGCAACAGC
ATAATGGAAAACTCTCTGAAGGTGCCGCCCTATGCCCCTCCCAGCATTAAGGTTTCCAAG
TAG

>Ar-gjc1A-XM_034057391-gjc1 
ATGAGCTGGGCCTTCCTGACACGGCTGCTTGAGGAGATCCACAACCACTCCACCTTCGTG
GGGAAGCTGTGGCTGACCGTGCTCATCGTGTTCCGCATCGTGCTGACGGTCGTGGGCGGC
GAGTCCATCTACTACGACGAGCAGAGCAAGTTCGTGTGCAACACGGCCCAGCCGGGCTGC
GAGAACGTCTGCTATGATGCCTTCGCCCCGCTGTCCCACGTGCGTTTCTGGGTCTTCCAG
ATCATCCTGGTGGCCACGCCCTCCGTCATGTACCTGGGCTACGCCGTGCACAAGATCGCC
CGCAGCGAGGAGGGGCGCGGCTGCCGGCAGGGGGGCTTCGGCTGCGACAGGAAGCAGCGA
CGCAAGCTGTTCAGGGGGGACAGGAAGCAGCACCGTGGCATCGAGGAGACCGAAGAGGAC
AACGAGGAGGAGGACCCCATGATCTACGAGGAGCCCGAGCTGGAGAGCCGCAGCGAGGGG
AACGGCGCGGGCGCTGCGACGCAGGCCAGGACCGCACCGGGGAAGGCAGGGCGGCACGAT
GGGCGCCGGCGCATCAAAGAGGACGGGCTGATGAAGATCTACGTGATGCAGCTGCTGGCA
CGCACCTCCCTGGAGGTGGGCTTCCTCGGGGGGCAGTACGCCCTGTACGGCTTCGAGGTG
TCCCCCGCCTACGTGTGCGAGCGCAGCCCCTGCCTCCACAAGGTGGACTGCTTCATCTCG
CGCCCCACCGAGAAGACCATCTTCCTGCTCATCATGTACGCCGTCTCCCTGCTCTGCCTA
GTCATCAACCTGTGGGAGATGCTGCACCTGGGCTTGGGCACCATTCACGATGTCCTGCGC
AGCAAACACCAGCCCCCTGAGGAGGGGCACCACCTCCCCCAGCCCCCCGGGGGCCCCACC
AGCGCCCCCTACTCCTACCCCTTCACCTGGAATGCCCCCTCCGCGCCTCCCGGCTACAAC
ATCGTGGTTAAGCCGGAGCAGATCCCCTACACTGACCTCAGCAACGCCAAGATGGCCTGC
AAGCAGAACAAAGCCAACATTGCGCAGGAGGAGCAGCAGCAGTACGGCAGCAACGAGGAC
AACTTCCCTGGCACCGGCCCGGCCGCGGAGCAGAGAGAGATCCGCGCCGCTCAACACAGG
TTGGAGGCTACCATCCAGACCTACAACCAGAACCACCACAGCCCACAACACCAGCACCAG
AACATCTCCAGCGCAGCCAAGGACAACAAGAAGCAGCACAAGCCTGGCTCCAGCAGGAGC
GTGAGGGGAGGAGGGGGAGCCAGCAGCTGCAGCAGGTCCCTGGGAGGGAAGTCCTCCGTT
TGGATTTAG

>Ar-gjc1B-Not predicted 
CTTCCTGACACAGCTGCTTGAGGAGATCCACAACCACTCCACCTTCGTGGGGAAGCTGTG
GCTGACCGTGCTCATCGTGTTCCGCATCGTGCTGACGGTCGTGGGCAGCGAGTCCATCTA
CTACGACGAGCAGAGCAAGTTCGTGTGCAACACGGCCCAGCCGGGCTGCGAGAACGTCTG
CTACGACGCCTTCGCCCCGCTCTCCCACGTGCGCTTCTGGGTCTTCCAGATCATCCTGGT
GGCCACCCCCTCCGTCATGTACCTGGGCTACGCCGTGCACAAGATCGCCCGCAGCGAGGA
GGGGCGCGGCTGCGACGGGAAGCAGAAACGCAAGCTGTTCGGGTCGGGCAGGAAGCAGCA
CCGCGGCATCGAGGAGACCGAAGAGGACAACGAGGAGGAGGACCCCATGATCTACGAGGA
GCCCGAGCTGGAGAGCCGCAGCGAGGGGAACGGCGCCGCGGCGCTGACCAGGACCACGCC
GGAGAAGGCAGGGCGGCACGACGGGCGGCGGCGCATCAAAGAGGACGGGCTGATGAAGAT
CTACGTGATGCAGCTGCTGGCACGCACCTCCCTGGAAGTGGGCTTCCTCGGGGGGCAGTA
CGCCCTGTACGGCTTCGAGGTGTCCCCCGCCTACGTGTGCGAGCGCAGCCCCTGCCCCTA
CAAGGTGGACTGCTTCATCTCACGCCCCACCGAGAAGACCATCTTCCTGCTCATCATGTA
CGCAGTCACCGTGCTCTGCCTGGTCCTCAACCTGTGGGAGATGCTGCACCTGGGCTTGGG
CACCATTCACGATGTCCTGCGCAGCAAACGCCAGCCCCCCGAGGAGGGGTACCATCTCCC
CCAGCCCCCCGGGGCCCCCGCCCGCGCCCCCGACTCCTACCCCTTCACCTGGAACACCCC
CTCCGGGCCTCCCGGCTGCAGATCCCCTACACCGACCTCAGCAACACCAAGATGGCCTGC
AAGCAGAACAAAGCCAACATCATGCAGGAGGAGCAGCGAGAGAAACCCACCGCTCAGCAC
AGACTGGAGGCTGCCATCCAGACCTACAACCAGAACCACCACAGCCCACACCACCAGCAC
CAGAACATCTCCAGCACAGCCAAGGACAAGAAGCAGCAGCACAAGCCTGGCTCCAGCAGGAG

>Ar-gjc1C-Not predicted 
CTTCCTGACACAGCTGCTTGAGGAGATCCACAACCACTCCACCTTCGTGGGGAAGCTGTG
GCTGACCGTGCTCATCGTGTTCCGCATCGTGCTGACGGTCGTGGGCGGCGAGTCCATCTA
CTACGACGAGCAGAGCAATTTCGTGTGCAACACGGCCCAGCCGGGCTGCGAGAACGTCTG
CTACGATGCCTTCGCCTCGCTCTCCCACGTGCGCTTCTGGGTCTTCCAGATCATCCTGGT
GGCCACGCCCTCCGTCATGTACCTGGGCTATGCCGTGCACAAGATCGCCCGCAGCGAGGA
GGGGCGCGGCTGCGACGGGAAGCAGAAACGCAAGCTGTTCGGGGCGGGCAGGAAGCAGCA
CCGCGGCATCGAGGAGACCGAAGAGGACAACGAGGAGGAGGACCCCATGATCTACGAGGA
GCCCGAGCTGGAGAGCCGCAGCGAGGGGAACGGCGCCGCGGCGCTGACCAGGACCACGCC
GGAGAAGGCAGGGCGGCACGACGGGCGGCGGCGCATCAAAGAGGACGGGCTGATGAAGAT
CTACGTGATGCAGCTGCTGGCACTCACCTCCCTGGAGGCAGGCTTCCTCGGGGGGCAGTA
CACCCTGTACGGCTTCGAGGTGTCCCCCGCCTACGTGTGCGAGCGCAGCCCCTGCCCCTA
CAAGGTGGACTGCTTCATCTCGCGCCCCACCGAGAAGACCATCTTCCTGCTCATCATGTA
CGCCGTCACCCTGCTCTGCCTGGTCCTCAACCTGTGGGAGATGCTGCACCTGGGCTTGGG
CACCATTCACAATGTCCTGCGCAGCAAACGCCAGCCCCCCGAGGAGGTGTACCACCTCCC
CCAGCCCCCCGGGGCCCCCGCCAGCGCCCCCTACTCCTACCCCTTCACCTGGAACACCCC
CTCCGGGCCTCCCGGCTGCAGATCCCCTACACCGACCTCAGCAACACCAAGATGGCCTGC
AAGCAGAACAAAGCCAACATCATGCAGGAGGAGCAGC

>Ar-gjc2A-XM_034000763-gjc1 
ATGAGCTGGAGCTTTCTCACCCGTCTTCTGGAAGAAATCCACAACCACTCCACCTTTGTG
GGGAAAGTGTGGCTAACCGTTCTTATCATCTTTCGCATTGTGCTGACAGCAGTCGGAGGG
GAGTCCATCTACTCGGATGAACAGACCAAATTCACCTGCAATACCAAGCAACCTGGATGT
GACAATGTCTGCTACGATTCCTTCGCCCCCCTGTCCCACGTCCGTTTCTGGGTCTTCCAG
ATCATCATGATCTCAACACCTTCCATCATGTATCTGGGCTACGCCATCCACAAAATTGCC
CGCTCATCTGAGGAGGAGAGGAGGAGGTTCAAGAAGTTCCGGAAGAAGCCCCACGCCATC
AAGTGGAAGGCCACCCACACTCTGGACGAGGTGCTGGAAGAGGAAGAGGAGGAGCCCATG
ATCTATGAGGACACACTGGAGGTGCATGAGATGAAGCCAGAGAGCAAAGTGCAGGGCAGG
GAACAGCAGAAGCACGACGGCCGGCGTAGAATCATGCAGGAAGGACTAATGAAGATTTAT
GTCCTCCAGCTTCTGGCCCGAGCTATTTTTGAGGTGGCTTTTCTCGGGGGCCAGTATCTT
CTATATGGCTTCAAGGTCAGCCCATCGTACATCTGCGCCAAGAACCCCTGCCCTCACCAG
GTAGACTGCTTTGTGTCTAGGCCCACAGAAAAGACCATCTTCCTCCTGATCATGTACGTG
GTCAGCTGCTTGTGCCTGTTGCTGAACATCTGTGAGATGTTCCACTTGGGTATCGGCAGC
ATCCGGGACATCATCCGCAACAGGAGGAACAAGGGCAAGCGCCCGTCCTACAGCTACCCC
TACCCCAGGAACATTCCTTCATCGCCCCCTGGGTATAACTTGGTGGTCAAGTCGGATAAA
CCCAATAAGATCCCCAACAGTCTGATCACACATGAGCAGAATTTGGCTAACGTGGCACAA
GAGCAGCAGTGCACCAGCCCCGATGAAAATATTCCCTCTGATCTGGCTAGCCTGCACAGG
CACCTCAGGGTCGCCCAAGAGCAGTTGGACCTGGCCTTTCAGACTTACAACAGCAAAAGC
AATGCACAGCCTTCAAGAACCAGCAGCCCGGCCTCTGGCGGGACTGTGGTGGAGCAGAAC
CGAGTCAATACAGCTCATGAGAAACAAGGGGCGCGGCCAAAATGCAGCACAGAGAAAGCA
GGGTCTATCATTAAAGATGGAAAGACATCTGTGTGGATTTAA

>Ar-gjc2B-XM_033993461-gjc1like 
ATGAGCTGGAGCTTTCTCACCCGTCTTCTGGAAGAAATCCACAACCACTCCACCTTTGTG
GGGAAAGTATGGCTGACTGTTCTTATCGTCTTTCGCATTGTGCTGACAGCAGTCGGAGGG
GAGTCCATCTACTCGGACGAACAGACCAAGTTCACATGCAACACCAAGCAACCTGGATGT
GACAATGTCTGCTACGATTCCTTCGCCCCCCTGTCCCACGTCCGTTTCTGGGTCTTTCAG
ATCATCATGATCTCAACACCTTCCATCATGTATCTGGGCTACGCCATCCACAAAATCGCC
CGCTCATCTGAGGAGGAGAGGAGGAGGTTCAAGAAGTTCCGGAAGAAGCCCCACACCATT
AAGTGGAAAGCCACCCAAACTCTGGATGAGGTGCTGGAAGAGGAAGAGGAGGAGCCCATG
GTCTATGAGGACACACTGGAGGTGCATGAGATGAAGCCAGAGAGCAAAGTGCAGGGCAGG
GAACAGGTGAAGCACGACGGCCGGCGTAGAATCATGCAGGAAGGACTGATGAAGATTTAT
GTCCTCCAGCTTCTGGCCCGAGCTATTTTTGAGGTGGCTTTTCTCGGGGGCCAGTATCTT
CTATATGGCTTCAAGGTCAGCCCATCGTACATCTGCGCCAAGAACCCCTGCCCTCACCAG
GTGGACTGCTTTGTGTCCAGGCCCACGGAAAAGACCATCTTCCTCCTGATCATGTACGTG
GTCAGCTGCTTGTGCCTGTTGCTGAACATCTGTGAGATGTTCCACTTGGGTATCGGCAGC
ATCCGGGACATCATCCGCAACAGGAGGAACAAGGGCAAGCGCCCGTCCTACAGCTACCCC
TACCCCAGGAACATTCCTTCATCGCCCCCTGGGTATAACCTGGTGGTCAAGTCGGATAAA
CCCATCAAGATCCCCAACAGTCTGATCACACACGAGCAGAATTTGGCTAACGTGGCACAA
GAGCAGCAGTGCACCAGCCCCGATGAAAATATTCCCTCTGATCTGGCTAGCCTGCACAGG
CACCTCAGGGTTGCCCAAGAGCAGTTGGACATGGCCTTTCAGACCTACAACAGCAAAAAA
GATGCACAGCCTTCAAGAACCAGCAGCCCGGCCTCTGGCGGGACTGTGGTGGAGCAGAAC
CGAGTCAATACAGCCCATGAGAAACAAGGGGAACGGCCAAAATCCAGCACAGAGAAAGCA
GGGTCTATCATTAAAGATGGAAAGACGTCTGTGTGGATTTAA

>Ar-gjc4A-XM_034043916-gjc1like 
ATGAGTTGGAGCTTCTTGACACGGTTGCTGGAGGAGATCCATAACCACTCAACCTTTGTG
GGGAAGATCTGGTTTACCATCCTTATCATCTTCCGCATCGTACTGACGGCTGTCGGAGGG
GAGTCCATCTACTATGATGAACAGAGCAAGTTTGTCTGCAATACGCAGCAGCCTGGTTGC
GAGAACGTCTGCTATGATGCATTTGCCCCCCTTTCCCATGTGCGTTTCTGGATCTTCCAG
ATAATCTTGATCTCTACGCCCTCCATCATGTATCTGGGCTTTGCCATGCATAAAATTGCG
AGGAGTGCTGATGAGGATTATAATCCAAAGAGCAAGAAAAGGATGCCAATGGTCCAGAGA
GGGGCGAACAGGGATTACGAGGAAGCCGAGGATAACGGTGAAGAAGATCCCATGATCTTT
GAGGACATTGAGCCGGAAAAGGAGGAAAAGGTGGAAAAGAAACAGAAGCAACAGCATGAC
GGGAGACGGAGGATTAAGCAGGATGGGCTGATGAAGATGTATGTTCTGCAGCTGCTGACT
CGCTCAGTCTTTGAGGTGGGCTTCCTCTTTGGCCAGTACATCCTATATGGCTTTGAGGTG
GTGCCTTCCTACGTCTGTAGTCGTAGCCCGTGTCCCCACACTGTGGATTGCTTTGTCTCG
AGACCCACAGAAAAGACCATCTTCCTTCTCATCATGTATGTGGTGAGTGCTCTTTGTCTT
GTTATGGATATCCTTGAAATGTTTCACCTGGGCATTGGTGGCATTCGGGATTTCCTCGGC
AAGAAACCAAAGAACCCAGCGATTAACATGGATACAAAGTCTCCAATTTCTAGGTGCCGG
CCTTCGGCTCCACCAGGTTATCACACGGCCCTCAAGAAGGACACCAAGGGCAAGATGTCA
AATGGTATCAAGCAAGGATACAGGGATAACCTGGCCGACTCTGGCAGGGACTCCTTCGGG
GATGAGCCTTCCTCCAGGGAGTTGGAGAATCTGCGACGGCACCTGAAGATGGCCCAAGAG
CACCTAGACCTGGCTTTCCAGATGGACACCAACAGCCCATCACGCAGCAGCAGCCCAGAG
TCCAACGGCACTGCAGTTGAGCAGAACCGACTTAACTTTGCGCAGGAGAAGGAGGGAGGT
GCTTGTGGAAAAGGAGGCGAGTTAAGAACTTCACTGTAG

>Ar-gjc4B-XM_034004211-gjc1like 
ATGAGTTGGAGCTTCTTGACACGGTTGCTGGAAGAGATTCACAACCATTCAACCTTTGTG
GGGAAGATCTGGTTTACCATCCTTATCATCTTCCGCATCGTGCTGACGGCCGTCGGAGGG
GAGTCCATCTACTATGATGAACAAAGCAAGTTTATCTGCAATACGCAGCAGCCTGGTTGC
GAGAATGTCTGCTATGATGCATTTGCCCCCCTCTCCCATGTGCGTTTCTGGATCTTCCAG
GTAATCTTGATCTCTACACCCTCCATCATGTACCTGGGCTTTGCCATGCATAAGATTGCG
AGGAGTGCTGATGAGGACTATAATCCAAGGAGCAAGAAAAGGATGCCAGTGATCCAGAGA
GGGGCGAGCAGGGATTACGAGGAAGCCGAGGATAACGGTGAAGAAGATCCCATGATCTTT
GAGGACATTGAGCCAGAAAAAGAGGAAAAAGTGGAGAAGCAGAAGCAGAAACAGCACGAT
GGGAGACGGAGGATCAAGCAGGATGGGCTGATGAAGGTGTATGTTCTGCAGCTGCTGACT
CGCTCAATCTTTGAGGTGGCCTTCCTCTTTGGCCAGTATATCCTATATGGCTTTGAGGTG
ATGCCTTCCTATGTTTGCAGCCGTAGCCCGTGTCCCCACACTGTGGATTGCTTTGTCTCA
AGACCCACAGAAAAGACCATCTTCCTTCTCATCATGTATGTGGTGAGTGCTCTTTGTCTT
GTCATGGATATTCTTGAAATGTTTCACCTGGGCATTGGTGGCATTCAGGATTTCCTCGGC
AAGAAACCCACGAAGCCAGTGATTAACATGGATATAAAATCTCCAATTTCTAGGCGTCGG
TCTTCGGCTCCACCAGGCTACCACACAGCCCTCAAGAAGGACACCAAGGGCAAGATGTCA
AATGGTATCAAGCAAGGATACAGGGATAACCTAGCTGAGACTGGTAGGGACTCCTTCAGG
GATGAGCCTTCTTCCAGGGAGTTGGAGAGGCTGCGACAGCACCTGAAGATGGCCCAAGAG
CACCTAGACCTGGCTTTCCAGATGGACACCACCAGCCCATCACGCAGCAGCAGCCCAGAG
TCCAATGGCACTGTAGCTGAGCAGAACCGACTGAACTTTGCGCAGGAGAAGGAGGGAGGT
GCTTGCGGAAAAGGAGGTGAGTAG

>Ar-gjd1-Not predicted. Likely intron in intracellular loop, due to in-frame stop codon (red font). 
ATGGGCGAGTGGACGATTCTTGAGAGGCTCCTGGAAGCTGCCGTCCAGCAGCACTCCACG
ATGATTGGCCGGATCCTGCTGACGGTGGTGGTGATTTTCCGGATCCTGATCGTGGCGATC
GTGGGAGAGACGGTGTACGAGGATGAGCAGGCCATGTTCTCCTGCAACACGCTGCAGCCG
GGTTGCAACCAGGCCTGCTACGACAAAGCCTTCCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCCTGGTGTGCACGCCCAGCCTCTGCTTCATCACCTACTCTCCGTGCACC
AGGCCGCCAAGCAGAGGGAGCGCCGCTGCTCCTTCCTGTACCCCCTTCTCGAGAGGGACT
TCGGGGGCAGGGCCGGGGAGAGGAAACTCCGCAGGGTCATCAACGGGATCCTGGTCCAAA
ACCCAGACGGGTGCGGTAAAGAGGAACCGGACTGTCTGGAGGTGAAGGAGATCCCGAACA
GTCCCACTCGGGGCGTCAACAACAGCATTAAGAGCTCCCAGTCCAAGAGCCGTCGGCAGG
AGGGGATCTCCCGCTTCTACGTGATCCAGGTGGTGTTCCGGAACGCGCTGGAGATCGGCT
TCCTGGCCGGGCAGTACTTCCTGTACGGGTTCAGCGTGCCGGGGAGGGTGGCGTGCGACC
GCTACCCCTGTGTGAAGGAGGTGGAGTGCTACGTGTCGCGCCCCACGGAGAAGACGGTGT
TCCTGGTGTTCATGTTCGCTGTGAGCGGGGTCTGCGTGCTGCTCAACCTCGCCGAGCTCA
ACCACCTGGGCTGGAGGAAGGTGAGGACGGCCATGCGGGGAGCGCAGGCGCGCAGAAAGA
GTGCGTGCGAGGGGGGGGTGCGAGGAAGAGGGGGCAAGAAAGATCCGGCCCCCCCGCCCC
CCCCAGCCGCGCACAACCTGGGCAGGACGCAGTCCAGCGAGTCTGCGTACGTGTGA

>Ar-gjd2A-XM_034037009-gjd2 Splice site
ATGGGGGAATGGACCATCCTGGAGAGGCTCTTGGAGGCTGCTGTCCAGCAGCACTCTACT
ATGATAGGAAGGATCCTTTTAACAGTGGTGGTGATCTTCCGGATCCTAATTGTAGCTATA
GTTGGAGAGACAGTCTATGACGATGAACAAACCATGTTTGTTTGCAATACTCTTCAACCG
GGTTGTAACCAAGCATGCTATGATAAGGCATTTCCAATATCCCACATAAGATATTGGGTA
TTTCAGATCATTTTGGTATGTACCCCAAGCCTTTGCTTCATCACATATTCCGTACACCAG
TCTGCAAAACAAAAAGAACGAAGATACTCCACTGTGTTTCTTACCTTGGACAGGGAACAG
GATTCGATGAAAGACAGTAAGAAGATTAAAAACACGATAGTAAACGGAGTACTTCAGAAC
ACAGAGAACTCCACCAAAGAAGCCGAACCCGATTGTTTGGAAGTCAAAGAAATCCCCAAT
TCCGCCATCAGAACTACAAAATCTAAAATGAGGCGCCAAGAAGGTATCTCAAGATTTTAT
ATTATCCAAGTAGTTTTCAGAAACGCTTTGGAGATTGGATTCTTGGTTGGTCAATATTTC
CTATATGGATTCAATGTCCCCTCAGTGTATGAGTGTGACCGATACCCTTGTATAAAAGAT
GTAGAGTGCTATGTCTCCAGACCAACAGAGAAGACCGTGTTTTTGGTTTTCATGTTTGCA
GTCAGTGGACTCTGTGTTGTTCTCAATTTAGCAGAACTGAATCACCTGGGATGGAGAAAG
ATCAAAGTGGCAGTCAGAGGTGTTCAGGCCAGAAGAAAGTCAATTTATGAAATTAGAAAC
AAAGACCTGCCCAGAATGAGTGTGCCTAATTTTGGCAGAACTCAATCAAGCGACTCTGCA
TATGTGTAG

>Ar-gjd2B-XM_034906013-gjd2like 
ATGGGGGAATGGACCATCCTGGAGAGGCTCTTGGAGGCTGCTGTCCAGCAGCACTCTACT
ATGATAGGAAGGATCCTGTTAACAGTTGTGGTGATCTTCCGGATCCTAATTGTAGCTATA
GTTGGAGAGACAGTCTATGACGATGAACAAACCATGTTTGTTTGCAATACTCTTCAACCG
GGTTGTAACCAAGCATGCTATGATAAGGCATTTCCAATATCCCACATAAGATATTGGGTA
TTTCAGATCATTTTGGTATGTACCCCAAGCCTTTGCTTCATCACATATTCCGTACACCAG
TCTGCAAAACAAAAAGAACGAAGATACTCCACTGTGTTTCTTACCTTGGACAGGGAACAG
GATTCGATGAAAGACAGTAAGAAGATTAAAAACACGATAGTAAACGGAGTACTTCAGAAC
ACAGAGAACTCCACCAAAGAAGCTGAACCCGATTGTTTGGAAGTCAAAGAAATGCCCAAT
TCTGCCATCAGAACTACAAAATCTAAAATGAGGCGCCAAGAAGGTATCTCAAGATTTTAT
ATTATCCAAGTAGTTTTCAGAAACGCTTTGGAGATTGGATTCTTGGTTGGTCAATATTTC
CTATATGGATTCAATGTCCCTTCAGTGTATGAGTGTGACCGATACCCTTGTATAAAAGAT
GTAGAGTGCTATGTCTCCAGACCAACAGAGAAGACTGTGTTTTTGGTTTTCATGTTTGCA
GTCAGTGGACTCTGTGTTGTTCTCAATTTAGCAGAACTGAATCACCTGGGATGGAGAAAG
ATCAAAGTGGCAGTCAGAGGTGTTCAGGCCAGAAGAAAGTCAATTTATGAAATTAGAAAC
AAAGACCTGCCCAGAATGAGTGTACCTAATTTTGGCAGAACTCAATCAAGCGACTCTGCA
TATGTGTAG

>Ar-gjd3A-XM_034906705-gjd3like 
ATGGGGGAATGGAGCGCCCTGGGAGAGCTGTTCAACGCCCTGCAGGCCCACTCGCCTATG
CTGGGCCGGTTCTGGCTGCTGCTGATGCTGATCTTCCGGATCCTGATCCTGGGCACGGTG
GCGAGCGACCTGTTCGAGGACGAGCAGCAGGAGTTCGTCTGCAACACGCTGCAGCCGGGC
TGCAAGCAGGTGTGCTACGACGCAGCCTTCCCCATCTCGCACTACCGCTTCTGGGTCTTC
CACATCGTGCTCATCTCCACCCCCGCCCTCGTGTTCATCGTGTACGCCATGCACCACGGT
AACAAGCTGGAGGGCGCTGGGGAAGAGGAGGGAGGAGGAGAGAAGGGCGGGGAGCCGTCC
GGCAGGGCCCCGGACTCCCAGGCACGCTGGCTGGGGCGCCTCTACATGATCAACGTGGCT
TTCCGTCTGGTGGCGGAGGTGGCGTTCCTGGCCGGCCAGTGGTGGCTGTACGACTTCAAG
GTGGAGCCCCTGTTCATCTGCACCAGGTTCCCCTGCCCCCACACTGTGGACTGCTTCCCC
TCGCGCCCCATGGAGAAGACCATCTTCCTCTGCTTCTACTTTGGGGTGGGGGTGGTGTCT
GCGCTGACCAGCGTGCTGGAGCTGGGGCGCATCCTGTTCAAGAGGGGGTGCTGTGGCGGA
GGGAGGGGAGGGAGGGGAGCGAGAGCGGGCTACGCCACACAGAACCACCTAAATACTGAG
CAGGAAGCTCCAGAACCAGAACCAGCCCCTCTCCCCCAAGGGCACCCCAGACAGGACCCC
ATCGCAGCAGGTGTAGGTGCAGCAGCCCCACTTTGCTGGGGTGCAGGCTCTGTACGGAAC
CGACCCGCTCTCCTCCGAAAAGGGGGTCCCGTTGAAGCAGGAGCGGCAGCAGAAGCAGGT
TTCTGA

>Ar-gjd3B-XM_034909316-gjd3like 
ATGGGGGAATGGAACGTCCTGGGCGAGCTGTTCAGCGCCCTGCAGGCCCACTCTCCAATG
CTGGGCCGGTTCTGGCTGCTGCTGATGCTGATCTTCCGGATCCTGATCCTGGGCACGGTG
GCGAGCGACCTGTTCGAGGACGAGCAGCAGGAGTTTGTCTGCAACACGCTGCAGCCGGGC
TGCAAGCAAGCGTGCTACGACGCCGCCTTCCCCATCTCACACTACCGCTTCTGGGTCTTC
CACATCGTGCTCATCTCCACCCCCGCCCTCGTCTTCCTGGTGTACGCCGTGCACCACGGC
AACAAGCGGGAGGGTGCCGGGGAGGAGGAGGGAGGAGAGAAGGGCGGGAGGCCAGCCGGC
AGGGCCCCGGGCTCCCAGGCTCGCTCGCTGTGGCTTCTCTACCTGATCAACGTGGCTTTC
CGTCTGGTGGCGGAGGTGGCGTTCCTGGCTGGCCAGTGGTGGCTGTACGACTTTAAGGTG
GAGCCCCAGTTCAGCTGCACCAGGTTCCCCTGCCCCCACACTGTGGACTGCTTCCCCTCG
CGCCCCATGGAGAAGACCATCTTCCTCTGCTTCTACTTCGGGGTGGGGGTGGTGTCCGCG
CTGACCAGCGTGCTGGAGCTGGGGCGCATCCTGTTCAAGAGGGGGTGCTGGTGTCGCCGG
GGCAGGGGAGCAGCAGTAGGAGGGGGCTACGCCAGACAGAGCCACTTGACTGTGGAGCAG
GAAGGAAGGGCCGGAAGGCACCAGAACCTGCCCCTCTTCCTCCAGGTCATCCCAGACAAG
ACTCCGTCAGAGCAGCAGCAGCGCCCCTTTGTTGGGGTGCAGGGTCTGTATGGAGCCGAT
CCACTCACCTCTGAACAGGGGGTCCAGTTGAAGCAGGCCAGCCTGGGGAGCAGGTTTCTA
AAAGAGAAGCTGACCAAAGCGGGTCTGGTTGTGTGA

>Ar-gjd4A-XM_033999548-gjd4like 
ATGGGTCGCTGGAACAGTCCGGATTTAATCTTCCTATCTCTCAATTACAATGTCACAGTA
GTAGGAAAAATCTGGTTAACCCTGATGATCATGCTCAGGATCCTCATTCTGCTTTTTGCT
GGCTATCCCCTCTACCACGACGAACAAGAACGATTTATCTGCAATACCATACAGCCTGGG
TGTGCCAATGTGTGCTACGACATGTTTGCTCCTGTATCCCACTTCAGGTTTTGGCTTGTT
CAGATGGTCATCCTCTGCTTGCCACATGTTATTTTTATTGTCTACGTGACTCACAAAGTA
TCCACACGCCTCTCCTTGGAAAACAATTCATCGAGCAAACTTAATACCCTATCCCTTCAT
AAAATCCACCAAGAAACTTTCAGGAAGGCTTCGCTGACTAAAACCACACTGGAAGCAGAA
AGAGGAAAAATACCCAGTTTCTCAGGAGCTTACGTTTTTCAGCTGCTGCTGCGGATCCTT
TTTGAAGCTGGGTTTGGTGCTGGGCAATATTATCTCTTTGGGTTTTTCATCCCAAAGAGA
TACTTGTGCTACGAGTCTCCTTGCACCAGCATGGTGGATTGCTACATCTCCAGACCCACA
GAGAAAACCGTGCTGATCAATTTCATGTTCGGGGTCAGCGCCATCTCCTTCCTGCTGAAT
ATCGCAGATCTCATCTGCGTGATCAAGAGGTCTATGAGGCAGAGCCGGAAAAATAAACTG
CTGATGGAAAGGATGTATGAGGAAGAGCAGTACTACCTCACACCACCGAGCAGGAATGTA
GATTCGCAGCTGGAAATGACAGAGGGCTACGCAGCTCTCGATGCTCTGAACAAAAGGAGG
GGGAGCGACTTGAGTGCAGACAGTGCAGCCTCCATCCAGCTGGATGAGGGGGTGGAGAAC
TTGCCTGCGCATTCTGAGGCTTTGTCATCCCATGTGGCCAATGCAAACCACAACAATGCC
TACACACAGGCACGTGAGGAACCCTTAGAACAGGAAGGAAGCGAGACTGCACTTTGCCTG
ACTGAGTCCAAGGTGGCACATGGAATCCCAGGGAGGTACTGCAGACGTGGCCATCTCAAA
GGACAGCCCTCCAGGTTAGGGGAGAAGGCCCAGGCAGGGGAGGCAGATTCCACATCCACC
GTCCATACCAGGAGGATAGGCCGGTACACGCTGGTGGAAATGAGCTCCTCGGCAGGACAG
TCAAGCTGCAGTGAAATGCGGGAGAAGAGATCAGAATGGGTGTGA

>Ar-gjd4B-XM_033992900-gjd4like 
ATGGGTCGCTGGAACACTCTAGATTTACTCTTCATCTCTCTCAACTACAATGTCACATTA
GTAGGAAAAATCTGGTTAACCCTGATGATCATGCTCAGGATCCTCATTCTGCTTTTTGCT
GGCTATCCCCTCTACCATGACGAACAAGAACGATTTATCTGCAATACCATACAGCCTGGG
TGTGCCAATGTGTGCTACGACGTGTTTGCTCCTGTATCCCACTGCAGGTTTTGGCTTGTT
CAGATGGTCATCCTCTGCCTGCCACATGTTATTTTTATTGTCTACGTGATTCACAAAGTA
TCCACACGCCTCTCCTTGGAGAACAACTCATCGAACAAACTTAAAACCTTATCCCTTCGT
AAAATCCACCAAGAAACCTTCAGGAAGGCTTCGCTGATTAAAACTGCATTGGAAGCAGAG
AGAGGAAAAATACCCAGTTTCTCAGGAGCTTATGTTTTTCAGCTGCTGCTGCGGATCCTT
TTTGAAGCTGGGTTTGGTGCTGGGCAATATTATCTCTTTGGGTATTTCATTCCAAAGAGA
TACTTGTGCTACGAGTCTCCTTGCACCAGCATTGTGGATTGCTACATCTCCAGACCCACA
GAGAAAACCGTGCTGATCAATTTCATGTTCGGGGTCAGCGCCATCTCCTTCCTGCTGAAT
ATCACAGATCTGATCTGCGTGATCAAGAGGTCTATGAGGCAGAGCCGGAAAAATAAACTG
CTGATGGAAAGGATGTATGAGGAAGAGCAGTACTACCTCACACCGCCAAGCAGGAATGTA
GACTCGCAGCTGGAAATGACAGAGGGCTACGCAGCTCTCGATGCTCTGAACAAAAGGAGG
GGGAGCGACTTGAGTGCAGACAGTGCCGCCTCCATCCATCTGGATGAGGGGGTGGAGAAC
TTGCCTGCACATTCAGAGGCTTTGTCATCCCATGTGGCCTATGCAAACCACAACAATGCC
TACACACAGGCACGGGAGGAACCCTTAGAACAGGAAGGAAGCGAGACTTCACTTTGCCTG
ACTGAGTCCAAGGTGGCACCTGGAAAGCCAGGGAGGTACTGCAGACGTGCCCGTCTCAGA
GCACAGCCCTCCAGGTTAGGGGAGAAGGCCCATGCAGGGGAGGCAGATTCCACATCCACC
GTCCATACCAGGAGGATAGGCCGGTACACGCTGGTGGAAATGAGCTCCTCGGCTGGACAG
TCAAGCTGCAGTGAAATGCGGGACAAGAGATCAGAATGGGTGTGA

>Ar-gjd5A-XM_034050044-gjc1like 
ATGGGGGATTGGTCCATTCTTGGCCGCTTTCTAACGGAGGTGCAGAACCACTCCACGGTG
ATCGGGAAGATCTGGCTCACCATGCTCCTCATCTTCCGCATCCTGCTGGTCACTCTGGTG
GGGGACGCGGTGTACAGCGACGAGCAGTCCAAGTTCACCTGCAACACCCTGCAGCCCGGC
TGCAACAACGTCTGCTACGACACCTTCGCCCCCGTGTCGCACCTGCGCTTCTGGGTCTTC
CAGATCGTCCTGGTGTCCACGCCATCCATCTTCTACATCGTCTACGTCCTCCACAAGATC
GCCAAGGATGAGAAGCTGGAGCTCCAGGAGGCTCGGAAACAGCTGCTCCACAGAGACCTT
CCTCCCCTGGTGGAGCAGCATGAAGAGGATGTGAGCTTCAGCGAGCGCGCAGACTACCAG
GGCGAGTGGGTCACGCAGGGTGGCGAGCCGGTGGAGCAGACCCTCTTGGACGAGGAGATC
AGAGAGGTGAGCAAAGATCCCACTAAACTCTCAAGGAAGGTGCTGCTGATCTACATCGTC
CACGTCATGCTGAGGTCCTTGATGGAGATAGGCTTCTTGGTGGGCCAGTATTACCTGTTC
GGGTTCAAGGTGCCCCACCTGTTCCGCTGCGCGACCTACCCTTGCCCCAACACAACTGAC
TGCTTCGTGTCCAGGGCCACCGAGAAAACCATCTTCCTGAACTTCATGTTCGGGGTGAGT
CTGGGCTGCTTTCTCCTGAACCTCGTGGAGCTGCACTACCTGGGCTGGCTCTATATCTTC
CGGGTGCTGTGTGCAGCCTGCTGTGAACCCGAGAAGAGGGAGCACACCAGCCAACACTCC
GAGCACAACCCCCTGCTCCTTCAACTCAAAGAGTCCCTCCAAGAACAACTGGTCCTCAGG
ACCGCCCCGGGGTTGTCCCAGGAGAAGCCCGGGTACCTCCCCTCCCACCCCGCCACCATC
TCCTTTGAGACGGACTCCACCATCGAACACACGTCCAAAAAAAGCCCAGACGAAAAGGAA
CGTGCAAAATCAAAGCTAGCCAAGCTGGGAAAAAGCAAGAAGTCATGGCTTTAA

>Ar-gjd5B-XM_034902567-gjd2like 
ATGGGGGATTGGTCCATTCTTGGCCGCTTTCTAACGGAGGTGCAGAACCACTCCACGGTG
ATCGGGAAGATCTGGCTCACCATGCTCCTCATCTTCCGCATCCTGCTGGTCACTCTGGTG
GGGGACGCGGTGTACAGCGACGAGCAGTCCAAGTTCACCTGCAACACCCTGCAGCCCGGC
TGCAACAACGTCTGCTACGACACCTTCGCCCCCGTGTCGCACCTGCGCTTCTGGGTCTTC
CAGATAGTCCTGGTGTCCACGCCATCCATCTTCTACATCGTCTACATCCTCCACAAGATT
GCCAAGGACGAGAAGCTGGAGCTCCAGGAGGCTCGGAAACAGCTGCTCCACAAAGACCTT
CCTCCCCTGGTGGAGCAGCATGAAGAGGACGTGAGCTTCAGCGAGCGTGCGGACTACCAG
AGCGAGTGGGTCACGCAGGGCGGCGAGCCGGTGGAGCAGACCCTCTTGGACGAGGAGATC
AGAGAGGTGAGCAAAGATCCCACTAAACTCTCAAGGAAGGTGCTGCTGATCTACATCGTC
CACGTCATGCTGAGGTCCTTGATGGAGATCGGCTTCTTGGTGGGCCAGTATTACCTGTTC
GGGTTCAAGGTGCCCCACCTGTTCCGCTGCGCGACCTACCCCTGCCCCAACACAACTGAC
TGCTTCGTGTCCAGGGCCACCGAGAAAACCATCTTCCTGAACTTCATGTTCGGGGTGAGT
CTGGGCTGCTTTCTCCTGAACCTCGTGGAGCTGCACTACCTGGGCTGGCTCTATATCTTC
CGGGTGCTGTGTGCAGCCTGCTGTGAACCCGAGAAGAGGGAGCACACCAGCCAACACTCC
GAGCACAACCCCCTGCTCCTTCAACTCAAAGAGTCCCTCCAAGAACAACTGGTCCTCAGG
ACCGCCCCGGGGTTGTCCCAGGAGAAGCCCGGGTACCTCCCCTCCCACCCCGCCACCATC
TCCTTTGAGACGGACTCCACCATCGAACACACGTCCAAAAAAAGCCCAGACGAAAAGGAA
CGTGCAAAATCAAAGCTAGCCAAGCTGGGAAAAAGCAAGAAGTCATGGCTTTAA

[bookmark: _Hlk59452016]>Ar-gjd6A-XM_034049542-gjd2like 
ATGGCGGAGTGGACGCTGCTGAAACGGCTGCTTGATGCAGTTCATCAGCACTCAACTATG
ATCGGGAGGCTATGGCTTACTGTCATGGTTGTTTTTCGTCTACTGATTGTGGCTGTGGCT
ACAGAAGATGTTTACACAGATGAGCAAGAGATGTTTGTTTGCAACACCATACAGCCAGGA
TGCTCCAATCTCTGCTATGATTCTTTCGCCCCTATTTCGCAGCCTCGTTTTTGGGTGTTC
CAGATTATAATGGTATCCACGCCTTCCCTGTGCTTTATAATTTACACTTGGCATAACCTG
TCAAAACAGCCCGGAGGAGGAAATCATTTTTCCTGCGAATCTGAGAGACATCCAGGACAC
AGCTCTGCAGAAGTCATTGAAAGGACTGATTTCCATGTAAATAAAAAAAGTAATAGCATT
AAAAGAGCACGATCAAAAGGTTTCAGAGAAGGCAGTAAAAAGACTGGGAGCCTTTTAAAA
TATTATGTCTTTCATGTGTGCTTCCGTGCAGCATTGGAAATGGGCTTTGTTTTTGCTCAA
TGGGTTCTTTTCGGTTTCCAGGTTCCTTCCCATTTCGCATGCACAGCATTTCCGTGCACC
CAGACAGTTGACTGCTATGTTTCTCGGCCCACCGAGAAGACCATTTTCCTGATTTTCATG
TTTTCTGTCGGGGTCTCCTGCATCTGCCTAAACCTTATGGAGCTGAATCACTTGGGGTGG
AAGAAGATCAAGGAATCTTTACTCAAACAGGAGGTGTCACAGGCTGGCTATCAGGAAATA
GAAAGCCAAGATGAAAATTCTGTCATTTCTCTCACATTCAGGGAGGTCACAAGCACCACC
TCACTTCCAACCTTAGAACTCATGGAAGAAAACAACCAGCCATGGACCTGCGTTGGACAC
GGCTCTCCTGTAAGCCAGGGAACAGTGAGTGTGTCGTTGCCTTACTCAGAAATACAGACG
CAAGACAATCTTAGAGCTCTGTCCTTAAAGACCAAGACAGGGAAAAACAGAAGCTCGAAA
CAGAAGAACTTAGAAGTCTGGATATGA

>Ar-gjd6B-XM_034047219-gjd2 
ATGGCGGAGTGGACATTGCTGAAACGTCTGCTTGATGCAGTTCATCAGCACTCAACTATG
ATCGGGAGGCTATGGCTTACTGTCATGGTTGTTTTTCGTCTGCTGATTGTGGCTGTGGCT
ACAGAAGATGTTTACACAGATGAGCAAGAGATGTTTGTTTGCAACACCATGCAGCCAGGA
TGCTCCAATCTCTGCTATGATTCTTTCGCCCCTATTTCGCAGCCTCGTTTTTGGGTGTTC
CAGATTATAATGGTATCCACGCCTTCCCTGTGCTTTATAATTTACACTTGGCATAACCTG
TCAAAACAGCCCGGAGGAGGAAATAATTGTTCCTGCGAATCTGACAGACATCCAGGACAC
AGCTCTGCAGAAGTCATTGAAAGGACTGATTTCCGTGTAAATAAAAAAAGTAATAGCATT
AAAAGAGCACGATCAAAAGGTTTCAGAGAAGGCAGTAAAAAGACTGGGAGCCTTTTAAAA
TATTATGTCTTTCATGTGTGCTTCCGTGCAGCATTGGAAATGGGCTTTGTTTTTGCTCAG
TGGGTTCTTTTCGGTTTCCAGGTTCCTTCCCATTTCGCATGCACAGCATTTCCGTGCACC
CAGACAGTTGACTGCTATGTTTCTCGGCCCACCGAGAAGACCATTTTCCTGATTTTCATG
TTTTCTGTCGGGGTCTTCTGCATCTGCCTAAACCTTATGGAGCTGAATCACTTGGGGTGG
AAGAAGATCAAGGAATCTTTACTCAAACAGGAGGTGTCACAGGCTGGCTATCAGGAAATA
GAAAGCCAAGATGAAAATTCTGTCATTTCTCTCACATTCAGGGAGGTCACAAGCACCACC
TCACTTCCAACCTTAGAACTCGTGGAAGAAAACAACCAGCCATGGACCTGCGTTGGACAC
GGCTCTCCTGTAAGCCAGGGAACAGTGAGTGTGTCGTTGCCTTACTCAGAAATACAGACG
CAAGACAATCTTAGAGCTCTGTCCTTAAAGACCAAGACAGGGAAAAACAGAAGCTCGAAA
CAGAAGAACTTAGAAGTCTGGATATGA

>Ar-gje1A-XM_034003916-gje1like VTUV01000005.1:49198091-4918128+49199541-49199723+49200145-49200540 We believe that exon1 is wrongly predicted in this entry. A more likely exon 1 is included here, although there are two potential errors in the sequence: Third position of initiation codon is A in assembly, and we have here exchanged it with a G, and in position 21, we have inserted a N to maintain reading frame, as this fits nicely with the gje1B ortholog. This could be a potential pseudogene.
ATGTCTTTAAACTACATCAANAATTGTTATGAAGGATGTCTCAGGCCTCCAACAGTGATC
GGACAGTTCCACACCCTCTTCTTTGGCTCTGTGCGCATGTTCTTTCTTGGGGTTTTGGGC
TTTGCAGTTTATGGCAATGAAGCTTTGTATTTCAGCTGTGATCCAGATAAGAGAGAGTTA
AACCTCTTCTGTTATAACCAATTCAGACCAATGACACCTCAGGTATTCTGGGCATTACAG
CTGGTGACTGTTTTGGTTCCTGGAGCTGTTTTTCATCTTTATGCTGCTTGTAAAAATATA
GACCAGGAAGAAATCCTCCAAAGACCCAGCTACACTGTGTTTTATATAATCTCTGTCCTG
TTAAGAATTATTTTTGAAGTTATAGCATTTTGGCTTCAGAGTTATCTTTTCGGTTTTCAG
GTTCACTCACTTTACATGTGCGATGCTAGTGCCCTTGAGAAAACATTTAATGTTACCAAG
TGTATGGTACCAGAACATTTTGAGAAGACCATCTTCCTGAGTGCAATGTACACCTTTACT
GTTATCACAGTAGTGTTGTGTGTTGCGGAGATTTTTGAGCTACTCTGTAGAAGATCGGGC
TATTTGACCAGTCAATGA

>Ar-gje1B-XM_034017350-gje1 Splicing sites.
ATGTCTTTAAACTACATCAAGAATTTTTATGAAGGATGTCTCAGGCCTCCAACAGTGATT
GGACAGTTCCACACCCTCTTCTTTGGCTCTGTGCGCATGTTCTTTCTTGGGGTTTTGGGC
TTTGCGGTTTATGGCAATGAAGCTTTGCACTTTAGCTGTGATCCAGACAAGAGAGAGCTA
AACATCTTCTGTTATAACCAATTCAGACCAATAACACCTCAGGTATTCTGGGCATTACAG
CTGGTGACTGTTTTGGTTCCTGGAGCTGTTTTTCATCTTTATGCTGCTTGTAAAAATATA
GACCAGGAAGAAATCCTCCAAAAACCCATCTACACTGTGTTTTATATAATCTCTGTCCTG
TTAAGAATTATTCTTGAGGTTCTAGCATTTTGGCTTCAGAGTCATCTTTTCGGTTTTCGG
GTTCACCCACTTTACATGTGCGATGCTAATGCCCTTGAGAAAACGTTTAATGTTACCAAG
TGTATGGTACCAGAACATTTTGAGAAGACCATCTTCCTCAGTGCAATGTACACCTTTACT
GTTATCACAGTGGTGTTGTGTGTTGCAGAGATTTTTGAGATACTCTGTAGAAGATTGGGC
TATTTGACCAGTCAATGA



[bookmark: _Toc62483450]Supplementary Figure S29. Spotted gar (Lepisosteus oculatus) connexins.
These sequences are as defined in SO Mikalsen, M Tausen, S í Kongsstovu (2020) BMC Genomics 23(1):223. doi: 10.1186/s12864-020-6620-2. The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Lo-gja1-XM_015359917
ATGGGTGACTGGAGTGCTTTAGCACGACTTCTTGACAAAGTCCAGGCTTATTCCACTGCT
GGAGGAAAGGTGTGGCTCTCCGTACTCTTCATCTTTAGAATACTTGTCTTGGGCACAGCC
GTCGAGTCTGCCTGGGGTGATGAACAGTCTGCTTTTAAATGCAACACCCAGCAACCCGGT
TGTGAGAACGTCTGCTATGACAAATCCTTCCCCATTTCCCATGTGCGTTTCTGGGTCTTG
CAGATCATATTTGTCTCGACCCCGACACTGCTGTATCTCGCTCATGTTTTTTACCTGATG
CGGAAAGAGGAGAAATTAAATAAGAGAGAAGAGGAACTGAAAGCTGTCCAGAATGTGGGC
AGTGACGTGGATGCACCCCTAAAACAGATTGAGATGAAGAAGTTCAAGTATGGGCTGGAA
GAGCATGGGAAGGTGAAAATGAAAGGAGCCCTGCTGCGTACCTATATCGTCAGCATCTTT
TTTAAGTCAATATTTGAGGTGGGGTTCTTGATAATACAGTGGTACATGTATGGATTCAGC
CTGTCTGCTGTATATACTTGCAAGAGAGAGCCGTGTCCACATCAAGTGGACTGCTTCCTT
TCTCGTCCTACAGAGAAAACAATCTTCATTATCTTCATGCTGGTGGTCTCTCTGGTGTCC
CTTTTCCTGAACGTGATTGAATTGTTTTACGTTTTCTTCAAGAGCATCAAGGATCGCATG
AAGGCCAAAAGAGATCCTTTGATGCCTTGCGGGCCGATGAGTCCGACTCCCAAGGACTGT
GTGTCCCCGAAGTATACCTACTACAACGGCTGCTCCTCTCCCACGGCCCCCATGTCGCCC
CCAGGGTACAAGCTGGCCACGGGCGACCGGACCAACTCTTGCCGCAATTACAACAAGCAA
GCCAACGAGCAGAACTGGGCCAACTACAGCACCGAGCAGAACCGCCTGGGCCAGAACGGC
AGCACCATCTCCAACTCTCACGCGCAGGCTTTCGACTTCCCCGACGATACGCACGAGCAC
AAGAAACTTTCGCCAGATCACGAGTTACAGCCTCTGTCCCTCATGGACCCGAGGCCTTCG
AGCAGAGCCAGCAGCCGCGTCAGCAGCAGGCCTCGACCGGGCGACCTTGACGTGTAG

>Lo-gja2-XM_015351289-gja3like
ATGGGAGACTGGAGCTTGCTGGGAAAACTGCTGGAAAGTGCCCAGGAGCACTCGACAGTG
GTGGGAAAGGTGTGGCTGACGGTCCTCTTCATCTTCCGGATCCTGGTTCTGGGAGCCGCC
GCGGAGAAAGTCTGGGGAGATGAGCAGTCGGGCTTCACCTGTGACACCAAGCAGCCTGGT
TGCCAAAGCGTCTGCTATGACAAGACCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCCACCCCCACTCTCATTTACCTGGGCCACATTCTGCACCTGGTG
CGCATGGAGGAGAAGCAAAAGCAGAAGGAGAAAGAGAGGATAACCCAAGCAGCCAATCAA
GGAGACAAGCAGCCCCTTCTGGGTGAAACAAAAGCCAAGAAGCCTTCAGTGCGAGACGCA
CAGGGCCGGATCCAGATGCAAGGTGTTATTTTACGGACCTACGTCTTTAATATCATATTC
AAAACCCTTTTTGAGGTGGGCTTCATAGTGGCTCAGTACTTCCTCTATGGCTTTGAACTC
AAACCTCTTTACACTTGTGACCGACTTCCGTGCCCCAACATTGTCAACTGCTACATCTCC
AGGCCAACAGAAAAGACTATCTTTATTGTATTCATGTTGGCAGTGGCATGCATCTCCTTG
TTACTGAACCTGGTTGAGATGTACCACTTGGGTTTCACAAAGTGCCGACAAGGGGTGTCT
TCCAAGTCTGAGATTGCATCTGAAATGGGCTCTAAAGACCCCAATGACACAGTGGTGCCC
TTTGTCCCTAATTACAATTATTTTCCAAAACAGCACTCTCCAACAGGACCTTACCAATCT
GGATCGAGGTACAGCCTTTCTCCTTTACCTGAGCCTGACACTGCTTATCACCCATACAAT
AGCAAAGCGGCCTATAAGCAAAACAGAGACAACTTAGCTGTAGAGAGGAACAGCAAGCCT
GATGAAAGTGATTTGAAAGTGAAGAAAGGGACGCCTGTAGAAAAACAGCGCAGACCTAGC
AGATCCAGCAAGCACAGCAACAACAAGACCAGACTGGATGATCTCAAAATTTAA   

>Lo-gja3-XM_006643549-gja3like
ATGGGTGACTGGAGCTTTTTGGGGAGACTGTTGGAAAATGCACAAGAACACTCCACCGTG
ATAGGCAAGGTCTGGCTGACAGTGCTCTTTATCTTCAGGATCTTGGTGCTGGGGGCGGCT
GCGGAAGAGGTCTGGGGCGACGAACAGTCCGATTTCACTTGCAACACGCAGCAACCTGGC
TGTGAGAACGTGTGCTATGACAAAGCCTTCCCCATCTCTCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCCACCCCCACTCTCATCTACCTGGGCCACGTCCTGCACATCGTG
CGCATGGAGGAGAAACGCAAGGAGAAGGAGGAGGAGCTGCAGAAAGCCAGCAAGCTGCAG
GAGGAGCTGATCTTCAAGAACGGGAAAAAGGACAAGCCGCCCATCCGCGACGAGCACGGC
AAGATCCGAATACGAGGGGCCCTCCTGCGCACCTACGTCTTCAACATCATTTTCAAGACC
TTGTTTGAAGTGGGATTTATCGTGGGCCAGTACTTTCTCTACGGCTTTCAGCTGAAGCCC
CTGTACAAGTGTGACCGCTGGCCCTGCCCCAACAGCGTGGACTGCTTCATCTCCAGGCCC
ACGGAAAAGACCATCTTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCTCTCTTGCTG
AACCTGCTGGAGATTTACCACCTCGGATGTGTGATCTTCATTATTTTAAAACGAGTCATCAG

>Lo-gja4-XM_006631330 Grey font: Exon 1; quite deviant sequence, and is not included in phylogentic analyses.
CAGACAGACTGGGGGACACGTTTATTTTCTGTCTATAAACTAGTTGAAGTTAGAACCTTT
TCAATATCAATGGGCGTAATAAGTATAACTATGTTTGTTTCTCAGCGAAAGATCTACATT
TTTAAGGCGGCCGAGTCCGCCTGGGACGACGAGCAGTCCGACTTCGTCTGCAACACCAAG
CAGCCCGGCTGCGAGTCCGTCTGCTACGACAAGTCCTTCCCCATCTCGCACTTCCGCTAC
TTCGTGCTGCAGATCATCTTCGTCTCCGCGCCCACCATCTTCTACTTCGGCTACGTGGCG
CTGCGGTCCAGGCGGGACAAGAAGAGGGGCCGGCAGGAGGGGCCGGGGGAAGAGGGCGGC
GGAGCAGAGCGGGTCGAGGAAGAGAAGACTGGGGGGAAGGAGAGGCTGGTGCAGGAGTCC
CCCTCCCTGAGAGGTGCCTTACTCTGGGCGTACGCCATCAGCACCTTGGTCAAATTGGTC
ACGGAGGTGGGGTTCTCCTTAGGGCTGTGGTACCTGTACGGCTTCACCATCAGTGCCCGC
TACGTGTGTGAGCGCTCTCCGTGCCCGCACAAAGTGGACTGCTTTGTCTCCCGTCCCACC
GAGAAGACGATTTTCACCATCTACATGCAGGTGGTCTCCGCCGTGTCCGTGCTGCTGAAC
GTGCTGGAGCTGCTGCACCTCCTGCGCAAGGGGATCGTGCTCAGGCTGGAGGACATGTAC
CGGTTCAAGGACGAGCGGCTGGTGGAGATAGCCATGACGCCAAGGCTGGGGTCCCCGCAG
GGCTCTTCCCCGCTCCACCCAGAGAAGGGCTACATGTACCTGCCCTTGGACAACGAGGTT
CCCAGCAGCACGCGTCTCCCACAGCCCTGTCAGAGCAACAACGTGCTGGGCATTGGGTCT
GCGGACTGG

>Lo-gja5-XM_015363939
ATGGGCGATTGGAGTCTTCTGGGAAATATCCTTGAAGAAGTACAAGAACACTCGACATCA
GTGGGAAAGGTTTGGCTCACTGTTCTCTTCATCTTCCGAATCCTGGTGCTGGGCACGGCA
GCTGAGTCCTCGTGGGGAGATGAGCAATCCGACTTCGAGTGCGACACTCTGCAGCCTGGT
TGCACCAATGTGTGTTATGACAAAGCTTTCCCCATCTCGCACATCCGCTACTGGGTGCTG
CAGATTGTATTTGTTTCAACCCCCTCCCTCATCTACATGGGACACGCTTTGCACACCGTC
CGGATGGAGGAGAAGAAGAGACAGAGGGAGCAGGAGGACCAGGCCCCGAGCGGACAGAAG
GACTACCTAGAAGAAAAGCTGGAGGTGTCCACCAGGGAGGAAGCGATGGGGAAGATCAAG
CTGAAAGGGGCGTTGCTGAAGACGTACGTCTTCAGCATCCTCATCAGAACTGTCCTGGAA
GTGTCCTTCATTGTGGGACAGTATCTCATATATGGTGTCCTCCTCAAGGCTCTCTACACC
TGCGAAAACTGGCCTTGTCCCAACAAGGTCAACTGCTACATGTCGAGGCCGACGGAGAAG
AACGTGTTTATTGTATTCATGCTGGCGGTGGCCGCGCTCTCGCTCTTACTCAGCTTGATA
GAGCTCTACCACCTGGGCTGGAAGAAACTCAAGGCGATCATGAGAGCTTATGCAGCCTCC
CACGCTCCTGTGCTGGACTCCAAGGAGCCCGAAAATCCAGCAGGGCCGTCCAGGGCTTGC
ACGCCCCCTCCAGATTTCAATCAGTGTGTCACGGCCCCCGAGACGGGGTGCAACCCCTTC
AACAACAAGATGGCCAACCAGCAGAACTCCGTCAACCTGGCCACCGAGCGCCACCAGAGC
CGGGACAACCTGGATGGTGAGGACTTCCTCCAGATGAGTTACATGCAGGGAAGTGACTCC
TCCAACACGTCGGCCCCCCCTAACTTGCACAACGGCTTTTGTAAGGATAAGCGCAGGCTG
AGCAAGAACAGTGGATCCAGCAACAAATTGAGAGTTGACGACTTAGCAGTTTAA

>Lo-gja8-XM_015363702
ATGGGTGACTGGAGCTTCTTGGGAAACATTTTAGAAGAAGTAAATGAACATTCCACTGTG
ATAGGAAGGGTATGGCTAACCGTGCTCTTCATTTTTCGGATTTTAATCCTTGGCACGGCA
GCTGAATTCGTGTGGGGAGACGAACAGTCGGATTTCGTTTGCAACACCCAGCAGCCCGGT
TGCGAGAATGTCTGCTACGACGAAGCCTTCCCCCTCTCCCACATCAGACTCTGGGTCCTC
CAGATCATCTTCGTCTCCACGCCCTCGCTGGTGTACGTGGGCCACGCCGTGCACCACGTC
CGGATGGAAGAGAAGAGGAAGGAGAGGGAGGAGGCGGAGATGAACGAGGAGAGGCTGCCT
CTCGCTCCTGACCAAGGCAGCGTGAGGACCACCAAGGAGACCAGCACCAAAGGCAGCAAG
AAGTTCCGCCTGGAGGGCACCCTGCTGAGGACCTACATCTGCCACATCATCTTCAAAACC
ATCTTCGAGGTGGGCTTTGTGGTGGGCCAGTACTTCCTCTACGGCTTCCGCATCCTCCCT
CTGTACCAGTGCAAGCGATGGCCCTGCCCCAACACAGTCGACTGCTTTGTTTCCCGGCCC
ACCGAAAAGACCATCTTCATCCTCTTCATGTTGGCGGTGGCCTCCGTCTCGCTCTTTCTC
AACATTGTGGAGCTCAGTCATCTGGGCCTGAAGAAGATCCGCTTCGCCTTCAGGAAGCCT
CCCCAGCTGCAGGGGGACCTGGGTGCCGAGAAACCCTTGCACTCCGTCACCGTCTCCTCT
ATCCAGAAAGCCAAGGGGTACAAGCTGCTGGAGGAAGAGAAACCAGTCTCCCACTTCTAC
CCCCTCACAGAAGTGGGGGTAGAAGCCAGATGCCTCCCCACGCCTTTTGAAACTTTCGAA
GAGAAGGTCAACGACGTGGGCCCATTGGAAGACATCTCAAAGGTCTACGATGAGACTTTA
CCCTCGTACGGTCAGACTACAGAGCCAGAGGAGGAAGTTCTAGAGGAGGCGCCTGCAGAA
GCCACTGAGACAATAGAAGACACCCGACCCCTGAGCAGACTGAGTAAAGCAAGCAGCAGG
GCCAGGTCAGATGATTTAACAGTATGA

>Lo-gja9-XM_015349290
ATGGGTGACTGGAACTTCCTTGGGGGAATCCTGGAGGAGGTGCACATCCACTCCACCATC
GTGGGCAAGATCTGGCTGACCATCCTGTTCATCTTCCGCATGCTGGTGCTGGGAGTGGCG
GCCGAGGACGTGTGGAACGACGAGCAGTCCGAGTTCATCTGCAACACGGATCAGCCCGGC
TGCCGGAACGTCTGCTACGACAAGGCCTTCCCCATTTCCCTGATCCGCTACTGGGTGCTG
CAGGTCATCTTCGTGTCCTCGCCCTCCCTGGTGTACATGGGTCACGCCCTGTACAGGCTG
CGCGCCCTGGAGAAAGAGAGGCAGAAGAAGAAGGTGCAGCTGCGCAGGGAGCTGGAGGCT
GTGGACCTGGACATGGCGGAGGTGAGGAGGAAGCTGGAGCGGGAACTGCGGCAGCTGGAG
CAGAGGAAGCTCAACAAGGCGCCGCTGCGAGGCTCCCTGCTGCGCACCTACGTGATGCAC
ATCGTGACCAGGTCCGGGGTGGAGGTGGGCTTCATGATGGGGCAGTACGTCCTGTACGGG
TTCCAGCTCAGCCCGCTGTACAAGTGCGAGAGGGACCCGTGCCCCAACGTCGTGGACTGC
TTCGTGTCCCGGCCCACCGAGAAGACGGTCTTCATGATGTTCATGCAGTGCATCGCCGCC
GTCTCCTTGTTCCTCAACATCCTGGAGATCATCCACCTCGGCTACAAGAAGCTGAAGAAA
GGGATTCTGGACTACTACCCTCACCTGAAAGACGAGCTAGACGACTACTACGTTAGCAAG
TCCAAGAAGAACTCTGTGGTCCATCAGGTCTGCGTGGGCACAAACACCGGGCGCAAAGCC
ACCATTCCTACAGCGCCAAGTGGCTACACTCTGCTCATGGAGAAGCAGGGTGAGGTGCCC
GGGTACCCCATTTTGAACCCGTCATCCGCCTTCATTCCCATCCAAGGGGATCCTAACGGA
AACACGAAGAGCTGTCCGGAGAGCCAGAAGGAGTCTAAAGACGCCAATCCCAGCCCAGGG
GAACGAAACAGCAACTCGAATAACACCTGCGGCGAAGCCAAATCGCCCCCTATTGACGGG
TCCACTCCGCCAAAGCAGGACGACCCTGAGGACCATTCGCACCCGTCTCATCCCGAGGGC
CCGGGCGAAGCGGTGTCCTCCATCTACCCCTTGCTCCAGGGTGACCCGGCCTCCTGCCCG
ACTCTGGCGGTCAGCTCCGGTCGCAAGCCTCGCCGCGTCAGCGCGCCCTGGAACTGTTCC
ACGGTGGTGGAAAACACCGGCTCGGACGGCGACGCGGCGCTCGGGGCCAGCCAGCGCCCG
CGGTACAGCTTTGGCGCCACGCGATCACGGGCAGCCTCAAAGTCCGATCTCAAGAGACTC
AGCCGGCCAGACACCCCGGACTCGATCGGGGAGTCGAGCTCGGAGTCTAAGCACAGCCGA
AACTGCGACAGCCCGCAGACCGTCTCTCCCTCCCGGCGAATGTCATTGGCAAGTAACGCC
AGCAGCAGGCGAGCCCCCACCGATCTGCAGATCTGA

>Lo-gja10-XM_015353348
ATGGGGGACTGGAACTTGCTCGGCAGCATCTTGGAAGAAGTCCACATTCACTCTACCATA
GTGGGGAAAATATGGCTGACCATCCTCTTCATATTCCGGATGCTGGTTCTGGGAGTGGCG
GCTGAAGATGTCTGGGACGACGAGCAGAGCGAATTCATTTGCAACACGCAGCAGCCCGGG
TGCAGAAACGTCTGCTATGACAAGGCTTTCCCCATTTCCCTGATACGGTACTGGGTACTG
CAGATCATCTTTGTCTCTTCGCCCTCCCTGGTGTACATGGGTCACGCACTCTACCGGCTG
AGAGCGCTGGAGAAGGAAAGGCAGAAAAAAAAGGCTCAGCTGAGGGCTGAACTGGAGGAG
ATTGAACCTCTTCTGGAGGAGCACAAAAGACTGGAGAGAGAACTGAGAAAGTTGGAAGAG
CAGAAGAAAGTCAACAAAGCACCTCTAAGGGGCTCCTTGTTACGGACGTATGTTATCCAT
ATCCTAACAAGGTCAGTGGTCGAAGTTGGCTTTATGGTGGGCCAATACGTCTTGTACGGA
ATCCAGCTGGATCCGTTGTATCAATGCGAAAGGATGCCATGCCCAAACGCGGTGGATTGT
TTCGTTTCCAGGCCGACCGAAAAAACCGTTTTCATGGTTTTTATGATTAGCATTGCTGCG
GTTTCGCTGTCTCTGAACCTTCTTGAAATTTCCCACCTGGGAGTGAAAAAAATCAAGCAA
AGTCTCTACGGGATCGACGGGAAGCAAGGCGCCGACGAAGACAGCGTTTGCAAATCCAAG
AAAAACTCTATGGTCCAGCAAGTGTGCGTACTCACGAACTCTTCGCCACACAAAGTGATG
CCATTGACGCAGACAACGTACAAAATCCTTCAGGAGGGACAGCTGGAACCCCTGCCCATT
TACATGCCCTCGGCTGGATTTAAAACGTTGAATGGGCCCAGTGACGCCAACAACGAGGTT
TTGAGAAACAACAACAACTGCGGGGGCCGAGACCAGGCGGACGGCCCCGAACCGCAGCCA
AGGCACTTCCGAGAAGCCAGTCACGGAGACCTCCGCGCTCAACACCAGGAGAAAACTTCG
GAAAGCCGCAATACTTTAGAAAACCGGGACCACTCGTGCAGCAGTGATGACTCCAATAGC
AGGTTCCACCATAACGGCATGTGTCCCAAGAACTACAACCTTTCCAAGCACGGCGCCCCC
TCTGCCAAGGCTTCTTTCCAGTCGAGCCAGCTGGAAATCCCCGCCGCTGTGCGCAACGCG
CTGCGCATCCAGAGCCGGGTGAGCTGCGGCAAGGACTACAGCGAGGACCGGAGCGATTCT
CCGGACAGCGGGCACTACCCTTCCACCAGGAAGGCGAGTTTTATGTCCAGGGTGGTGTCG
GAGAGCAAGCTGGCGAGTCGGTCCGCCAGCCCCGACTCCAGAAGCGGCTCTGGATCCGAA
TCCAAGCGGCTGGGAAAAGGAGAAAGCCCACCGATCACCCCTCCTCCGTCGGGGAGGAGA
ATGTCCATGAGCATGATCTTGGAGCTTTCATCCATCATGAAGAAATAA

>Lo-gja11.1-XM_015358321-32.2like
ATGGGGGACTGGACATTCCTGGGAAGACTGCTGGATAAAGTCCAATCCCATTCAACTGTG
GTTGGGAAGATTTGGCTGACTGTCCTGTTTGTCTTCAGGATTCTGGTACTGGGAGCTGGA
GCAGAAAAGGTCTGGGGTGACGAGCAGTCAGATTTCTTGTGCAACACACAGCAGCCTGGG
TGTGAGAATGTGTGCTACGATAAGGCCTTCCCAATCTCCCACATTCGCTTCTGGGTTCTG
CAGATCATCTTTGTGTCCACCCCAACCCTAGTGTACCTGGGACACGTCTTGCATGTTATC
CACAAGGAAGAGAAGCTGAGGCAACGCAAGCTGAAAGAAGAACAAGATGGCAATCTGCTT
ATGAAAAAAATCAGTAAGATCCCAAAATATACAGATGCTGATGGGAAAGTTAGAATCCAA
GGCAATTTACTATGCAGTTATTTAATAAATGTGATCTTTAAAATTCTCTTTGAAGTGGGC
TTCATTGTAGGCCAGTATTATCTGTATGGGTTTGTTCTGGACCCCGTGTTTGTATGTAAC
AGGAGCCCTTGCCCCTTCAAAGTCGAATGTTATATGTCCCGGCCGACCGAGAAGACTATT
TTCATTTTGTTCATGCTTGTGGTAGCGTGTATATCTCTGCTTCTGAATGTCATTGAGATC
TTTTACCTCTGTGGACGCAAGATTAGTTATGCTGTAAACAAGCAGTATCAGCAGCAGATT
GGTGGCTTAAAGATTCCCCTGACTTCTGAGGTGGTTTCTTCTGGTTTTAAAGCACCTCTG
GATTGTGAGACTTTCAGTGATAAGCATAGTGTGCTACAGAACAAGACTAATTTAAAGATT
GAGCAGAATGAAGACAAGCTGGAGAGTGAGATGACAAGAAGCATAAGTGAGGAGGAGTGT
AAAATGAAGAGGGAAGCTGACCCACAACCTCCTTGGTGTGGTGAAGCTCAGAGTACAAAG
CACAGCACTGAAGGAAGCATTCAAAGCATGAAAGACGACGAATATTTATTGAGTGAAAAG
TAG

>Lo-gja11.2-XM_006626442-32.7like
ATGGGGGACTGGACATTCCTGGGCAGACTGCTGGATAAAGTCCAATCCCATTCCACTGTG
GTTGGGAAGATTTGGCTGACTGTCCTGTTTGTCTTCAGGATTCTGGTGCTGGGAGCTGGA
GCAGAAAAGGTCTGGGGTGACGAGCAGTCAGATTTCTTGTGCAACACACAGCAGCCTGGG
TGTGAGAATGTGTGCTACGATAAGGCCTTCCCAATCTCCCACATTCGCTTCTGGGTTCTG
CAGATCATCTTTGTGTCCACCCCAACCCTAGTGTACCTGGGACACGTCTTGCATGTTATC
CACAAGGAAGAGAAGCTGAGGCAACGCACGCTGAGAGAAGAACAAGATGAGTCTGACAAC
CTGCTAGAGAAGAAAACCAGTAAATTACCAAAATATACAAATACAAAGGGGAAAGTCAAA
ATCAGAGGGAGTTTGCTGAATAGTTATCTTGCAAACACTATTGCTAAGATATTGCTTGAA
GTGGCTTTCATTGTGGGCCAGTATTACCTCTATGGTTTCATGCTGGAACCTCTGTTTGTA
TGTAACAGCTTTCCCTGCCCACATCAAGTAGACTGTTTCATGTCGCGCCCCACAGAGAAA
ACTATTTTTATTTTGTTTATGCTTCTGGTTGCAGTCGTCTCTTTGGCTCTGAACCTTATT
GAAATCTTCTATTTTTGCGGCAAACAGCTTTATAACTGCACACAGAAAAAGCAGAAGACC
TACACGGCTACTGCAGCGTCTCCGTGTGCAGATGATGGCAATTTGAAAAAGAAGGATGAT
GGATTCCCGAACTGGGTGAACCTGGAGGCTGAACTACATGGGAAGAAACTTGGGAATGGT
TACACTAAGAGCTCTGATGCAGAGGAGGAGAGTACTTTGATTAAAGAACTGGGGTCAGCC
CTGCAAAACGAGGGCAGCTCTCCCTGTGTTCAGTCCAGCTCTAAATCCCTGATGGAGAGA
TACGAGCATCCTGTGCAGACGCAGGAGTGGGTAGTTGACAAGGCAGGTGAACAATCCAAT
ACGACAGGCGAGTCCGTGGTCCAAAGGAAAAGGGTGTTTCAGTAA

>Lo-gja11.3-XM_015358540-32.7like
ATGCTGGCCGCCGGGGCTAAAGAAGGTCTTAGCTCAGCTGGCAGGACCCGGCTTCAAGCC
AATGCAGGGAGGCACGAACTAGGAACTGTGGGAAGAATAGAGGGCTGGAAATTCCTGTTC
AGATGCTTGGATAAGGCACATTCCCATTCCACTGTGATCTGGAAGATTTGGCTGACTGTC
CTGTTTGTCTTCAGGATTCTGCTGCTGGGAGCTGTAGGAGAGAAGGTCTGGGGTGATGAG
CAGGCCTTCTTCACCTGCGACACTCAACATACTGGATGTCAGACTGCGTGTTATGATAAG
GCCTTCCCGATCTCGCTCATTCACTTCTGGGTTTTTCAGCTCATTCTTGTGTCCACCCCG
ACCCTAGTGTACCTGGGACACGTCTTGCATGTTATCCACAAGGAAGAGAAGCTGAGGCAA
CGCAAGCTGAAAGAAGAACAAGATGAGTCTGACAATCTGCTACAGAAGAAAACCAGTAAA
TTACCAAAATACACAGATACGAAGGGGAAAGTCAAAATCAGACGGAGTTTGCTGAGTGCT
TATATGGCACATATTATTGCTAAGATATTGCTTGAAGTGACTTTCATTGTGGTCCAGTAT
TACCTCTACGGGTTCATGCTGTATTTAAGGTTTTCATGTGCTAGATCCCCCTGCCCACAT
CGAGTAGAATGTTTCTTGTCACGCCCCACTGAGAAAACCATTTTTAGTCTGTTTATGCTT
GTAGTTGCAGTTGTGTCTTTGATCCTAAACCTTATTGAAATCCTGTATGTTTGTGGTAAA
CAAATCTGTAACTGCACACGGAAGAAGAGTAAAAACTGCACGACTAGTCCAACTGTTCCA
CTTACAGATGTGGACAATTTCAGGAATGAGGATCATGAATTGTAG

>Lo-gja14-XM_015348868-gja5like
ATGGGCGACTGGACTTTCCTGCTGAAAGTCCTGGAACAGGTCCACGAGCACTCCACCATG
GTGGGCAAGGTGTGGCTGACCGTCCTGTTCATCTTCCGCATGCTAGTGCTGGGCGCGGCC
ATAGAGAACGTGTGGGGGGACGAGCAGTCGGGCTTCACCTGCAACACGCAGCAGCCCGGC
TGCCAGAACCTGTGCTACGACCATGCCTTCCCCATCTCGCACGTGCGCTACTGGGTCCTG
CAGATCGTCTTCGTGTCCACGCCCTCACTGGTCTACATGGGCCACGCGCTGCACCATGTG
CGCATGGAGCAGAAGAGGCGGGAGGCAGAGCAGGAGAAGGGGGAGAGGGACCTGCTGATC
ATCGTCAGGGATGGCAAACGTGTCCCTGGGGAGGAGCAGGCCTCTCGTTTCAGACTACGC
GGCTCCTTGCTCCACACCTATGTGTGCAGCATCCTGGCGCGGACACTCTTTGAGGTGGGC
TTCATCCTGGGCCAGTACTTCATCTACGGCGTCTTCCTTCAGGCCATGTACAAATGCAGC
CGCTGGCCTTGTCCCAACGTTGTGGACTGCTTTGTCTCCCGGCCCACGGAGAAGAACGTC
TTCATCATCTTCATGCTGACGGTGGCTTCCATCTCTTTGCTGCTCAACCTCATGGAGATG
TACCACCTGGGCTGGAAGAAGATCAAGGAAGGCTTGGCTAGCACCTTCTACCACAGGTCC
CAAGAGGCCAAAGCTGAAGAGAGGCCTAAGATGGGCTACATGTCCCTGTCTGGCTGGAAA
CCCTGTGTGCCCACCAATTCCGCTTCTAGCTGCCGACACTCTCCCAAGCTCAAGACCTTC
AGCAACAAGCTGGCCAACCAGCAGAACTGGGTTAATCTGGCCACAGAGCAGGGCAGGGTG
GAGAGAGGAGCCCATGGTGGACTGCTGGTGGCCCCAATGCCCCTGAAGGAGGACGACTCA
CCTCAGCTGGGTAAAGGACACAACCTGAAATCCAGCCGACCATCAAGCCGTAATAAGGTC
ACTGTGTGA

>Lo-gjb1-XM_015351273-gjb1like
ATGAATTGGGCGTCTTTTTATGCCGTTATAAGCGGTGTAAATAGGCATTCCACCGGAATT 
GGTCGCATCTGGCTCTCCGTCCTTTTCATCTTCCGAATCATGGTCCTTGTGGTAGCCGCA 
GAAAGCGTCTGGGGGGACGAGAAGTCAGGATTTACCTGCAACACCCAGCAGCCGGGTTGC 
AACAGCGTCTGCTACGACCAGTTCTTCCCCATCTCCCACATCCGTCTCTGGGCGCTTCAG 
CTCATCCTGGTGTCTACTCCTGCCTTGCTGGTAGCTATGCACGTCGCCCACCGACGGCAC 
ATCGATAAGAAGATCCTTAAGCTGTCCGGGCGTGGCAGTAACAAAGAGCTGGAGCAGATC
AAATCTCAGAAGATGAAAATCACAGGAGCTCTTTGGTGGACCTACATGATCAGCGTGATT 
TTCCGAATCCTCTTCGAAGCTGCTTTCATGTACATATTCTACCTGATCTACCCAGGTTAC 
AAGATGTTCCGGCTGGTCAAGTGCGACTCCTACCCCTGTCCCAACACGGTGGACTGTTTT 
GTGTCCAGACCTACAGAGAAGACCATCTTTACTATCTTCATGCTGGCTGTCTCAGGAGTC
TGTATTCTTCTCAACATTGCTGAGGTGGTTTACTTAATTGGAAAGGCCTGCACTAGACAT 
TTTCAGGATCCAGAAACCAGCTCCAAAGGGTCATTTTACGGACATAAGTTCTCTACCTAC 
AAGCAGAATGAGATCAATCAGCTTCTCTCCGATCACTCCATGAGAACAAAAACCAATGGC 
GTCCGAAGGAATCCTAGTTCAGAGAAAGAAGACAGGTGTTCAGCTTGTTAG

>Lo-gjb3-XM_015348859-gjb3like
ATGGACTGGAAGACCTTCCAGGCGCTCCTCAGCGGGGTCAACAAGTACTCCACCGCGTTC
GGCCGCATCTGGCTGTCGGTGGTCTTCGTCTTCCGGGTGATGGTGTACGTGGTGGCGGCC
GAGAGAGTGTGGGGCGACGAGCAGAAGGACTTCGACTGCAACACACGCCAGCCCGGCTGC
GCCAACGTCTGCTACGACCACTTCTTCCCCATCTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTGATGGTGGTGATGCACGTGGCGTACCGCGAGGAG
CGGGAGAGGAAGCACCGCCTGAAGCACGGGGAGGGGTCCAAGCTGTACCCAGACACGGGC
AAGAAGCACGGCGGCCTGTGGTGGACCTACCTGATCAGCCTCTTCTTCAAGACGGGCATC
GAGATCGCCTTCCTCTACCTGCTGCACCTCATCTACGACAGCTTCGACCTGCCCCGGCTG
GTCAAGTGCGAGGTCAGCCCCTGCCCCAACCTGGTGGACTGCTTCATCGGCCGCCCCACC
GAGAAGAGGGTCTTCACCTACTTCATGGTGGGCGCCTCGGCCTTCTGCATCGTGCTGAAC
ATCTGCGAGATCATCTACCTCATCTTCAAGAGGGTCTTCCGCTTCGCCCACAAGGTCAAG
AACCGCAAGAGACACCAAAGGCTGCAGAAGAACCCCGGCAACAGGGCTCACGACTGCCAG
TGCCACTTCCACGAGCACCTGGACATGAAACCCAAACTCCGAATTCACGAGGAGCTGCGG
GCATCCGCGCCCAACCTCTCCACTGCTGCCTAG

>Lo-gjb7-XM_015353380
ATGAACTGGGGATTCCTGGAAAACGTGCTGAGTGGAGTGAACAAGTACTCCACGGCCATA
GGCAGGATCTGGCTCTCCATCGTCTTCGTCTTCCGGATACTGATTTACGTGGCGGCCGCG
GAGCAGGTCTGGAAGGACGAGCAGAAGGATTTTGTGTGCAACGTCAACCAGCCCGGCTGC
GAAAACGTGTGCTACGATTACTTCTTCCCCATCTCCCAGGCCCGGCTGTGGGCCCTGCAG
CTCATCATGGTCTCCACCCCGTCCCTCCTGGTGGCCCTGCACGTGGCCTACCGGGAGCAC
CGAGAAAGAAAGTGCAAGAAGAAGCTCTACATGGACAAGGGAAAGATCGACGGTGGCCTG
TGGTGCACCTACCTCATCAGCCTCATTTTTAAGACCGCCTTTGAGGTGGGCTCGCTGCTG
GCCTTCTACTTCCTGTACAGTGGCTTTGACGTTCCCAAGCTCCTCCAGTGCGATCAGACC
CCTTGCCCCAACACGGTGGACTGCTTCATCTCCAAAGCCACCGAGAAGAAGATCTTCCTC
TACATCATGGGCTGCGCCTCGGTCCTGTGCATCGTCCTCAACGTGTGCGAGATGTTGTAC
ATCATCTCCAAGCAGTGCTGGAAATGCTTTTCCAAGAGCTGTGTCCCGCTGGAGGAGAAG
GTCCACTGCCAGTGCCAGCAGCACCCAGGAGCCAACGGCTCTACAGCCGCAGAGCCCCTC
GCACAGAGCCCAGACTCGAACAGCTGA

>Lo-gjb8-XM_015364465-gjb2like
ATGAGCTGGGGCCAGCTGTACGCCCTGCTGGGGGGGGTGAACAAGCACTCCACCAGCCTG
GGCAAGGTCTGGCTGTCGGTCGTCTTCGTCTTCCGCATCATGATCCTGGTGGTCGCCGCC
GAGAGCGTCTGGGGGGACGAGCAGTCGGACTTCACCTGCAACACGCTGCAGCCCGGCTGC
AAGAACGTCTGCTACGACCGTTACTTCCCCATCTCCCACATTCGGCTGTGGTGCCTCCAG
CTCATCTTCGTCTCCACCCCGGCCCTGCTGGTGACCATGCACGTGGCGTACCGCAAGCGC
GGCTTCAAGAGGGACATTCTGCGCGCCCACGGCGAGAAGGCCGAGGAGGACCTGGAGGAG
CTGAGGAAGAAACGGATGCACATCACGGGGCCCCTGTGGTGGACCTACACCACCAGCCTC
TTCTTCAGGCTGCTGTTCGAGACCGCCTTCATTTACATCTTCTACTACATCTACAGCGGC
TTCCAGATGCCCCGCCTGGTCAAGTGCACCGACTGGCCCTGCCCCAACACCGTGGACTGC
TTCATCTCCCGGCCCACCGAGAAGACGGTCTTCAGCATCTTCATGATCGCCACCTCGGGG
ATCTGCATCATCCTGAACGTGGCCGAGCTGGGCTACCTGGTCGCCAAGGCGCTGATGAGG
AGCTGCGGCGGCCAGGACAAGCCCTCCTTCCACCCGAGACACGTTTCGCGGGAGAAGGAG
CGCCTGCAGAACAAGGCTAACGAGCTGCTGCTGTCGGAAACCTGCAGCCTCAAGTCCTCG
GCCCCCGAGAAGctggcctag                                                

>Lo-gjb9-XM_006631328-gjb4like
ATGAACTGGTCGTCGCTGGAGGGACTGCTGAGCGGGGTCAACCAGTACTCCACGGCATTC
GGGCGCGTCTGGCTGTCCATGGTCTTCGTGTTCCGGGTGCTGGTGTTTGTGGTGGCAGCG
CAGCGCGTGTGGGGCGACGACAGCAAGGACTTCGACTGCAACACGCGCCAGCCCGGCTGC
GCCAACGTCTGCTACGACAGCATCTTCCCCATCTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTGATGGTGGTGATGCACGTGGCGTACCGCGAGGAG
AAAAACAAGAAGTACGCCGCCAGGCAGACAGGTCCAAACCCCTACTCCAACCCGGGGAAG
AAGCAGGGCGGGCTGTGGTGGACCTACCTCATCAGCCTGATCTTCAAGGCTGGAATCGAC
TCTGCTTTCCTCTACATCCTCTACTACATCTACGATGGCTACGACATGCCCCGCCTGTCC
AAGTGCAGCCTCAATCCCTGCCCCAACACCGTGGACTGCTTCATCTCCCGCCCCACCGAG
AAGAAGATCTTCACCATCTTCATGGTGGTCACCTCTGCCATCTGCGTCTTCATGTGCATC
TGCGAGATTGTCTACCTACTCGGCAAGCGCTGGCAGAAGTTCCTGATCAAGTCCTACATG
AAGGATAGGCAACGGTCCACAGGGGGCCAAACTGCCATCACCCACCCAAGCAGCCAGTGC
CTCCTGCTGGGCCCAGTGGAAAAACCTGGCACACAGAACACAAGCAACAGAAAAGCAGAG
GAGGAGGCTGCCACAAGCTAA  

>Lo-gjb10-XM_015348715-gjb4like
ATGAACTGGGCGTTTCTCCAGGGCCTGCTGAGCGGGGTGAACAAGTACTCCACGGCCTTC
GGCCGCATCTGGCTGTCGGTGGTCTTCATCTTCCGGGTGCTGGTGTTCGTGGTGGCGGCC
GAGAAGGTGTGGGGCGACGAGCAGAAGGACTTCGCCTGCAACACGGCCCAGCCGGGCTGC
CACAACGTCTGCTACGACCACTTCTTCCCCGTCTCGCACGTGCGGCTGTGGGCCCTGCAG
CTCATCTTCGTGACCGTGCCCTCGCTGCTCGTGGTCCTGCACGTGGGGTACCGCGAGGAG
CGGGAGAGGAAGTACCGCCTCAAGCACGGGGCCGACTGCCGCCTGTACATCGACACGGGC
AAGAAGCGGGGCGGACTGTGGTGGACCTACTTCCTCAGCCTGATCTTCAAGGCCCTGGTG
GACGTCGTCTTCGTCTACCTGCTCTACTACCTCTACGAGGCCAGCTACTTCCCTGCGCTG
GTCAAGTGCAGTGAGGACCCCTGCCCCAACATGGTGGACTGCTTCATCGCCCGCCCCACC
GAGAAGCGCATCTTCACCATCTTCATGGTGGTCACCAGCCTCGCCTGCGTCCTGCTCACC
CTCTGCGAGATCGTCTACCTGCTGGTCAAGCGCTGCAGGGAGTGCTGCACCTCCATCAGG
CACGGCCGGAAGCTGGCCATGGCCACCTCTCTGGTCAACGGCAAGGACAGCACCACCATG
CTGGAGGTCAACACGCTGAAGGGGCACTGA

>Lo-gjc1-XM_015362054
ATGAGCTGGAGCTTCCTGACACGGCTGCTGGAGGAGATCCACAACCACTCCACCTTCGTG
GGCAAGCTGTGGCTCACTGTGCTCATCGTCTTCCGCATCGTGCTGACGGCCGTGGGCGGC
GAGTCCATCTACTACGACGAGCAGAGCAAGTTCGTCTGCAACACGGGCCAGCCGGGCTGC
GAGAACGTCTGCTACGATGCCTTCGCGCCCCTGTCCCACGTCCGCTTCTGGGTGTTCCAG
ATCATCGTGGTGTCCACGCCCTCCCTGCTGTACCTCTGCTACGCCATCAACAAGATTGCC
CGGCTGGAGGAGGGGAAGGGGGCGGCGGGCGGCGGCGGGTTTGGCTCCAGGAAGCCGCGG
GGCAAGATGTTCCTGGGAAGGAGGCAGCACCGTGGCATCGAGGAGGCAGAGGACGACCAC
GAAGAGGACCCCATGATCTACGAGGAGCCCGAAATGGAGAGCCGCAGCGAGGCCACGCCG
CGGGGGAAGGCCAAGACCCGGCACGACGGGCGGCATCGCATTAAAGAGGACGGGCTGATG
AAGATCTACGTGCTGCAGCTGCTGACACGCACAGCGCTGGAGGTGGGCTTCCTGGCCGGG
CAGTGCCTCCTCTACGGGTTTGCGGTTCAGCCGGTCTTCCAGTGCAACAGCAAGCCCTGC
CCGCACAAAGTGGACTGCTTCGTTTCACGGCCCACCGAGAAGTCCATCTTCCTGCGCATC
ATGTACGGCGTCACCGGTCTCTGCTTGACCCTCAACGTCTGGGAGATGCTCCATTTGGGG
TTCGGCAGCATGTGTGACATCCTGCGCAGCAGGCAGTCCCCTCCCGAGGAGGACGAGTAC
CAGATGAGCTCCGTCGGGGCAGGGGGCACAGGGGTGGCAGAGACGGAAGCGGCCCCTGGA
GGGTACAGCAGCTACCCTTTCACCTGGAATGCCCCGTCAGCCCCTCCAGGATACAACATT
GTGGTGAAGCCTGAGCAGATCCAGTACACCGACCTCAGCAACGCCAAGATGGCCTGCAAG
CAAAACAAAGCCAACATTGCCCACGAGGAGCAGCAGCAGTTCGGCAGCAACGAGGACAAC
TTCCCGACTGCCGAGCCCCGCGGCTCCCTGCAGAAGGAGATCCACGAGGTCCACGAGGGT
CTGGAGGCGGCCCTCCAGGCCTACAGCGACCAGCACCACCACGGTGGCCCCCGCGGCCCC
CACCCACACCCAAACATCCCCAGCAGCCACGGGGACAGGAGGGCCAGGAGCGGCCCCCGG
CACAGCACCAAAAAGACCGGGGCAGGGGACAGGGGGGGCAGCAGCAGCAGCAGCAACAGC
AACAGCAAATCAGCGGAGGCGAAACCCTCCGTCTGGATCTAG

>Lo-gjc2-XM_015354113
ATGAGCTGGAGCTTTCTCACCCGTCTTCTGGAAGAAATCCACAACCACTCCACCTTCGTG
GGGAAAGTGTGGCTGACCGTGCTTATAATTTTTCGCATTGTGCTCACGGCAGTAGGAGGG
GAGTCCATCTACTCAGACGAACAAGCTAAGTTCACATGCAACACCAAGCAGCCTGGCTGC
GACAACGTCTGTTATGATGCTTTTGCTCCTCTCTCTCACGTCAGGTTCTGGGTCTTCCAA
ATCATAATGATCTCCACCCCTTCCATAATGTACCTAGGCTATGCCATTCACAAAATTGCC
CGCAGTTCTGAAGAGGAGAGGAGGAAGTTTAAGAAGTTCCGGAAGAAGCCCCATGCCATC
AAGTGGAGAGCAACTCATACTCTCGAAGAAGTCTTGGAGGAGGAAGAAGAGGAGCCCATG
ATCTATGAGGAAACCCTGGACGTCCATGAGATCAAGCCAGAGCACAAGCCACCAACCAGA
GAGCAGCAGAAGCATGATGGCCGCCGTAGAATAATGCAAGAAGGGTTGATGAAAATCTAT
GTGTTACAGCTTCTGGCAAGAGCAATTTTTGAGGTAGGCTTTCTGGCTGGCCAGTACCTC
CTGTATGGTTTTAGGGTCAGTCCTTCATATATTTGTTCCAAGAATCCATGTCCTTACAAA
GTGGACTGCTTTGTGTCCCGACCCACAGAAAAGACCATCTTCCTTCTCATCATGTATGTG
GTTAGCTGCCTCTGTCTGTTCTTAAACGTGTGTGAGATGTTCCATCTAGGTATTGGCACC
ATCCGAGACATCATCCGCAACAGGAGGAACAAGGACAAGCGCCCATCCTACAGCTGCCCA
TATCCCAGGAACATCCCTGCCTCTCCCCCAGGATACAATTTAGTAGTGAAGTCAGAAAAA
CCAAACAAGATGCCCAATAGTCTAATCACACATGAGCAGAACTTGGCAAATGTGGCACAG
GAGCAGCAGTGCACTAGCCCAGATGAAAACATACCCTCAGACCTGGCTAGCCTTCATAGG
CACTTAAGGGTGGCACAAGAGCAGCTGGATATGGCCTTTCAGACCTACAACAGCAAGAGT
AACCCTCAGCCCTCCAGGACAAGCAGCCCTGCTTCAGGAGGGACTGTAGTGGAACAAAAC
AGGGTTAATACAGCTCATGAAAAACAAGGGGCCCGGCCCAAATCCAGCACTGAGAAAGCA
GGGTCTATCATTAAAGATGGAAAGACTTCTGTATGGATTTAG

>Lo-gjc4-XM_015359328-gjc1like
ATGAGCTGGAGCTTCTTGACCCGTCTGTTGGAGGAGATCCATAATCACTCCACCTTTGTG
GGAAAGGTGTGGCTTACCATTCTTGTCGTCTTCCGTATTGTACTGACAGCTGTGGGAGGG
GAGTCCATCTATTATGATGAACAAAGCAAGTTTGTGTGTAACACGCAGCAACCTGGATGT
GAGAATGTTTGCTATGATGCCTTTGCACCCCTCTCACATGTGAGATTCTGGGTCTTCCAG
ATTATTATGGTATCTACTCCTTCCATCATGTACCTTGGCTTTGCTGTACATAAGATCACC
AGGATGAGTGATCAGGAGTACAGGCCCAAGAATAGGAAACGGGTGCCTGTGGTCCAACGT
GGGGCCAGCAGAGACTACGAAGAAGCTGAAGACAATGGTGAAGAGGATCCAATGATCTTT
GAGGAAATTGAACCGGAGAAAGACAAAAAGGACGAGAAGTCGACGGAGAAGAAACACGAT
GGGAGGCGGAGAATCAAGAAAGATGGCCTGATGAAAATCTATGTCCTACAGTTGTTGACG
CGTTCCATCTTCGAAGTGGCCTTCCTCTTTGGCCAGTACATTCTGTATGGCTTTGAGGTT
GTCCCCTCATATGTCTGCAGCCGGAGCCCATGCCCTCATACTGTGGACTGCTTTGTCTCC
AGGCCTACTGAGAAAACCATCTTCCTTCTGATTATGTATGTGGTGAGTGGGCTTTGCTTG
CTGATGGACATCTTTGAAATGTTTCACTTGGGTTTTGGTGGCATTAGAGATGCACTGAGA
AATAGGTCCAGGCGGCCTCCTGTGGTTGTGAATCCCAGGGCTTCCATCTGTAGGCAGATG
CCCTCTGCGCCTCCTGGTTACCACTCAGTCCTCAAGAAGGATCCAAAGGGAAAGATTGCC
AATGGCCACAAGCTAGAATTCAGGGACAACCTCGGGGATTCAGGCCGGGAATCATTTGGG
GATGAATCTACATCTAGGGAGCTGGACAAACTGCGCAGACACCTGAAGATGGCTCAAGAG
CAACTGGATCTGGCATACCAGATTGAAACTGGCAGCCCCTCACGAAGCAGCAGCCCCGAG
TCTAATGGGACAGCAGCTGAGCAGAACCGGCTGAACTTTGCACAGGAGAAGCAGGGGGAA
ACCTGTGAGAAAGAAGGAATGCGAGCCTGA

>Lo-gjd1-XM_006627459-gjd2like
ATGGGGGAATGGACGATCCTGGAGCGGCTCCTGGAGGCCGCGGTCCAGCAGCACTCCACC
ATGATCGGACGGATCCTGCTGACGGTGGTGGTGATCTTCCGGATCCTGATCGTGGCCATC
GTGGGTGAGACGGTGTACGAGGACGAGCAGACCATGTTCATGTGCAACACCCTGCAGCCC
GGCTGCAACCAGGCCTGCTACGACAAGGCCTTCCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCCTGGTCTGCACGCCCAGCCTCTGCTTCATCACCTACTCCGTGCACCAG
TCCGCCAAGCAGCGCGACCGCCGCTACTCCTTCCTCTACCCGCTGCTGGAGCGCGACTAC
GGCCGCTCCCACGGCGACCGGCGCCTGCGCAACCTCAACGGCATCCTGATGCAGAACCCC
GACGGCGGGCCCAAGGAGGAGCCCGACTGCCTGGAGGTCAAGGAGATCCCCAACGCGCCG
CGGGGCCTCACTCACGCCAAGAGCTCCAAGGTGCGGAGGCAGGAGGGCATCTCGCGCTTC
TACATCATCCAGGTGGTGTTCCGCAACGCCCTGGAGATCGGCTTCCTGGCCGGCCAGTAC
TTCCTGTACGGCTTCAACGTGCCGGCCATCTTCGAGTGCGACCGCTACCCCTGCGTGAAG
GTGGTGGAGTGCTACGTGTCGCGGCCCACCGAGAAGACCGTCTTCCTGGTCTTCATGTTC
GCCGTCAGCGGCATCTGCGTGGTGCTCAACCTGGCCGAGCTCAACCACCTGGGCTGGCGG
AAGATCAAGGCCGCCATCCGGGGGGTGCAGGCCCGCCGCAAGTCCATCTGCGAGGTGCGC
AAGAAGGACGTGGCCCACCTCACGCAGGCGCCCAACCTGGGCCGGACCCAGTCCAGCGAG
TCGGCGTACGTCTGA

>Lo-gjd2-XM_006632420 
ATGGGGGAATGGACCATCCTAGAGAGACTCCTGGAGGCTGCTGTCCAGCAGCACTCTACT
ATGATAGGAAGGATCCTGTTAACAGTGGTGGTGATCTTCCGGATTCTAATAGTAGCTATA
GTTGGAGAGACAGTCTATGATGATGAACAAACCATGTTTGTTTGTAATACCTTACAACCT
GGCTGTAACCAGGCGTGTTACGACAAGGCATTTCCAATTTCTCATATCAGATACTGGGTA
TTTCAGATCATTATGGTGTGCACACCAAGCCTTTGTTTTATCACTTACTCGGTGCACCAG
TCTGCAAAGCAAAAGGAACGAAGGTACTCCACTGTGTTTCTCACATTGGATAAAGACCAA
GATTCTATGAAACGCGAAGACAGCAAGAAAATTAAAAACACAATCGTAAACGGAGTACTT
CAGAACACAGAGAACTCAACCAAAGAAGCCGAACCCGATTGTCTGGAAGTGAAAGAAATC
CCAAATTCAGCCATTAGAACTACTAAGTCTAAAATGAGGCGACAAGAAGGGATCTCAAGA
TTTTACATTATCCAAGTGGTTTTCAGAAACGCGCTGGAGATTGGATTTTTAGTGGGTCAA
TATTTTCTTTACGGATTCAACGTTCCCTCAGTGTATGAGTGTGATCGATACCCCTGCATA
AAAGATGTAGAGTGCTATGTTTCCAGGCCAACGGAAAAGACTGTTTTTTTGGTTTTCATG
TTTGCGGTCAGTGGGATTTGTGTAGTACTGAATTTAGCAGAACTCAATCACTTGGGATGG
AGAAAAATCAAAACGGCAGTAAGAGGGGTGCAGGCCAGAAGGAAGTCCATTTATGAAATT
AGGAACAAAGACCTGCCTAGAATGAGTGTGCCTAATTTCGGCCGCACTCAGTCGAGTGAC
TCCGCATACGTGTAG

>Lo-gjd3-XM_015362113 
ATGGCCGAGTGGGCCTTCCTCAGCACCCTGTTTGACAGCCTGCAGGGCCACTCGCCCCTG
CTGGGCCGCTTCTGGATGCTGCTGATGCTGGTCTTCCGCATCCTGGTCCTGAGCACGGTG
GCCGGCGACATGTTCGAGGACGAGCAGGAGGAGTTCGCCTGCAACACCCTGCAGCCGGGC
TGCAAGCAGGTCTGCTACGACATGGCCTTCCCCATCTCCCACTACCGCTTCTGGGTCTTC
CACATCGTGCTGATCTCCACGCCCTCGCTGCTCTTCCTGGTGTACGCCGCGCACCTCAGC
AGCAAGGGCGGGGGGGGCGCGGCCCGGGAGTCGCGCCGCCTGCGGCTGCTCTACCTGGTC
AACGTGGGCTTCCGCCTGCTGGCCGAAGTGGGCGCCCTGGTGGGCCAGTGGTGGCTGTAC
GGTTTCACGCTGGAAGCCCAGTTCCCCTGCCAGCGGTTCCCCTGCCCCTACACGGTGGAC
TGCTTCACCTCCCGCCCCATGGAGAAGACGGTCTTCCTGCGTTTCTACTTCAGCGTGGGC
GCCGTGTCGGCCCTGATCAGCCTCACGGAGCTCCTGCAGGTGTCCTACAAGCTGGCCTGC
TCCTCCGGCCAGCTGGGCCGTCGCACCTACGGGAGGGAGAACCTGCGGAACGCTGCCCAC
GAGGCCGCGGGGCAGACCCTTTCTCCGGACCTCGCCGGCAGGGCGAGCCCACAGCCCGGG
GGCAGCCGCAAGCCGGACCCCCGCTCCGGCTCTGTCCGCAGCTCAGCGAGCTCCAGGACC
TGCAGTAGCTCCAAATGCAAGACCCACAAAGGGTCCCTGGTGGTGTGA

>Lo-gjd4-XM_006642880 
ATGGGGCGATGGAATACTCTGGATTTTCTCTTTATTACCCTCAACTACAACATCACAATT
GTAGGGAAAATTTGGTTAACCCTGATGATCATGCTCCGGTTTCTAGTCGTCCTTTTTGCT
GGATACCCACTGTACCAAGATGAGCAAGAACGGTTTGTCTGCAATACCATCCAGCCAGGC
TGCTCCAATGTGTGTTACGATATGTTCTCTCCTCTTTCTCACTTCAGATTTTGGCTTGTT
CAGATCATAACCCTCTGTCTGCCTTATGCCATGTTCATCATCTACGTGGTTCATCACATA
TCTGCAGAGGCTGCCATTGACCGCTGTGTTTCAGACCGAATTAAAACAACTTCCCATTAC
AAAATACACCAAGAAACCTTCAGGAAAGCTTCCCTAAGTAAAATTGCTTTGGAGGCTGAA
CAAGGGAAGATACACAGTTTCTTAGGGGCTTACATCTTCCATTTGTTGCTGAGGATTTTA
CTTGAAGCTGGATTTGGTGCTGGCCAGTACTACCTATTTGGGTTTTTTATTCCAAAGAGA
TACATTTGCTATGAGATGCTTTGCACCAGTATGGTGGATTGCTATGTTTCCAGGCCTACA
GAGAAGACAGTGATGCTGAATTTCATGTTCGGGGTGAGCGCCTTGTCTTTCTTGCTGAAT
ATTGCCGACCTGATCTGTGTGATCAAAAGATCTTTGAGGCAAAAGCATAAAAATAAGCTA
CTGATGGAAAAAATGTGTGAAGAAGAGGAGTACTATCTCTCTCCTGCCAGCGCCAATGTA
GACTCACACATACAGCTGACTCAAGAGCTTGTTGCCTCTGCTGCTTTTCATAAAAGAAGG
ACAAGCAAGTCAACTTTGGACGGAGCGATGTCTGCGCGATTGGAAGAGGTTGATAATTCA
TCGGAGCCCTCGGACGTTCTCTCCCAACGTGCAGCTGGATCCAACACCAACAGCAATAAT
GACTACCGGCAGAACCAGGAGGAAGATGTAGATCAGGAAGGCAGTGAAGTGGCACTTTGT
ATGAGCGAGCTTAAGGGAGTGCCTCGAATGTCTGGCAAGTACTGTAAGCATGGTCGTCTG
AGACCACCTCCTTCTCTTTTAAGGGAAAGAGTCCCTGCAGGGGAGGCAGACATCTCTACA
GATCTTTGTGCCAAGAGAATAGGCCAGTACACACTTGTGCAAATGACCACCTCTGATATA
CAGTCCGGTTGTAGTGAACTGCAAGAGAGGCGATCGGAGTGGGTGTGA

>Lo-gjd5-G17437 ENSLOCG0000017437 Not predicted in GenBank
ATGGGTGATTGGTCCATTCTTGGCCGCTTCTTAACAGAGGTGCAGAACCATTCCACGGTG
ATTGGCAAGATCTGGCTGACCATGCTGCTCATCTTCCGCATCCTGCTCGTTACGCTGGTG
GGCGACGCCGTCTACAGCGACGAACAGTCCAAGTTCACCTGCAACACCCTGCAGCCCGGG
TGCAACAACGTCTGCTACGACACCTTCGCCCCCGTCTCCCACCTGCGCTTCTGGGTCTTC
CAGATCGTCCTGGTCTCCACGCCCTCCATCTTCTACATCGTCTACGTGCTGCACAAGATC
GCCAAGGACGAGAAGCTGGAGAGCGGGCAGGCGCAGGCGGCGGTGCAAGGCGGGCAGGAG
CCCGACGTGGGGGAGCCGGGAGAGCCTGGCGGCGGCGGGCCATCCTCCCGCTGCGAGGAG
GAGTGGAATCTCCGCATTGCCAACGGCGTGGAGCAAACCCTGCTGGGAGAGGACATCGGG
GAGGTGAGCAAGGATCCCACCCACCTGTCCAGCAAGGTCCTGCTGATCTACATCGTCCAC
GTCGTGCTGCGCTCTCTGATGGAGATCGGGTTCCTGGTGGGGCAGTACTACCTGTACGGC
TTCGAGGTGCCGCACTTGTTCCGCTGCGAGACCTACCCCTGCCCCAACCGGACGGACTGC
TTCGTCTCCCGCGCCACCGAGAAGACGATCTTCCTCAACTTCATGTTTGGCGTCAGCCTG
GGCTGCTTCGTCCTCAACATCGTGGAGCTGCACTACCTGGGCTGGGTGTACACCTTTCGG
GTCCTCTGCTCGGCCTGCTGCGCCTGCTGCAGACCCAGAGAGGGCTCGCTCGTGGGGGTG
GGCCTCTACTCCTGCAACAGCCCCCTGTTCCTGCAGCTCGGGCAGTCCCTGCAGGAGAAA
CTGGCCCTCCCAGGCTCCCTGCCCTCGCCCAGGGAGAAGCTGGGCGGCCTCTCACCCTGC
CCTCCCCCCATCTCCCTTGAAACAGACTCCACCGCCGATCGCACGTCCGGCAGGGGCCCA
GAGGACAAGGAGAGGGCCAAGCCCCACCCGGGCAGGGGAATAAAGTCCTGGCTTTGA

>Lo-gjd6-XM_006628671-gjd2like 
ATGACGGAATGGACGTTACTGAAGCGGCTGCTCGACGCAGTCCACCAGCACTCCACCATG
ATCGGGAGGCTGTGGCTGACAGTTATGGTGGTTTTTCGCCTGCTGATTGTCGCCGTGGCC
ACGGAGGACGTTTATACAGATGAACAGGAGATGTTCGTGTGCAACACGATTCAACCAGGG
TGCTCAAACATCTGCTACGATTCCTTCGCTCCTATCTCGCAGCCACGGTTCTGGGTGTTC
CAGATTATAACTGTGTCCACGCCTTCCTTGTGCTTCATAATTTACACCTGGCACAGTCTG
TCCAAACAGCCAGAGGGAGAGAGAGTTACGGAAAGCAAAGAGGCATGCGAAAGGAGCTGC
GATTCAGACAGTTGTTCTGTCAAATCTCACAGGCATCTGGGACACAGCCTGGCAGACATT
CTAGAAGGGACAGATGTTCACGTGAAAAGTGGAAGAGTTTCCAAGACAAGATTAAAAGTT
GTCAAAAAAGGGGGTAAAAAGTCCGGGATCCTGTCAAAATACTACGTCTTTCACGTCTTC
TTCCGTGCGACTCTGGAAATCGGCTTCGTCTTTGCTCAGTGGGTGCTTTTTGGTTTTAAG
GTCCCTTCTCATTTTGTGTGCATGTCTTACCCCTGCACCCAGAGAGTAGATTGCTACGTT
TCCAGGCCTACTGAAAAGACCATTTTCCTGATTTTTATGTTTTCCGTTGGGGTCTTCTGC
ATTTGCTTAAATTTCCTTGAACTTAATCACTTGGGATGGAAAAAAATCAAGGAATCTTTA
CTGAAAAAAGAAAGTTCATGGAAAGGATATCAGGAAATAAACCAGGATGCCCAATCACTG
ACCTCACTCACATTCAGAGACCTTACAAGCACTAACTCACTCCCAACATTAGATCTGATG
GGAGACAACAACCAGGACTGGACATGCACTGGAAGCTGCTCTCCTATTAAAGATGACAAA
GAAGCTGCACCTCAGCAGCGCTCCGAAACACCAAGTGAGGAAAATCGAAGGGGCTCTCAG
TCCCTGAAAAGCAAGACAAGTAAAGGCAGGATCTCAAAACAAAAGAGCACTGAAATTTGG
ATTTGA

>Lo-gje1-XM_006642969
ATGTCTTTAAACTACATCAAGAACTTTTATGAAGGATGTCTCAGGCCTCCAACAGTGATT
GGTCAGTTTCACACACTGTTCTTTGGATCTGTGCGCATGTTCTTTCTTGGGGTCCTGGGC
TTTGCAGTTTATGGCAATGAAGCCTTGCACTTCAGCTGTGATCCAGACAAGAGAGAGTTA
AACCTCTACTGTTATAACCAGTTCAGGCCAATAACACCTCAGGTTTTCTGGGCTTTACAG
CTGGTGACTGTTTTGGTTCCTGGAGCTATTTTCCATCTTTATGCTGCCTGTAAAAATATC
GACCAGGAAGAAATTCTTCAACAACCCATCTACACTGTTTTTTACATCATTTCTGTCCTG
CTAAGAATTATTCTGGAGGTCATAGCATTTTGGCTTCAGAGCCACCTTTTTGGCTTTGAG
GTGCACCCTCTTTACATGTGTGATGCCAGTGCTCTGGAGAAAAAGTTTAACGTTACCAAG
TGTATGGTGCCTGAACACTTTGAAAAGACCATCTTCCTCAGTGCCATGTACACCTTTACT
GTCATCACAGTGGTGCTCTGTGTTGCAGAGATTTTTGAGATCCTCTGTAGAAGACTGGGT
TATTTTGCCAGTCAGTGA

[bookmark: _Toc62483451]Supplementary Figure S30. Japanese eel (Anguilla japonica) connexins.
GenBank was blasted both as whole-genome shotgun contigs (wgs) and as transcriptome shotgun assembly (TSA) using Anguilla japonica as organism. The names for the sequences are composed by the two-letter abbreviation of the Latin name - the formally correct gene name - the chromsomal scaffold accession number : position and direction (F or R). If the TSA search indicated a name for the sequence, it is given as the last part of the sequence name. The genome assembly has accession number GCA_003597225.1 (Ajp_01).


>Aj-gja1a-BEWY01000019:8845796F
ATGGGTGACTGGAGCGCTTTAGGGAGACTTCTGGACAAGGTCCAGGCCTACTCCACCGCT
GGAGGAAAGGTCTGGCTCTCTGTCCTCTTCATCTTCCGTATCCTGGTCCTGGGGACGGCC
GTGGAGTCCGCCTGGGGCGACGAGCAGTCGGCCTTCAAGTGCAACACCCAGCAGCCCGGT
TGCGAGAACGTCTGCTACGACAAGTCCTTCCCTATCTCGCACGTCCGCTTCTGGGTCCTC
CAGATCATCTTCGTCTCCACGCCAACGCTGCTCTACCTCGCCCACGTCTTCTACCTGATG
CGCAAGGAGCAGAAGCTGAACAAGAAGGAGGAGGAGCTGAAGGCGGTGCAGAACGACGGC
GGCGACGTGGACATACCGCTGAGGAAGATCGAGCTGAAGAAGGTCAAGCACGGGCTGGAG
GAGCATGGGAAGGTCAAGATGAAGGGCGCCCTCTTGCGCACCTACATCGTCAGCATCTTG
TTCAAGTCCATCTTCGAGGTGGGCTTCCTGATGATCCAGTGGTACATTTACGGCTTCTCG
CTGGCCGCCGTCTACACCTGCGAGAGGGACCCCTGCCCCCACAGGGTAGACTGCTTCCTG
TCCCGCCCCACGGAGAAAACGGTCTTCATCATCTTCATGCTGGTGGTGTCCCTGGTGTCC
CTCATGCTGAACGTCATTGAGCTGTTCTACGTCTTATTTAAACGGATCAAGGATCGCGTG
AAAGGGAAAGATAACCACTACCCCACCAGCGGTACCCTGAGCCCCACCCCCAAAGACCTG
TCCCCAACTAAGTACGCCTACTACAATGGCTGCTCCTCCCCCACCGCCCCCCTGTCCCCA
ATGTCACCTCCCGGGTACAAGCTGGCCACTGGGGAGAGGACCAACTCCTGTCGCAATTAC
AACAAACAAGCCAACGAGCAGAACTGGGCCAACTACAGCACCGAGCAGAACCGGCTGGGC
CAGAACGGCAGCACCATCTCCAACTCGCATGCGCAGGCCTTCGATTACCCCGACGACGGC
CAGGAGCACAAGAAACTGACCGCTGGCCACGAGCTGCAGCCATTGGCCCTGATGGACCCC
CGGCCGTCCAGTCGGGCCAGCAGCCGCATCAGCAGCCGGCCGAGGCCGGACGACCTCGAC
GTCTAG

>Aj-gja1b-BEWY01000007:31792677R-CXA1
ATGGGAGACTGGAGTGCTTTGGGGAGGCTCCTTGACAAGGTCCAGGCCTACTCCACTCCT
GGAGGAAAGGTCTGGCTCTCTGTCCTCTTTATCTTCCGGATCCTGGTCCTGGGGACGGCT
GTGGAGTCTGCCTGGGGGGATGAGCAGTCGGCATTCAAGTGCAACACCCAGCAGCCTGGC
TGCGAGAATGTCTGCTATGACAGATCCTTCCCCATCTCCCACGTTCGCTTCTGGGTCCTG
CAGATCATCTTTGTCTCCACACCAACACTGCTCTATCTTGGCCACATCTTCTACCTGATG
CACAAGGAGGAGAAGCTGAACAAGAAGGAGGAGGACCTGAAGGTTGTCCAGGGGGAGGGC
ATTGATGTGGATGCAGCACTACAGAAAATTGAGTTCAAGAGGGTCAAGTATGGGATAGAG
GAACACGGGAAGGTCAAGATGAAGGGTGCCCTCCTGCGCACCTATGCTGCAAGCATTGTC
TTCAAATCAGTCTTTGAGGTGGGCTTCCTGGTGATACAGTGGTACATATATGGGTTCAGC
CTGGCAGCTGTGTACACCTGCGAGAGGCTACCCTGCCCACACAGGGTCGATTGCTTCCTG
TCCCGACCTACGGAGAAAACGGTCTTCATCATATTCATGCTGGTGGTGTCCCTGGTATCC
TTGCTCCTCAATGCTATTGAGCTCTTCTATGTATTCTTCAAGAATGTCAAGGACCGGGTG
AAAGGGAAGGAAGACCACTTTCACAACAGCGGCACCCTCGGTTCCATTGTCAAGGACATG
TCGCCCTCCAAGTATGCCTACTACAATAGTTGCTCCTCTGCTGGAGTCCCCTTGTCTCCA
GTATCACCCCCAGGGTACAAGCTGGCAACTGGGGACAGGACCATGGGCTCCAGCCGCAAT
TATAACGAACAGGCAAATAAGCAGAACTGGGCCAATTACAGCACTGAGCAGAACCAGCTG
GGTCAAAATGGGAGTACCATCTCAAATTCCCATGCCCAGCCAGTCCATTTCCCTGAGGAC
ACTCAGGATCACAAAAAATTGACTGCTGGGCATGAACTTCTGCCCCTTGGGTTGCTGGAT
CCTCGGCCAATCAGCAGGGCCAGCAGTCGGATGAGCAGTCGGGCAAGGCCAGGTGACCTT
GATGTCTAA

>Aj-gja2a-BEWY01000008:12085749R-cx39.9
ATGGCTGACTGGAACTTGCTGGCGAAGCTTCTGGAAAAGGCCCAGGAGCACTCGACAGTG
GTGGGGAAGGTCTGGCTGACAGTCCTCTTCATTTTTCGCATCATGATTCTGGGCGCGGCT
GCGGAGAAGGTGTGGGGCGACGAGATGTCCGGCTTCACCTGCGACACCAAGCAGCCCGGT
TGCCAGAACGTGTGCTACGACAAGACCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTCTCCACGCCCACGCTGATCTACCTCGGCCACATCCTCCACCTCGTG
CGCATGGAGGAGAAGGTGAAGCAGAAGGAGAAAGAGCAGGCTCAGCACGGGAACGGCCAC
GCCCACCCGCTGCTGCCCAACGGCAAGCCCAAGAAGCCGTCGGTCCGGGACGACCAGGGT
CGCATCCGCCTGCAGGGGGTGCTGCTGCGCACCTACGTCTTCAACATCATCTTCAAGACC
CTGTTCGAGGTGGGCTTCATTGTGGGCCAGTACTTCCTCTACGGCTTCCAGCTGAAGCCG
CTCTACACCTGCGACCGCTGGCCTTGCCCCAACATGGTCAACTGCTACATCTCGCGGCCC
ACGGAGAAGACGATCTTCATCATCTTCATGCTGGTGGTGGCCTGCGTCTCGCTGCTGCTC
AACCTCATCGAGATGTACCACCTGGGTTTCAAGAGGTGCCAGCAGGGCATCCAGTACAGG
CGCTCAAAGCTGGCCTACGAGGAGGGCTTCAAGCCGCCCAGCGAGACCGCGGTGCCCTAC
GCGCCCGGCTACAACTTCTTCTCCCAGCACCCCACCGGCCCGTTCCCGCAAGGCCCCGGG
TACGACATGCCTGCCCTGGGGGAGTCCGAAGTCCCGATCAACCCGTACAGCACCAAGTCC
GCGTACAAGCAGAACCGCGACAACTTTGCCGTGGAGCGGGGCGACAGGACCGAGGAGGTT
TGCAACTCCAGGCCCGCCAGGGACTCAGGTTCGACCGGGGGCTCCGGCGAGGACTCCGCC
GCCGGGTCCGCTCCTGGCTCCGTTCCCGGGTCTCCGGCGGAGAAGACGAGGAGGTACAGC
CGATCCAGCAGGCGCAGCAACAACAGGACTAGAGAGGACGACCTGCGGGTCTGA

>Aj-gja2b-BEWY01000015:29899912F-CX39.9
ATGGGGGACTGGAACCTGCTGGGGAAGCTGCTGGAGAGTGCCCAGGAGCATTCCACGGTG
GTGGGCAAAGTCTGGCTCACCGTCCTGTTCATCTTCCGAATCCTGGTACTGGGTGCCGCC
GCCGAGAAGGTGTGGGGTGACGAGCAGTCAGGCTTCACTTGCGACACCAAGCAGCCCGGT
TGCCAGAACGTCTGCTACGACAAGACCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTCTCCACACCAACGTTGATTTACCTGGGCCACATCCTGCACCTGGTG
CGAATGGAGGAGAAACACAAGCAGCAGGAGAAGGAGCGGGCTCAGCTCGCCCTGCAGAAC
GACAAGCAGCCGCTGCTCGGGAGCAAGGCCAAGAAGGCCTCGGTTCGGGACGAGCAGGGC
CGCATCCGCCTGCACGGGGTCCTCCTGCGCACCTACGTCTTCAACGTCATCTTCAAGACC
CTCTTCGAGGTGGGCTTCATCGTGGCCCAGTACTTCCTTTATGGCTTCGAGCTCAAGCCC
CTCTACACATGCAACCGGCCGCCGTGTCCCAACGTGGTCAACTGCTACATCTCCAGACCC
ACCGAGAAGACCATCTTCATCCTCTTTATGCTGGTAGTGGCCTGCATCTCCCTGCTGCTC
AACCTGGTGGAGATGTACCACCTGGGTTTCACCAAGTGCCGCCAAGGGCTGAGGTACAGG
CGCTCTCACCTCGCGTCTGAATTGGGCTCCAAGGCTCCCAGCGAGGCGGCGGTTCCTTTC
GTACCCAATTACAACTGTTTTCCCAGGCACCATCCTGTCCCTGGACCCTTTCAGACTAGT
GCCGGGTTCAGCCTCTCACCGCTCACAGAGCCGGACTCCATTTACCAGCCCTACAACAGC
AAGGCTTACAAGCAGAACAGGGACAACCTGGCCGTGGAGCGCAACAGTAAACCCGAGGAA
TGCGACCTGAAGGTGAAGAAGGGTTCAGGCTCGGCCCCGGGGTCGCCGGTGGAGAACCAG
CGTCGGCCCAGCCGCTCCAGCAAGCACAGCAACAATAAGACCAGACTGGACGATCTGAAG
ATCTGA

>Aj-gja3a-BEWY01000008:38903519F-gja3 The genomic sequence as approx 15 N at the inicated location, but also a a repetition of a sequence 5´and 3´to the Ns. A missassembly is very likely.
ATGGGTGACTGGAGCTTTCTGGGGCGGCTGTTGGAGAATGCTCAAGAACACTCGACGGTG
ATCGGCAAGGTGTGGCTGACGGTCCTCTTCATCTTCAGGATCCTGATCCTGGGGGCGGCG
GCTGAGGATGTGTGGGGCGACGAGCAGTCCGACTTCACCTGCAACACCCAGCAGCCCGGG
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCCCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTCTCCACGCCCACCCTCATCTACCTGGGCCACGTGCTGCACATCGTC
CGCATGGAGGAGAAGCGCAAGGAGAAGGAGGAGGAGCTGCGCAAGATCCGGCTGCAGGAG
GAAAAGGAGCTCCTCTTTAAGAACGGGGGAGGGGGCGGGGCGAATGCTNGGTGGAGGCGG
GGAGGGGGCGGCGGCAAAAAGGAGAAGCCGCCGATCAGAGACGAGCACGGGAAGATCCGC
ATCAGGGGTGCCCTGCTGCGCACCTACGTGTTCAACATCATTTTTAAGACACTGTTCGAG
GTGGGGTTCATCCTGGGCCAGTACTTCCTCTACGGCTTCCAGCTGCGGCCGCTGTACAAG
TGCGCCCGCTGGCCCTGCCCCAACACGGTGGACTGCTTCATCTCCAGGCCCACGGAGAAA
ACAATCTTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCCCTTTTGCTGAATTTGTTA
GAGATCTATCACCTGGGATGGAAGAAGGTCAAGCAGGGCATGACCAATGAGGCTTCACCC
GAGCATGAGTCGCTGCCCTGCGCTGACCCGGAGTCTGAGCCCGGCCCTGCTACCCCAATC
CCTGCCCCGAGAACTGTTGCCCCCGTCCTCTGCTACCCACCGAACTACACAGAGGTGACT
GCGGCGGGGGGCGGGGCGTACCCATTACCAGCGGGGCCCGCGGCCGAGTTCAAAATGGAG
GACCCGCTGGAGCTGATCTCCTCCTTCTACACCAGCAACAACAACAACCACCAGCAGCAG
CAGCACCAGCGGCGGGCCTTGGAGCAGAACTGGGCCAACCAGGCCACCGAGCGGCTGCAG
ACTCTGGAGAGGAAGCCCGAGTCCCCCTGCCCCTCCAAACCCTCTTCCTCCCCCTCGTCC
CCCTCCCCGACTTCCTCT

>Aj-gja3b-BEWY01000014:20990510R-gja3
ATGGGCGACTGGAGCTTTCTGGGGCGGCTGTTGGAGAACGCGCAGGAACACTCGACGGTG
ATCGGCAAGGTGTGGCTGACGGTCCTCTTCATCTTCAGGATCCTGGTGCTGGGGGCGGCG
GCGGAGGAGGTGTGGGGCGACGAGCAGTCCGACTTCACCTGCAACACGCAGCAGCCCGGC
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTGTCCACGCCCACCCTCATCTACCTGGGCCACGTGCTGCACATCGTC
CGCATGGAGGAGAAGCGCAAGGAGAAGGAGGAGGAGCTGCGCAAGGCCAGCAGGCTCCAG
GAGGAGAAGGAGCTCCTCTTTAAAAACGGAGCGGGCGGAGGAGGGGACGCCGGCGGCGGG
GGAGGCGGCGGAAAGAAGGAGAAGCCGCCGATCAGGGACGAGCACGGGAAAATCCGCATC
AGGGGGGCGCTGCTGCGCACCTACGTGTTCAACATCATTTTTAAGACCCTGTTTGAAGTG
GGCTTCATCTTAGGCCAGTACTTCCTGTACGGCTTTCAGCTGCGGCCGCTGTACAAGTGC
GCGCGGTGGCCCTGCCCCAACACCGTAGACTGCTTCATCTCCCGGCCCACAGAAAAGACC
ATCTTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCCCTTTTGCTGAATTTGTTAGAG
ATCTATCACCTCGGATGGAAGAAGGTCAAGCAGGGCATGACCAACGAGTTTTCCCCCGAG
CGCGAGTCGCCGCCCCGCACCGACGCTGAGCCAGAGTCCGCGACCCCCGCCCCGAGAACT
GCCCCTCCAAACCTCAGCTACCCGCCGAACTACACGGACGTGACCGCGGGGGGCGCGTAC
CCCCTGCCGGCCGCCACGGCGGCCGAATTCAAGATGGATCCTCTGCAGGAGGACCTGCAG
GAGGCGCCCTCCTCCTTCTACATCAGCAACAACAACAACCACCGGCTGGCCTCCGAGCAG
AACTGGGCCAACCAGGCTACCGAGCAGCAGACTCGGGAGAGGAATCCAGGCTCCCCTTCC
CCCTCCTCTTCCTCCTCCTCCTCGTCCTCAACCTCCAGCGTCCGAGATGAGCTGCTGCAG
CAGCCGAAGGACGCCGCCTCGCCCGCCGCCACCTCCACCTCGAGCGGCGGGGGCTGGGGC
GGAGGGAAGGGCCCGTTGGAAGAGGGTCACATGACCACCATGGTGGAGATGCACGAGGCG
CCCGCGGCGGTCACGGCGGTAATGGCGGTCACGGACGCCCGGCGGCTCAGCAGGGCCAGC
AAGAGCAGCAGCGCCAGAGCCCGGCCCAACGACCTGGCGGTTTAG

>Aj-gja4a-BEWY01000007:63404758F-cx39.4 
ATGTCGAAGTCAGACTGGACCTTCCTGGAGCTCCTGCTGGAGCAGGGGCAGGTGCACTCC
ACAGGCGTGGGGAAGATGTGGCTGACGGTGCTCTTCCTGTTCCGCGTGCTGGTGCTGAGC
ACGGCGGCTGAGTCGGTGTGGGGCGACGAGCAGTCCGACTTCGTCTGCAACACGCAGCAG
CCGGGCTGCGAGGCAGTCTGCTACGACAAGGCCTTCCCCATCTCCCACTTCCGCTTCTTC
ATCCTGCAGGTCATCATCGTCGCCTCGCCCGCCATCTTCTACCTCAGCTACGCCGCCCTG
CACGCCAGGTGGCAGAGGAAGAGGGAGGAGGAGGAGGAGAAGGAGGAGGAGAGGAGGAAG
AGGGCGGAGGAGGCGAAGGGAAGGGACTCGGAGGTGGAGAAGAAGGAGAAGGAGGGAGGG
CGGGAGAGAGAGGGCGCAGGGCAGGGGGGGAGGGTACCCCCGAACGCGCCCAGGCTGAGA
GGCAAGCTGCTCCGGGTGTACCTGTGCGTCACCGTGCTCAAGCTGCTGCTGGAGGCGGCC
TTCATCCTGGTGCTGTGGCACCTGTACGGCTTCACCGTGCCTGCCCGCTACGTGTGCCAG
CGCTGGCCGTGCCCGCACACGGTCGACTGCTTCGTGTCGCGGCCCAAGGAGAAGACCGTC
TTCACCGTGTACATGCAGGCCATGGCGGGCGTGTCGCTGCTCTTCAACCTGCTGGAGGTG
TGCGTGCTCCTCCGCCGATACTGCTGCCCGCCCCGGTCAGCTGGGCCCCCCCGCGCCCCT
GCTGCGCCCCATCCCACAGAGAGGGCTCGCCTTCACCTGCCCACAGGCAAGGGCGGGGCC
CCTCCGGGATGGGAGGCTCGGATTAGCTGGGGTGCCCAGCATGCTTTCGGGGCGGAGCCA
GCCTTACTTGCCCCTCCCCCTTCTCTGACCCGTCTCCCTCAGGAGGCCCCCAGGGGCAGC
TGGTCCACACAGTGGCGTTATCCCCAGGTCTACCAGCAGGGCGGCGCCTCAATATGA

>Aj-gja4b-BEWY01000004:25091439F-cx39.4 
ATGTCCAGAGCTGACTGGGGTTTTCTGGAGCGTTTCCTGGAGGAGGGACAGGAGTACTCG
ACGGGGATTGGACGGGTGTGGCTGACCGTGCTCTTCCTGTTCCGCATGCTGATCCTGGGC
ACGGCCGCTGAGTCCGCCTGGGACGACGAGCAGTCCGACTTCGTCTGCAACACCCAGCAG
CCCGGCTGCGAGCTGGCCTGCTACGACCGCGCCTTCCCCATCTCCCACTTCCGCTTCTTT
GTCCTGCAGGTCATCTTCGTCTCCACGCCCACCATCTTCTATTTCATCTACGTGGCCCTG
CGCATGGGATGGGAGAGGAAGCGCGAGGTGGAGGAGGCGGGGAGGAGGAGGGCGGAGGAG
GGACGGGCGAGCCCCGACGAGGGGGCGCGGGGGGCCGGGAAGGCGGGCGGCGAGGAAGGG
GAGGCGAAGGGCGTGAGAGGCGAGCAGGGCGACGAGCGGCGGGAGCGCCCCAAGCTGAAG
GGCAAACTGCTCTGTGCGTACACGCTCAGCATCGTCCTCAAAGTGCTGCTGGAGGCGGGC
TTCATCCTGGGGCTGTGGTTCCTCTACGGCTTCGTCGTCCACGCCAAGTACGTGTGCCAG
CGCCCGCCCTGCCCCCACACGGTGGACTGCTTCGTCTCCAGGCCCACTGAGAAGACCATC
TTCACCGTGTACATGCAGGCCATCGCCGGGGTCTCCATGCTCCTCAACGTCGTGGAATTT
CTCTACCTTGCGCAGCACACTGTCACCCACTACCTGGAGAAGAAGTACCTGGGCAAAACT
CCAGTCACTCTGCAAATAGACAGAGAGCCCTCACAGCTGGACCTGCCCAGGGAGTCCGCT
GTGCACTACCAGGAGAAGGGACACCTGTGCCTGCCTGGGGCTGGGTTTCCCCAGCCGTAC
CAGGAGTACGTGGAACCCGAAATTGAGCTCAGCTGGGGTGTCGGAGAACAGGGGACAACC
GAAGGCTCGCTCTCAAACCCGCTCCCCAGCTATTCGACTTGCATGAGGGCCATGAAATCC
ACTTCGAGCAGAGTGTCCTCAAAGGCATCCTCTCATAGAGAACAAAGCAAGAGGTCAAAG
AAAGGGAATTTGAAACAATATGTCTGA

>Aj-gja5a-BEWY01000008:36502612F
ATGGGTGATTGGAGTCTTATGGGAACCTTCCTTGAAGAGTTGCAGGAACACTCGACTTCG
GTAGGCAAGGTCTGGCTGACCGTCCTCTTCGTCTTCCGCGTCCTGGTCCTGGGCACGGCA
GCGGAGTCCTCCTGGGGCGACGAGCAGTCGGACTTCATGTGCGACACTGAGCAGCCCGGC
TGTGAGAATGTGTGCTACGACAAGGCCTTCCCCATCGCCCACATCCGCTACTGGGTCCTG
CAGATTGTGTTTGTCTCTACCCCCTCCCTCATATACATGGGTCACGCCATGCACATACTG
CGGGTAGAGGAGAAGCGCAGGCGGAGGGAGCTGGAGGACAAGGGTGGGGGTGAGGTCGGG
GGTGGGGGTGGGGAGAAGGAGTACCTGGAGGGGAAGGAGTCTGGGAGGGCGGAGGACACG
GGGAAGTTGCACCTGAGGGGGGCACTGCTGAAAACGTATGTGCTGAGCATCCTGATCCGC
ACTGCGATGGAGGTAACCTTCATTGTGGCGCAGTACATGATCTATGGAGTCTTCCTCAAT
CCGCTGTATGTCTGTGAGGCCTGGCCCTGTCCCAACCCGGTCAACTGCTACATGTCTCGG
CCAACAGAGAAGAACGTATTCATTGTCTTCATGCTGGTGGTGGCGGGCGTGTCCCTGTTC
CTGAGCGTGGTGGAGCTCTACCACCTGGCCTGGAAGCAATCAAAGCGATGCTTTCGAGAC
TACCTGGCCTCCCGCGCTCGGCAGCCCAAACCTGCCCCCGTGGCACCCATTGGCTGCGAG
CTCGAGACTCCCCTGCAGGTCTCCCGCACCCGCACCCCACCCCCTGATTTCGACCAGTGC
CTGGCGACGGCACTACCCCACTCTCACACTGGCCATGCCCACCCAAGCTGCCAACCGTTC
AACAACAGGATGGCCCACCAGCAGAACTCCGTCAACCGGGCAACCGAGCGCCACCACAGC
CACGACAACCTGGAGACGGTGGACTTCCTGCAGATGAGCTACACGCAGGAAACCGAGGCA
GCTGACACCTGTGGCCTGCCCTCGGCTCCGCCTCCTGCTCTGGCCCTGAACAACGGCTTC
TTAAAGGACAAGCGGCGCCTCAGCAAGACCAGTGGCTCCAGCAGCCGAGTGAGGCCGGAT
GACTTAGCCGTGTAG

>Aj-gja5b-BEWY1000014:14070082R-CXA5
ATGGGTGATTGGAGTCTCCTGGGAAACTTCCTTGAAGAGGTGCAGGAGCACTCGACTTCG
GTGGGCAAGGTCTGGCTGACCGTCCTCTTCATCTTCCGCATCCTGGTCCTGGGCACGGCG
GCGGAGTCCTCCTGGGGCGACGAGCAGTCGGACTTCATGTGCGACACCAAGCAGCCTGGC
TGCGTCAACGTGTGCTACGACAAGGCCTTCCCCATCGCCCACATCCGCTACTGGGTCCTG
CAGATTGTGTTCGTCTCCACCCCCTCCCTCATCTACATGGGCCACGCCATGCACACGGTC
CGCATGGAGGACAAGCGGCGCCAGAGGGAGCAGGAGCAGGGTGGGGAAGGGGGCGGGGCT
GAGGAGAAGGGCTACCTGGAAGAGAGGGAGGCTGGGAAGCCCGAGCCCTGGGGAAAGATT
CGCCTGAAGGGGGCGCTGCTGAAGACGTACGTGCTCAGCATCCTGATCCGCACCGTCATG
GAGGTGACCTTCATCGTGGTGCAGTACATGATTTACGGGATCTTCCTCAACTCTCTCTAC
CTCTGCGAGGCCTGGCCCTGTCCAAACCGGGTCAACTGCTACATGTCCCGCCCCACTGAG
AAGAACGTCTTCATCGTCTTCATGCTGGCAGTGGCGGGCGTGTCGCTCTTCCTGAGCATA
GTGGAGCTCTACCACCTGGCCTGGAAACAGTCCAAAAAGTGCCTGAGGGCCTATGCTGCC
TCCCACGCCCTGGACAGCACGCCCTCTATGGTGGTGCAAGTTTCCCCAGAGACCAGTGCG
CCACCCCACACCTCCTGCACTCCGCCCCCTGACTTCAGTCAGTGCCTGGCACCGCCACCC
GCTCACACCCACCCCAACTGCCACCCCTTCAACAACAGGATGGCCCACCAGCAGAACTCT
GCCAACCTGGCGACCGAACGCCGCCACAGCCACGGCAACCTGGAGGGGGAAGACTTCCTG
GAGATGAGCTCCGTGGAGGGGGCAGAGACTCCAGCTCCGCTGCTCCACGCCACATTCCTC
AAGGACAAGCGCCGCCTCAGCAAGACCAGCGGCTCCAGCAGCCGCGCGCGGCCTGACGAC
CTGGCCGTGTAG

>Aj-gja8a-BEWY01000008:36475103R
ATGGGTGACTGGAGCTTCTTGGGAAACATTTTAGAGGAAGTGAACGAGCACTCGACAGTG
ATTGGCAGGGTGTGGTTGACCGTGCTCTTCATCTTCAGGATCCTGATCTTGGGCACAGCT
GCTGAGTTTGTCTGGGGGGACGAGCAGTCGGATTATGTTTGCAACACCCAGCAGCCGGGT
TGCGAGAACGTCTGCTATGACGAGGCTTTCCCCATCTCCCACATCAGGCTGTGGGTGCTC
CAGATCATCTTCGTCTCCACGCCCTCGCTGGTGTACGTGGGCCACGCCGTGCACCATGTC
CACATGGAGGAGAAGCGCAAGGAAAGGGAGGAGGCGGAGATGAACCGTCAGCAGGAGATG
AATGAGGAGAGGCTGCCTCTGGCGCCCGACCAGGGCAGCGTCAGGACCACCAAGGAGACC
AGTACCAAGGGCAGCAAGAAGTTCCGCCTGGAGGGCACGTTGCTGAGGACGTACATCTGC
CACATTATCTTCAAGACCCTGTTTGAGGTGGGCTTCGTGGTGGGACAGTATTTCCTCTAT
GGCTTCCGCATCCTGCCCCTCTACAAGTGCAGCCGCTGGCCCTGCCCCAACACTGTCGAC
TGCTTCGTCTCGCGCCCCACCGAGAAGACCGTCTTCATCATCTTCATGCTGGCGGTTGCC
TGCGTCTCCCTCTTCCTCAACTTTGTGGAGATCAGCCACCTCGGACTGAAAAAGATCCGC
TTTGTTTTCCAGAAGCCCCCCCAGCAGCAAGCAGAGGGGGGGCTGGTTCCAGAGAAGAGT
TTGACCTCCATGACTGTCTCTTCCATCCAGAAGGCCAAGGGCTACAAACTGCTGGAGGAG
GACAAGCCTGTGTCCCACTACTTCCCCCTGACAGAGGTGGGGATGGAGGCAGGCAGGCTG
CCGACACCCTTTCAGACTTTTGAGGAGAAGTCCTGCGTGGATGAGGTAGGGCCCCCTGAA
GACATGTCCAAGTTGTGTGATGAGACCCTGCTCTCCTATGTCCAGACCACTGAACAGGAG
GAGGAGCAGAAGCAGGGGCAGGAACAGGACAATGAGGAGGAGCAGCAAGATCAGGAAGAA
GAGGACGAAGAAGAGGAAGAGGGGGAGAAGCCACCCACCGAGACTGATGTGGAGGCTACT
GAGACGATAGAAGACACCAGACCGCTAAGCAGCTTGAGTAAAGCAAGCAGCAGGGCCAGG
TCAGATGATTTGACAGTATGA

>Aj-gja8b-BEWY01000014:14093752F  
ATGGGTGACTGGAGCTTCTTGGGGAACATTTTAGAGGAAGTAAATGAACACTCGACGGTG
ATAGGGAGGGTGTGGCTGACTGTGCTCTTCATTTTTAGGATTTTAATCCTGGGCACGGCC
GCTGAGTTTGTTTGGGGGGACGAGCAGTCGGATTATGTTTGCAACACCCAGCAGCCGGGT
TGCGAGAACGTCTGCTACGATGAGGCTTTCCCCATCTCCCACATCAGGCTGTGGGTGCTC
CAGATCATCTTCGTCTCCACGCCCTCGCTGGTGTACGTGGGCCACGCCGTGCACCATGTG
CACATGGAGGAGAAGCGCAAGGAAAGGGAGGAGGCGGAGATGAACCGCCAGCAGGAGATG
AACGAGGAGAGGCTGCCTCTGGCGCCCGACCAGGGCAGCGTCAGGACCACCAAAGAGACC
AGCACCAAGGGCAGCAAGAAGTTCCGCCTGGAGGGCACCCTGCTGAGGACCTACATCTGC
CACATCATCTTCAAAACCCTGTTCGAGGTGGGCTTCGTGGTGGGGCAGTACTTCCTCTAC
GGCTTCCGCATCCTGCCCCTGTACCAATGCAGCCGCTGGCCCTGCCCCAACACCGTCGAC
TGCTTCGTCTCGCGTCCCACTGAGAAGACCGTCTTCATCATCTTCATGCTGGCGGTGGCC
TGTGTCTCCCTCTTCCTCAACTTTGTGGAGATCAGCCACTTGGGCCTGAAGAAGATTCAC
TTTGTTTTCCGCAAGACCCCCCAGCAGCAAGCAGAGGGGGGGCTTGTCCCAGAGAAAAGC
CTGGCCTCCATGGCCGTCTCTTCCATCCAGAAGGCCAAGGGCTACAAACTGCTGGAAGAG
GACAAGCCCGCGTCCCACTTCTTCCCCCTGACAGAGGTGGGAATGGAGGCTGGCAGACTC
CCCACATCATTTGAGACATTGGAGGAGAAGCTGGAGGAGGCAGGACCCCCGGAAAATATA
TCTAAGGTATATGATGAGACCTTGCCCTCCTACGTTCAGACCACTGAGGCAGAGGAGGGG
GTGCTACAGGAGGAGGAGGAAGAGGAGGATGAAGAGGAACCTCCTGCTGAAGCTGAAGGG
GAGGCCACTGAGACAATAGAAGACACCAGACCGCTGAGCAGTTTGAGCAGAGCCAGCAGC
AGGGCCAGGTCAGATGATTTGACAGTATGA

>Aj-gja9a-BEWY01000007:3645800F 
ATGGGAGACTGGAACTTCCTGGGCGGGATCCTGGAGGAGGTGCACATCCACTCCACCATG
GTGGGGAAGATCTGGCTCACCATCCTCTTCGTCTTCCGCATGCTGGTGCTGGGCGTGGCG
GCGGAGGACGTGTGGAACGACGAGCAGTCCGAGTTCGTGTGCAACACGGAGCAGCCGGGC
TGCCACAACGTGTGCTACGACCGCGCCTTCCCCGTGTCGCTGGTGCGCCTGTGGGTGCTG
CAGGTCATCTTCGTGTCCTCGCCCTCGCTGGCCTACATGGGCCATGCCCTGTACCGNNNN
NNNNNNNNNNNNnnGCGGCGGCGGCTGGAGCGGGAGCTGCGCGCGCTGGAGCGGCGGCGG
ATCGACAAGGCGCCGCTGCGCGGCTCGCTCCTGCACTCGTACGTGGCGCACATCCTGACC
CGCTCCGCCGTGGAGCTGGGCTTCATGCTGGGCCAGTACCTGCTCTACGGCTTCCGCCTG
GAGCCGCTCTACAAGTGCGAGCGCGAGCCCTGCCCCAACGCCGTCGACTGCTTCGTGTCG
CGGCCCACGGAGAAGAGCTTCTTCATGGTGTTCATGCAGTGCATCGCCGGCGTCTCGCTG
CTCCTCAACCTGCTGGAGATCCTGCACCTGGCCTACGGCCGCGTGAGGACGGGCCTCCTG
GACTACTGCCCGCAGCTGCAGCGCGACGAGCTGGACGACTGCTACGCGGGCCGGCCGCAG
GTGTGCGTCGCCCCTGTCCCCCCCACCGCCCCACCTGACNNNN

>Aj-gja9b-BEWY01000068:255669R
ATGGGGGACTGGAACTTCCTGGGCGGGATCTTGGAGGAAGTGCACATTCACTCCACCATG
GTGGGCAAGATCTGGCTGACCATCCTCTTCGTCTTCCGCATGCTGGTGCTGGGCGTGGCG
GCGGAGGACGTGTGGAACGACGAGCAGTCGCACTTCGTCTGCAACACGGAGCAGCCGGGC
TGCCGCAACGTGTGCTACGACCGCGCCTTCCCCGTGTCTCTCATCCGCTACTGGGTGCTG
CAGGTCATCTTCGTGTCCTCGCCCTCGCTGGTCTACATGGGCCACGCGCTCTACCAGCTG
CGCGCCCTGGAGAAGGAGCGGCAGCGCAAGAAGGCGCAGCTCCGGCGCGAGCTGGAGGCG
GCGGAGGCGGAGCCCGCGGAGGCGCGCCGGCGGCTGGAGCGGGAGCTGCGCCAGCTGGAG
CAGGGCCGGCTGAACAAGGCGCCGCTGCGCGGCTCGCTCCTGCGCACCTACGTGGCGCAC
ATCCTGACCCGCTCCGCCGTGGAGGTGGGCTTCATGCTGGGCCAGTATCTGCTCTACGGC
CTCCGCCTGGAGCCGCTCTACAAGTGCGAGCGCGAGCCCTGCCCCAACGCCGTCGACTGC
TTCGTGTCGCGGCCCACGGAGAAGAGCGTCTTCATGGTGTTCATGCAGGGCATCGCCGCC
GTCTCCCTCTTCCTCAACATCCTGGAGATCCTGCACCTGGGCTACAAGAGGCTGAAGAAG
GGCCTGCTGGACTACTACCCGCACCTGCGGGACGACCTGGACGACTACTGCGTCAGCCGG
TCCAAGAAGAACTCGGTGGTGCAGCAGGTGTGCGCGGGCCGGAAGGCCACCATCCCCACC
GCGCCCAGCGGCTACACCCTCCTGCTGGAGAGGCAGGGCAACGGGCCCACCTACCCCGTG
CTGGAGACCTCCTCCACCTTCGTCCCCATCCAGGGCGACCCCGCCGCCTGCAAGACGGGC
CTGGACGTCGTCCTCCTCAAGGAGGCGTCGCCCGGCCCCGCCGAGCCCAACGGCGCCTCC
AAAACCAACACCAGCAGCGAGACGCGGTCGCCGCCCGCCGACAAGCAGGGCGACTCGGA

>Aj-gja10-BEWY01000019:11653909R
ATGGGGGACTGGAACTTGCTTGGAAGTATCTTAGAAGAAGTCCATATTCACTCCACCATA
GTGGGAAAAATTTGGCTCACAATTCTTTTCATATTTCGAATGCTTGTTCTCGGCGTTGCG
GCTGAAGACGTCTGGGATGACGAACAAAGCGAGTTCATCTGCAACACGGAGCAACCCGGA
TGCCGGAACGTCTGCTACGACAAAGCGTTCCCAATTTCTCTTATACGGTTCTGGGTGCTG
CAAATAATCTTCGTGTCATCTCCATCGCTGGTATACATGGGTCACGCATTATACAAGCTC
AGGGCGCTTGAAAAAGAGAGGCATAAGAAAAAGGCTCAACTGAAGGCGGAGTTGGAAGAG
GTCGAGCCTAGTCTGGAGGAGCACAAAAGAATCGAGAGGGAGCTGAGAAAACTAGACGAG
CAGAAAAAGGTCAGTAAAGCTCCTCTGCGGGGTTCGTTATTGCGCACATATGTTTTCCAT
ATCCTGACGAGATCAGTGGTGGAGGTGGGCTTCATAGTGGGCCAATATGTCTTGTATGGA
ATTGGACTAGATCCCCTGTACAAGTGCGAGAAGGTACCATGTCCAAATAGCGTGGATTGC
TTCGTTTCGCGCCCAACGGAAAAAACTATTTTCATGGTCTTCATGATAGTAATCGCATGT
GCTTCTCTCTGTCTGAACCTTCTTGAAATTTCCCACTTGGGAGTAAGAAAATTAAAACAA
AATCTGTTTGGTGAGACGGGTGGAGACGACGACAGTGCTTGCAAATCAAAGAAAAACTCA
ATGGTTCAGCAAGTATGTGTCCTCTCGAACTCATCGCCGCACAAAATGGTGCAATTAACA
ATAATGCCAGATGGACAAATTGATCCTTTTCCGGTTTACATGGCTTCTGCTGCATCTCGG
CCGAGCCAGGAAATGCAGAGATACAACGGCATCACCGGGGACCGCGACCAAGTACATTTA
TCGGATCAGCACCCCAGACAGCTCCTCAGGCCCAGCCAAGACGAGATCCACGCTCTACGC
ATGCTTGCCTCCACGGAACGTCGCAAAACTTCGGACAACCGGGATCATTTATTCAACAGC
GATGACTCGAATGGCAGCAATGGGCCTAAGAGTTCAGGCCAAGCACCGCAAGCGAAACAA
TCATCACAGTCTAGCCACATGGAATTGCCAGCAGCCTTGCGCAATGCTTTGCGCAAACAG
AGCCGCGTTAGCTGCTTGAACGGGGACCGAAGTGATTCTCCCGACAGTGGTCACTATCCT
TCCAGTAGAAAGGCCAGTGTCATGTCTCGTGGCATGTCTGAAGGCAAGCTAACAAGTTCA
TCCAGTAACCAAGCTTTGGAAAGTGGCTCCGGCTCTGAATCTAAACGTCTGAGCCAAGGA
GAGAGTCCACCGATTACCCCGCCTCCCGCCAATGGACGGAGAATGTCAATGGCAAGTATA
GCCTAA

>Aj-gja11-BEWY01000019:8830275F (cx34.5)
ATGGGAGAGTGGGACTTTCTGGGACGGCTTCTGGACAAAGTCCAGACCCACTCCACGGTC
ATCGGGAAGGTCTGGCTGACCGTCCTGTTCGTCTTCAGGATCCTGGTCCTGGGGGCCGCG
GCGGAGAGGGTGTGGGGGGACGAGCAGTCCGACTTCGTCTGCAACACGGAGCAGCCCGGG
TGCGAGAACATGTGCTACGACCACGCCTTCCCCATCTCCCACGTCCGCATCTGGGTGCTG
CAGATCGTCTTCGTCTCCACGCCGACCCTGGTCTACCTGGGGCACGTCCTGCACGTGGTC
CACATGGAGAAGAAGTACAGGGAGAGAACGCGTAAGCAGGCCGAGGAGGAGCTCAGCAGC
CTGATCCTGAGGAACGGGTACAAGGTCCCCAAATACTCAGACAGCGAGGGGAAGGTCAGC
CTGCACGGTCGACTCCTTCAGAGCTACCTGGTGAACCTGCTCTTCAAGATCTTGCTGGAA
GTGGGGTTCATCCTGGGGCAGTACTACTATTACGGCTTCACCTTGCAGGCCCGCTACGTC
TGCAGCCGGTTCCCCTGCCCGCACCAGGTGGACTGTTTCCTCTCCAGGCCCACGGAGAAG
ACCATCTTCATTTGGTTCATGCTGGTGGTCGCCTGTGTCTCCCTGGTCCTGAACCTGGTC
GAGATCCTCTATCTGTGCACCAGGGCCGTCACCAAGTGCGTGGACAAGAAGCAGGGTTAC
ATGGTCACTCGCGTAACTCCAGTCCTGCAGAGAAACGAGTTCAAAAACAAGGACCTGGCC
ATCCAGAACTGGGTCAACCTGGAGCTGGAGCTACAGGGAAGGAAGCTAGGCAGTGGGGTC
ACTAAAAGCCTGGAATCGGAGGACGTAAGCACCAACATGGAGGAGGTCCACATCTGA

>Aj-gja12-BEWY01000019:8836794F (cx32.3b) 
ATGGGAGACTGGTCATTTCTTGCAACGCTGCTGGACAAAGTCCAGACCCACTCCACGGTC
ATCGGGAAGGTCTGGCTCACCGTCCTCTTCATCTTCAGGATCCTGGTTCTCTCTGCCGGA
GTGGAGAAGGTGTGGGGGGACGAGCAGTCGGGATTCATCTGCAACACCAAGCAGCCCGGA
TGTAAGAACGTGTGCTACGACCACGCCTTCCCCATCTCCCACGTCCGCTTCTGGGTGATG
CAGATCATCTTCGTCTCCACGCCGACGCTCCTCTACCTGGGCCACGTCATGCTCATCGTG
CACAAGGAGAACAAGCTGAGGCGCCATTTGCAAAGCCAGGAGGGCCACGCGCTGAAGGCG
CCCAAATACAGCGACGAGAGGGGGAAGGTTCAGATCAAGGGCGATCTGATGGGTAGCTAT
TTGGTGAACGTGTTTTTTAAGATCTTGTTCGAGTCAGCTTTCATCGTGGGCCAGTATTAT
CTTTACGGTTTTATGCTTGTGCCCATGTTCGAGTGCTCCAGAACTCCCTGCCCGTTTACC
GTGGAGTGTTACATGTCACGACCCACGGAGAAGACCATCTTCATCATCTTCATGCTGGTG
ATGGCCTGCGTGTCTCTGCTGTTAAACGTGGTGGAGATCTTTCACTTGATTTGCACCAGG
TTCAAGGGTAGATCTCGCAGACACCGGAAAGATCAGGTTATTCCAGTCAGCATTCCTCTT
CACAGCGATGCAGTTCTGCAGAATAGGGAGAATGCGCTGCATGATAAAGTCGACCTCAGC
TTTGGAGCTGGACAGAATGATAATCAGAGCACAGCGTAG

>Aj-gja13-BEWY01000019:8833416F (cx32.3a)
ATGGGCGACTGGTCATTTCTGTCAAAACTGCTGGACAAAGTGCAATCGCACTCCACGGTC
ATAGGGAAGATATGGATGAGCGTGCTGTTCATCTTCAGGATCCTGGTTCTGGGGGCGGGA
GCAGAGAGCGTGTGGGGGGACGAGCAGTCGGGGTTCATCTGCAACACCCAGCAGCCCGGT
TGCGAGAACGTGTGCTACGACCACACCTTCCCCATCTCCCACATCCGCTTCTGGGTCATG
CAGATCATCTTCGTCTCCACGCCGACCCTGATGTACCTGGGCCACGCCATGCACGTCATC
CACGAGGAGAACAAGCTGAGGCAGCACCTGAGCCAGAACGGCAAGTGCCCCAAGTACACG
AATGACAGGGGCAAGGTCAAGATCAAGGGGAACCTGCTGGGCAGCTACCTGACGCAGCTG
TTCTTCAAGATCGTCTTCGAGCTGGGCTTCATCGTGGGCCAGTACTACCTGTACGGCTTC
ATCATGGTTCCCATGTTCCCCTGCTCCAGGAAGCCGTGCCCGTTCACCGTGGAGTGCTAC
ATGTCCCGCCCCACCGAGAAGACCATCTTCATCATCTTCATGCTGGTGGTGTCCTGCGTC
TCCCTGCTCCTGAACGTGGTGGAGGTGTTCTACCTGATCTGCACCCGGGTGGGGTGCCGG
ACCAGGAGGCGCACGCTTCACCGCACCTCCCCCGAAAACCCCGCCGGCCTAGGGTGGCAG
GGCCGCGAAGAGGCGCAGCGGCAGAACGCGGTGAACATGCAGTATGAAAACGGGCAGAGT
CCGAGCCTCGGGGGCAGCCTGGAAGGAGCCAAGGAGGAGAAAAGCTTACTGGCCGAAAAA
TAA

>Aj-gjb1b-BEWY01000008:12093225R (cx27.5a) 
ATGAACTGGGCGTCCTTTTATGCCGTGATCAGCGGCGTAAACAGGCACTCCACGGGCATC
GGCCGCATCTGGCTGTCCGTCCTCTTCATCTTCCGCATCCTGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAGAAGACGGGCTTCACCTGCAACACCCAGCAGCCCGGCTGC
AACAGCGTCTGCTACGACCAGTTCTTCCCCATCTCGCACATCCGCCTGTGGGCCCTGCAG
CTCATCCTGGTCTCCACCCCGGCCCTGCTGGTGGCCATGCACGTGGCCCACCGTCGCCAC
GTCGACAAGAAGCTCCTCAAGCTGTCGGGCCGCAGCGCCAGCGCCAAGGACATGGAGGAG
ATCAAGAGCCAGAAGTTCAAGATCACCGGCGCCCTCTGGTGGACGTACACCGTCAGCATC
GTTTTCCGCATCGCCTTCGAGGCCGCCTTCATGTACATTTTCTACCTCATCTACCCCGGC
TACAAGATGCTGCGGCTGGTCAAGTGCGACTCGTACCCGTGCCCGAACACCGTGGACTGC
TTCGTCTCCCGGCCCACGGAGAAGACCATCTTCACCATCTTCATGCTGGCGGCGTCGGGC
GTGTGCGTCCTGCTGAACGTGGCCGAGCTGGCCTACCTGGTGGGCCGGGCCTGCGTCCGA
AACCTCCGGCGCACGGAGGCCCCGCCCAAGGGCGTGTGGCTGTCCCAGAAGCTCTCCTCC
TACAGGCAGAACGAGATAAACCAGCTGATCGCCGAGCACTCGCTCAGGGCCAAGCTCAGC
GGAACCCGCCGGAACCCCGTGGACAAGGAGGAGAAGTGCGCGGCGAGTTAG

>Aj-gjb1a-BEWY01000015:29889281F-cxb1 
ATGAACTGGGCGTCCTTTTATGCCGTTATAAGCGGCGTAAATAGGCACTCCACTGGCATC
GGCCGCATCTGGCTCTCCGTCCTCTTCATCTTCCGCATCCTGGTCCTGGTGGTGGCGGCC
GAGAGCGCCTGGGGCGACGAGAAGGCCGGCTTCACCTGCAACACCCAGCAGCCCGGCTGC
GACAGCGTCTGCTACGACCAGTTCTTCCCCATCTCGCACATCCGCCTGTGGGCCCTGCAG
CTCATCCTGGTCTCCACCCCTGCCCTCCTGGTGGCCATGCATGTGGCTCACCGCCGCCAC
ATCGACAAAAAGATCCTCAAGCTGTCCGGGAAGGGCAGCCCCAAGGACCTGGAGCAGATC
AAGAGCCACAAGTTCAAGATCACCGGCGCTCTCTGGTGGACGTACATGATCAGCCTCGTA
TTTCGCGTCCTCTTCGAGGTTGGATTCATGTACATATTCTACATGATCTACCCGGGCTAC
AAAATGTTTCGTCTCGTCAAGTGCGACTCCTACCCCTGCCCCAACACGGTGGACTGCTTC
GTGTCCCGTCCCACTGAAAAGACTATCTTCACCGTCTTCATGCTGGCGGTTTCCGGGGTG
TGTATCCTGCTCAACATCGCTGAGGCGCTGTATCTAGTGGGAAGGGCATGCAGCAGGCAC
TTCCAGAATGCTGAGGACTCACCCATGGGAGCTTGGATCACCAAAAAGCTTTGCTTTTAG

>Aj-gjb3a-BEWY01000007:63231835R (cx35.4a) 
ATGGACTGGAAGATGTTCCAAGCGCTCCTTAGCGGGGTGAACAAGTATTCAACGGCGTTC
GGGCGGATCTGGCTGTCGGTGGTGTTCGTGTTCCGGGTGCTGGTGTACGTGGTCGCGGCA
GAGCGCGTCTGGGGGGACGAGCAGAAGGACTTTGACTGCAACACCAAGCAGCCGGGCTGC
CCCAACGTCTGCTACGACTACTTCTTCCCCATCTCCCACATCCGCCTGTGGGCGCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTCATGGTGGTGATGCACGTGGCGTACCGCGACGAA
CGGGAGCGCAAGTACCGCGCCAAGTTCGGCGAGGACACCAAGCTCTACGACAACACGGGC
AAGAAGCACGGCGGCCTGTGGTGGACCTACCTGCTGAGCCTCTTCTTCAAGACGGGCATC
GAGATCGTCTTCCTCTACCTGCTGCACATGATCTACGACAGCTTCTACCTTCCCCGGGTG
GTCAAGTGCGAAGTCAAGCCCTGCCCCAACCAGGTGGACTGCTACATCGGCCACCCCACG
GAGAAGAAGGTCTTCACCTACTTCATGGTGGGCGCCTCTGCCCTCTGCATCGTTCTGAGC
GTGTGCGAGATCATCTACCTGATCGCCAAGCGCATCGCGCGCGTCATCCGCAAGATGAAG
AGCCGCGACCGCCTGGTGGCGCTGCAGCACCAGCGGTACAAGGACGAGGACCGGGGAAGC
TACCAGCAGCTGCCCATGAAGCGCCTCGACCTCAAGCCCACCTTCAGGGTCAACGACGAG
ATGCGGGCGTCCGCCCCCAACCTGTCCACTGCCGCCTGA

>Aj-gjb3b-BEWY01000004:24893138R (cx35.4b) 
ATGGATTGGAAGATGTTTCAAAGCCTCCTCAGTGGGGTGAACAAATACTCCACGGGATTT
GGGAGGATCTGGCTGTCCGTGGTGTTTGTGTTCCGGGTGTTGGTGTTCGTGGTCGCTGCC
GAGCGCGTGTGGAGCGACGACCTGAAGGACTTTGACTGCAACACAAAGCAGCCCGGCTGC
CCCAACGCTTGCTACAACTACTACTTCCCCATCTCACACACCCGACTGTGGGCGCTGCAG
CTTATCTTCGTCACCTGTCCCTCCCTGCTGGTGGTGATGCACGTAGCCTACCGAGAAGAC
CGCGAACGTAAGTACCATTTGAAGCATCCCGAAGGAGCAAAGCTTTACGACAACACGGGC
CAGAAGCACGGAGGCTTGTGGTGGACGTACCTCCTCAGCCTCTTCTTCAAAACGGGCATC
GAGGTCACCTTCCTCTACCTGCTTCACCTCATCTACCACAACTTCTTCTTGCCCCGCCTT
GTCAAGTGTGACATCAGCCCCTGCCCCAATCACGTGGACTGCTACGTTGGACGCCCCACC
GAGAAGACAGTCTTCACCTACTTCATGGTGGGGGCCTCAGCCTTCTGCATCGTGCTGAAC
GTCTGCGAGATCGTCTACCTGATCGGCATGCGCATCCACCACCTGATTCACAAGGGCAGC
AAGAAATTTCCCCGTGACAGGTGCAAGGACGAAGACTGCAGCGAATGCAATGAGCCAGTC
ACCCACCTGGATTCCAAGCCGGGCTCCCGGCCAGGAGAGGAGATGCCAGCGTTGGCCCCA
AACCTCTCCTTCAAATGTTAG

>Aj-gjb7-BEWY01000019:12028976F
ATGAACTGGGGGTTTCTGGAGAACATTTTGAGCGGGGTGAACAAGTACTCCACGGTGATC
GGTCGCATATGGCTCTCCATAGTTTTCATCTTCCGCATCCTGGTGTACGTTGCAGCCGCG
GAGCAGGTGTGGAAGGACGAGAACAAGGACTTTGTGTGCAACACCCAGCAGCCAGGCTGC
GAGAACGTGTGCTTTGACCACTTCTTCCCCATCTCCCAAGTGCGTCTGTGGGCCCTGCAG
CTCATCGTCGTGTCCACACCCTCCCTGCTGGTGGCGCTGCACGTGGCCTACCGCGAGCAC
AGGGAGAAACGGCACGGGAAGAAGCTCTACGAGAACAAGGGCAGCATAGACGGCGGTCTG
CTCTGCACCTACCTGCTCAGCCTCGCCTTCAAGACCAGTTTCGAGGTGGGGTCCCTGCTG
GCCTTCTACTTCCTCTACAGCGGCTTCGATGTCCCCCGGCTCCTGCAGTGCAGCCTGAGT
CCCTGCCCCAACACGGTGGACTGCTACATCTCCAAAGCCACGGAGAAGAAGGTCTTCCTC
TACATCATGGGGTGCACCTCTGTCCTGTGCATTGTGCTGAACCTCTGCGAGACGGCCTAC
ATCGTGTCCACGCAGTGCTGGAAGTGCTTCAGCAAGCGTTATGTCCCCATCGAGGAGAGG
GTGCACTGCCGCTGTCACCCTCCACCTGCCAGTGTTGCCACAGCAGTGCCACCAAACTTT
AAACCACCGGGCAAAGACATGGAAAACTCATGCCTTCCGCAAGCCACAAAGGACAGTCCA
ACAGCTGTCTCTTAA

>Aj-gjb8a-BEWY01000008:38895820F (cx30.3a) 
ATGAGCTGGGGGGCGCTGTACGCCCAGTTGGGCGGAGTCAACAAGCACTCCACCAGCCTG
GGGAAGATCTGGCTGTCGGTCCTCTTCATCTTCCGCATCATGATCCTGGTGCTGGCGGCG
GAGAGCGTGTGGGGCGACGAGCAAGCCGGCTTCACCTGCAACACGCAGCAGCCTGGCTGC
AAGAACGTCTGCTACGACCACTTCTTCCCCGTCTCGCACATCCGGCTCTGGTGCCTGCAG
CTCATCTTCGTCTCCACGCCGGCGCTGCTGGTGGCCATGCACGTGGCCTACCGCAAGCGC
GAGACCAAGCGGAGCATCATCCGCGCCCACGGCGACAAGGTGCAGGACGACCTGGAGAGC
CTGCGCAAGCGCCGGCTGTCCATCACCGGGCCGCTGTGGTGGACCTACACCTCCAGTCTG
TTCTTCCGGCTGATCTTCGAGGGCAGCTTCATGTACATTCTGTACTTCATCTACAATGGC
TTCCAGATGCCGCGGCTCGTCAAGTGCGAACAGTGGCCCTGTCCAAACAAGGTGGACTGC
TTCATCTCCCGGCCCACGGAGAAGACCGTCTTCACCCTCTTCATGGTGTGCTCGTCGGCT
ATCTGCATGGTGCTGAACGTGGCGGAGCTGTTCTACCTCATCTGCAAGGCGCTGCTACGC
TGCTCCCACCAGAGGCAGAAGCGCCAGCGCCGCGGTATCATGCTTGCTGATGCGACAGAG
GAAAAGGCCCTGTCTCAGAATGAGAAGAATGAGATGATACAGTCAGCCAATGCGAAAGCT
CTGTGA

>Aj-gjb8b-BEWY01000014:20998664R (cx30.3b) 
NNNNNCTGGGGTGCCCTGTACGCCCAGCTGGGCGGAGTCAACAAGCACTCCACCAGCCTG
GGGAAGATCTGGCTCTCGGTCCTCTTCATCTTCCGCATAATGATCCTGGTGCTGGCGGCG
GAGAGCGTGTGGGGCGATGAGCAGTCCGACTTCACCTGCAACACGCAGCAGCCCGGCTGC
AAGAACGTCTGCTACGACCGCTTCTTCCCCGTCTCGCACATCCGGCTCTGGTGCCTGCAG
CTCATCTTCGTCTCCACGCCGGCGCTGCTGGTGGCCATGCACGTGGCCTACCGCAAGCGC
GAGACCAAGCGGAGCATCATCCGCGCCCACGGCGACAAGGTGCAGGACGACCTGGAGAGC
CTGCGCAACCGGCGGCTGCCCATCACCGGCCCGCTCTGGTGGACCTACACCTCCAGCCTC
TTCTTCCGCCTGGTTTTCGAGGGCGGCTTCATGTACGTCTTCTACTTCATCTACGACGGC
TTCCAGATGCCCCGCCTGGTGAAGTGCGAGGAGTGGCCCTGCCCCAACGTGGTGGACTGC
TTCATATCGCGCCCCACCGAGAAGACCGTCTTCACCATCTTCATGGTGGCCTCCTCGGGC
ATCTGCATGGTGCTGAACGTGGCCGAGCTGGCCTACCTGATCGTCAAGGCGCTGCTGCGG
TGCTCCAGCGGCTCCGGGGGCAAGCACACCTTCCCGGACAACGCCTCCAAGGACAAGGCC
TTCCTGCAGAACAAAAGGAACGAGATGCTGCTGTCCTCCTCGGACTCCTCCAGCAGCAAG
GCCGTGTGA

>Aj-gjb9a-BEWY01000007:63419570R (cx28.6) The first 396 nt are on BEWY01000024:572802F, an unplaced scaffold. The nucleotides 397-879 (underlined) are on BEWY01000007 (chromosome 7). The complete sequence is found together on AVPY01364480 and VDMF01028710, nt 1-557 are found on BDQN01002772.  
ATGAACTGGTCGGGCCTGGAGAGCCTGCTGAGCGGGGTGAATAAGTACTCCACGGTTTTC
GGGCGGGTGTGGCTGTCCATGGTGTTCGTGTTCCGCGTGCTGGTGTTCGTGGTGGCGGCC
CAGCGCGTCTGGGGGGACGAGAGCAAGGACTTCGTCTGCAACACCCGGCAGCCCGGCTGC
ACCAACGTGTGCTACGACAGCATCTTCCCCATCTCGCACATCCGCCTGTGGGCGCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTCATGGTGGTGGCGCACGTCAAGCACCGCGAGGAG
CTCGACCGAAAGTACGTGGCCTCGCACCCCGGAGCGCACCTGTACGCCAACCCGGGCAAG
AAGCGCGGCGGGCTGTGGTGGACCTACCTGCTGAGCCTGGTGTTCAAGGCCGCCTTCGAC
GCCGCCTTCCTCTACATCCTCTACTTCATCTACCACGGCTACGACATGCCGCGCCTGTCC
AAGTGCTCGCTGGATCCCTGCCCCAACACCGTGGACTGCTTCATCTCCCGGCCCACCGAG
AAGAAGATCTTCACGCTCTTCATGGTGGCCTCGTCCGCCATCTGTGTGTTCATGTGCCTG
TGCGAGATGGTCTACCTCGTGGGCAAGCGCTGCCACAAGGTCCTGCGCATACGGCGGGAG
AACGAGCAGCTGCTGTTCGCCGAGCGGCACGACATCACCGTCCTGGCCCGGCCCCGGTCC
GACTACAGCCGGCTGGACCCCACCGCCTCGGCCCCGCCCACCTGCGGCATCGCCGACGGC
AACACGCTCAAGGCCAAGAGGACCAAGAAGGCCGAGGAGGCCGAGAAGATGGAGGAGGCC
GCCACAGCCGCCGCCGCCGCGATCGGGAAGATGGCTTAG

>Aj-gjb9b-BEWY01000004:25113309R (cx28.6) 
ATGAACTGGTCAGCATTGGAAGTTCTCATTAGTGGAGTCAACAAGTACTCCACTGTGTTT
GGCCGCGTATGGCTCTCCATGGTGTTCGTGTTCCGCGTGCTGGTGTTCGTGGTGGCGGCG
CAGCGGGTGTGGGGTGACGAGAACAAGGACTTTGTTTGCAACACGGCGCAGCCGGGCTGC
GCCAACGTCTGCTACGACAGCGTCTTCCCCATCTCCCACATCCGTCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCCCTCATGGTGGTGGCGCACGTCAAATACAGAGAGGAG
AAAGACCAGAAGTACACCGCCCTTCACAAAGGCTCCCACCTGTACGCCAACCCGGGGAAG
AAGCGCGGTGGCCTGTGGTGGACCTACCTGATCAGCTTGGTCTTCAAAGCGGGCTTCGAT
GCCGCCTTCCTCTACATCCTCTACCACGTCTATGAGGGTTATGACATGCCCCGCCTCTCT
AAGTGTGCCCTGGAGCCCTGCCCCAACGTAGTGGACTGCTACATCTCCCGCCCCACAGAG
AAGAAGATATTCACCCTCTTCATGGTGGTATCATCGGCCGTCTGCATCCTCATGTGCATC
TGTGAGATGATATACCTGGTGGGCAAGCGCTTCATGAAGCTCATTACGGCCCGGAAGGAA
AGCGAACGGGCTCTTTTTGCCGAGCGGCACAATGTCACAGTCATGGCTCCACTCAACTCA
GAGTATGCCAAGCAGGATCCCACAGCCACTCCCTCCAACCAGAACAACAGCAACATTAAG
GCCGAGGAGGCATCCACCAGCAAGATAATGTAA

>Aj-gjb10a-BEWY01000007:63245117R (cx34.4)
ATGAACTGGGCCTTCCTCCAGGGCCTCCTCAGCGGGGTCAACAAGTACTCGACGGCGTTC
GGGCGGGTGTGGCTGTCCATCGTCTTCCTGTTCCGGGTGATGGTGTTCGTGGTGGCGGCG
GAGAAGGTGTGGGGGGACGAGCAGAAGGACTTCAAGTGCAACACGGCGCAGCCGGGCTGC
CACAACGTCTGCTACGACCACTTCTTCCCCGTGTCCCACGTGCGGCTGTGGGCGCTGCAG
CTCATCTTCGTCACCTGCCCGTCGCTGCTGGTGGTGATGCACGTGACGTACCGTGAGGAG
CGCGAGAAGAAGAACCAGCAGAAGAACGGCGAGGGCTGCCGCCGGCTGTACAAGGACACG
GGCAAGAAGCGCGGCGGCCTGTGGTGGACCTACGTCCTCACGCTGGTCTTCAAGATGGTG
GTGGACGCCGTCTTCGTCTACCTCCTCTACTACATCTACGAGGGCTACGACTTCCCGTCG
CTGGTCAAGTGCACGCAGGTGCCCTGCCCCAACACGGTGGACTGCTTCATCTCCCGGCCC
ACGGAGAAGCGCATCTTCACGATCTTCATGGTGGTCACCAGCCTGGTCTGCATCCTGCTC
ACCTTCCTCGAGATCGTCTACCTGGTGGGCAAGCGCTGTCGGGAGTGCATCTCCTCCCTC
GGGCACTCCCGCCACATGGTGCCCGTCCACACTTCGCTGGTCAACAGCAAAGACGGCCTC
TCCGTGGTGGAGACCCGGTCCGTCAAGCTGAGTAACCACGACAACATCCGGGGCAAGGCT
CCAGCCTACAGCGAGGCCATGTCCTGA

>Aj-gjb10b-BEWY01000004:24900540R-cx34.4
ATGAACTGGCTTTTCCTCCAGGGCCTCCTCAGTGGGGTGAACAAGTACTCCACAGCGTTC
GGCCGCATCTGGCTCTCAGTGGTCTTTGTCTTCAGGGTGTTGATTTTGGTGGTGGCTGCG
GAGAAGGTGTGGGGCGATGAACAGAAGGAATTCTCCTGCAACACGGCCCAGCCGGGTTGC
CACAACGTCTGCTATGACCATTTCTTCCCCGTGTCCCTCGCGCGACTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCCTCGCTGCTGGTGGTGTTGCACGTGGCCTACCGCAAGGAG
CGAGAGCGCAAACACTGCCTGAAGTACGGCGACGGGTGCCCTCGCCTCTACGCCGACGTG
GGGAAGAAGCGCGGAGGTCTGTGGTGGACATACTTCCTGAGCCTGCTCTTCAAGATGGGA
GTGGACACGGTCTTTGTCTACCTGGTCTACTACATCTATGAGGCTAATTTTTTCCCCCTG
CTAGTCAAGTGCAAAGAGGAGCCCTGCCCCAACGAGGTGGACTGCTTCATCACCCGGCCA
ACGGAGAAGCGCATCTTCGCCACTTTCATGGTGGTTATCAGCCTGATATGCATCCTCCTC
ACTCTCAGCGAGCTCCTTTACCTGGCCGGCAAGCGCTGCAGGGAGAGCTGCAGGCCCAGG
CGGCGCTCTGTTCAGCCGTCTGCGGCCTCTTCAGCGCTGGATAAGAATAAGACTTCCTTC
TTGGAGGTCCACCCTCTGAAGCAGCTTGATAATGGTAATAAAGACACCAGCGTTCCCGCG
TACAGCGTGGCGGTCTCCTGA

>Aj-gjc1a-BEWY01000018:912972F (cx45) A nucleotide is probably lacking in the chromosomal assembly at the indicated position (red). Comparisons with other scaffolds and TSA suggest that this particular position should be a C. 
ATGAGCTGGAGCTTCCTCACCCGGCTCCTGGAGGAGATCCACAACCACTCCACCTTCGTG
GGGAAGCTGTGGCTGACGGTGCTCATCGTCTTCCGCATCGTGCTGACGGCGGTGGGCGGG
GAGTCCATCTACTACGACGAGCAGAGCAAGTTCGTCTGCAACTCGGGCCAGCCGGGCTGC
GAGAACGTGTGCTACGACGCCTTCGCCCCGCTCTCGCACGTCCGCTTCTGGGTCTTCCAG
ATCATCCTGGTGGCCATGCCCTCGCTCATCTACCTGGGCTACGCCATCAACAAGATCGCC
CGGCTGGAGGAGGGGGGCGGAGCCTGCCAGCCGGGGGCGGGGCCCCCGGGATTCACCCAC
AGGAGACCCCGCAAAATATTCTTCGGTGGGCGGGGCCAGGGGAGGGGCGTGTCCGAGGAG
GCGGAGGAGGACCAGGAGGACGACCCCATGATCTATGAGGTGCCCGAGATGGAGGGGCGG
ATGGAGATGGCCCCGCCCCGGCGGAGGACGAAGGCGCGCCACGACGGGCGGCGGCGTATC
CGTGCCGACGGGCTGATGCGGGTGTACGTGGCGCAGCTGCTGACGCGCACGGCCCTGGAG
GCGGGGTTCCTGGCCGGGCAGTACGCCCTGTACGGCCTGGCCGTGCCGTCCGTCTTCGTC
TGCTCCGACCCGCCCTGCCCGCACCGCGTGGACTGCTTCGTCTCGCGGCCCACGGAGAAG
ACCATCTTCCTGCGCATCATGTACAGCGTCACCCTGCTCTGCCTGGCGCTCGACCTGTGG
GAGATGCTGCACCTGGGGGCGGGCACCCTCTGTGACATCATACGCCGCCGTCGGGGCCCG
CCCCCCGAGGACGAGTACCAGCTGGGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNAGAGCGGGGGGAGGCGTGCCGGGCGGGGACTACGGCAGCTACCCCTTCTCGTGG
AACGCCCCCCTGGCCCCGCCCGGCTACAACATCGCGGTGAAGCCCGAGCAGCCGCCGTAC
GCAGACCTGAGCAACGGCAAGATGGCCTGCCGGCAGAACCGGGCCAACATCGCCCAGGAG
GAGCAGCAGCAGTTCGGCAGCAACGAGGAGAACTTCCCCACGGGGGAGACGCGCGTCTCC
CTGCAGAAGGAGGTCCAGGAGGCGCAGGACCAGCTGGAGGCGGCGCTCCAGGCCTACAGC
CGGCAGCACGAGGACGGGGAGAAGCCTCAGAGCAACGTGGCGCTCCCGCACCGCGAGCGG
AGGCAGCGCGAGCGGAAGCAGCGCTCCGGATCCAAACACGGCAGCGCCAAGAGCAGGGAG
GACTCCAGCACCAGCAGCGTCAGCAGCAACAGCAAGTCCGCAGAGACCAAGCCCTCTGTG
TGGATCTGA

>Aj-gjc1b-BEWY01000001:29923736R-CXG1 
ATGAGCTGGAGCTTCCTCACTCGTCTGCTGGAGGAGATCCACAACCACTCCACCTTCGTG
GGGAAACTGTGGCTGACCGTGCTGATCGTCTTCCGCATCGTTCTCACCGCCGTCGGAGGG
GAGTCCATTTACTACGACGAACAGAGCAAGTTCGTCTGCAACTCAGGCCAGCCGGGCTGT
GAGAACGTCTGCTACGATGCCTTCGCCCCCCTCTCGCACGTGCGCTTCTGGGTCTTCCAG
ATCATCCTGGTGGCCACGCCCTCGCTCATGTACCTCGGCTACGCCGTCAACAAGATCGCC
CGGCTGGAGGAGGGAAAGTCCGGCGGGGCCGGGGGCCTGTCCCACCGGAAGCCGCGGAAG
ATGTTCTTTGGTGGGCGACGGCAGCACCGGGGGATCGAAGAGGCCGAGGACGACCAGGAG
GAGGACCCGATGATCTACGAGGTGCCCGAGATGGAGAGCCGCAGCGAGGCCACGCCCCAG
GGGAAGCCCAAGGCCAGGCACGACGGGCGGCAGCGAATCAGGGAGGACGGGCTGATGCGC
ATCTACGTGCTGCAGCTGCTGACTCGCACGCTGCTGGAGGTGGGCTTCCTGGCAGGCCAG
TACGCCTTGTACGGGTTCGCCGTTCCGCCAGTCTTTGTGTGCTCAGGAAAGCCCTGCCCA
CACAGTGTCGACTGCTTTGTGTCACGGCCCACCGAGAAGACCATCTTCCTGCGCATCATG
TACGGGGTGACGGTCCTCTGCCTGGCGCTCAACATATGGGAGATGCTGCACCTGGGCGTG
GGCACCATCTGCGACATCCTGCGCACCCGCCGCGGTCCGCCAGAGGAAGACGTGTACCAC
CTGGGCTCCATGGGTCCCGGGGTCGCTAGCAGGGCTCCTGTGGTACCGGTTGGCGAATCC
GGGGAGGTGGGAGGGTACGGCAGTTACCCCTTCTCCTGGAACACCCCCTCCGCCCCGCCT
GGCTACAACATCGTGGTGAAGCCCGACCAGATCCAGTTCACAGACCTGAGCAACGCCAAG
ATAGCCTGCAAGCAGAACAAAGCCAACATAGCCCAGGAGGAGCAGCAGCAGTTTGGCAGC
AACGAGGACAACTTCCCCCTGGAGGAGGTGCGCGGGAGCCTGCAGAAAGAGATCCGGCAG
GCCCAGGACAGGCTGGAGGCCGCCATCCAGGCCTACAGCCACCAACACCAGAACAACAAC
CACAGCAACATCAGCCAGCCTCAGCGGGACCGCAAGCACCGCTCTGGCTCCAAGCACGGC
GCCAACAAGGCAGGCGGAGGCAGCAGCAGCAACAGCAGCAGCAAGTCCGTGGAGGGCAAG
CCTTCCGTGTGGATCTAA

>Aj-gjc2-BEWY01000004:22217903R
ATGAGCTGGAGTTTTCTCACCCGTCTTCTGGAAGAAATCCACAACCACTCCACGTTTGTG
GGGAAAGTGTGGCTGACTGTCCTGATCATCTTCCGCATTGTCCTGACGGCGGTTGGTGGG
GAGTCCATCTACTCGGACGAGCAGACCAAGTTCACCTGCAACACCAAGCAGCCCGGCTGC
GACAACGTGTGCTATGACGCCTTCGCTCCCCTTTCACATGTCCGCTTCTGGGTCTTCCAG
ATCATCATGATCTCCACCCCCTCCATCATGTACCTGGGCTACGCCATCCACAAGATCGCC
CGATCCTCGGAAGAGGAGCGCCGCAAGTACCGCAGGTCCCGCAAGAAGCCCCACGCCATC
AAGTGGAGGGCCACCCGCACCCTTGAGGAGGTCCTGGAGGAAGAGGAAGAGGAGGAGCCC
ATGATCTACGAGGACACCCTGGAAGTGCAGGAGATCAAGCCGGAGCCGGCCAAGCCCCCT
GGGCGGGACCAGCAGAAACACGACGGCCGGCGGAGGATCATGGAGGAGGGCCTGATGCGC
ATCTATGTGCTGCAGCTCCTGGCCCGCGCTGTCTTTGAGGTGGGCTTCCTGGCAGGCCAG
TACCTCCTGTACGGGTTCCATGTCTACCCGTCCTACGTCTGCAACAAGAGTCCCTGCCCT
CACAGCGTGGACTGCTTCATCTCCCGGCCCACGGAGAAGACCATCTTCCTCCTCATCATG
TACGTGGTGAGCTGCCTCTGCCTACTGCTGAACGTCTGTGAGATGTTCCACCTGGGCATC
GGGGCCTTCCGGGACATGCTCCGCAGGCGCCGGGGCAAAGGGCAGCGGCCCTCGTACAGC
TACCCCTACCACCGGAACATCCCCGCCTCCCCTCCAGGGTACAACCTGGTGGTGAAGTCG
GACAAGCCTGGCCCGATCCCCAACAGCCTCATAACTCACGAGCAGAACCTGGCCAACGTG
GCCCAGGAGCAGCAGTGCACCAGCCCCGACGAGAACATCCCCTCAGACCTGGCCAGCCTG
CACCACCACCTGCGTGTGGCGCAGGAGCAGCTGGACATGGCCTTCCAAACGTACAACAAT
AAGAGCAACCCGCAGCCCTCCCGAACAAGCAGCCCCGCCTCGGGGGGCACCATGGCTGAA
CAGAACCGGGTCAACACAGCCCAGGAAAAGCAAGGGGCCAGGCCGAAATCCAGCGCCGAG
AAACCTGGGACCGTAATAAAAAATGGCAAGACGTCCGTTTGGATTTAG

>Aj-gjc4-BEWY01000014:1737152F-CXG1 
ATGAGCTGGAGCTTTCTCACACGCCTCCTGGAGGAGATCTCCAACCACTCCACCTTCGTG
GGGAAGATCTGGCTGACGCTGCTCATCGTCTTCCGCATCGTGCTGACGGTGGTGGGCGGG
GAGTCCATCTACTATGACGAGCAGAGCAAGTTCGTCTGCAACACGCAGCAGCCCGGGTGC
GAGAACGTGTGCTACGACGCCTTCGCGCCGCTCTCGCACGTCCGCTTCTGGGTCTTCCAG
ATCATCATGATCACCACGCCCACCATCATGTACCTGGGCTTCGCCATGCACAAGATCGCC
CGCATGGAGGACGAGGACTACCGGCCCAAGGGCCGGAAGGGCAGGATGCCCATCATCAAC
CGCGGCGCCAACCGCGACTACGAGGAGGCGGAGGACAACGGCGAGGAGGACCCCATGATC
GTGGAGGAGATCGAGCCCGAGAAGGAGAAGAAGGCAGAGAAGCCGTCGGCCAAGCACGAC
GGGCGCCGGCGCATCAAGAAGGACGGCCTGATGAAGATCTACGTGGTGCAGCTGTTCTCC
CGCGTGGCCTTCGAGGTGGCCTTCCTCTTCGGCCAGTACGTCATGTACGGCTTCGAGGTG
GCGCCCTCGTACGTGTGCACGCGCATGCCCTGCCCGCACACGGTGGACTGCTTCGTCTCC
CGGCCCACGGAGAAGACCATCTTCCTCATCATCATGTACGTGGTGAGCGTGCTGTGCCTG
GCGCTGACGGTGCTGGAGATCCTGCACCTGGGCGTGAGCGGCATCCGCGACTCCTTCCGC
AGCCGCTCGGCGCGCCACCGCGCCCTGGCCGCCGCCCGGCCCTCGCTGTGCCGCCAGGCG
CCCACCGCGCCGCCCGGCTACCACACGGCGCTGAAGAAGGGCCCGGGGGGCAAGCCGTCG
AAGCCCGAGTTCCGGGACAACCTGGCCGACTCGGGCCGGGAGTCCTTCATGGACGAGGCG
TCGAGCCGCGACCTGGACCGCCTGCGGCGGCACCTGAAGATGGCGCAGCAGCACCTGGAC
CTGGCCTACCAGGCCGAGGAGGGGAACCCGTCCCGCAGCAGCAGCCCCGAGTCCAACGGC
ACCGCCGCCGAGCAGAACCGCCTCAACTTCGCCCAGGAGAAGCAGGGAGGGACGTGCGAC
AAAGGTGCGTGTTGGGGCCCGAGCCGTTTGGGGCCCGAGCCGCTTGGGACCCCGTGCTAA

>Aj-gjd1a-BEWY01000156:94450F-gjd2
NNGATCCTGCTGACGGTGGTGGTGATCTTCCGCATCCTGATCGTGGCCATCGTGGGCGAG
ACGGTGTACGAGGACGAGCAGACCATGTTCATCTGTAACACCATGCAGCCCGGCTGCAAC
CAGGCCTGCTACGACAAGGCCTTCCCCATCTCCCACATCCGCTACTGGGTCTTCCAGATC
ATCCTGGTGTGCACGCCCAGCCTGTGCTTCATCACCTACTCCGTGCACCAGTCCGCCAAG
CAGCGCGATCGCCGCTACTCCTTCCTGTACCCGCTGCTGGAGAAGGACTACGGGCGCGGC
GACGCCACCCGCAAGCTGCGCAACATCAACGGCATCCTGGTGCAGAGCCCCGACAGCGGG
GGCAAGGAGGAGCCCGAATGCCTGGAGGTGAAGGAGATCCCCAACGCGCCGCGCGGGCTC
ACGCACTCCAAGAGCTCCAAGGTGCGGCGCCAGGAGGGCATCTCCCGCTTCTACATCATC
CAGGTGGTCTTCCGCAACGCGCTGGAGATCGGCTTCCTGGCCGGCCAGTACTTCCTGTAC
GGCTTCAACGTGCCCAGCATCTTCGAGTGCGACCGCTACCCCTGCGTCAAGGAGGTGGAG
TGCTACGTGTCGCGGCCCACCGAGAAGACCGTGTTCCTGGTCTTCATGTTCGCGGTCAGC
GGGATCTGCGTGGTGCTCAACCTGGCCGAGCTCAACCACCTCGGCTGGCGCAAGATCAAG
ACCGCCATCCGGGGGGTGCAGGCGCGGCGGAAATCCATCTGCGAGGTGCGCAAGAAGGAC
ATCTCGCACCTGTCGCACGCCCCCAACCTGGGCAGGACCCAGTCCAGCGAATCCGCCTAC
GTTTGA

>Aj-gjd1b-BEWY01000015:10141380F-gjd2 Splice site
ATGGGAGAGTGGACCATTCTGGAGCGGTTGCTAGAGGCTGCTGTACAGCAACACTCTACC
ATGATCGGCCGGATTCTGCTGACAGTGGTGGTGATCTTCCGTATCCTGATTGTGGGCATT
GTGGGTGAGAAAGTATATGAGGATGAGCAGATCATGTTCATCTGCAATACTATGCAGCCT
GGCTGCAACCAGGCCTGCTATGACAAGGCCTTCCCCATCTCCCACATCCGCTATTGGGTC
TTCCAGATCATTCTGGTGTGCACACCCAGTCTGTGCTTCATCACCTACTCCGTGCATCAG
GCCGCCAAGCAGCGTGACCGCAGCTACTCCTTCCTGCACCCCTATATGGAGCGGGACCAC
GGCCGGCATGAGGGTGCCCGAAAACTGCGCAACATCAACGGCATCCTGGTGCACAACCCA
GAGAGTGGGGGCAAGGAGGAACATGACTGTCTGGAGGTGAAGGAGATACCCAATGCACCC
CGCGGCCTCACACACGGCAAGAGCGCCAAGGTGCGCCGCCAGGAGGGCATCTCCCGCTTC
TATGTCATCCAGGTTGTGTTCCGCAATGCACTGGAAATTGGTTTCCTGGCCGGGCAGTAT
TTCCTGTATGGTTTCAACGTGCCAGGCATGTTTGAGTGTGATCGCTACCCCTGTGTAAAG
GAGGTGGAGTGCTATGTGTCGCGGCCCACTGAGAAGACAGTGTTTCTCGTCTTCATGTTT
GCGGTCAGCGGGATCTGCGTGCTGCTCAACTTGGCTGAGCTTAACCACCTGGGTTGGCGC
AAGATTAAAACCGCCATCCGTGGTGTACAGGCACGACGCAAGTCTATCTGTGAGGTGCGC
AAAAAGGATGTCTCTCACCTGTCCCAGGCTCCCAACCTGGGTCGGACCCAGTCCAGTGAG
TCAGCTTACGTTTGA

>Aj-gjd2a-BEWY01000007:8886309R-gjd2 Splice site
NNGATCCTATTAACAGTGGTGGTGATCTTCCGGATTCTAATCGTAGCGATAGTTGGAGAG
ACAGTCTATGATGACGAGCAAACCATGTTCGTGTGCAATACATTACAGCCTGGTTGCAAC
CAGGCATGCTACGACAAGGCATTCCCGATCTCCCACATCCGATACTGGGTGTTTCAGATC
ATTATGGTTTGCACCCCAAGCCTCTGTTTTATTACTTACTCCGTCCACCAGTCTGCAAAA
AAGGAGCGCAAATATTCCACCGTGTTTCTAACGTTGGATAAGGACCAGGATCCATTGAAG
CGCGATGACAGCAAAAAGATTAAAAACACAATTGTAAATGGAGTACTTCAAAACACAGAA
AACTCAACCAAAGAAGGCGAGCCTGACTGTTTGGAAGTCAAAGAGATACCAAATTCGGCC
ATGAGAACTACTAAGTCAAAAATGAGGCGCCAGGAAGGCATCTCCAGATTTTACATCATC
CAAGTGGTTTTCAGAAACGCCCTGGAGATTGGGTTTTTAGTGGGTCAATATTTCCTTTAC
GGATTCAACGTGCCCTCCGTGTACGAGTGTGATCGATACCCCTGCATAAAAGATGTCGAG
TGCTATGTTTCCAGACCAACGGAGAAGACCGTGTTTTTGGTCTTCATGTTTGCGGTCAGT
GGGTTTTGCGTGGTGCTGAATTTAGCGGAACTCAATCATTTGGGATGGAGGAAAATCAAA
ACGGCGGTAAGAGGCGTGCAGGCGAGGAGGAAGTCCATTTATGAAATTAGGAATAAAGAC
TTGCCCAGAATGAGTGTTCCGAATTTCGGACGCACTCAGTCAAGTGACTCCGCGTATGTG
TAG

>Aj-gjd2b-BEWY01000019:19772161F-gjd2 Splice site
ATGGGGGAATGGACCATCTTGGAGCGGCTCCTGGAGGCAGCTGTACAGCAACACTCCACT
ATGATAGGAAGGATCCTATTAACAGTGGTGGTGATCTTCCGGATTCTGATCGTAGCAATA
GTCGGAGAAACAGTCTATGACGACGAGCAAACCATGTTTGTGTGCAATACCTTACAACCG
GGCTGCAACCAGGCATGCTACGACAAAGCATTCCCAATTTCGCACATCAGATATTGGGTG
TTCCAAATCATTATGGTCTGTACTCCGAGTCTGTGTTTCATTACTTACTCTGTGCACCAG
ACTGCCAAACCAAAGGATCGCAAATACTCCACTGTCTATCTGTCGTTAGACAAGGACTCG
GATTCGAACAAACGTGATAACAGTAAAAAGATTAAAAACACAATTGTTAATGGAGTACTT
CAGAATACAGAAAACCCAACGAAAGCGGCCGAGCCAGACTGCTTAGAAGTAAAAGACATT
CCCACCTCGGCTATGAGACCTACCAAGTCGAAAATGAGGAGGCAAGAAGGCATCTCAAGA
TTCTACATTATCCAAGTCGTTTTCAGAAACGCGCTTGAGATTGGATTTCTCGTAGGTCAA
TATTTCCTTTACGGATTCAACGTCCCAGCTGTGTACGAGTGCGATCGATACCCGTGCATT
AAAGATGTAGAATGCTACGTCTCGAGACCAACGGAAAAGACTGTCTTCCTAGTCTTTATG
TTTGCCGTGAGTGGGATTTGCGTAGTCCTGAATTTAGCAGAACTCAATCACCTAGGATGG
AGGAAAATCAAAACTGCCGTGAGGGGTGTGCAAGCCAGGAGGAAGTCCATCTACGAAATC
AGGAATAAAGATTTGCCCCGAATGAGTATGCCAAATTTCGGCCGCACTCAGTCAAGTGAC
TCCGCTTATGTTTAG

>Aj-gjd3-BEWY01000001:32040628F-CXD3 
ATGGGGGAATGGGGCTTCCTCAGCGGGCTCTTCGACGCCCTGCAGGCCCACTCGCCCATG
CTGGGCCGCTTCTGGCTGCTGCTCATGCTGGTCTTCCGCATGCTGATCCTGGGCACGGTG
GCCACGGACCTGTTCGAGGACGAGCAGGAGGAGTTCGCCTGCAACACCCTGCAGCCGGGC
TGCAAGCAGGTCTGCTACGACCAGGCCTTCCCCATCTCCCAGTACCGCTTCTGGGTCTTC
CACATCGTGCTCATCTCCACCCCTGCGCTGGTCTTCCTCATGTACGCCATGCACCACAAC
AACAAGAAGGCGGCGGGACGCTGCCTCGACTCCGCCTCCTGCGCCCGGGAGGGCCTCCGC
CTGCGCCGCCTGTACATGGTCAACGTGGGCTTCCGGCTGCTGGCGGAGGTGGGCTTCGTG
GTGGGCCAGTGGTGGCTCTATGGCTTCCGGGTGGAGGCCCAGTTCCCCTGCAGCCGCTTC
CCCTGCCCCTACACGGTGGACTGCTTCACCTCCCGGCCCATGGAGAAGACGGTCTTCCTC
TGCTTCTACTTCGCCGTGGGCGTGCTGTCGGCCCTGGCCAGCCTGGCCGAGCTGCTGCAC
GTCACCTACAAGTGGTTCTCCGCGTCCTCCAGGGAGGCGCGCTACGGCAGCCAGAACCTG
CGCAACCTGGCCCAGGAGGAGGCCTCGTCCCTGCGGGGGCCCGGGGCCCCCCCGGCCAGG
CGAGGCCGGGGGGGCAGCGGCAGGCACAAACGCGGCTCCCTGCTCAGCACCGGCAGCAGC
AGCAAGGTTTCCAGCATCGGCCGCAAGTCCTCCAAATCCAAGAGCCTCAAGACCTCCATA
GCTGTATGA

>Aj-gjd4-BEWY01000005:52818799F 
NGGAAGATCTGGCTGGTGCTGATGGTCCTGCTGAGGGTCCTGGTGCTCCTGCTGGCGGGG
TACCCCCTCTACCAGGACGAGCAGGAGCGCTTCGTCTGCAACACCATCCAGCCGGGCTGC
GCCAACGTGTGCTACGACGTCTTCTCCCCGCTCTCCCTGTTCAGGTTCTGGCTGGTGCAG
CTCACCACGCTCTGCCTGCCCTACCTGGTGTTCGTGGTCCACGTCGTCCACAAAGTGTCC
CGGGGCCTCGCCGCGGAGGGCCGCGCCCCCGGCAGGGCCAAAGCCGCGCCCCCGTACAAG
GCCCGGCAGGAGCCTGGCGGGAAGGCCGCCTCTCCGAGCGGGGCGGAGAGGGGCGGGGCC
CGCAGCTTCACGGCCGCCTACGTGGTCCACCTGCTGCTGCGCATGGTGCTGGAGGCCGGT
TTCGGCGTGGCGCACTACTACCTGTTCGGCTTCCACATCCCCAAGCAGTTCCTGTGCCAG
CAGGCGCCCTGCACCACCACCGTGGACTGCTACATCTCCCGGCCCACGGAGAAGACGGTC
ATGCTCAACTTCATGCTGGCGGTGAGCGCCCTGTCCTTCCTGCTCAACTTCGCCGACCTC
GTCTGCGCCATCGAGTGGTCGGTCAAGCAGAGGAGCGGGAGCAAGACGGTGGTGGAGAAG
GCGTACGAGGAGGAGCAGTACTACCTCTCACCCCCGAGCGGGCGGAGCGTGGGGGCGGAG
CTCCCGCTCCCGCTCGCCCGCGACCTCGTGACCTCCGCCGCCTTCCGCAAGAGGGCGGCC
AGCAGTCCAGCACCGACGAGGCGGNNNNNGCGGGACAAAGCCGCGGCCCCACCCACCCCG
GAGCTGTGCGGTCGGAGGGTGGGCCAGTACACTCTGGTGGAGCTGGCCTCAGAGCTGCAG
TCCAACAGCAGCGACATGCAGGAGAAGAGGTCTGAGTGGGTGTGA

>Aj-gjd5-BEWY01000015:32825832R
ATGGGGGACTGGTCCATTCTTGGCCGTTTCCTAACGGAGGTGCAGAACCACTCCACGGTG
ATTGGCAAGATCTGGCTGACCATGCTGCTGATCTTCCGCATCCTCCTGGTGACGCTGGTG
GGCGACGCGGTCTACAGCGACGAGCAGTCCAAGTTCACCTGCAACACGCTGCAGCCCGGC
TGCAACAACGTCTGCTACGACACCTTCGCCCCCGTCTCGCACCTGCGCTTCTGGGTCTTC
CAGATCGTGCTGGTCTCCACGCCGTCCATCTTCTACATCGTCTACGTGCTGCACAAGATC
GCCAAGGACGAGAAGCTGGAGATGGAGAAGGTGCAGGTGCAGGTGCTGGCCAAGCGGGGA
CCCCCGCGGGTGCGGGCGGGGCCATCGAACCGGGGCGGGGAGAGGGAGGAAACTCTGGAG
GCAGCCACGCCCGCCTTCAGCCCCCGTTTTGAGGAGGAGTGGAGCCCCCAGGAGGGGGAA
TGCGTGGAGCAGAGCCTCCTGGAGGAGGAGCTCGGGGAGGTGGGAAAGGACCCCACCCAG
CTGTCCAGCCAGGTGCTGCTCATCTACATCGTCCACGTGGTGCTGCGCTCCATCATGGAG
ATCGCCTTCCTGGTGGGGCAGTACTACCTGTTCGGCTTCGAGGTCCCCCACCTCTTCCGC
TGTGAGACCTACCCCTGCCCCAACCGGACCGACTGCTTCGTGTCCCGGGCCACCGAGAAG
ACCATCTTCCTCAACTTCATGTTCAGCATCAGCCTGGGCTGCTTCATCCTCAACATCGTT
GAGCTGCACTACCTGGGCTGGGTCTACATCTTCCGCATACTCTGCTCCGCCTGCTCCACC
TGCTGCGAGCAGGACCGGGACCCGGCCGAGCGCGTGGGGCTCTACAACGTCCACAACCCC
CTCCTGCTGCAGCTCAAGCACTCGCTGCGGGGACGGGTGGTCCTGCAGACCCCCCCGCCC
CTGTCCCAGGAGAAGACCGGCGGCCTGCCCACGCACGCGCCCGCCATCTCCTTCGAGACG
GACTCCACCGTGGAGTGCACGTCCAAGAGGAGCCCCGACGACAAGGAGCGCGCCAAGGCC
AAGCTGGCAAACGTGGCCAAACTGGGGCGCGGCAAGAAATCCTGGCTGTGA

>Aj-gjd6-BEWY01000002:30067949R  
ATGACCGAGTGGACCCTGCTGAAGCGCCTCCTGGACGCCGTGCACCAGCACTCCACCATG
ATCGGTCGGATCTGGCTCACCGTCATGGTGATCTTCCGGCTCCTCATCGTCGCCGTGGCC
ACCGAGGACGTCTACACGGACGAGCAGGAGATGTTCGTCTGCAACACCATCCAGCCGGGT
TGCTCCAACATCTGCTACGACTCCTTCGCGCCCATCTCCCAGCCCAGGTTCTGGGTGTTC
CAGATCATCACCGTGTCCACGCCGTCCTTGTGCTTCATCATCTACACCTGGCACAACCTC
TCAAAACATCCGGAGGGGGAGCACGTTAAAGAGAGCCGAGAGACGTACGACAGGAGTTGC
GACTCCGACAGCTGCTCCATCAAATCCCACAGACACCTGGGGCACAGCCTGGCAGACGTG
CTGGAGGGCATCGCTGCTCAGAGCAATCACAAAGCGGCCAGCGGCAGCTCTGTCGCAAGA
TCGCGAGTCTTCCAGGAAAGCGGGAAGTCGGGAGTCCTGTCGAAATACTACGTCTTCCAC
GTGTGCTTCCGGGCGACCCTGGAGATCGGCTTCGTCTTCGCCCAGTGGCTCCTGTTCGGG
TTCCACGTCCCCTCTCACTTCGTGTGCACCGCATTCCCCTGCTCCCAGAGGGTGGACTGC
TACGTCTCCCGGCCTACGGAGAAGACCGTCTTCCTCGTCTTCATGTTCTGCGTTGGGATA
TTCTGCATCTTCCTGAACTTCCTGGAGCTGAACCACTTGGGCTGGAAAAAGATCAAGACG
TCTATCCGCATAAGAGAGAGCCCGTGGAGAGGCTACGAGGCCATAAACCAGGACAGCCAA
TCGGTGGCCTCCCTTACATTCAGGGACATTACTAGCACCACGTCTCTGCCCACGTTAGAC
CTGGTGGTGGAACACAAGCCAGACTGGACCTGCACGGGAAACTGCTCCCCGCTCAAAGAC
GAAACGGCCGCAGAAGCGCAAAGCCAGGACAACCCCAGAGGAACGCAGTCTGTAAAGAGC
AAGACCAGCAAAGGGAGGTCCTCCAAGCAGAGGAGCTCCGAGGTCTGGATATAA

>Aj-gje1-BEWY01000019:7144148R  Splice sites
ATGTCTTTAAATTATATCAAGAACTTTTATGAAGGATGTCTCCGGCCTCCAACTGTGATT
GGCCAGTTCCACACTCTGTTCTTCGGCTCCGTGCGCATGTTCTTTCTTGGGGTCCTGGGC
TTTGCTGTTTATGGCAATGAGGCTCTACATTTCAGCTGCGACCCCGATAGGCGGGAGCTA
AACCTCTACTGTTATAACCAATTCAGGCCAATTACACCTCAGGTATTCTGGGCATTGCAG
CTAGTGACTGTTTTGGTACCTGGAGCTGTCTTTCACCTGTATGCAGCCTGTAAAAATATT
GACCAGGAAGAAATCCTCCAACGGCCCAAATACACTGTCTTTTACATTATCTCTGTCCTG
TTAAGAATCATTCTTGAGATCATAGCATTTTGGCTGCAGAGTCATCTTTTCGGGTTCCAA
GTGCACCCGCTTTACATGTGTGACGCTAGCGCCCTGGAGAAAATGTTCAACGTTACCAAG
TGCATGGTGCCTGAACACTTTGAAAAGACCATCTTCCTCAGTGCAATGTACACCTTTACT
GTAATCACAGTGGTGCTGTGCGTAGCTGAGATTTTTGAGATACTCTGTAGAAGATTGGGC
TATTTGACCAGTCAATGA





[bookmark: _Toc62483452]Supplementary Figure S31. Atlantic herring (Clupea harengus) connexins.
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>Ch-gja1a-XM_012836783-gja1like 
ATGGGCGACTGGAGTGCTTTAGGGAAACTTCTTGACAAGGTCCAGGCGTACTCCACAGCG
GGAGGCAAGGTCTGGCTCTCTGTCCTCTTCATCTTCCGGATACTGGTGCTGGGAACGGCG
GTGGAATCCGCGTGGGGTGACGAACAGTCGGCCTTCAAGTGCAACACGCAGCAGCCCGGC
TGTGAGAACGTCTGTTACGACAAGTCGTTCCCCATCTCTCACGTGCGCTTCTGGGTGCTA
CAGATCATTTTCGTTTCCATACCAACTCTCCTTTACCTCAGTCACGTCCTCTACCTCATA
CACAAGGAGGATAAACTCCTCAAGAAAGAGGAGAACCTGAGAGCGATTCAGAGTCAAGGT
GGAGATGTGGACGTGCTACTTCAGAAAATTCAGCAGAGGAAGTTCAAGTATGGGCTGGAG
CAGCATGGGAAGATTAAAATGAGAGGGGGCCTTCTATACACTTACATTTTGAGCATTATT
CTCAAGTCTGTTTTTGAGGTGGCCTTCTTGCTGATGCAGTGGTATATTTACGGATTCCAC
CTCTCTGCCATCTACACTTGTGAAAGGGTTCCCTGTCCTCACCAGGTTGACTGTTTCCTC
TCCCGCCCGACTGAGAAGACCATCTTCATAATCTTCATGTTGGTAGTTTCGCTAGTCTCT
CTAGGTCTTAATGTCATTGAGTTCTTTTATGTAATATATAAGAGAATGAAAGATAAGGTA
AAGGAGAAGGCCGCAAATCAACTGCACCATAACGTTCACCTGAAGCCTTGCATGGGAGAG
ATGCCGCCCTCTAGTTATGTCTACTACAACGACTGCTCGGCCCCCATGTCTAACCTAGAG
TACAACCTAAACACGGCAGACAGGAACAACTCTTGCGAGAGCTACAGCAAGCAGGCCAAG
GCTCAGAACTGGACCAATTACAGTACGGAGCAGAACCAGCTGGGCCGGAAAGTGCCCACG
TACCCCTGCTGCCACACCCAGGATTTTCACTACCCAGAAAAAGTGACACCGGGTACGGAC
ATTGCTCTCCTCAAGCAGCTTGACCCTCGACCCAGTAGCCGGGCGAGCAGTCGAGCGAGG
CCAGATGATCTTGACATCTAG

>Ch-gja1b-XM_012829211-gja1-cx43
ATGGGTGACTGGAGTGCTTTGGGAAGACTCCTGGACAAAGTCCAGGCTTACTCCACGGCC
GGTGGAAAAGTCTGGCTCTCCGTGCTTTTCATCTTTCGCATCCTGGTGCTGGGGACGGCA
GTGGAGTCGGCGTGGGGCGATGAACAGTCGGCCTTCAAATGCAACACGCAGCAGCCCGGT
TGCGAGAACGTCTGCTACGACAAGTCCTTTCCTATCTCGCACGTGCGCTACTGGGTGCTA
CAGATTATCTTCGTGTCCACGCCCACGCTGCTCTACCTGGCTCACGTCTTCTACCTGATG
CGCAAGGAGGAGAAGCTCAACCGCAAGAAAGAGGAGCTGAAGTTGGTGGGCAACGACGGT
GGTGACGTGGAGATCCCGCTGCAGAAGATCGAGATGAAGAAGCTCAAGCACGGGCTGCAG
GAGCACGGCAAGGTCAAGATGAAGGGCGCCCTCTTGCGCACCTACATCTTTAGCATCCTC
TTCAAGTCGCTCTTCGAGGTGGGCTTCCTGGTCATCCAGTGGTACTTGTACGGCTTCACG
CTTGCGGCAGTGTACACTTGCGAGCGCGACCCCTGCCCGCACCGCGTGGACTGCTTTCTC
TCCCGGCCCACGGAGAAGACTGTCTTCATCATCTTCATGCTGGTGGTTTCGCTGGTGTCC
CTGGGGCTCAACGTAGTCGAGCTGTTCTACGTCTTCTACAAGCGTATCAAGGACCGCGTC
AAGGGGAATCAGGGTAACCTCTACCCCATCGCTGGCACCATGAGCACCACGCCCAAGGAC
ATGTCCACCACCAAGTACGCCTACTACAACGGATGCTCATCGCCCACCGCCCCACTCTCC
CCCATGTCACCGCCAGGCTACAAGCTGGCCACGGGGGAGAGGACCAACTCCTGTCGCATT
TATAACAAGCAGGCCAACGAGCAGAACTGGGCCAACTACAGCACGGAGCAGAACCGGCTG
GGCCAGAACGGCAGCACCATCTCCAACTCGCATGCCCAGGCCTTTGACTTCCCAGATGGC
ACCCAGGAGCACCAGAAACTGCCGCCGGGCCACGAGCTTCAGCCACTGGCGCTCCTGGAC
CCAAGGCCTTGCAGCCGGGCCAGCAGCCGCATCAGCAGCCGACCACGGCCGGACGATCTA
GACGTCTAG

>Ch-gja2a-XM_012819598-gja3like-cx39.9
ATGGGGGACTTTAGTTCATTGGGAAAGCTGCTGGAGAATGCCCAGGAGCACAGCACCGTG
GTGGGGAAGGTCTGGCTCACCGTCCTCTTCATCTTCCGCATCCTGGTGCTCAGTGCCGCC
GCCGAGAAGGTGTGGGGCGACGAGATGTCGGGCTTCACCTGCGACACCAAGCAGCCCGGT
TGCCAGAACGTCTGCTACGACATAACCTTTCCCATCTCGCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCATCTCCACGCCCACGCTCATCTACCTGGGCCACATCCTGCACCTGGTG
CGCATGGAGGAGAAGCACAAGCAGAAGGAGAAGGACCGGGCCGAGCAGCTGGAGCAGGCG
CAGCTCTCCGGCGCCCCCGACAAACAGCAGCTGCTGCTGATGTCCCGCATCAAGTGCCCC
AAGGCGTCGGTGCGCGACGAGCAGGGCCGCATCCGGCTGCATGGCGTGCTGCTGCGCACC
TACGTCTTCAACATCATCTTCAAGACGCTGTTCGAGGTGGGCTTCATCGTGGGCCAGTAC
CTCCTGTACGGCTTCGAGCTGAAGCCGCTCTACACGTGCGACCGGTCGCCCTGTCCCAAC
GTGGTCAACTGCTACATCTCGCGGCCCACGGAGAAGACCATCTTCATCATCTTCATGTTG
GCGGTGGCCTGCATCTCCCTGCTGCTCAACCTGGTGGAGATGTACCACCTGGGCTTCACC
AAGTGCCGCCAGGGGCTGAGGTACCGCCGCTCGAAGTCGATCTTGGGCAGCGCCTCAAAG
TTGCCCAGGGAGACGGCGGTGGTGCCCTTCGCCGTGCCCAGCTACAGCTACTTCCCCCAG
CCGCCCACGGCACCCGAGGCATACCGCTCAGAGTCCCACTACAACCTGACGGAGGCCGAC
TCGGGGTTCCAGCCCTACAGCAGCAAAGTGGCCTACAAGCAGAACAGGGACAACCTGGCG
GTGGAGCGCAGCAACAAGCCCGACAACAACACGGAGCTGAAGGGCATGAAAGGCTCGTGC
TCGGCCCCTGGCTCCCCCATGCAGAACAAGCGCAGGCCCAGCCACTCCAGTCGCAGCAGC
AACAACAAAACACGGCTGGACGACCTCAAGATCTGA

>Ch-gja2b-XM_012834366-gja3like-cx39.9
ATGGGAGACTGGAGCTTACTGGGGAAGCTTCTGGAGAGTGCCCAGGAGCACTCCACCGTG
GTGGGCAAGGTCTGGCTGACGGTCCTTTTCATCTTCCGCATCCTAGTGCTGGGTACGGCC
GCCGAGAAGGTGTGGGGGGACGAGCAGTCGGGCTTCACCTGCGACACCAAGCAACCCGGT
TGCCAGAACGTCTGCTACGACAAGACCTTCCCCATCTCGCACATCCGCTTCTGGGTACTG
CAGATCATCTTCGTCTCCACGCCCACGCTCATCTACCTGGGCCACATCCTGCACCTGGTG
CGCATGGAGGAGAAGCAGAAGCTCAGGGAGAAACAGCTACTGAACCATCAACACGCTACG
GACAATCAGCTGGTCATTGCTGACGTGAAGACCAAGAAGGCGCCCGTGCGAGACGAGCAG
GGTCACATCCGCCTGCAGGGCGACATCCTGCGCACCTATATCTTCAACATCATCTGCAAA
ACCTTCTTCGAGGTGGGCTTCATTGTGGGCCAGTACATCCTGTACGGCTTCGAGCTGAAG
CCCCTCTACACGTGCGACAGGCCCCCATGCCCTAACCGCGTGAACTGCTACATCTCTCGG
CCCACAGAAAAGACCATCTTTATCCTCTTCATGCTAGGTGTAGCCTGCTTGTCGCTGCTG
CTCAACCTGGTGGAGATGTACCACTTGGGCTTCACCAAGTGCAAACAGGGACTCCGTTAC
CGACAGGTGGAACTTGCATCGGAGGCACCCTCCAAGACGCCAAGTGAGGCTACAGCTGTA
CCTTTCGTGCCCAGCTACAGTTACTACCACCCAGACCCTACGCCCTACCCTCCTGCCCCG
GGGTACAGCATCACGCCTATGAATGGATCGGACTCATCCTTCCACCCATACAACAGCAAG
GCGGCATACAAGCAAAACAAGGACAACCTTGCCATGGAGAGAAATAGCAAACCTGAGGAA
TGCGACCTGAAAACGAAAAAGGGTTCTGGGTCCGTCCCGGGATCGCCCGCTTCCATCCGT
CAGGGCAAGTCAACTCGAACCCCTCGGCCCACCCCCCACAAGACCAGAATAGATGACCTC
AAAATCTGA

>Ch-gja3a-XM_012842347-gja3like
ATGGGTGACTGGAGTTTTCTGGGGCGGCTGTTGGAGAATGCGCAGGAACACTCAACGGTG
ATCGGCAAGGTCTGGCTGACTGTCCTCTTCATCTTTAGGATCCTGGTGCTGGGGGCCGCT
GCTGAGGAGGTGTGGGGGGACGAGCAGTCGGACTTCACCTGCAACACGCAGCAGCCCGGT
TGCGAGAACGTGTGCTACGACGAGGCCTTCCCCATCTCACACATCCGCTTCTGGGTGCTA
CAAATCATCTTCGTGTCCACGCCCACTCTCATATACCTGGGCCATGTACTGCACATTGTT
CGTATGGAGGAGAAGCGGAAAGAGAAGGAGGAGGAACTGCGAAAGGCCACTAGACTCCAG
GAGGAGAAAGAACTCCTTTACAGAAACGGAGGGGGAGGGGGGGCGAGAGGAGGGGGTGGC
AGACCTGTGAAAAAGGAGAAGCCACCAATCAGAGACGAGCACGGGAAAATCCGTATTAGG
GGTGCGCTGTTACGCACCTATGTGTTCAACATCATATTTAAAACCCTTTTTGAGGTGGGG
TTTATTTTAGGTCAGTATTTCCTCTATGGCTTTCAGCTGACGCCCCTGTATAAGTGTGCG
CGGTGGCCTTGCCCCAACATCGTGGACTGCTTCATCTCCAGACCCACAGAAAAGACCATC
TTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCTCTTTTGCTGAATTTGTTAGAGATT
TATCACCTTGGATGGAAAAAAGTCAAGCAAGGCATGATTACGAATTACGACCACGAGTTA
CTACCACTCAGGGAGGGTGCTGGGCCCGAGCCTGTGAGCTCTGGTCCCAGGACTGCTCCT
CCCACCCTTAGCTACCCGCCGACCTACACAGACGTGACGTCAGGCAACTCGGCCTTCTTG
CAGCCTGCGGTGGCGCCACCCTCGGCCGACTTCGCTATGGATCCGCTCCACGAGGAGCTG
CGCGAGCCCTCGCCTTTCTACATCAGCAACAACAACAACCACAGGCTGGCCGCTGAGCAG
AACTGGGCCAACTTGGCCACCGAGCAGCAGACTCGGGAGATGAAGGCCACCTCCCCTTCC
CCCTCCTCCTCCGCCTCCGCCTCCTCGTCCTCCTCCTCCTCCTCCTCCTCTTCTGCTGAC
CACGAGCGGCAGCCCAAAGAGGCGGCCCTGCCCACCACCAGCCCCAGCTCGAGCGGCGGC
GGCAGCTTGAGTGACGGCAAGAGTGAGCCGGAAGAAGGCCACGTCACCACCATGGTGGAG
ATGCACGAGCCGCCCCTCACGTTCACAGACCCGCGCCGGCTCAGCAGAGCCAGCAAGACC
AGCAGTGTTAGAGCCAGGCCCAACGACCTGGCAGTTTAG

>Ch-gja3b-XM_012840585-gja3like
ATGGGTGACTGGAGCTTTCTGGGGCGTCTGTTGGAGAACGCGCAGGAGCACTCAACAGTG
ATCGGCAAGGTGTGGCTGACCGTCCTCTTCATCTTCAGGATCCTGGTGCTGGGGGCCGCC
GCTGAGGAGGTGTGGGGGGACGAGCAGTCGGACTTCACCTGCAACACACAGCAGCCCGGT
TGCGAGAACGTCTGCTATGACGAGGCCTTCCCCATCTCGCACATCCGTTTCTGGGTGCTG
CAGATCATCTTCGTGTCCACGCCGACGCTCATCTACCTGGGCCACGTCCTGCACATCGTC
CGCATGGAGGAGAAAAGGAAGGAGAAGGAGGAGGAGATGCGCAAGGCACTCCGCTTCCAG
GAGGAGAAGGATCTCTACCGGAATGGTGGGGAGGGTGGAGGAGGGGGTGGTGGAGGTGGG
AAAAAGGAGAAGCCCCCAATTCGAGACGAGCATGGAAAGATCCGGATCCGGGGGGCCCTG
CTCCGCACCTACATCTTCAACATCATCTTCAAAACCCTGTTTGAGGTGGGCTTCATCCTG
GGTCAGTACTTCCTCTACGGGTTCCAGCTCAGGCCCCTGTATAAGTGTGCCCGATGGCCC
TGCCCAAACTCAGTGGACTGCTTCATCTCCAGGCCCACGGAAAAGACCATTTTTATCATT
TTCATGCTTGTGGTGGCTTGCGTGTCCCTTTTGTTGAACCTCTTAGAGATCTACCACCTG
GGCTGGAAGAAAGTCAAGCAGGGCATGACCAACGAGTTTGCGCCGGAGTGGTCAATGGGC
AGGGAGGCAGATAACATGACGGTCCTGCCCGAGACCAGAACATCCGCTCCCCTCCCCAAC
CCACCCAACTACACAGACCTGACGGTCGCAGGGAGAGGTGCCTTCATGCCCCAATCCCAC
TCCATGGCCATAGTAGCCACTCCTGAGGCAGAGCGCAAGTCAGACCCTCTCCATGACCCC
CTCCACTCCTCCATCTTCTCCAGCAACAACAGCAACAACTTCCGGCTACCCACGGGGCAG
AATTGGGCCAACATGGCGGCCGAGCTGCAGACTAGCGAAGCGAAGCCGAGCGCCCCTTGC
TTGTCCTCCTCCTCCTCCTCGTGCTCTCTGAGTAACATGGCGCACCCCAAGGAGCCCCCG
TTGGTTTCCTCCGGCGCGGTGACCGACGGCGATGCTGATGGCGATGAATCCAGTGGAGGG
AAGAGTGACGTGGGTCGCGACATCACGACCACCACGGTGGAGATGCACGAACCACCGGTG
GTCCCGATTGATGTCCGTAGGCTAAGCCGGGTGAGCAAGACCAGCAGCATCAGAGCCAGG
CCTGATGACCTCGCTGTCTAG

>Ch-gja4-XM_012822071-gja4like
ATGTCAAGAGCTGACTGGAGTTTCCTGGAGCATCTACTCGAGGAGGGCCAGGAGCACTCG
ACTGGTGTCGGCCGCGTGTGGCTGACCGTCCTCTTCCTCTTCCGCATCCTGGTGCTGGGA
ACGGCCGCCGAGTCCGCCTGGAACGACGAGCAGTCCGACTTCATCTGCAACACCAAGCAG
CCCGGCTGCGAGGCCGTCTGCTACGACAAGGCCTTCCCCGTCTCCCACTTCCGCTACTTT
GTGCTCCAGATCATCTTCGTCTCCACGCCCACCATCTTCTACTTCGGTATCGTGGCCATG
GAGGTGGGGAAGAAGGCCAAGAGGCAAGAGGAGAAGAAGAGGAAGAAACAGGAGAGGGAG
AGCCGGGGAGGAGAGGCGTCGTCGGGGAGGCCCAGTCTGGAGGTGATTCAGGAGAAGGAC
GAAGATGCGGAGGAGGAGGAGAGAAAGGTGGAGCGAGGAGGAGGAGGGGTGAAGCGAGGC
GCGGGAGAGCCTCTGAGGCTGAAGGGCAAGCTGCTGTGTGCCTACGCCGTCAGCATCCTC
CTGAAGCTGTCCCTCGAGGTGGGCTTCATCGTGGGCCTCTGGGTCCTCTACGGGTTCGTC
ATCCCGGCCCGGTACGAGTGCCAGCGCGACCCGTGCCCGCACACGGTGGACTGCTACGTG
TCGCGGCCCACCGAGAAGACCATCTTCACCATCTACATCCAGACCATCGCCGCCATCTCC
GTGCTGCTCAACGTGCTGGAGCTCTTCAGCCTGCTGCAGCTAGCCATCAAAAACCACCTG
GAGAAGCGCTACCGGCGGCAGTGTCAGGGGCCCGTCGTCAGGGCGCGGGAGATTGCCAGG
GCCCCGTCTCGCCTGGAGATCGGCGGGGGGGAAACACCCCCCCCCCGCCCCTGCCTACGA
GGAGAGGGGGGATCAGTACCTCCCCGCCGAAGAGGGGGGGCTCCCTCAGCTGCCCAGCTA
TCTGAACTGCATCAGCAGTATGAGGCCCTTGGCAAACAGGGGCCACCACAACAGCAAACA
CCATCCGCAGCAACAGAGCAAGCGCAATAA

[bookmark: _Hlk59039042]>Ch-gja5a-XM_012816449-gja5like This entry has been removed and replaced by XM_031579948 as a result of standard genome annotation processing. However, we believe that XM_031579948 is wrongly predicted in its 5'end. There are also differences in the low complexicity areas in the intracellular loop and the 3'tail, but these potential diffrences (we would not exclude the possibility of introns) are not importance for the present phylogenetic analyses.  
ATGGGTGACTGGAGCCTGCTGGGCAACATCCTGGAGGAGGTTCAGGAGCACTCCACGTCC
GTGGGCAAGGTGTGGCTCACCATCCTCTTCATCTTCCGCATCCTGGTGCTGGGCACGGCG
GCCGAGTCCAGCTGGGGCGACGAGCAGTCGGACTTCATGTGCGACACGCTGCAGCCGGGC
TGCGAGAACGTCTGCTACGACAGCGCCTTCCCCATCGCGCACATCCGCTACTGGGTGCTG
CAGATCGTCTTCGTGTCCACGCCCTCGCTCATCTACATGGGCCACGCCATGCACACCGTG
CGCATGGAGGAGAAGAGGAAGTGCAGGGAGCAGGAGGAGAGGGAGCGCGCCGACGCCGAC
GCCGACGACGCGGAGGGAGACGCGGGGGAGAAGGAGTACCTGGAGCAGAAGGAGCGGGAC
GCGAGCGGAGGAGGATGGGTAGGGGGCGTGCCGCCGGACGCTTCCAGAAAGATCCGTCTG
CGCGGGGCACTGCTGCAGACGTACGTGCTGAGCATCCTGATCCGCACGGTGATGGAGGTG
GGCTTCGTCACGGTGCAGTACCTCATCTACGGCATCTTCCTCAAGGCCGAGTACAAGTGC
ACCACGCCGCCCTGCAAGAACATGGTGGACTGCTACATGTCCCGGCCCACGGAGAAGAAC
ATCTTCATCGTCTTCATGCTGGCCGTGGCCGGGGTGTCCCTCTTCCTCAGCGTGGTGGAG
CTCTACCACCTGGGCTGGAAGCAGGTGAGGGGCTGCCTCCGGAGGTACGCCGCCAAGCAG
GCCTTCCACGGCGCCGGCGTGGCCAGCGCCAAGCACAAGAGTGCTGCTGCCATAGCCATC
GCCACGGCGACCGGCTCCATGGGGATGGAGAACGTGGACACGCCCGGCTCCCGCCCCACC
CCCGGGTGCACACCGCCTCCGGACTTCCACCAGTGCCTGGCGGCGTCGCGCGGCTCCCCG
GCGTCTGGCCGCCATCACCATCATCATCACCATCATCCTCCTCCTCCTCCTCCTCACTCC
CACCTTCATCCGTCGGCACAGGCGAACACACACACACACACACACTCGTCCCCCTCCTGC
CAGCCCTTCAGCACCCGTCTGGCTCTGCAGCAGAACTCCGCCAACATGGCCACCGAGCGA
CACATGGGGCCCGCACACAGCCCCGACTTCCTGCGCATGTCCTACCAGCATCCGCTCGCC
AACGGCCTGCCCAATGGCTGCCCTTCCCCCGGCTCTAGTCCCGCCCCCAGCCCCGCCCTG
CTCCACGCGGCGCTGCTGAAGGACAAGCGGCGACTCAGCAAGGCCAGCGCATCCAGCAGC
GGACGCGTGCGACAGGACGACCTGGCCGTGTGA
 
>Ch-gja5b-XM_012840593-gja5like
ATGGCAGACTGGAGCCTTCTAGGTAACTTCCTGGATGAAGTGCATGAGCACTCCACGTCA
GTGGGCAAGGTGTGGCTGACGGTGCTGTTTATCTTCCGCATCCTGGTGCTGGGCACGGCG
GCTGAGTCCAGCTGGCTGGACGAGCAGGAAGACTTCATGTGTGACACGCAGCAGCCCGGC
TGCGAGAACGTCTGCTATGACCACGCCTTCCCCATCGCGCACATCCGGTACTGGGTGCTC
CAGATCGTCTTCGTTTCCACGCCCTCGCTGGTCTACATGGGCCATGCCATGCACACGGTC
CGCATGGAGGAGAAGAAAAGGAGGAAAGAACAGGAGGACCAGGGAGGAGGTGAGGGAGGA
GGAGGAGGAGAGGAGAAGAAGTACCCGCAGGAGGAAGAGAGGGATTGCGGGAAGGGCCAT
GAGGGTCCTGCAAAGATCCGTCTGAAGGGGGCGCTGTTGCGCACCTACATCCTGAGCATC
CTGGTGCGGTTGGTGATGGAGGTGATGTTCATCGTGGTGCAGTACCTCATCTACGGAATC
TTCCTGAATCCACGCTTCCTGTGTGAAGCCAAACCATGCCCACACATGGTGGACTGCTAC
ATCTCGCGGCCCACCGAGAAGAACATCTTCATCGTGTTCATGCTGGGCGTGGGGGTCCTC
TCTCTGCTGCTCAGCGTGATCGAGCTCTACCACCTGGCCTGGAAGCAGTGCAGACGCTAC
ATGAAGAGGTACGAGGCCAACCGACAACTGCAACAGCAGGAAGAGCAGCGACCTTTGACC
CCGTCCACTATTACCGCCACTTCCCCAGAGAAACCCCACCGCGCCCTGCCACTGCCACCC
TGCTCGCCCCCACCCGACTTCAGCCAATGCATGCCCCCGCCGTCACCCGTCCACGCCCAC
AGCCACGCCCCCAGCTGCCCCTCCTACAGCGACCGGCTGGCCAATCAGCAGAACTCCGTC
AACATGGCCGCTGAGCGTCACCGTGTTCTGGACGCCGGGGAGGACTTCCTGGGGAGGCAG
GTCTTCCTGACAGCGACAACGACAGCTCCGCCTCCGTCAGAGGAGGGCGGGGCCTGTCCC
CAGGTGATGACAAATGGTTTCCTGAAGGACAAGCGGCGTCTCAGCAAGACCAGCGGAGCC
AGCATGCGCATGCGTCCAGACGACATCGCTGTGTAA

>Ch-gja8a-XM_031580546-gja8like 
ATGGGTGACTGGAGCTTCTTGGGAAACATTCTAGAGGAAGTGAATGAGCACTCCACTGTG
ATTGGTCGGGTGTGGCTGACCGTGCTCTTCATCTTCCGCATCCTCATCCTGGGCACAGCG
GCGGAGTTCGTGTGGGGCGATGAGCAGTCGGACTTCGTGTGCAACACGCAGCAGCCCGGA
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCGCACATCCGCCTGTGGGTGCTG
CAGATCATCTTCGTGTCGACGCCGTCGCTGGTCTATGTGGGCCACGCCGTGCACCACCTG
CACATGGAGGAGAAGCGCAAGGAGCGCGAGGAGGCCGCCGAGCTCCTGAGCCGCCCGATG
GAGGCCACGGAGGACCGCCCTCCCTTGGCGCCCGACCAGGGAAGCGTCCGCACCACCAAG
GAGACCAGCGCCAAGGGCAGCAAGAAGTTCCGGCTGGAAGGCACGCTACTGCGCACCTAC
ATCTGCCACATCATCTTCAAGACGCTGTTCGAGGTGGGCTTCGTGGTGGGCCAGTATTTC
CTGTACGGCTTCCGCATCCTGCCGCTGTACAAGTGCAGCCGCTGGCCCTGCCCCAACACG
GTGGACTGCTTCGTGTCTCGGCCCACTGAGAAAACCGTCTTCATCCTCTTCATGCTGGCC
GTGGCCTGCGTCTCACTCTTCCTCAACTTTGTGGAGATCAGCCACCTGGGCCTGAAGAAG
ATCCGCCTGGTCTTCCGGAAGCCTCCGCGGGGCCAGGGGGAAGGGGAGGGGGATGGAGAG
GGTGGACCGCTGACCCAGAGGGGCCTGCCCTCCATCGCCTCCCCCATCCTGCGGTCCAAA
GGGTACCGGCTGCTGGAGGAGGAGAGGGCCACGCCTCACTACTACCCCCTGACGGATGTG
GGTATGGAGGCAGGGAGGGTGCCAACATCTCTGCTGCTGCTGGAGAGAGCCTGCCAGGCT
ACCACATCAGTGCCCACTGAAGACGTCTCCAAAGTCTACAACGAAACACTGTCGTCTTAT
GCCCAGACCACTGAGTTATTTGAAGAGATCCTGGAGGAGGAAGAGGAAGAGGAGGATGAG
GAGGAGCAGGTGGCACAGGCAGAGGGTTTAGGAGGCATGGCAGCAGAAGGACAGGAGGGA
GGGGAGGTGCCAGTG

>Ch-gja8b-XM_012840595-gja8
ATGGGGGACTGGAGCTTCTTGGGCAACATTTTAGAGGAAGTTAACGAGCACTCGACGGTT
ATTGGTCGGGTGTGGCTCACCGTTCTCTTCATCTTCCGCATCCTCATCCTGGGCACGGCG
GCGGAGTTCGTGTGGGGCGACGAGCAGTCGGATTACGTGTGCAACACCCAGCAGCCCGGT
TGTGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCGCACATTCGCCTGTGGGTGCTG
CAGATCATCTTCGTGTCGACACCGTCGCTAGTGTATGTGGGCCATGCCGTGCACCACGTG
CACATGGAGGAGAAGCGCAAGGAGCGCGAGGAGGCCGAGCTCAGCCGCCAACAGGAGGCC
AATGAGGAGCGGCTGCCCCTGGCGCCCGACCAGGGCAGTGTCCGCACCACCAAGGAGACT
AGCACCAAGGGCAGCAAGAAGTTCCGGCTGGAGGGGACCCTGCTGAGGACCTACATCTGC
CACATCATCTTCAAGACGCTGTTCGAGGTGGGCTTCGTGGTGGGCCAGTATTTCCTGTAC
GGCTTCCGCATCCTGCCGCTGTACAAGTGCAGCCGCTGGCCCTGCCCCAACACGGTGGAC
TGCTTCGTGTCTCGGCCCACTGAGAAGACGGTCTTCATCATCTTCATGCTGGCTGTGGCG
TGCGTCTCACTCTTCCTCAACTTCGTGGAGATCAGCCACCTGGGACTGAAGAAGATCCAC
TTCGTGTTCCGGAAGCCTCCGCAGGCGCAGGTGGAGGGCCGCGGCTCGCCGGAGAAGGGG
CTGCCTGTGGGCGTGTCCTCACTGCAGAAGGCCAAGGGCTACAAGCTGCTGGAGGAAGAC
AAGGCCACCGCCCACTTCCTGCCGCTGACGGAAGTGGGCATGGAGGCCGGACGGCTGCCC
TACCAGCAGGCAGTCGCCCCGCCGGGGGACGAGTCCAAGGTGTACGACGAGACATTGCCC
TCCTACGCGGCAACCACTGGGGGCGCGGCGGCGGCGATGGTGTCAGTTACGAATCAGGAC
GAGGAGGATCTGGATTCACCGATGGATGCCGAGGCCACGGATACGATAGAGGACACGCGA
CCCCTCAGCAGCCTGAGTCGGGCGAGCAGCCGCGCACGCTCCGACGACCTGACCGTATGA

>Ch-gja9a-XM_012824682-gja9like This record was removed as a result of standard genome annotation processing. However, the sequence is found in several other herring genome assemblies, and we believe this is an error in the assembly used for the updated prediction.
ATGGGGGACTGGAACTTCCTTGGTGGGATCTTGGAGGAGGTCCACATCCACTCCACTATG
GTGGGGAAGATCTGGCTCACCATCCTCTTCATCTTCCGCATGCTGGTCCTGGGGGTGGCG
GCCGAGGACGTGTGGAACGACGAGCAGTCTGACTTCATCTGCAACACGGAGCAGCCCGGG
TGCCGCAACGTCTGCTACGACCAGGCCTTCCCCATCTCCCTCATCCGCTACTGGGTGCTG
CAGGTCATCTTTGTCTCGTCGCCCTCGCTCGTCTACATGGGCCACGCGCTCTACCGGCTG
CGCGCGCTAGAGAAGGAGCGCCAGCGCAAGAAGGTCGCACTGCGTCGCGAGCTGGAGGAG
GTGAACGCGGAGCTGGTGGAGCTGCGGCGGCGGATCGAGCGAGAGATGCGTCAGCTGGAC
CAGGGCAAGGTGAACAAGGCGCCGCTGAGAGGCTCTCTGCTGCGCACCTACGTGGCCCAC
ATCATCACGCGCTCCGCCGTGGAGGTGGGCTTCATAACGGGCCAGTACGCGCTCTACGGC
TTCCAGCTGGACCCGCTCTTCAAGTGCGAGCGCGAGCCGTGCCCCAACGTGGTGGACTGC
TTCGTGTCGCGGCCCACGGAGAAGAGCGTCTTCATGGTGTTCATGCAGTGCATCGCCTTC
ATCTCGCTCTCCCTCAACATCCTGGAGATCATGCACCTGGGCTACAAGGGGCTCAAGGAG
GGCATCCTGGACATCTACCCGCACCTTAGGGATGATCTGGAAGACAGCTACTACCCCACC
AAGGGCAAGAAGGATTCTGTGGTCCCTCAAGTCGGGATGGCCACTGGACGAAAGGCCACT
CTACCCTCCGCACCGGGTGGCTACAATCTGCTCATGGAGAAACCTCCCGACGGCCCTACC
TACCCCCCTCTCATCAACCCCTCATCTGCCTTCGTTCCTGTTCAGGGGGACGTGCCCCCT
AAAGGTGGGGCAAACGCCCTCAAGGAGTCGGCGCACAGTCCCACGGAGTACAACAGCAAC
TCCAACAACACCAGCAGTGAGACCCGTTCAGGGCCCAGCAACTCCGTCACTCCACCCAAG
CCAGACGAGGTGGAGGACCAGGCCCATCTTCCCCCACATGACGAGGAGCTGGAGTTGGAG
AGCCCTGATTCCCCCTGCCTGCCCAGAGACTTCTCTCACTCCTCGTGCCCCACACTGCCG
GTGAGCGCGGTGAAGAAGCCCTGGAAGGTCACCGCGCCTTGGCATTGCTCCACGGTGGTC
GAGGGCAACACCTCGGAAGAGGCCTCGCATGGGAGCGCCAAGGGCCGCAGCGGGGGTGCC
GCCAGCAGTAGTGGCGCAGCCTACGTGACCGCCCGTTCCCGCTCGGGCTCGAAGTCCAAG
AGACCCAGTCGGCCCAGCACGCCCGACTCCATCGAGGAAACGAGCTCGGAGTCGAGGGCC
AGCCCCAGGACCTCGTCTCCAGTCCGTCGCGCATCATTGTCGAGCAGCGCAAGCAGCCGA
CGAGCTGCCCCGACAGACCTGACGATATAA

>Ch-gja9b-XM_012816385-gja9like This record was removed as a result of standard genome annotation processing, and is replaced by XM_031585912. However, the two entries are 99.9 identical, but the newer prediction extends the 3'tail.
ATGGGGGACTGGAACTTCCTGGGGGGCATTTTGGAGGAGGTGCACATCCACTCTACGATG
GTGGGCAAGATCTGGCTGACCATCCTCTTCATCTTCCGCATGCTGGTGCTGGGAGTGGCG
GCGGAGGACGTGTGGAACGACGAGCAGACCGACTTCATCTGCAACACGGAGCAGCCCGGG
TGCCGAAACGTCTGCTACGACCGCGCCTTCCCCATCTCGCTCATCCGCTTCTGGGTGCTG
CAGGTCATCTTCGTCTCCTCGCCCTCGCTCGTTTACATGGGCCACGCCATCTACCAGCTG
CGGGCGCTGGAGAAGGAACGCCACGGCAAGCGGACGGCCCTGCGGCGCGAGCTGGAGATG
GTGGACGTGGAGCTGACGGAGGTGCGGAGGCGCATCGAGCGCGAGCTCAAGCAGGTGGAG
CAGGGCAAGCTGAACAAGGCCCCGCTGCGGGGGTCGCTGCTCAGGACCTACGTGGCCAAC
ATCATCACGCGCTCGCTGGTGGAGGTGGGCTTTATGACGGGCCAGTACCTGCTCTACGGC
GTCCACCTGGACCCGCTCTTCAAGTGCGAGCGCGAGCCGTGCCCCAACGTGGTGGACTGC
TTCGTGTCGCGGCCCACGGAGAAGAGCGTCTTCATGGTGTTCATGCAGGGCATCGCCGCC
GTCTCGCTCTTCCTCAGCCTTCTGGAGATGATGCACCTCGGCTACAAGAAGCTGAAGAAG
GGCATTCTGGGATACTACCCCAACATCAAGGAGGAGCTTGACGACTCCTACATCAGCAAG
TCCAAAAAGAACTCTGTGGTGCAAACGGTGTGCATGAGCTCCGCTGGTCGCAAGGCAACC
ATCCCTACGACGACCAGCGGGTACACGCTTCTAATGGAGAAGCAAGGCAACGGCCCTACT
TACCCCATCCTCAACGCCACTTCCACCTTCATGCCTATCCAGGGCAACCCTGCCGGGCAG
CCGGGACTGGACATGCCCAGGGACCCCACAGACGTGGTGTTGAGCCCAATGGAGCGCAAC
AGTAACTCCAACAACACCAGCAGCGAGACGCGCTC

>Ch-gja10a-XM_012836705-gja10like
ATGGGGGACTGGAACCTGCTGGGAGGCATTCTAGAGGAAGTCCACGTTCACTCCACCATA
GTGGGCAAGATCTGGCTGACCATCCTCTTCATCTTCCGCATGCTGGTGCTTGGCGTGGCG
GCGGAGGATGTGTGGGTCGACGAGCAGAGCCAGTTCGTGTGCAACACGGAGCAGCCGGGA
TGCAAGAACGTCTGCTACGACAGCGCCTTCCCCATCTCGCTCATCCGCTTCTGGGTCATG
CAGATCATCTTCGTCTCCTCGCCCTCGCTCGTCTACATGGGCCACGCGCTCTACCGCCTG
CGCTCGCTGGAGAAGGAACGCCACCGCAGGAAGGTGCAGCTGCGGGCAGAGCTGGAGGAT
GTCGAGCCCCTGCTGGAGGAGCACAGGAAACTGGAGAAGGAGCTGAAGAAGCTGGAGGAG
CAGAAGAGGGTGAAGAAGGCTCCTCTGCAGGGGTCCCTGTTGTGTACATATGTCATTCAT
ATCCTAACCCGATCAGTGGTGGAGGTGGGCTTCATAGTGGCTCAATATATCTTATACGGC
ATTGGCCTAGATCCCTTGTACAAGTGTGAGACTTTGCCTTGTCCCAACATGGTGGACTGT
TACGTCTCCAGGCCGACGGAGAAAACTATCTTCATGGTGTTCATGATTGTTATTGCGTGC
GTGTCGCTGTTTCTGAACCTGCTGGAGATATCGCACCTGGGCGTGAGGAAAATCAAGCAG
ACGCTGACGGGGCTGCGACCCGCCGACGACAGCGACAGCCTGGGCAACCTGCCCCGCAAG
CCCAATCTCCAGCAGCTGTGCGTGGTCACCAACATGTCGCCGCAGAAGAAAAACCCCATG
CTGGTGCAGACCAGCTTCTTCCCCGAGGGCCACGGCGACCCTCCCCCGCTCTATTTGGCA
GCCATGGATGTGTTGCCGAGTGGCGATGCACAGAGGGACAACAGCATCAACGAGGGCGGC
GGCGGTGGTGGCCACCTCGTCTCTTGTTTTCCCCAGCAGACCCGGCAGCTGCGTCTGGCC
AGCCAGGGTCGCATCCAGGGTCTGCGCTTCCAGATGCCTCTGGAGCAGCCACAGCTAGCG
CTTCAGCACGGCATCTCAGAGAGCCAACCCCATCTGCAGCAACACACACAGCAACACTCT
CAGTTTGCTGCTAACGAGTTTCTTGGGGAGGCTCACAGGAGGCTGTCATGTTTGGCCCAG
CAAACCCACGAGGGCCAGTACCCCGGCGGGCCCTACCAGCCCAATCACATGGCGGCGGCA
CCGGTCTCAATGCCCCACCTGGCCACTCATCTGGCCCAGCACCGGCCCAGCCGGGTCCTG
GAACTAGAGGCTCGGCGGGATTCGTCAGACAGCGACGTGCCGTACCCGCCGCACCCGCCG
CGCAAGGCCAGCTTCATGGCGCGGCTGCCCTCGGACAGTGACTCATCCAACGTGTCCAGC
TGCCAGACCAGCCAGAGCTCAGGGTCGGAGCTGGGCTCGCTCAACAACATGGTCATGAAC
CCGCCGCCAGGACGGAGAATGTCAATGGCAAGTAAAGCGCTGAGACTAAAGGCTTCTGAC
CTACTGATTTAG

>Ch-gja10b-XM_031581571-gja10
ATGGGGGATTGGAACCTGCTGGGGAGCATCTTAGAGGAGGTCCATGTACACTCCACCATT
GTGGGGAAGATCTGGCTCACCATCCTCTTCATCTTCCGAATGCTTGTTCTCGGTGTGGCT
GCTGAGGACGTTTGGGACGACGAGCAGAGTGAATTTGTTTGCAACACAGAACAGCCTGGA
TGCAAGAATGTGTGCTACGACCAGGCGTTCCCCATCTCCCTTATAAGATACTGGGTATTA
CAGATCATTTTTGTGTCGTCACCCTCCCTGGTGTATATGGGACATGCCTTGTATCGTCTG
CGGACTCTGGAGAAGGAGCGACACAAGAAGAAAGTCCTGCTGAAGCTGGAGCTGGAGATG
ACTGAAGGTCTGGTGGAGGAGCACAGGCGGGTGGAGAGAGAGCTGAAGAAGCTGGAGGAG
CAGAAGAAGGTGAGGAAAGCTCCACTCCGCGGCTCCTTACTGCGAACGTACGTCTTCCAT
ATCTTGACCAGATCAGTTGTTGAGGTTGGTTTCTTAGTTGGGCAGTATTCCCTTTATGGT
ATTGGCTTGAAGCCGTTATACAAGTGTGAGAGGTTACCCTGCCCAAATACCGTGGATTGC
TTTGTGTCAAGGCCAACGGAGAAGAACATTTTCATGATCTTTATGTTGGTCATTTCGGGC
GTTTCCCTGTTTCTCAATCTACTGGAGATATTTCACCTTGGGGTGAAAAAGATTAAACAA
GGCATATATGGCGGCAAAGGTCTGGATGAGGATAGCATATGCAGGTCTAAGAAGAACTCA
ATGGTCCAGCAGGTCTGTATCCTGTCCAACTCCTCTCCTCAGAAACTGATACACGTGACT
CATTCGACCTGCGCAGTCGTTCCAGATGGGCGAGTGGAGTCTTCACCCTTTGGACTCCCT
CAGCCTAGGCAGGAGGTGAACAACAACGACATCACCAATGGCTCGGACCATAACGCCAGA
CAGAGTCGCCTGCCCAGCCATGCCGACCTCCCTGCCCTGAGGCAACTAGGGGCAACGGAG
CGCCGTCTCACTCTTGATACCCGGCAGGCGTCTTGCAGCAGTGATGATTCTAACGGGCCC
AAGGGCTCAGCACCCTCCAGAAGTGTGGGGGCGGCGCCGCAGCCGCGGGCCATGCGCAAG
CAGAGCCGGGTCAGCATTTTGAGCGAGGACCTGAGTGACTCTCCAGACAGTGCCACCTAT
CCCGCCGCAAGAAAAATGAGTTTCATGTCGCGCGGGCTCTCCGAGAGTCCTTCTGACAGC
CCTGATTCGAAGGCAGGCTCTGATGCTGAGGCCAAACGGATCGCTGAGGGGGAGAGTCCC
CCTGCAACACCACCCCCTGCCAGTGGAAGAAGAATGTCAATGAGTATGATTCTGGAACTG
TCTTCAATCATGAAAAAATGA


>Ch-gja11-XM_012829360-cx32.7like
ATGGGTGAGTGGGACTTCCTTGGCCGGCTGCTAGATAAAGTGCAGTCCCATTCCACGGTG
ATTGGGAAAATCTGGCTGACTGTCCTTTTCGTCTTCCGCATCCTGGTCCTAGGGGCCGGC
GCAGAGAAGGTCTGGGGCGATGAGCAGTCGGACTTTGTCTGCAACACGGAACAGCCGGGC
TGCGAGAATGTGTGCTATGACGACGCCTTCCCCATCTCGCATGTGCGCTTCTGGGTGCTG
CAGATCCTGTCCGTCTCCACGCCCACGCTGGTCTACCTCGGCCACGTGCTGCACGTGGTC
CACATTGAGAAGAAGGTCCGCGCCCAGATGAGCAAGCAGATCCCAGATCAGCAGATGAAC
ATGTTCCTCATGAAGAGCTACAAGGTGCCCAAGTACAGCAAGGACAACGGGAAGGTGAGC
ATCCGCGGACGCCTCCTGAGGAGCTACATCATCAGCCTTTTCATCAAGATCCTGCTGGAG
GTGGCCTTCATCCTGGGCCAATACTACCTTTACGGCTTCACCCTAGATGCCCGCTATGTC
TGCAGCAAGTCCCCCTGCCCGCATCAGGTGGACTGCTTCCTGTCCAGGCCCACAGAGAAG
TCCGTCTTCATCTGGTTCATGCTGGTGGTGGCCTGCGTTTCGCTGCTTCTCAACGTGGTC
GAGATGGGCTACCTGACCGTCAAGAAGGTCAAGGAGTGTTTGAACCGGCGGCAGGACTAC
ACGGTCACGCCTATCACTCCAGTTTTGGAGCACCGGGATTTCAAGGCCAAGGACGAGGTG
ATCGAGAACTGGCTGAACAGGGAGGGGGAGCTGCAGAAGAAGGAGCAGGTGACCAGGAGT
GTGGCGTCTGAGGACAACAGCGCTAACATGGAGGAGGTACACATCTGA

>Ch-gja12-XM_012829221-cx32.2like
ATGGGAGAATGGGGATTCCTGTCAAATTTATTGGAAAAGGTGCAATCCCACTCCACCGTC
ATCGGGAAGGTTTGGATGACCGTTCTGTTCGTCTTCAGGATCATGGTGCTGGGGGCTGGC
GCAGAGAAAGTCTGGGGTGACGAGCAGTCCAAGATGATTTGCAACACAAAACAGCCTGGT
TGCAAAAATGTGTGCTATGATCAGGCCTTCCCTATCTCCCACATTCGCCTCTGGGTGATG
CAGATAATCTTTGTGTCGACCCCGACCTTGATATACCTGGGTCACGTCATACACATTGTG
CACAAGGAGGACAAACTCAGGGAGAGGTTACAGAATGAAGCCGGGAGGCAAGGGTTGAAG
ATGCCCAAATATACGGATGACAAAGGAAAAGTTCACATCAGAGGCAGCCTCTTGGGCAGC
TACATGACCAGCCTGGTGTTTAAGATTATTCTAGAGGTTGCGTTCATCGTGGGTCAGTAT
TACGTCTACGGCTTTGTGTTCGTGCCCCGGATAGAGTGCGAAGGGGAGCCTTGCCCCTTC
AAGGTGGAGTGCTTCATGTCACGGCCCACAGAGAAGACCATCTTCATCATCTTCATGCTG
GCGGTGTCCTGTGTGTCTCTGCTGCTGACGGTGGTGGAGATCTTCTACCTGCTGTGCAGA
AATTGCAAGAAGAGGCCCAACTACAGTGGAGCGCAGCAGATGATCACTATGTCAGGTTAC
AGTGCAGGGAAAATGTAA

>Ch-gja13.2-XM_012829260-cx32.2like
ATGGGAGATCTAGGATTCCTTTCAAAGCTGCTGGAACAAGTCAATTTCCACTCCACAGTC
GTCGGGAAAGTATGGATGACCGTTCTCTTTTTGTTCCGGATCATGGTTCTAGGAGCCGCG
GCAGAGAGTGTGTGGTCGGATGAACACTCTAACATGGTGTGCAACACGAACCAACCTGGT
TGCGAGAACGTGTGCTATGACTGGCAGTTCCCCATTTCCCACATCCGTTTCTGGGTGCTG
CAGATCCTCTTTGTGTCCACCCCGACCCTGATGTACCTCGGCCACGCCATGCACATCATC
TCCAAGGAGAACAAGCTGAGGGACCGGATCCAGAGGCATGAGGAGAACGTGAAGGCGCCC
AAGTACACAAACGACAAAGGGAAAGTGAGTATCAGGGGACAGCTGCTGGGCAGCTACCTC
ACGCAGCTCTTTTTCAAGATCCTCCTGGAGATCGGCTTCATCGTGGGCCAGTACTACCTC
TACGGCTTCATCATGGTGCCCATGTTCTCCTGCTCCAGGGATCCCTGCCCATTCACGGTG
GCCTGCTACATGTCCCGGCCGACTGAGAAGACCATCTTCATCATCTTCATGCTGGCTGTG
GCCGGCTTGTCCCTGCTGCTCAACGTGGTGGAGCTCTTCTACCTGCTCTGCTCCAAGTGT
GCCCGTGGCCGCCGTAACCAACGCCTCCGCAACACCACCCCCCCACCCAGCTGGAGCCCT
CATGCGGATGTGGACACCGTGGCACAGAACAACATTAACACGCACTTTACTGACGGCCAG
AGCCTGGGAGGGAGCCTGGATGGGGCCAGGGAGGAGAAGAGGCTGATGGAGCGTCACTGA

>Ch-gja13.1-XM_012828709-cx32.2like This entry has been removed as a result of standard genome annotation processing, and has been replaced by XM_031582088. The new entry predicts some differences in the second conserved domain. For the time being, we choose to stick to the previous prediction.
ATGGGAGACTTTGGGTTCCTCTCCAAGTTGCTGAACAAAGTGCAGACGCACTCCACAGTG
GTAGGGAAGGTCTGGATGAGCGTCCTCTTCCTTTTCCGTATCATGGTCCTGGGGGCCGGA
GTGGAGAGCGTGTGGGGTGACGAGCGGTCCAACATGATATGCGACACCAAGCGGGTCGGC
TGTGACAACGTCTGCTACGACTGGAAGTTCCCCATCTCGCACGTGCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCCACGCCCACGCTGCTCTACCTGGGCCACGCCGTGCACGTCATC
CACAGGGAGAAGAAGCTGCACGAGCAGATTAGGAAGCCCGTGGAGGGCGTGGTGTTCAAG
GGGCCCAAGTACACCGACGACCGGGGCCGGGTGCAGATCAAAGGCGTCCTCCTGCGCAGC
TACATGGCCCAGCTTTTCTTCAAGATCCTCCTGGAGGTGGCGTTCATCGTGGGTCAGTAC
TACCTGTACGGCTTCTTCATGGACCCTAGGTTCGAGTGTGAGCGCTACCCCTGCTTTCAT
AAGGTGGAGTGCTTCATGTCAAGGCCCACGGAGAAAACCATATTCATCCTCTTCCAGCTA
GTAGTGGCCTGCGTGTCCCTGTTATCCTGGAGCCTGGAGGGATTCTACCTCCTCTGCAAG
CAATTGAAGAGGAAAGATCGCCACGTACGCCAGCCCAGCAGCATTCCAATGAGCCACGTG
CAACGTGCAGACATGGCAGACGCCGTGAACCAGAACAAAGCCAATATGTCCTACGAGGGG
GAAAAGCAACTTTGA

>Ch-gjb1a-XM_012819602-gjb1like This entry has been removed as a result of standard genome annotation processing, but has not been replaced by a new entry. However, the gene is easily found in several herring genome assemblies (OOIJ01000164.1:71403F; JZKK01030754.1:17684F; CABIIO030034449.1:61964F; CAADHV010002643.1:24112F)
ATGAACTGGGCATCCTTTTATGCCGTGCTCAGCGGCATAAACAGGCATTCTACCGGCATT
GGCCGCATCTGGCTCTCTGTCCTCTTCATCTTCCGTCTCCTGGTGCTGGTGGTGGCGGCT
GAGAGCGTGTGGGGCGACGAGAAGGCCCACTTCATCTGCAACACGCAGCAGCCCGGCTGC
AACAGCGTCTGCTATGACCACTTCTTCCCTATCTCACACATCCGCCTGTGGGCCCTGCAG
CTCATCCTGGTGTCCACCCCGGCCCTTCTGGTGGCCATGCACATCGCGCACAGACGCCAC
ATCGACAAGCGGCTGTACCGGCAGGCTGGACGCTCGAGCCCCAAGGACCTTGAACTAATC
AAGACCCAGAAGATGAAGATCACGGGCGCCCTGTGGTGGACCTACATCATCAGCTTGATT
TTCCGGGTGCTATTTGAGTCGGCCTTCATGTACCTGTTCTACATGATCTATCCTGGTTAC
AAGATGTTCCGGTTAGTGAAGTGCGACTCGTACCCCTGTCCCAACACGGTGGACTGCTTC
GTCTCGCGGCCGACCGAGAAGACGGTGTTCACGGTCTTCATGCTGACCGTCTCCGGCATC
TGTATTCTGCTCAACATCGCTGAGGCCATGTACCTGGTAGCACGAGCCTACAGCAGACAT
TTTAACAATGCTAAAGACTCACCTATTGGAGCCTGGATCACTCAGAAACTGTGTTCCTTT
TAA

>Ch-gjb1b-XM_031557937-gjb2like 
ATGAACTGGGGCACCTTTTATGCCGTGATCAGCGGCGTAAATAGGCACTCCACGGGCATC
GGCCGCGTCTGGCTCTCGGTCATCTTCATCTTCCGTATCCTGGTGCTGGTGGTGGCAGCA
GAGAGTGTCTGGGGTGACGAGAAGGCAATGTTCATCTGCAACACCCAGCAGCCTGGCTGC
AACAGCGTCTGCTACGACCACTTCTTCCCAATCTCACACATCCGCCTCTGGGTGCTGCAG
GTCATCCTTGTCTCCACGCCGGCTCTGCTGGTCGCAATGCACGTGGCGCACCGTCGCCAT
GTCGACAAGAGGATCCTCAGGATGTCAGGCCGCGGAAGCAACGCCAAAGATCTGGAGCAG
ATAAAGAACCAGAAGTTCAAAATCACCGGTGGTTTGTGGTGGACCTATACGATCAGCATC
CTCTTCCGCATCATCTTTGAAGTGGGTTTCCTCTTCATCTTCTATCTCATCTACCCTGGC
TTCACCATGTTGCGTCTGGTGAAATGTGACTCGTACCCGTGTCCCAACACTGTGGACTGC
TTCATCTCCCGGCCTACAGAGAAGACTATCTTCACCGTCTTCATGCTGGCAGTCTCTGGC
GTTTGCCTCCTGCTCAACATTGCAGAGCTGCTGTATCTGGTGGGCAAGGCATGCAGGAGG
TTCTGCCAAGGGTCCGACAAGGACGTCAGAGGCGCCTGGATCACGCAGAAGCTCTCCTCC
TACAAACAGAACGAGATCAATCAGCTGATATCAGAGCACTCTTTCAAGGGCAAATTCTCC
GTGGGTCGGAAGAGCCCAGCAGAGAAGGAGGAGAGGTGTTCTGCCTGCTAG

>Ch-gjb3b-XM_031580103-gjb3like
ATGGACTGGAAAACTCTCCAGGCCCTGTTGAGTGGAGTGAACAAGTACTCCACCGCGTTT
GGCCGGATCTGGCTCTCCGTGGTGTTCGTGTTCCGGGTGATGGTCTATGTTGTGGCTGCC
GAGCGGGTGTGGGGTGATGACTCGAAGGACTTTGACTGCAACATCAAGCAGCCTGGCTGC
CCCAACGTCTGCTATGACCACTTCTTCCCCATCTCCCACATCCGCCTGTGGGCCTTACAG
CTCATCTTTGTCACCTGCCCTTCCTTCATGGTGGTGATGCACGTGGCGTACCGTAATGAA
CGTGAGCGTAAGCACCGGGTCAAGTACGGGGAAGAGACCGCCAAGCTTTATGCCAACACA
GGAAAGAAGCATGGCGGCCTTTGGTGGACCTACCTGCTGAGTCTCTTCGCCAAGACCTTC
ATTGAGATTGGCTTCCTGTACCTCCTCCACCACATCTATGACAGCTTCTACCTGCCTCGA
CTGGTCAAGTGTGACATCAAACCCTGCCCCAATGTGGTGGACTGCTACATCGGCCGGCCC
ACAGAGAAGAAGGTCTTCACCTATTTCATGGTGGGGGCTTCAGCCCTCTGCATTGTTCTC
AGTGTCTGTGAGATTATTTACCTAATCTCCAAGCGCATAGTCCGCTGCACCAACAAGATG
AATGCCCAAGAGAGAATCCGTCGTCACCGCAACAGGGAAGATGACAGTAAAAGCACCCTA
CCCGTTACAGACATGGACCACCACCCTGATTATAAACCAGAGACCAAGCCGGATTTTAAG
CCCGACTTCAAGGCTACTCTTAAGCCGCCTCCAAGGTCGTCAAGGTCCATTCGTGCATCA
GCCCCAAATTTGTTCTTTTCTGCCTCATAA

>Ch-gjb3a-XM_012818489-gjb3like
ATGGATTGGAAGGGTCTGGAAGGCCTCCTTAGTGGAGTGAATAAGTACTCTACAGGCTTT
GGCCGAATCTGGCTGGCGCTGGTGTTTGTTTTCCGTGTCATGGTGTTCGTGGTGGCAGCT
GAACGTGTGTGGAGCGATGACCAAAAGGATTTCGACTGTAACACACTAATGCCTGGGTGC
GCCAACGCATGCTACAACTACACCTTTCCCATCTCACACATCCGCCTGTGGGCTCTGCAA
CTCATTTTTGTCACCTGTCCTTCTTTCATGGTGGTGATGCACGTGTGGTACCGCGAAGAT
CGGGAGCGCAAATACCGTGCCAAGCATGGTGATGGTGTGCGCCTTTATAACAATCCAGGA
CAGAAGCACGGCGGTCTGTGGTGGACTTACTTCCTCAGCTTGTTCTTCAAGACGGGCATT
GAGGTGCTTTTTCTTTATCTGCTGCATTACATTTACGCAAACTTCGACATGCCCCGCAAG
GTGACCTGTGACATGTGGCCATGCCAACACAATGTGGACTGCTACATCTCCCGTCCGACC
GAAAAGCGCATCTTCACATACTTTATGGTGGGTGCCTCAGCTGTTTGTATTGTGCTCAAC
ATCTGTGAGATCTTCTACCTCATGGCCATGCGTGCGCTGCGCCGCAGTCACAGGGGCAAC
ATGGCCGCCAGGAAGAAGACCTGTGGAGAGCCGTACTGCACTGACTGTAGCCTACCTATG
GCCACCTACACACCAGCCAAGGAAATGAAACCAGAATGA

>Ch-gjb7-cx25-XM_012823856 This entry has been removed as a result of standard genome annotation processing, but has not been replaced by a new entry. However, the gene is easily found in several herring genome assemblies (OOIJ01000059.1:2185953R; JZKK01013574.1:41042R; CABIIO030019367.1:41042R; CAADHV010002191.1:39500F)
ATGAACTGGGGCTTTCTGGAGAATGTGCTCAGCGGGGTCAACAAATACTCCACTGTGATT
GGACGAGTGTGGCTGTCCATCCTTTTTGTCTTCCGTATCCTGGTGTATGTGGCGGCAGCC
GAGCAAGTCTGGAAGGATGAGACCAAGGACTTTATCTGCAACACCCGGCAGCCTGGCTGT
GAGACCGTGTGCTACGACCATTTCTTCCCCATCTCCCAAGTACGCCTGTGGGCCCTCCAG
CTCATCATGGTGTCGACGCCGTCCTTGCTGGTGGCTCTGCATGTGGGCTACCGTGAGCAC
CGAGAGGCCAAATATGGAAAGAAGCTTTACGATAACAAGGGCAGGCTTGATGGAGGTCTA
CTTGCCACCTACATTATGAGCCTCGTCTTCAAAACTACGTTTGAGGTTGGGTCTCTGATC
GCCTTCTACCTCCTGTACAATGGCTTCACCGTCCCTAGGCTGCTCCAGTGCAGCCAAGAT
CCTTGTCCCAACACGGTGGACTGCTACATCGCAAGGCCCACAGAGAAGATGATTTTCCTC
TACATCATGGGCTGCACATCCATCTTATGCATCTGTCTTAATGTCATAGAGATGATGTAC
ATTATCTCCAAACAGTGTTGGAAGTGTTTCAGCAAACGCTATGTGCCTATAGAAGAGAGG
AGACGTTGTCACTGTGGCAAAGCTCACGCACTGCTAGCAGACTCAGTAGGAGCACTGGTA
TTGCCTCAGGCCAAAGAGGTGAGCTCACAGTTGGAGTTAAAACAGGAAAGTCCTTCCTGA

>Ch-gjb8a-XM_012842299-gjb2like 
ATGAGCTGGGGGGCGTTGTATGCCCAGCTGGGCGGCGTGAACAAGCACTCCACCAGCCTT
GGCAAGATATGGCTGTCCGTCCTCTTCATCTTCCGCATCACCATCCTGGTGCTGGCCGCC
GAGAGCGTCTGGGGAGACGAGCAGGCGGACTTCACCTGCAACACGCAGCAGCCCGGCTGC
AAGAACGTGTGCTACGACCACTTCTTCCCCGTCTCGCACATACGCCTCTGGTGCCTGCAG
CTGATCTTCGTGTCCACGCCGGCGCTGCTGGTGGCCATGCACGTAACCTACCGCAAGCGC
GGCGTCAAGAAGGACCTCATGGCCGCGCGGGGAGACAAAGCCAACGAGGGCGACCTGGAG
AGCCTGAAGAGGAGGAGGCTGCCCATCACTGGCCCCCTCTGGTGGACGTACACCAGCAGC
TTGTTCTTCCGTCTGATCTTTGAGGCCGGCTTCATGTACGCCCTCTACTTTCTCTACGAT
GGCTTCCACATGCCCAGGCTGGTGAAGTGCGAGCAGTGGCCCTGTCCCAACAAGGTGGAC
TGCTTCATCTCGCGCCCCACGGAGAAGACCGTGTTCACCATCTTTATGGTGGGCTCCTCG
TCCATCTGCATAGTGCTTAACGTGGCGGAGCTGGGCTATCTGATCGTCAAGGCCCTGATG
AGGTGCTCGGCACGCATGGCACGGAAGAAGCACGCCTACACTCACCCAGAAAATGCATCC
AAAGACAAGGCTTACTTGCAGAACAAAAAGAATGAGATGTTACTGTCATCCTCCACTGAC
TCCAGCACTGGCAAGGCGGTCTAA

>Ch-gjb8b.1-XM_012820173-gjb2like 
ATGAGCTGGGGCGAGCTGTACACCCAGCTGGCCGGCGTCAACCGCCAGTCCACCGGCCTG
GGCAAGGTGTGGCTCTCTTTCCTGTTCATTTTCCGCGTCACCATCCTGGTCCTGGCGGCC
GAGAAAGTGTGGGGGGACGAGCAGTCCGACTTCAAGTGCAACACGCTGCAGCCGGGCTGT
GAGAATGTCTGCTACGACCACTTCTTCCCCATCTCGCACGTGCGCCTCTGGTGCTTGCAG
CTGGTGTTTGCCTCCACACCACCCCTGCTGGTGGCCATGCACGTAGCCCATCGCAAGCGC
AGCAGCAAGTCCTCCGCACGGGCCAGGCAACAGGAGGAGGAGCTGAAGAGCATTCGCCAA
AGGAGGCTGCCCATCACGGGGACGCTGTGGTGGACCTACGCCCTCAGCCTGGTTTTCAGG
CTAGTGTTCGAGGCGGTGTTTGTCTATGCCATGTACGCCATCTACGGGAGCTTCTGGATC
CCTCGCCTGGTGCGCTGCGAGCAGTGGCCTTGCCCCAACGAGGTGGACTGCTTCGTATCA
CGGCCCACTGAGAAGACGGTGTTCACCATGTTCATGGTGGCGGCGTCGGGTGCATGCATG
GTGCTCAACGCGACCGAGCTCGCCTACCTCATAGCCAAAATGATGATGAAGTGCTCCAGG
CCAGGCGCCAGGAGAGATGCCTGCTCCTCCCGCTGCTCCAACCGCCCGCCAGTGGAGCAG
AACCAGAGGAATGAGTGTTTAACCTCCTTGACAACTCCTTTCTGA

>Ch-gjb8b.2-XM_012840586-gjb2like 
ATGAGCTGGGGCACCCTGTACACCCAGCTGGCCGGGGTCAACCGCCAGTCCACCAGCCTG
GGCAAGGTGTGGCTCTCTGTCCTCTTCATCTTCCGCGTCACCATCCTGGCCCTGGCGGCC
GAGACAGTGTGGGGGGATGAGCAGTCCGACTTCACGTGCAACACGCTGCAGCCGGGCTGT
GAGAATGTCTGCTACGACCACTTCTTCCCCATCTCGCACGTGCGCCTCTGGTGCTTGCAG
CTGGTGTTTGCCTCCACACCACCCCTGCTGGTGGCCATGCACGTAGCCTATCGCAAGCGC
GACGACAAGCGCAGCATCCTGCGGCGCAACAACAAGTCAGCGGCCGCGTCCTCCGCACGG
GCCAAGCAGCAGGAGGAGGAGCTGGAGAGCATTCGGCAAAGGAGGCTGCCCATCACAGGG
ACGTTGTGGTGGACCTACGCCCTCAGCCTGGTTTTCAGGCTGGTGTTCGAGGTGGCGTTT
GTCTATGCCATGTACGCCATCTACGGGAGCTTCTGGATCCCTCGCATGGTGCGCTGCGAG
CAGTGGCCTTGCCCCAACGAGGTGGACTGCTTCGTATCACGGCCCACCGAGAAGACGGTG
TTCACCATGTTCATGGCGTCGGCGTCGGGTGCATGCGTGGTGCTCAACGCGACCGAGCTC
GCCTACCTCATAGCCAAAGTGATGGTGAAGTGCCCCAGGCCAGGCGCCAGGAGAGGTGCC
CGCACCTCCGTTGCCGCCAACTGCTCGCCCAAAGACAAGGGCCTGGTGCAGAACAAGAAG
AATGAGTCTTTGCTGTCCTCTGTGTCCTCCATGACATCCAGTGTCAAGGCTGTGTGA

>Ch-gjb9a-XM_012822073-gjb3like
ATGAACTGGGGCGCGTTGGAGTCCCTGCTCACCGGGGTGAATAAATACTCCACGGTGTTC
GGCCGCATCTGGCTCTCCATGGTCTTCGTCTTCCGGGTCCTGGTGTTCGTAGTGGCGGCT
CAGCGTGTCTGGGGTGACGAGAACAAGGACTTTGTGTGCAACACCCTACAGCCGGGCTGC
GCCAACGTCTGCTACGACCACTACTTCCCCATCTCCCACATCCGCCTGTGGGCGCTGCAG
CTCATCTTCGTCACCTGCCCGTCCCTGTTGGTGGTGGGCCACGTCAAGTGGCGCGAGCAG
AAGGACCTGAGGTACACCACCTGCCACAAGGGGGCGCACCTGTACGCCAACCCGGGGAAG
AAGCGTGGCGGCCTGTGGTGGACCTACCTGCTCAGCCTGATCCTGAAGGTCAGCTTCGAC
ATAGGCTTCCTCTACATCCTCTACCACATCTATGACGGATACGATATGCCCAAGCTCTCC
AAGTGTGAGCTGGATCCATGTCCGAACATAGTGGACTGCTACATCTCACGTCCCACTGAG
AAAAAGATCTTCACCATCTTCATGGTGGTGTCTGCCTGTGTCTGCGTCGTCATGTGCTTC
TGCGAAATGGGCTACCTGATCTGCAAGAAGATCCACAAAAAGCTCAACTTGCACAAGAAG
AACCGTCAGCAGATGTTTGCTGAGAGCCACGAGCTTGGTGAGCTCGTTCCGCCCAGAAGC
TTGCAGTACAATCGGATCGACCCAACTGCCTCCAGGCCCGCTTCGAGAGCCCCGTCCAGA
GCCCCGTCCAGAACCTCAATCCACAATCTCCACAACAGCAAGAAGGAGGAGGCTGCCGCG
GCAGAGAGAGGGAAAAGCTAA

>Ch-gjb9b-XM_031580897-gjb4like 
ATGAACTGGTCTGCACTGGAGAGCCTCCTCAGTGGGGTGAACAAGTACTCCACCGCCTTT
GGCCGCGTCTGGCTCTCAATGGTCTTTGTGTTCCGCGTCATGGTCTTCGTGGTGGCGGCC
CAGCGGGTGTGGGGCGACGAGAGCAAGGACTTCGTCTGCAACACGCGGCAGCCCGGCTGC
AGCAACGTCTGCTATGACAGCATCTTCCCCATTTCCCACATCCGCCTGTGGGCCCTGCAG
CTCATCTTCGTCACCTGCCCGTCACTCATGGTGATGGCGCACGTCAAGTACCGCGAGGAG
AAGGACAGGAAGTACATCGTTTCCCACACGGACGGCACGCACCTCTACGCCAACCCCGGA
AAGAAGCGCGGTGGCCTGTGGTGGACCTACATGCTCAGCCTGATCTTCAAAGCTGGTCTG
GATGCAGGTTTCCTCTACCTCCTTCACCATATCTACCACGGCTACGACATGCCCCGGCTC
GCCAAATGCAGCCTGGAGCCGTGCCCCAACACGGTGGACTGCTACATCTCTCGGCCCACT
GAGAAGCGGATCTTCACCCTCTTCATGGTGGTGTCCTCAGCATGTTGCATCTTCATGTGC
ATCTGTGAGATGTTCTACCTGATCTGCAAAAAGCTGCATAAGATTTTCAGGGTCCGGCAC
ACCCACGAGATGGAGCAGTTTGCTCAGACTCATGAGCTGAACAACATTGCGCCACCTCGA
TCGCAGTACAGGAGGGTGGACCCCACACTGTCCAGCACCCAGAACCTCAACAGGGAAAAG
ACAAGGGAAATAGCCACGTCCAAGTTGTAA

>Ch-gjb10b-XM_012822396-gjb4like 
ATGAACTGGTCAGCTCTACAAGGCCTCATTAGTGGGGTCAACAAATACTCTACGGCATTT
GGCCGTGTTTGGCTGTCCATCGTTTTTATCTTCCGAATCATGGTATTCGTGGTCGCAGCC
GAGAAGGTTTGGGGTGATGACCAGAAAGACTTCAAGTGCAACACGGCACAGCCCGGCTGC
CACAATGTCTGCTACGACCACTTCTTCCCTGTGTCCCACATCCGGCTGTGGGCCTTACAG
CTCATCTTTGTCACCTGCCCCTCCTTCTTGGTGATGATGCATGTGCAATATCGAGAGGAA
CGTGAACGAAAGAACCGTCTCAAGTACGGCGAGGACGTCAAGCGTCTCTACCAGAACACG
GGCAAGAAGCGCGGAGGCCTGTGGTGGACCTACGTCCTCACCCTCGTCTTCAAGATGGCA
GTAGACGCCACCTTCGTCTACCTGCTCTACCACATCTACGAGGGCTACGACTTCCCGTCG
CTAATCAAGTGCTCGCAGGCGCCATGCCCCAACCTAGTGGACTGCTTCATCTCTCGGCCC
ACAGAGAAGCGCATCTTCACCCTCTTCATGGTGATCTCCAGCCTGGTGTGCATCATACTC
TGCTTAATTGAGACCATCTACCTGGTGGGCAAGCGCTGTGTGAAGATTGGCAGCCGGATG
CAATCCTCTCGGAAAATGCAGATGACGGCCTCCATGATGAATGTCAGGAACTCGAACATG
TTGGTGTTGGAGCCCCTCAGTGACAAGCGGCCCAACAAAGAAGCTGTTAGTCCAGCACCA
TCCTACAGTGTAGCCATGTCCAAGACATGA

>Ch-gjb10a-XM_012818490.2-gjb4like 
ATGAACTGGGCCTTTCTGCAGGGCCTCCTCAGTGGGGTCAACAAATACTCCACAGCGTTC
GGCCGCATTTGGCTCTCGGTCGTGTTCATCTTCAGATTGATGGTGTTCCTCGTGGCCGCT
GAGAAGGTGTGGGGGGATGAGCAGGGGAACTTTGACTGTGACACGAGGCAGCCAGGTTGT
AAGAACGTCTGTTATGATCACTTCTTCCCCATTTCCTATTCACGGCTCTGGTCTCTGCAG
CTGATCTTTGTCACCTGCCCTTCACTGCTGGTGTTGCTGCATGTGGCCTACCGCGACGAC
CGGGAGCGAAAGCACGAGCTGAAGCATGGTGATGGCTGCACAAAGCTCTACGAAGACACA
GGAAAAAAGCGTGGTGGACTCTGGTGGACCTATCTATTCAGCCTGCTCTTCAAGTTGGCA
GTGGATGGTGTTTTCATCTTCCTGGTCTTCTACATCTATGAAGCCAACTTCTTTCCACTG
GCGGTGAAGTGCAAGGAAGCACCTTGCCCCCAGGCTGTAAACTGCTTCATCAGCCGGCCC
ACAGAGAAGCGCATCTTCACCGTTTTCATGGTGATCACCAGTGGTGTTTGTATCCTACTC
ACATTGCTTGAGATGGCCTACCTGGTGGGAAAGCGTTGTAAGGAGTTGGCGACCACTCGC
CCTCGGCACAGATATCCGGCAGCCATAACATCTGTAGTGAATCCCCAGGAACAGAACGCT
CATAATGAGTCCATACTGAATGACCATCGGGTTGATGAAAGCGCCCCTGTCTATAAGGCC
TGA

>Ch-gjc1a-XM_031567272-gjc1
ATGAGCTGGAGCTTCCTGACGCGCTTGCTGGAGGAGATCCAGAACCACTCCACCTTCGTG
GGGAAGCTGTGGCTCACTGTCCTCATCGTCTTCCGCATCGTGCTGACGGCCGTGGGCGGC
GAGAGCATTTACTACGACGAGCAGAGCAAGTTTGTGTGCAACTCCGGCCAGCCAGGCTGC
GAAAATGTCTGCTACGACGCCTTTGCCCCCCTTTCCCATGTTCGCTTCTGGGTCTTCCAG
ATCATCCTGTCCGCCATGCCTTCACTCATGTACATGGGCTACGCCGCCAACAAGATTGCC
AAGATGGAGGACACACGAGGGGTCGCGTCGGGAGGGAGCAGTGGCACGGGGACGGGCACC
AGAGGTGGAGGCTACACTCACCGGCGGCCGAGGAAGATGTACTTTGGGGCGCGGCAGCAC
CAGAGCGGCCTGGACGAAGGGGATGAGGAGCAGGAGGACGACCCCATGATCTACGAGGTG
CCCGAGCCGGACACCACACGGCGAGACCTCTTGCCACCGCGGCCCAAGCCCAAGGTACGG
CACGACGGGCGGAGGCGTATCCGTGACGACGGCCTGATGCGCATCTACGTGCTCCAGCTG
GTGACGCGCACGGCGCTGGAGGCCGGGTTCCTGGCAGGGCAGTACTTGCTGTACGGCTTC
CGCGTGGCGCCCGTGTTCGTGTGTTCGGGCAAACCGTGCCCGCACAATGTGGACTGCTTC
GTGTCTCGGCCCACCGAGAAGACCATCTTCCTGCGGATCATGTACGGCGTCACGTGCCTC
TGCCTCACCCTCAACGTCTGGGAGATGCTGCACTTGGGCATCGGCACCATCACTGACATC
ATACGCCGGCGACGGGCCACGCCCCCCGACGACGAGTACCAGCTGGGGCTGCTGGGGACC
GGGGGAGTGTCCGTCGGAGTCGGAGGCACCGGGGGACCGCTCAGTGAGGGGGAAGGCACG
GGCGGCGTGGGGGGAGCTGTTGGTGCGGACTACGTGGGCTACCCGTTCTCCTGGAACACG
CCGTCGGCCCCGCCGGGATACAACATAGTGGTGAAGCCGGAGGCCATGCCCTACACGGAT
CTGAGCAACGCCAAGATGGCCTGCAAGCAGAACCGGGAGAACATTGCCCAGGAGCAGCAG
CAGTACGGCTCAAACGAGGACAACTTCCCCACGGGGGCCGAACCGCGGGCCCCTCCCATC
AACAAGGACGTCATCCAGCAGGCGCAGGAGCAGCTGGAGGCCGCCATACAGGCCTACAGC
CAGCACCACGGCAACAATCATCATGACGACCCTCACCGCGGCGACGACGATGACAAGCCG
CAGAGCAACATCACCCCGGCGCAGAAAGAGCACAAACACCACCACCACCGGGCCAAGGCC
GGCAGGGGTGGGGGCAGCGCTGGGAGTGGGGGGGGGAGCAGTAGCAACAGCAGTAGCAGC
AAATCAGGAGAGGGCAAGCCATCTGTGTGGATCTGA

>Ch-gjc1b-XM_012817598-gjc1like This entry has been removed as a result of standard genome annotation processing, but has not been replaced by a new entry. However, the gene is easily found in several herring genome assemblies (OOiJ01000111.1:498065F; JZKK01049523.1:2318F; CABIIO030027564.1:2318F; CAADHV010000048.1:244724F).
ATGAGCTGGAGTTTCCTGACCCGGCTGCTGGAGGAGATCCATAACCACTCGACGTTCGTG
GGGAAGATCTGGCTGACCGTGCTCATCGTGTTCCGGATCGTTCTGACGGCGGTCGGGGGC
GAGAGCATCTACTACGACGAGCAGAGCAAGTTCGTGTGCAACTCGCTGCAGCCGGGGTGC
GAGAACGTGTGTTACGACGCCTTCGCCCCGCTCTCGCACGTCCGCTTCTGGGTCTTCCAG
ATCATTCTGGTGGCCGCGCCCTCCCTCATGTACCTGGGCTTCGCAGCCAATAGGATCGCT
CGTCTGGAAGAGGGGCGGAGCTCGAGCAGGAAGCAGCGTAAGCTGTGCAGCGGTGGGCGG
CGGCCTCAGCGGGGCCTAGAGGAGGCGGAGGAAGACCAGGAGGAGGAGCCAATGATTTGT
GAGACGCTGGAGGAGGAGGAGGAAGAGGAGGAGACCGGCAGCGCGGGGCGGGCAAAGGCG
ACGCGGCACGACGGGCGCCGGCGTATCTGCAGGGACGGACTGATGCGCGTGTACGTGCTG
CAGCTGCTGACGCGGGCGGCGCTGGAGCTGGCCTTCCTCCTGGGCCAGTACGCCCTCTAC
GGGCTGGTGGTGCCCGCGCGCTACGTCTGCTCCGGCCCGCCCTGCCCCCACAGCGTGGAC
TGCTTCGTGTCGCGGCCCACGGAGAAGACCATCTTCCTCTTCGTCATGTACGGCGTGTCG
CTGCTGTGCCTGGCGCTCACCCTGTGGGAGGTGCTGCACCTGGGCCTTGGCTCCATCCTG
GACATCCTGCACGTGAGGCGCCGCCATCGTCATCGCCCGCCGCCACCCGACCACGCCATG
CCCCTCGGCCCTCTGGGAGGGGGCGTGCCTGTTAGCGAGGCGGGAGGTGGTGGGGGTGGG
GAGGGATACGGCAGCTACCCCTTCTGGAGCTCCGCCGCCCCCCTGCCCCCCCCCGGCTAT
AGCCTGAAGCCGGAGCAGCTGCCAATCAGTGAGCTGAACAGCCAGGCCAAGATGGCGGCG
AGGCAGAACAGAGCCAACCTCGCGCAGGAGGAGCAGTACGGGGGAGGGGGAGGGGCTGCG
CAGGACCAGCAGCAGCAGCAGCCGATCAGATGA

>Ch-gjc2-XM_031563185
ATGAGTTGGAGTTTCCTTACACGTCTTCTGGAAGAGATCCACAACCACTCCACCTTTGTG
GGGAAAGTGTGGCTGACTGTTCTTATCATCTTCCGCATTGTGCTGACTGCCGTTGGGGGC
GAGTCCATCTATTCGGACGAGCAAACCAAGTTCACCTGCAACACCAAGCAGCCCGGCTGC
GACAACGTGTGCTATGACTCATTTGCGCCGCTCTCGCACGTCCGGTTTTGGGTCTTTCAG
ATCATCATGATCTCTACGCCTTCTGTCATGTACCTCGGCTACGCCATCCACAAGATTGCT
CGCTCGTCGGAGAACGACCGGCGGAAGTTCCGCAGGTGCCAAAGAAAGAGCCACCGCAGC
CGTTGGCGAGACAGCCACCCACTGGAACAGGTGCTTGAGGAGGAAGACGACGATGACGCC
GAGCCGATGATCTACGAAGATGCTTTGGAAGTGCAGGACGCAAAGCCCGATGTGACCAAC
TGTCCCATCAAGGATCCGCAGAAACACGACGGGCGGCGGAGGATCATGGAGGAGGGGCTG
ATGAAGATCTACGTGATCCAGCTCTTGTCCCGCGCCGTCTTTGAGATCGGCTTCCTCGTG
GGTCAGTACCTCCTGTATGGCTTCCGCGTCAATCCGTCCTACGTGTGCAATAAGATCCCT
TGTCCTCATAAGGTGGACTGCTTCATCTCGCGACCCACGGAGAAGACCATCTTCCTTCTC
ATCATGTACGTGGTCAGCTGCCTGTGTCTGGTGCTCAACGTGTGTGAGATGTTTCACCTG
GGCATGGGCGCCTTCAGAGACACTCTCCGCAGACGGAGAAACAAAGGTCGACAGCCTCCT
TACAGCTACTCTTACTCGAGGAACATCCCGGCATCACCCCCGGGGTACAACCTGGTCATT
AAGTCAGACAAACCTGGAAGGATGCCCAACAGTCTCATATCACACGAGCAGAACATGGCC
AACGGAGGTCAGGAGCAGCACTGTATAAGTCCTGATGAAAACATCCCCACTGACTTGGCC
AGTTTGCATCGCCACCTACGGGTGGCCCAGGAGCAGCTGGATATGGCCTTTCAGACATAC
AACACCAAAACCAACCCCCAGACATCCAGAACCAGCAGCCCAGTTTCGGGGGGCACCATG
GCGGAGCAGAACCGGGTCAACACAGCCCAGGAAAAACAAGGAGCGAGGCCCAAAGCCACC
ACTGAGAAAGCTGGAACAATAGTCAAAAATGGCAAGACATCTGTATGGATCTGA

>Ch-gjc4a-XM_012821065-gjc1like Splice site
ATGAGCTGGAGCTTCCTGACGCGTCTGCTAGAGGAGATCTCCAACCACTCCACCTTCGTG
GGCAAGGTGTGGCTCACACTGCTCATCGTCTTCCGCATCGTGCTGACGGTCGTGGGCGGC
GAGACCATCTACCACGACGAGCAGAGCAAGTTCGTGTGCAACACGCAGCAGCCCGGCTGC
GACAACGTCTGCTACGACGCCTTTGCGCCGCTCTCGCACGTCCGCTTCTGGGTCTTTCAA
ATCATCATCATCACCACGCCCTCCATCATGTACCTGGGCTACGCCATGCACCGGATCGCC
CGTGCGGCTGACGATGAGTACCATCCGCGCCGCAAGCGGGCACCGGTCGTCACCCGCGGG
CCCAGCCACGACTACGACGACGTTGACGAGACCGGCGAGGACGTGCCCATGATCACCGAG
GAGTTGGAGGCCGAGCGCGGGGGGAAGGGCGGGGCGGGAGCGGCGCTGGTCGTCAAGGCG
GCGGCTCCCGAGGGGATGACGATGAAGCACGACGGCCGGCGGCGCATCCTGAGAGACGGG
CTGATGAAGGTCTACGTGGTGCAGCTGCTGTCGAGGATCGCCTTCGAGGTGGCCTTCCTG
TTCGGCCAGTACCTGCTGTACGGCCTGGAGGTGGAGCCGTCCTACGTCTGCATGCGGAGC
CCCTGTCCACACACCGTCGACTGCTTCGTCTCCAGGCCCACGGAGAAGACCATCTTCCTG
ATCACCATGTACGTCGTGAGCGCACTCTGTCTGCTCCTCACCTTCCTGGAGATCTGCCAC
CTGGGCATCAGTGGTATCCGCGACAACCTGAAGGGCCGCTCAACCGTCCGCCGTTCCCGC
CAGCCCCTCCACTCCTCTGGCCTCCCCAGCCAGCACGCCACCTCCCTGCTCAAGCAAGTC
CCCTCTGCCCCTCCTGGATACCACTCCGTGCTGAAGAAGGACACCCCCGGCCGGCTCCGG
CCCGAGTTCAGGGAACTGAACCTGAAGGACTCCGGTCGGGAGTCACCGGGGGACGAGTTG
GCGGGTCGAGACCTGGAGCGCATGCGGCGGCACCTGAAGATGGCCCAACAGCACCTGGAC
CAGGCCTACCAGAGCGAGGAGCTGGCGCCAGTGTCGCGCAGCAGCAGTCCGGAGTCCAGC
AGCAAAGCCGCTGAGCAGAACCAGCTCAACTACGCCCAGGAGAAGCAGGCCAGCACCAGC
GACAAAGGTGTCCATGCCTGA

>Ch-gjc4b-XM_012836489-gjc1like 
ATGAGCTGGAGCTTCCTGACGCGCCTGCTGGAGGAGATCTCCAACCACTCCACCTTTGTG
GGAAAGGTGTGGCTCACCATGCTCATCGTCTTCCGGATCGTGCTGACGGTGGTGGGCGGG
GAGTCCATCTACTACGATGAACAGAGCAAGTTTGTGTGCAACACGCAACAGCCCGGGTGT
GAGAACGTGTGCTACGACGCCTTTGCACCGCTCTCGCACGTGCGATTCTGGATCTTCCAG
ATCATCTCCATCAGCACGCCCACCATAATGTACCTGGGCTTCGCCATGCACCGCATCGCC
CGAATGGGTGACGGCGAGTACCAGCCACGGCCGCGCAAGCGCATGCCCATGGTCCACCGG
GGGGCTGCGCGTGACTACGAGGAGGCAGAGGACAACGGCGAGGAGGACCCCATGATCAAC
GAGGAGATCGAGCTTGAGAAGGACAAGGACAAAGAGACCGAGAAGCCCTGCAAGAAGCAC
GACGGACGCAGGCGGATTAAGAGGGACGGCCTGATGAAGGTGTACGTGATGCAGCTCCTG
TTTCGCACCGGCTTGGAAGTGGCCTTCCTGTTCGGCCAGTACATCCTGTACGGCCTGGAG
GTGATCCCGTCCTACGTGTGCACCCGCAGCCCCTGCCCACACACGGTCGACTGCTTCGTG
TCGCGACCCACCGAGAAGACCATCTTCCTGCTCATCATGTACGGCGTCAGCTGCCTCTGT
CTGCTGCTCACCGTGCTGGAAATCCTACACCTGGGCATCAGCGGGCTCCGCGATGCCTTC
CGCCAGCGCTCGGCGTCCCACAACCGCAGCCAAGTAGCCATGTCCAGCCAGCGGCCCTCC
ATCTGCCGGCAGGTGCCCACTGCTCCGCCAGGCTACCACACAGCCGTCAAGAAGGATGGC
GGAAAGCTGCCCGCCGGCATGAAGCCATCTGACTTCCGCGATAACTTGGTCGACTCGGGC
CGGGAGTCGTTTGATAACGAGACATCGTCCCGAGAGCTGGACCGGCTGCGTCGGCACTTG
AAGCTGGCCCAGCAGCACCTGGACCTGGCCTACCAGAATGGAGAGAGCAGCCCGTCGCGG
AGCAGCAGCCCGGAGTCGAACGGCACGGCCGTGGAACAGAATCGACTCAACTTTGCTCAA
GAGAAACAGGGAGGAACCTGTGAAAAAGGAATCAGAGCCTGA

[bookmark: _Hlk59278663]>Ch-gjd1-XM_012828866-gjd2like Splice site This entry has been removed as a result of standard genome annotation processing, but has not been replaced by a new entry. However, the gene is easily found in several herring genome assemblies (OOIJ01000071.1:1967544R; CAADHV010002012.1:41547F; JZKK01026492.1:1835F (exon1) + JZKK01026494.1:916F (exon2); CABIIO030021721.1:5424R (exon1) + CABIIO030021719.1:46652R (exon2)).
ATGGGGGAGTGGACCATCCTGGAGCGCCTCCTGGAGGCTGCTGTACAGCAGCACTCCACT
ATGATTGGGAGGATCCTGCTGACAGTGGTGGTTATCTTCAGGATCCTGATCGTGGCCATC
GTTGGGGAGACCGTGTACGAGGATGAGCAGACCATGTTCATCTGCAACACCATGCAGCCC
GGGTGCAACCAGGCGTGCTACGACAAGGCCTTCCCCATCTCACACATCCGCTACTGGGTG
TTCCAGATCATCCTGGTGTGCACGCCCAGCCTGTGCTTCATCACCTACTCTGTGCACCAG
TCGGCCAAGCAGCGCGAGCGCCGCTACTCCTTCCTCTACCCGATGCTGGAGCGGGACTAC
GGCCGGGACGGGGCGCGTAGGTTGCGCAACATCAACGGGATCCTGGTGCAGCACCCAGAT
GGAGGAGGGGGTGGGAAGGAGGAGCCAGACTGCCTGGAGGTGAAGGAGATCCCCAACGCG
CCGCGGGGGCTGACGCAGAGCAAGAGCTCCAAGGTGCGCCGGCAGGAGGGCATCTCACGC
TTCTACATCATCCAGGTGGTGTTCCGCAACGCACTGGAGATCGGCTTCTTGGCCGGCCAG
TACTTCCTGTACGGTTTCAGCGTGCCGGGCATCTTCGAGTGTGACCGGTACCCCTGCCTG
AAGGAGGTGGAGTGCTACGTGTCACGGCCCACTGAGAAGACAGTCTTCCTGGTGTTCATG
TTTGCGGTGAGTGGCATCTGCGTGATCCTCAACCTGGCCGAGCTCAACCACCTCGGCTGG
CGCAAGATCAAGGCGGCCATTAGGGGCGTGCAGGCGCGCCGCAAGTCCATCTGTGAGGTC
CGCAAGAAGGACATGTCCCACCTCTCACAGCCGCCCAACATGGGCAGGACTCAGTCCAGC
GAGTCGGCCTACGTCTGA

>Ch-gjd2a-XM_012823340-gjd2-cx36 Splice site
ATGGGGGAATGGACCATACTAGAGAGGCTCCTGGAGGCTGCTGTCCAGCAGCACTCTACT
ATGATAGGAAGGATCCTACTGACAGTGGTGGTGATCTTCCGGATTCTAATCGTAGCGATA
GTTGGAGAGACTGTTTATGATGATGAACAGACCATGTTCATCTGTAATACCTTACAACCG
GGCTGTAACCAAGCATGTTACGATAAGGCATTCCCCATATCCCATATCAGATATTGGGTG
TTTCAGATCATAATGGTGTGCACACCGAGTTTATGCTTTATCACATATTCGGTTCATCAG
TCTGCAAAACAAAAGGAACGACGGTTCTCCACTGTGTTTCTGACGGTGGATAAGGATCAA
GATTCAATGAAACGAGACGACAGCAAAAAGATCAAAAATACAATCGTGAACGGAGTACTT
CAGAACACCGAAAACTCTACAAAAGAAGCCGAGCCCGACTGTTTGGAAGTGAAAGAGATC
CCAAACCCAAATGTGAGAACTCCTAAATCCAAAGCGAAACGGCAGGAGGGCATCTCCAGA
TTTTATATCATTCAAGTGGTTTTCAGAAACGCGCTGGAAATTGGGTTTTTAGTTGGTCAA
TATTTCTTGTACGGATTCAACGTGCCCGCCGTGTATGAGTGTGATCGATATCCCTGCATA
AAAGATGTCGAGTGCTATGTTTCCAGACCCACGGAGAAGACCGTGTTTCTGGTCTTCATG
TTCGCGGTCAGTGGCTTTTGCGTGGCGCTAAATTTGGCAGAACTGAATCACTTGGGGTGG
AGGAAAATCAAAGTGGCCGTAAGAGGAGTACAGGCTAGGAGAAAGTCCGTTTACGAAATC
AGAAATAAGGACTTGCCCCGAATGAGTATGCCTAATTTTGGTCGCACCCAGTCAAGTGAC
TCTGCCTATGTGTAG

>Ch-gjd2b-XM_012819299-gjd2
ATGGGGGAATGGACCATACTAGAGCGGCTTTTAGAGGCTGCTGTGCAGCAGCACTCTACT
ATGATCGGAAGGATCCTACTAACAGTAGTGGTGATCTTCCGGATTCTAATAGTCGCTATA
GTGGGGGAGACGGTGTACGACGACGAGCAGTCTATGTTCGTGTGTAACACGCTACAGCCT
GGCTGCAACCAGGCTTGTTATGATAAAGCATTCCCAATTTCCCACATCAGATACTGGGTG
TTCCAGATCATCATGGTGTGCACCCCCAGCCTCTGTTTCATTACCTACTCCGTGCACCAG
TCAGCGAAGCAGAAAGAGCGGAGGTTCTCGACTGTTTACCTTTCCCTGGACAAGGATCAG
GATTCTATGAAAAGAGATGACAGTAAAAAGATCAAGAACACAATTGTGAACGGAGTACTA
CAGAACACGGAGAACTCAACCAAAGAATCCGAGACAGATTGTCTTGAAGTGAAGGAGATG
CCTAGTTCAGCCATGAGAAATACCAAGTCTAAAATGAGACGGCAGGAAGGCATATCAAGA
TTCTACATCATCCAGGTCGTTTTCCGAAACGCGCTAGAGATAGGGTTTTTAGTGGGTCAA
TACTTCCTCTATGGATTCAATGTCCCTGCCGTGTATGAATGTGATCGATATCCCTGCATC
AAAGATGTTGAGTGCTACGTTTCAAGACCAACGGAGAAGACCGTGTTTCTGGTCTTCATG
TTCGCCGTCAGTGGGATATGCGTGGTTCTGAACCTCGCGGAACTCAACCACCTTGGCTGG
AGGAAAATTAAAACAGCCGTGAGAGGTGTGCAGGCTAGGAGAAAGTCAATTTACGAGATC
AGGAACAAAGACTTGCCGCGTATGAGCATGCCCAATTTCGGTCGCACTCAGTCGAGTGAC
TCCGCCTATGTGTAG

>Ch-gjd3.1-XM_031567931-gjd3like Splice site
ATGGCGGACTGGGGGTTCCTGGGGGGGCTGTTTGAGGCGATGCAGACCCACTCCCCCCTA
CTGGGGCGCCTGTGGCTGCAGATCATGCTGGTGTTCCGCATGCTCATCCTGGGCACCGTG
GCCTCCGACCTGTTCGAGGACGAGCAGGCGGAGTTCGAGTGCAACACGGCGCAGCCGGGC
TGCAAGCAGGTGTGCTACGACCAGGCCTTCCCCATCTCACAGTACCGCTTCTGGGTGTTC
CACATCGTGCTCATCTCCACGCCCGCCCTCCTCTTCATCATGTACGCCATGCACCTGCAC
TCCAAGAGCCAGGCCCGCCAGGAAGGTGCCAGCTCCAAAAGCGGGCAACTGGGCATCAAC
GCCCACACCACTGAGCCACTGATGCAGAAACCGGACGAGGGCGGGTTGAACCCGCGACAG
GACCATAACGTGATGCGTCTGTACATGCTGAACGTGGGGTTCCGCTTCCTGGCTGAGGTG
GCATTCCTGGTGGCTCAGTGGGCGCTGTACGGGTTCCGCGTGGAGGCCCGCTTCCCCTGC
AGCACGTTCCCCTGCCCCTACACGGTGGACTGCTTCACCTCGCGGCCCATGGAGAAGACC
ATCCTGCTGTGCTTCTACTTCGCCGTGGGCCTCCTCTCTGCACTCTTCAGCCTGGCGGAG
CTCATCCACGTCTTCACCAAGTGGAGGCGATGGAGGAGGGCGGCCCGGACGGGGGGACCC
CCGGACGAGAAGACGGCTGGACGGAACCAGAGGGACCTCCAGAAACTGACCCAGGTGGCG
GTGGGTGACGAGGGTGGCTTGGGGTTTCAGAGGGACAGGAGTGGGAGTGGGGGTGGGAAA
AGGGGGCAGTTTTTCTCAGGGCGGGGGAGACATGGGGGCACTAGTGGCAGCAGCAGCAGT
GGGGGGGGGAAGGTGAGGGTGTCGCTAGGCAGGAGCAACTCCAGCGTCGGACACAAGACC
TCCAGATACAGTAGCCAGAAGAGCCGCACACAGGTGGTGTGA

>Ch-gjd3.2-XM_012837670-gjd3like
ATGGGGGAATATGAGGTTCTGGGGGGGCTGATTGGGGAGATGCAGACCCACTCCCCCCTA
CTGGGGCGCCTGTGGCTGCATATCATGCTGGTGTTCCGCATTCTCATCCTGGGCACCGTG
GCCTCCGACCTGTTCGATGACGAGCAGGCGGAGTTCGAGTGCAACACGGCGCAGCCGGGC
TGCAAGCAGGTTTGCTACGACCAGGCCTTCCCCATCTCACAGTACCGCTTCTGGGTGTTC
CACATCGTGCTCATCTCCACGCCCGCCCTCCTCTTCATCATGTACGCCATGCACCTGCAC
TCCAAGAGCCAGGCCCGCCAGGAAGATGCCAACGCCACCACTGAGCCACTGATGCAGAAA
CCGGACAAGGGCGAGTTGAACCCGCGACAGGACCGTAACGTGACGCCTCTGTACATGCTG
AACGTGGGGTTCCGCTTCCTGGCGGAGGTGGCGTTCCTGGTGGCTCAGTGGGCGCTGTAC
GGGTTCCGCGTGGAGGCCCGCTTCCCCTGCAGCACGTTCCCCTGCCCCTACACGGTGGAC
TGCTTCACCTCGCGGCCCATGGAGAAGACCATCCTGCTGTGCTTCTACTTCGCCGTGGGC
CTCCTCTCTGCACTCTTCAGCCTGGCGGAGCTCATCCACGTCTTCACCAAGTGGAGGCGC
CGGAAGAGGGCGGCCATGACGGGGGGACCCCCGGACGAGGAGACGTCTGGACGGAACCAG
AAGGAACTCCAGAAACTGACCCAGGTGGCGGTGGGTGACGAGGGTGGCTTGGGGGTTCAG
AGGGGCAGGAGTGGGAGTGGAGGTGGGAAGAGGGGGCATGGGGGCACTAGTGGCAGCAGC
AGCGGTGGGGGGAAGGGGAGGGTGTCGCTGGGCAGGAGCAACTCCAGCGTCGGACACAAG
ACCTCCAGACACAGCAGCCAGAAGAGCCGCACAGGGTTGTTGTTGTGA

>Ch-gjd4-XM_012823059-gjd4-cx40.1 Splice site
ATGGGGGGCCAATCTGCGTCTGAAGCCATTTTTATTGCTGTCAACCACAACATCACTCTA
GTAGGGAAACTGTGGCTGCTCATTATGGTGTTCCTGCGCATTTTCATCCTCATCTTCGCT
GGATACCCACTCTATCAGGATGAGCAGGAGCGATTTGTGTGCAACACCATTCAGCCAGGC
TGTTCAAATGTGTGTTACGACCTATTCGCTCCCCTTTCCCTCTTCCGCTTCTGGTTGCTT
CAGCTCACCATCCTCTGCCTGCCATATTTGACGTTCGTTACCTACATCATTCACAAAGTG
CTGTCAGATATCGCTGTTTTCTCTGACGCGTCACACAAGATGAAAGCCAGGTCTCTCATT
GGAATCCAGCAGGGATCTCTCCAGAAAGGAGCCCTAAGCAAGGCACGTCACATCCAGGCA
GAGCTCAGCACGTTGAGGACCTTCACTGGAGCTTACATCACCCAGCTGCTCCTCCGGATT
CTTTTCGAGGCTGGCTTTGGGGCGGCTAACTACTATCTATTTGGCTTCTACATCCCCAAG
CGCTTCCTGTGCCAGCAATCACCTTGTACAACTACAGTAGACTGCTATGTCTCCAGACCC
ACAGAGAAAACTGTTATGCTGAACTTCATGTTAGGGACGGCCGGCCTTTCCCTTCTTCTC
AACGGGTTGGACATGATCTGTGCCATCAAGCGCTCCGTGAGGCAGAAGTCCAAGAGGAAG
ATGCTGGTGCGGAATATGTACGAGGAGGAACAGTTCTACCTCTCCCCTGGAGGGAGCCAG
GGAGCCATCGATGCCAACGTTTCCACAGTGGAGGAGATGGTGGCCTCAGTAGCAAGCGGA
AGTTTCCGGAAGAGAGGGATGAGTAAGTCCAGCAGGGCCGATCTGGAGGACGCTCCGTGT
GGTCGAGGGACACCTCTTGTCCCGGGGATGCTGGGTCCTACAAACGCTCACAGTGAGAAT
AATGTCTATCCAATCCCGGCTCTGGAGGAATGCCCGGACCGAGAGGGCAGTGAGGTGGCA
CTGTGTCCCACAGAGCAAATGGGCACGCCCAGACCCATACGGGTCAGTAAACGGAGCCGC
CTGAAACCACCCCCGCCGCCCAGACGGGACAACCCCCCTGGGGCGGGTTCTGTGGACGTG
GTTCCAGGAGCGACGGCACTGTGCACCAGAAGAGTCGGACACTACACACTGGTGGAGATG
AGTGGCGTTGGCCTGCCCTCGTGCAGTGGGGACAACCAGGAGAAAAGGTCAGAGTGGGTC
TGA

>Ch-gjd5a Not predicted. However, the gene is easily found in several herring genome assemblies (OOIJ01000063.1:557506F; JZKK01026789.1:6718F; CABIIO030020069.1:6718F; CAADHV010000628.1:69767F)
ATGGGAGACTGGTCCATTCTTGGCCGCTTCCTAACGGAGGTGCAGAACCACTCAACCGTC
ATCGGTAAGATCTGGCTAACGGTGCTGTTGATCTTCCGCATCCTGCTGGTGGCGCTGGTG
GGCGACGCCGTGTACAGCGACGAGCAGTCCAAGTTCATCTGCAACACACTCCAGCCCGGT
TGCAACAACGTCTGCTACGACACCTTCGCCCCCGTCTCGCATCTCCGCTTCTGGGTCTTC
CAGATCGTCCTCGTCTCCACGCCGTCCATCTTCTACATAGTCTATGTGCTGCACAAGATT
GCCAAAGACGAGAAGCTGGAGGTGGAGAAGGTGCCGGCGATAGCCAGGTGTCCGCCCTCG
GAGGATCTCTCGGCACAGGGGAAACTGGAGGAAGAAGATGCCTTAGACTCCAGCGCACCT
CCCTTTGGTTCTGCCTCCGAGGAGGAGGCTTGGGGTCCTCCGGTGGTTGAGAGCGTGGAG
CAGAGCCTGCTGGAGGAGGGGGTTCGGGTGGTGAGGAAGGACCCCACCCAGCTCTCCAAC
CAGGTGCTGCTGATCTACGTGGTTCACGTGGTGCTGAGCTCCATCATGGAGATCACCTTC
CTGGTGGGTCAGTATTACCTGTTTGGCTTCGAGGTGCCACAACTCTTTCGGTGCGAGACG
TACCCCTGCCCAAATCGAACTGACTGCTTCGTCTCGCGCGCCACGGAGAAGACCATCTTC
CTCAACTTCATGTTCAGCATCAGCCTGGGCTGCTTCATCCTCAACATCGTGGAGCTCCAC
TACCTGGGCTGGATCTACATCTTCCGCGTGCTGTGCTCCGCCTGCTCCACCTGCTGCACG
CCTCACAGGAGCCCGCTGGAGCGTCTTGGCTTCTACTACGACCACAACCCCCTCCTGCTG
CAGCTGAAGCACTCTCTCCAGAGCAGGGTGGTCCTGCAGGCCCCGTCCTCCATGGTGCAA
GAGAGGACCTGCAGTGTGCCTGCCTACACCCCTGCCATCTCCTTCGAGACGGATTCCACG
CTGCAGTGTACGTCCAGGAGGAGCCTGGACGATAGGGAGCACAGCAAGGTCAAACTGGCT
AAATTAGGCAGGGGTGAAAAATCCTGGTTGTAA

>Ch-gjd5b-XM_012838313-gjd2like 
ATGGGAGACTGGTCTATTCTCGGCCGCTTCCTCACAGAGGTGCAGAACCACTCCACCGTC
ATCGGCAAGATCTGGCTGACGATGCTGCTGATCTTCCGCATCCTGCTGGTGACGCTGGTG
GGCGACGCCGTCTATAGCGACGAGCAGTCCAAGTTCACCTGCAACACCCTGCAGCCCGGC
TGCAACAACGTCTGCTACGACACCTTCGCCCCCGTCTCACACCTGCGCTTCTGGGTCTTC
CAGATCGTGCTCGTGTCCACGCCGTCCATCTTCTACATCGTCTACGTGCTGCACAAGATT
GCCAAAGACGAGAAGCTGGAGCTGGAGACGGTGCACGTGCAGAACAAGCGCCCCCTCGGT
GATTACCTGGGCCGGCTGGAGAGAGAGAGGGACAGGGAGAGGGAGAGAGGGGAGACCTAT
GGCAAGAGCCCTGGGCTGCCCTACGGGGGTCCGCACTACGAGGAAGAGTGGGCTCCCCAT
GAGGAGGAGTGTGTTGAGCGAATTCTCCTCGAGGACGACTACGGGGAGGTGGGGAAGGAC
CCCACGGAGCTCTCCAGCAAGGTCCTGCTCATCTACATCGTCCACGTGGTGCTGCGGTCC
ATCATGGAGATCACCTTCCTGGTGGGCCAGTACTACCTGTTCGGCTTCGAGGTGCCGCAC
CTGTTCCGCTGCGAGACCTACCCGTGCCCGACGCGCACGGACTGCTTCGTGTCGCGCGCC
ACCGAGAAGACCATCTTCCTCAACTTCATGTTCAGCATCAGCCTGGGCTGCTTCCTGCTC
AACATCGTGGAGCTGCACTACCTGGGCTGGGTGTACATCTTCCGCGTGCTCTGCTCCGCC
TGCTCCGTGTGCTGCCGGCCGGAGAGGGACCCCGTGGAGCACATGGGCCTCTACGCCGAC
CACAACCCGCTGCTGCTGCAGCTGGAGCACTCCCTGCGGGGCCGCCTCATCCTGCAGACG
CCCACGCCCATCGCCCAGGAGAAGGCCGGCGGCGGACTGCTCACCCACGCGCCCGCCATC
TCCTTCGAGACGGACTCCACGGTGGAGTGCACGTCCAAGCGGAGCGCCGAGGAGATGGAG
CGCATGAGGGCCAAACTGACCAACATGGCCTTGCTGGGCCGTACCAAGAAGTCCTGGCTA
TGA

>Ch-gjd6-XM_012817227-gjd2like 
ATGACGGAGTGGACGCTGCTCAAGCGGCTGCTGGACGCCGTCCACCAGCACTCCACCATG
ATCGGCCGCATCTGGCTCACCGTCATGGTCATCTTCCGCCTGCTCATCGTGGCCGTGGCC
ACCGAGGACGTGTACGCCGACGAGCAGGAGATGTTCGTGTGCAACACGCTGCAGCCGGGC
TGCGTGAACGTGTGCTACGACGCGTTCGCCCCCATCTCGCAGCCACGCTTCTGGGTCTTC
CAGATCATCATCGTCTCCACGCCCTCCCTCTGCTTCATCATCTACACCTGGCACAACCTG
TCCAAGCTGCCCGCGGAGGCCGACGCGGGCAAGGAGAGCCACGACGCGTACGCCCGCAGC
TGCGACTCGGACAGCTGCTCCATCAAGTCACACCGGCACCTGGGCCACAGTCTGGCAGAC
GTGCTGGAGGGCATCGCTGCTCAGTGCAACCAGAAGAGCGCCTGCCTCTCACCGCCCAAG
AGCAGGGTCTGCCGGGGCGCTGCCGGGGCGAAGTCTGGGGTCCTCTCCAAGTACTACATC
TTCCATGTGTGCTTCCGTGCCGCACTGGAGATAGGTTTCGTCTTTGCCCAGTGGCTGCTG
TTTGGCTTCCAGGTCCCGGCACACTTTCTCTGCACAGCTTTCCCCTGCTCCCAAAGTGTG
GACTGCTACGTGTCCAGGCCCACCGAGAAGACCATCTTCCTCATCTTCATGTTCAGTGTG
GGTATCTTCTGCATCTTCCTCAACTTCCTGGAGCTCAACCACCTGGGCTGGAAGAAGATC
ACAATGTCGGTGAGACTGAAGGACAGCTCCTGGAAGGGCTACGAGGCCATCAACCAGGAC
AGCCACTCCGTCACCTCCCTCACCTTCAGGGACGTGACCAGCACCACCTCCCTGCCCACT
CTTGATCTGGTGGTGGGCCACAGGCCGGACTGGACCTGTGCTGGGAACTGCACACCGCTG
AAGGAGGAGCAGGAGGACAGCCTGCAGAACCCCACAGGGAATCCGAGAGCAGCACAGTCC
CTGAAGAGCAAGACTCACAAAGGACGGATTTCAAAGCAGAGGAGCACTGAAGTCTGGATT
TAA

>Ch-gje1-XM_012822376-gje1like Splice sites This accession number has now been replaced by XM_031580896, that differ substantially from the present prediction for exon 1. We believe the new prediction is wrong.
ATGTCTTTAAACTACATCAAGAACTTTTATGAAGGATGTCTGCGGCCTCCCACTGTGATT
GGCCAGTTCCACACTTTGTTCTTTGGCTCTGTGCGCATGTTCTTCTTGGGGGTTCTGGGA
TTTGCAGTTTACGGAAATGAAGCCCTTCACTTTAGCTGTGATCCAGACAGCAGGGAACTC
AACCTCTTCTGTTATAACCAGTTTCGACCGATAACTCCGCAGGTTTTCTGGGCCTTGCAA
CTGGTGACTGTTCTCGTACCTGGGGCTGTTTTCCACCTCTATGCTGCTTGCAAGAACATT
GACCAGGAGGACATCTTAGAGCGGCCCATCTACACTGTCTTCTACATCATATCTGTGCTC
CTGCGGATCATTCTAGAAGTGGTGGCCTTCTGGCTTCAAAGCCACCTGTTTGGCTTCCAA
GTGCACCCCCTGTACATGTGTGACGCCAGCGCGCTGGAGAAGGCCTACAACTTCACCAAG
TGCATGGTGCCTGAGCACTTTGAGAAGACCATCTTCCTCAGCGCTATGTACATTTTCACC
ATCATCACCGTTGTGTTGTGTGTCGCTGAGATCTTTGAAATACTTTGCAGGAGACTTGGC
TATTTAAGCAGTCCATGA
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>Dr-gja1a-XM_688906-gja1like
ATGGGTGACTGGAGCGCACTGGGGAAACTTCTTGACAAGGTCCAGGCGTACTCCACTGCT
GGAGGCAAAGTCTGGCTCTCCGTCCTCTTCATCTTCCGGATCCTGGTGTTGGGGACGGCG
GTGGAGTCCGCCTGGGGAGACGAGCAGTCGGCCTTCAAATGCAACACGCTGCAACCTGGA
TGTGAGAACGTGTGCTATGATAAGTCCTTCCCCATCTCCCACGTGCGCTTCTGGGTGCTG
CAGATTATATTTGTGTCCATGCCGACCCTCTTATATCTCAGCCATGTGGTGTTCCTTATG
AACAAAGAGGAGAAACTGAATAAAAAAGAGGACAAACTACGAGACATCCAAAGCAAAGGC
GGAGATGTGGACGTGCTCCTGCGCAAAATCGAAACGAGGAAGTTCAAGTACGGATTGGAG
GATCACGGGAAGATCAAGATGAGGGGAGGGATATTTTACACGTATATAGTGAGCATCGTG
TTGAAGTCCGTATTTGAAATTGTCTTCCTTTTAATACAGTGGCATCTTTACGGATTCAAG
CTGTCGGCTGTTTATACGTGCGAGAAGTTCCCTTGTCCGCATAAGGTGGACTGTTTTCTG
TCCCGTCCCACAGAGAAGACAGTTTTCATCATCTTCATGCTGGTCGTCTCGCTGGTCTCT
CTGGCTCTCAACGTATTTGAGTTTTTTTATGTGATTTTTAAGAGAATGAAAGACCAAATT
AGGGAGTCTGAGAAGAAATTTGACAGTGCCTGCAATATCAAGCCCTGTCCGAGGAATCTG
TCCGGCTATGAGTATTACAATGACTGCTCGGCCCCCGTCCCAAATCTAGGCTACAATCTA
GACACTGTCGATAAATCCAACTCCTCTGATAATTACGACAAGCAGGCTAATGAGCAGAAC
TGGACTAATTACAGCACAGAACAGAACCAGTTGGGTCACAGCCAGCGCTTTCCTTACCCG
GAGAAAGTGACTCTAGGGAAGGATCTTCTGCTGCTAAAAGAGCTTGAACCTCGACCCAGT
AGTCGAGCGAGCAGTCGAGCCAGGCCGGATGATCTTGACATCTAG
>Dr-gja1b-NM_131038
ATGGGTGACTGGAGTGCGTTGGGAAGGCTTCTTGACAAGGTGCAGGCCTACTCCACGGCC
GGAGGGAAGGTCTGGCTCTCTGTGCTCTTCATCTTCCGGATCCTTGTTCTGGGAACAGCA
GTGGAATCGGCCTGGGGTGACGAGCAGTCAGCTTTCAAGTGCAATACCCAGCAGCCTGGT
TGCGAGAATGTCTGCTATGACAAATCGTTCCCCATCTCGCACGTGCGCTTCTGGGTGCTT
CAGATCATCTTCGTGTCCACGCCGACGCTCCTGTACCTGGCGCATGTCTTCTACCTGATG
CGAAAGGAGGAGAAACTCAACCGTAAAGAAGAGGAGCTGAAGGCCGTGCAGAACGACGGC
GGCGACGTTGAGCTCCATCTCAAGAAAATCGAGCTCAAGAAGTTTAAGCATGGCCTAGAG
GAGCACGGCAAGGTGAAGATGAAGGGTAGCCTGCTGCGCACCTACATCTTCAGCATCATT
TTCAAGTCCATCTGTGAGGTGGTCTTCCTGGTCATCCAATGGTACCTCTACGGCTTCAGC
CTCTCTGCCGTGTACACATGCGAACGCACGCCTTGCCCTCATAGGGTGGACTGTTTCCTT
TCTCGGCCCACCGAGAAGACCATCTTCATCATCTTCATGCTAGTGGTTTCGCTCTTCTCG
CTTTTGCTCAACATCATCGAGCTCTTCTACGTGCTCTTCAAACGAATCAAGGACCGCGTC
AAAAGCCGACAAAACACACAGTTTCCCACTGGCACTTTGAGCCCCACGCCGAAGGAACTG
TCTACGACCAAATACGCGTACTACAATGGTTGCTCCTCACCAACTGCACCGCTCTCACCA
ATGTCACCTCCAGGCTACAAACTGGCCACCGGCGAAAGGACCAACTCTTGCCGCAATTAC
AACAAGCAGGCTAATGAGCAGAATTGGGCCAACTACAGCACAGAACAGAATCGCTTGGGC
CAGAATGGCAGCACCATCTCCAATTCACATGCACAAGCCTTCGACTACCCTGATGATACA
CATGAGCACAAGAAACTGACGCCAGGGCATGAGTTGCAGCCATTGGCGTTGATAGATGCA
CGGCCGTGCAGCCGTGCCAGCAGCCGCATGAGCAGTCGAGCGAGGCCTGATGACCTGGAC
GTCTAG

>Dr-gja2-NM_212826
ATGGGAGACTTTAGCTCTCTTGGGAAGCTTTTAGAAAGCGCCCAGGAACATTCTACAGTG
GTGGGCAAAGTCTGGCTCACCGTCCTATTCATCTTCCGTATCTTGGTGCTCAGTGCTGCC
GCAGAGAAGGTTTGGGGTGACGAGCAGTCTGGCTTCACCTGTGACACCAAACAACCTGGT
TGTCAGAATGTGTGTTACGATGTAACCTTCCCCATCTCTCACATCCGATTCTGGGTGCTC
CAGATCATCTTCGTCTCAACCCCAACACTGATCTATCTGGGCCATATCCTCCACCTGGTG
CGCATGGAGCAAAAACTAAAAAGCAATGAAACAAGCGGAGCAGACAAACAAGCACTTCTG
GGCCACAAACCAAAAGGTCCCATACGTGATGAACAGGGGAAGATCTGTCTGAAGGGAGTC
TTGCTGCGCACGTATGTCTTCAACATCATCTTCAAAACACTGTTTGAGGTGGGCTTCATT
GTGGCACAGTATTTCCTCTATGGATTTGAGCTCAAGCCTCTGTACACCTGCAGCAGGTGG
CCTTGCCCAAACACTGTCAACTGCTACATCTCGAGACCGACAGAAAAAACCATCTTCATT
ATTTTCATGCTGGCCGTAGCCTGTGTCTCTCTGCTGCTCAACCTGGTGGAGATGTATCAC
CTGGGCTTTACCAAGTGCAGACAGGGTCTCCGTTACCGGCGTGCTCACTCAGTCTGCGAC
ACTGAGTCTAAAGTGCCTAGTGAGGACGTTGTTGTTCCTTTTGTGCAAAATTACCCTTAT
TTTCCTGCTCACGCACCTCCTCCGGCTTCCTTTCCCACAGAGCCGCACTTCAACCTCTCA
GAACCTGATGGGACCTTTCCGGTTCATAACAGCCGCTCTGTTTACAAGCAAAACCGAGAG
AACATGGCTGTAGAGCGCAACGGCAAACCTGACACTGCTGATGTTAAGATCAGCAAAACA
GTGAGCTCTGTACCCGGATCACCATCAAGCCAGCAGCGCAGGCCCAGCCATTCGAGTCGC
TATAGCAGCAACAAGACCAGGATGGATGACCTCAAAATCTGA

>Dr-gja3-NM_207642
ATGGGTGACTGGAGCTTTCTTGGGCGGCTCTTGGAAAATGCGCAGGAACACTCGACAGTG
ATCGGCAAAGTCTGGCTGACGGTACTCTTCATTTTTAGGATTCTGGTGTTGGGAGCGGCA
GCTGAGGAGGTCTGGGGCGATGAACAGTCGGACTTCACCTGCAACACTCAGCAGCCTGGC
TGTGAGAACGTCTGCTACGATGAGGCCTTCCCCATCTCCCACATCCGCTTCTGGGTGCTC
CAGATCATCTTCGTGTCCACGCCGACGCTCATCTACCTGGGCCACGTCCTGCACATCGTT
CGTATGGAGGAGAAGCGGAAAGAGCGTGAGGAGGAGTTGCGAAAGGCCAGCCGGCTCCAG
GAGGAGAAAGAACTCCTGTATAGAAATGGAGGGGGAGGGGAGCCTGGTGGACGGGGTGGG
GGCGGCAAAAAGGAAAAGCCGCCAATCAGAGACGAGCATGGCAAAATCCGCATTAGAGGT
GCCTTGTTGCGCACCTACGTGTTCAACATCATTTTCAAGACCCTGTTTGAAGTGGGGTTC
ATTTTAGGTCAGTATTTCCTCTATGGTTTCCAGTTGCGGCCCCTGTATAAGTGTGCGCGG
TGGCCTTGCCCCAACACGGTGGACTGCTTCATTTCCCGGCCTACAGAAAAGACCATCTTC
ATCATATTTATGCTTGTGGTGGCTTGCGTGTCCCTTTTGCTGAATTTGTTAGAAATCTAT
CACCTCGGATGGAAGAAGGTCAAACAGGGCATGACCAATGAGTTTGCCCCGGACCGTGAA
TCGCTGCCTGAGGCGGACGAAGCTGAGCCCGAGTCCCCCAGAACTGCGCCTCCAACCCTC
AGCTACCCGCCAGACTACACGGAAGTGGCGGTGGCGGGTGGCGCGTTCCTCCAGCCTGTG
TCAGCGCCCTCCACCGCAGAGTTTAAGATGGACCCTTTGCGCGAGGAGCTTGAGGAGTCC
TCACCTTTCTACATCAGCAACAACAACAACCACAGGCTAGCTGCTGAGCAGAACTGGGCC
AACCTGGCCACCGAGCAGCAGACTCGGGAGATGAACGCCACCTCCCCCTGCTCTTCCTCC
TCATCTTGCTCCTCTGATAACGTACGGCAATCCAAAGATGCCGCTCAGCTTGCCAGCACC
CCCTCCTCTGCTGGTGGTGGTTTAAGCACTGGGCCGGAGGAGGGGCACGTCACCACCACG
GTGGAGATGCACGAGCCGCCCGTCATTTTCACTGACGCTCGACGACTGAGCAGGGCTAGT
AAAGCCAGCAGTGTGAGAGCGAGGCCCAATGATCTGGCGGTGTAG

>Dr-gja4-NM_001044823
ATGTCCAGAGCTGACTGGGGGTTTCTGGAGCACCTGCTAGAGGAAGGCCAGGAGTACTCG
ACGGGCGTAGGACGCGTGTGGCTGACCGTCCTCTTCCTCTTCCGCATGCTTGTGCTTGGC
ACGGCTGTGGAATCTGCATGGGACGACGAGCAGTCTGACTTCGTCTGCAACACCAAACAG
CCCGGCTGTGAGTCCGTCTGCTATGACAAGGCCTTCCCCATATCCCACTTCCGTTACTTT
GTCCTTCAGGTCATCTTCGTCTCAACTCCGACCATTTTCTACTTCGGCTACGTGGCCTTG
AGGGCTAGAAATGAGAAGAGGCCAGAGGAAAAGCTGGAGGAAGATGGCAGAAGGCATAGA
CATCGAAAGACCAACGCCTGTATATTAGAAGTAATAAAAGAGGAAGACGAAGATGGGAGT
GAAACTGAAAAGAACCGCAAAGCGCTGGAACCTCCAAAGCTTAAAGGGAAACTGCTGTGC
GCTTACGCGGCGAGCATAATAGTGAAAGTTCTCATCGAAGTTGGCTTCATCCTGGGTTTA
TGGATACTTTATGGGTTTGTGATCGAGGCCAAGTACGTGTGTGAGAGGCTTCCCTGTCCT
CACACGGTTGACTGTTTCGTCTCACGACCAACAGAAAAAAACATCTTCACCATATACACA
CAAGTCATCGCCGTAGTGTCGATTCTCCTCAACGTTGTGGAGCTTTTCCATCTGCTTCAG
TTGGTGATAACACGTCGACTAGAGAAGAAATATCAGGCAGAGGTGCAGATTCATAATAGA
GTTAGAACAGCACCATCTAAAGCTCAACAACCATCATTTGAGGAAAGGAACCATCTCTTT
CTTCCTGTAGCACATGGTGGATACCCTACCGAAGGGTTGGATTGGGAAAAAAGAGACCCT
TCCTTGGCAGAAGACATGCTTCCAAGCTACTCAAACTGCATTAGGAATATGAAGCCTGCA
ATAAACAAAAACAATCTTCCTAAAAAGCACCTCAAGGCTGATGACAAACCGAGACATTAT
GTTTGA

>Dr-gja5a-NM_001007213
ATGGGGGACTGGAGTCTCTTGGGTAATTTCCTCGAAGAAGTGCAGGAGCACTCTACGTCG
GTTGGGAAGGTGTGGTTAACCGTGCTGTTCATCTTCCGTATCCTGGTGTTAGGCACAGCG
GCAGAGTCATCATGGGGCGACGAGCAGTCCGACTTTATGTGTGATACTCTACAACCTGGT
TGCACCAATGTCTGTTATGACCGAGCTTTCCCCATTGCTCATATCCGCTACTGGGTGCTG
CAGATCGTCTTCGTATCGACACCCTCCCTCATCTACATGGGCCATGCCATGCACACCGTC
CGCATGGAGGAGAAGAGAAAACAAAAGGAGCAGGAGGAGAAGGCAGAGGCGGGAAAAGGA
GAGAAGGAGTATCTGGAACATAAAGAGAAATTCGAAAATACAAAGACAAAAATCCACCTG
AAGGGGGCACTGCTGCAGACATATGTTCTGAGCATTGTGATCCGCCTGGTCATGGAAGTG
ACCTTCATTGTGATTCAGTACATGATGTACGGGATCTTCCTGGATGCTCTGTATCCATGT
TCAATGCTTCCCTGCCCCAACCCTGTGAACTGTTACATGTCCCGTCCAACTGAGAAAAAT
GTCTTTATTGTGTTCATGCTGGTGGTTGCAGCTGTTTCGCTCCTCCTCAGCGTCATAGAG
TTATATCACCTTGGATGGAAACAGTGCAAAAAATGCCTTAGGAAACATGCTGACAAGCAT
GCCAATGACAAAATTCAAAACGTCAAAGCTGTTTCTGCAATTGAACCGATCAGGACAAGC
ATTCCAATGGATCTGGCTGAGAACATCCAGCCTCGTCTTTCTCAAACCTGCACTCCACCT
CCAGATTTCAACCAGTGCTTAAGATCAAACCAAGGTCCAACATCTCCTCCACATCTTCAT
TCTCACCATCTTCATCACATCCACCAAACCTGCCAGCCCTTCACCAACCATCTGGCACAC
CAGCAGAACTCCGTCAACATGGCCGCCGAGCGGCATCACCACAGCCATGATGGCCTGGAG
CCAGCCGTGGACTTCCTGCAGATGCATTATGGGAGTCCTGAGGCTCGGGTTCGAAGTGAA
ATGACACCCAGTACCCCTTCCACACCATCCTCCCATCCAGGGTTCTTCAGAGACAAGCGC
CGGCTTAGCAAGACCAGTGGTACTAGTAGTAACCGACTCAGACCAAGTGATCTGGCCGTG
TAG

>Dr-gja5b-NM_001034988
ATGGCCGACTGGAGTCTGCTGGGGAGCTTTCTAGAAGAAGTCCAGGAGCATTCAACCTCG
GTGGGAAAGGTGTGGCTCACTATTCTTTTCATCTTCCGGATCTTGGTACTAGGCACGGCT
GCTGAATCCTCGTGGGGCGACGAGCAGGAAGACTTCACCTGCGACACAGAGCAGCCCGGC
TGCGAGAACGTTTGTTACGACCGAGCCTTTCCTATAGCGCATATACGCTTCTGGGTGCTC
CAGATCGTGTTCGTGTCTACACCTTCTCTGATCTACATGGGGCACGCAATGCATATCGTC
CGCCGAGAGGAGAAGAAGAGGAAAGAGCTGGATGATGAAGGAGCGCAGAGAGATGGAGAA
AAGTACCCAGAAGATGACAAGAACAAGGAGGACGAAGGTGGAGGTAGGAGGGTACGATTG
AAGGGTGCGTTGCTGCAAACATACGTCCTCAGCATCCTCATCCGCACTGTGATGGAAGTG
ATCTTCATCATAATCCAGTACCTGATCTACGGAGTCTTCCTTAGTGCACTCTATGTGTGT
AAAGCCCCTCCGTGTCCACATCCGGTCAACTGCTACATCTCCAGACCAACAGAGAAGAAC
GTGTTCATTGTCTTCATGCTAGCAGTAGCAGCGGTGTCACTGCTGCTTAGTATCGTGGAA
CTGTATCATTTGGCATGGAAGCAGTTGAGGAAGTATGTGCACGGATACAAGGCTTCCAAA
CAACGACCAAACACGCCGTCCACCATGCCTGCACTTTCACCAAATCCGTCCACCCCAAAC
CGAGCCTGCACCCCACCTCCAGACTTCAACCAATGCTTGACCTCGCCACCATCTTCTCCT
ACTTTACAGACACACTCGCTTTTACATCCGACCTGCCCTCCATTTCACGACCGACTGGCG
CACCAGCAGAACTCTGCAAACATGGTCACTGAAAGGCACAGAGGACAAGACTACTTAGGG
GTCAACTTCTTGAGCTTCTCACAGACACCTACAGAGACTCCCAACTCCTGTGCCTCACCT
TCATTCCTGAGCAGTGATTTTGAGGACAAGCGAAGGTTTAGTAAGAGCAGCGGGACCAGC
AGCCGCATGAGACCGGACGACCTTGCGGTATAG

>Dr-gja8a-NM_001128350
ATGGGAGACTGGAGCTTCTTGGGTAATATTTTGGAGGAAGTAAATGAACATTCAACTGTG
ATTGGTCGTGTTTGGCTCACAGTACTATTCATTTTCCGAATTTTAATTCTGGGCACGGCT
GCTGAGTTTGTCTGGGGAGACGAGCAGTCCGATTACGTGTGCAACACTCAGCAGCCAGGA
TGCGAGAATGTGTGCTATGATGAGGCCTTTCCAATCTCTCACATTCGCCTATGGGTGTTA
CAGATCATCTTTGTATCCACACCTTCACTTGTATACGTGGGCCATGCTGTCCATTACATC
CACATGGAGGAGAAACGAAAGGAGCGGGAAGAAGCTGAGGTCAGCCACCAGCAAGAACTT
TGCGAGGAGCGCCAGGCAATGGATCAAGGAAGCGTTCGCACTGCCAAGGAGACCAGCACG
AAGGGGAGCAAGAAGTTTAGACTTGAAGGAACCCTGCTGTGCACCTACATCTGCCATATC
ATCTTCAAAGCTCTGTTTGAAATAGGCTTTGTAGTGGGACAATATTTCCTTTATGGGTTC
CGCATCCTGCCTTTGTACAAGTGCAGTCGTTGGCCATGCCCTAACACAGTGGACTGCTAC
GTCTCCCGGCCCACCGAAAAGACCATCTTCATCATTTTCATGCTTGCAGTGGCTTGTGTT
TCACTGTTCCTCAACTTTGTGGAGATTAGCCACCTCGGCTTGAAGAAGATCCGCTTTGTG
TTCCACCGACCAGCTCCAGCACAGTTAGAGTCGCTTGGACCTCCTGAGAGGAGTTTACCG
TTTCTTCTAACCACCCCTGTCCAAAAAGCCAAAGGCTACAGGCGCCTCGAAGAGGAGAAG
AAAGACGAGGTGGCTCATATCTATCCACTAGCTGAGGTTGGGATGGAAGAGGGACAGTTC
TTCTTACCTCAGCTGGAGAAGGAGCAGAAAAGCAGTCAGGAGGCAATTCTGCCAACAGCG
CCACCTGTAGAGGAGACAATTATATGCGATGAGACTCAACCCTCCTTCCTTCAGGTCACA
GAGACATTACCAGAGCTCCCAACTGAAGAGCCGCCTAGGGAAGGAGATGAGGTAGACAGT
CTAAAAACTCCAACAGTGCTCCCAGAAGTACTAGAGGAGCATTCAGAAGGGGAAAGCGTG
GAGGAAACATATTTAATTTCACTTGAGGAGAATTTGGATGTAGATGTAGGGAAAGTGGTG
ACTGAAGAAAAGTTGCTAAGAGAGAGTAGCTTAGTAGATACTGAGCCAAAACAAGAGGAA
AACCTTTCAGGAGATGGAGAGGAGAAGGAAACCTCACAGGAAATTGGGGAAACAGAGGAT
AGCAACTTTCCAACCAAAAGGCTGAAGGAGGAAGAGGGTTTACCTGATGTGGTTGAAGAA
GCATCTGATGAAGAGAGAGAACTTTGTGAGCTTGAGCCTTTTGTGAATGAGGACACTGTG
GAGGAGGTGAAAACTTTAGATGATGTGAATCCTGACGATCTGGATATGTCCAAAATATCT
GAAGGAGAACAAGAGTCTGAGGCTTTAGCGGAAAATGTAGCATCAAATCTTCCTGACATA
GCGCCTATTGGGGATGAAGTGGATATGGGAAGGGACAAAGCTCAGAGTGATGTAGATGAT
AAAGAAGATGGAGTTCAAAGTGATGTAGTAGACTCAGGAGTTTTAGAAGATTTAGTGGAG
ATTAAAAAGGTCAGAGCTCTAGATGATCTACAAGATGCAGAAGATTGTTGTCTAGATATA
GATAAGAACGATCCTTTAGAAAATGAGGATATACCTCTTGACACTGCAGTCAATACAAGT
GGAGAGGATCTAGATAAACCTCTAGGACTTTCAGGTGACACTAACCAGTTGAAAACTTTG
AGGAAGGAAGAGGTATCATTGGGGATAGAAGATCCACAGGAGGTCAAAGGCTCTGAGTTG
GAAGAGTCAAGACAAGAAGATGAGTCTGTGAAAACTGGAGACCTTGAGAAGGAAGAATAT
TCTGAAGAATCAAAAGCCTTGGAGGCTTTAGAGGAGATGATAGATGCTCCACTTGTAGCT
CTAGATTTAGAACCAACAGAGGAAACAAGATCTTCAAGTCGTCTCAGCAAAGGTAGCAGC
AGAGCCAGGTCAGATGATCTAACTATATGA

>Dr-gja8b-NM_131809
ATGGGTGACTGGAGTTTCTTGGGCAACATCCTCGAGGAAGTAAATGAGCATTCGACGGTA
ATCGGTAGGGTGTGGCTCACGGTCCTCTTCATCTTCCGAATCCTCATCTTGGGCACAGCC
GCAGAGTTTGTGTGGGGCGACGAGCAATCGGATTATGTGTGCAACACGCAGCAGCCGGGT
TGCGAGAACGTTTGCTACGACGAGGCCTTTCCCATCTCGCACATTCGCCTCTGGGTGCTC
CAGATCATCTTTGTTTCCACACCCTCATTAGTGTACGTGGGCCACGCCGTGCACCATGTA
CACATGGAGGAGAAGCGTAAGGAACGGGAGGAGGCTGAGCTCAACCGGCAGCAAGAGAAC
GAGGAGAGGCTGCCGCTGGCGCCTGATCAGGGAAGCGTCCGTACGGCCAAGGAGACGAGC
ACAAAGGGCAGCAAGAAGTTTCGTCTGGAGGGCACTCTCCTGAGGACCTATATCTGCCAC
ATTATCTTCAAGACTCTCTTTGAGATCGGCTTTGTGGTGGGTCAATACTACTTGTACGGC
TTCCGAATCTTGCCACTCTACAAGTGCAGCCGTTGGCCGTGCCCAAACACGGTTGACTGC
TTCGTCTCAAGACCAACCGAGAAAACCGTTTTCATCATCTTCATGTTAGCTGTGGCCTGC
GTCTCACTGTTCCTCAATTTTGTGGAAATCAGCCATTTAGGCTTAAAAAAGATCCACTTT
GTGTTTCGTAAGCCGGTGCGGCCGCAAGTCGAGGGACCAGGAGCAGCCGAAAAGGCATTG
CCTTCCATAGCTGCCTCATCGATCCAGAAAGCCAAAGGTTACAAGTTGTTGGAGGAGGAC
AAATCCACGTCGCACTTCTTTCCTCTGACTGAGGTTGGGGGGATGGAGGCTGGACGCCTG
CCGGCTTCATATGAGCCATTTGAGGAGAAATCTGACGAGGCCATGGCACCTAAGAAAGAC
ATGTCTAAGATGTATGACGAAACGCTGCCCTCTTACGCCCAGACGACCGTGATTGGACCG
AGTGCATCGTCAGGAATTCTGCGCAGGGATGAAGATGAGGACGAGTTGGCTGTGGAGGCA
GACATGGAGGCCAGCGAGACGATAGAAGATACACGACCGCTCAGCAGCCTGAGCAAGGCC
AGCAGTCGCGCAAGGTCAGATGACTTGACGGTATAA

>Dr-gja9a-NM_207093-gja9b
ATGGGGGACTGGAACTTCCTGGGGGGGATTCTGGAGGAGGTGCACATCCACTCCACTATG
GTGGGAAAGATCTGGCTCACCATCCTCTTCATCTTCCGCATGCTGGTGCTGGGCGTTGCG
GCGGAGGACGTGTGGAACGATGAGCAGTCCGACTTCATCTGCAACACTGAGCAGCCCGGC
TGCCGCAACGTCTGCTATGACCAGGCCTTCCCAGTGTCCCTGATCCGCTACTGGGTGCTG
CAGGTTATCTTCGTGTCCTCACCCTCGCTGGTCTACATGGGCCATGCCATCTACAAGCTG
CGCGCCCTGGAGAAGCAGCGCCACTGCCAGCGTGTGACCCTGCGGCGGGAGCTGGAGACG
GTGGAGCCGGAGCTGATGGAGACGCGGCGGCGCATCGAACGGGAGCTGCGGCAGCTGGAG
CAGGGCAAGCTGAACAAGGCTCCGCTGCGGGGCTCGCTGCTGCGCACATATCTGGCCCAC
GTGCTGACCCGCTGCGTGCTGGAGGTCTGCTTCATGATGTGCCAGTATCTGCTATATGGA
CACCGGCTGCAGCCGCTCTACAAGTGCGACCGGCAGCCGTGCCCAAACGTGGTGGACTGC
TTTGTGTCTCGGCCCACGGAGAAAAGCCTGTTCATGGTGTTCATGCAGGGCATCGCGGCG
GTGTCGCTGTTCCTGAGCCTGCTGGAGCTCCTGCATCTGGCCTATAAGAAGCTGAAAAAG
GGGCTGCGGGACCACTGCCCTGCCCTCAGAGACGGGCCAGCGGACTCCAGTGCCCCCAAT
AGGAACTCTGTGGGACAGCAGGCTCGCAAGGCCACCATGCCCATGGCACTCAGTGGGTAC
ACCGCACTGCTGGAGAAACAGGGCAATGGCCCCACGTACCCCTCAATCATACACCCGCTG
TCTGCCTTTGTGCCGATCCAGGGCCCGTCAGCACCAGACATGGAAAACCGGGATGCCCTG
CGCAGCCCGCTGGAACACAACAGCTCCAACAACACCAGCAGCGGGTCCCGGTCTCCATTG
GTGCAGGAGCGTGGTCCAGCTGCGTCCCCCAGCGACTACCACACGCTCCCCCAGACAGAC
TCCTTGCCCCTGATAGCCACACTCCCCCTGACGGACCCCCTGCCCCAGATGGATTTGTTC
CCCTTGAGGGATGCAAGCTCTTGTCCAGCTGTCCTGCACAAGCAGCGGCGGGTCAGTCCG
CCCTGGAACTGCAGCACTGTGATGGAGAGCACCGGCTCGGACAGCGGAGACTCCAGCAGT
GGTGGGCTCAGTCAGGGAAGGAGGACTCGCTGTGGCCGGTCCGTGTCCCGCTCAGACCTG
CGGCTCACGCCGGACTCACAGCCTCACTGTGCTGCAGAAAGCCCCTCACTCTCACCCCAG
CGGCAGCGGCCAGCGATAGGCAGCAGCAGACGGGCAGACCTGCAGATCTGA

>Dr-gja9b-XM_021466745-cx55.5
ATGGGAGACTGGAACTTTCTTGGTGGGATTTTGGAAGAAGTGCATATCCACTCTACCATG
GTGGGAAAAATCTGGCTCACAATCCTCTTCATATTTCGCATGCTGGTGCTTGGTGTGGCA
GCGGAGGATGTGTGGAATGATGAACAGGCTGACTTTATCTGCAACACCGAGCAGCCTGGT
TGCCGCAATGTGTGCTATGATAAAGCTTTCCCCATTTCCCTAATCCGTTACTGGGTTCTG
CAGGTCATATTTGTGTCCTCTCCCTCACTGGTGTACATGGGCCATGCCCTCTACCGCCTC
CGTGCTCTTGAGAAGGAGCGTCAGCGCAAAAAGATGGCACTGAGACGAGAACTTGAGGGT
GTGGATGTGGAGATGGCGGAGGTACGGCGCAAAATAGAACGTGAGCTTCGGCAGATCGAC
CAGGGGAAATTAAACAAGGCTCCATTGAGGGGGTCTCTTCTGCGCACATACGTGGCTCAC
ATAGTCACCCGCTCAGCTGTAGAAGTATTCTTCATGACAGGACAATATGTTCTGTATGGG
TTTCAACTGAATACACTGTACAAATGTGAACGGGAGCCTTGTCCCAATGCAGTGGATTGC
TTTGTATCTCGACCCACTGAGAAAAGCGTCTTCATGGTGTTCATGCAATGCATAGCTGGC
ATTTCATTGTTCCTCAACATTCTGGAGATCCTGCACTTGGGGTACAAGAAACTTAAAAAG
GTCATTCTGAACTACTATGCACAGCTGAGGGATGATCCCAATGACAGCTACTATCCCAAC
AAAGTGAAGAAAGATTCTGTTGTGCATCAGACATGCATTGGCACCTCCACTGGCCGCAAG
GCCACCATTGCTTCTGCACCCAGTGGATACAACCTTCATCTTGATCGACCACCTGATGGA
GCTGCCTATCCTCCTTTGATTAACCCATCCTCTGCTTTCTTGCCTGTTCAGGGTGATTTA
CCAGCTAAAAACGGTGCTGATGAACCAAAGTACTTGCAGAACAGTCCCACAGAGCACAAC
AGCAATTCAAACAATACCAGCAGTGACTCGCACTCACCACCTTGCAACTCTGTCACTCCA
CCCAAGCAAGACGAAGGGGAAGATTCTGTCCAAACTTTACCACTGCACAAGAAAGGGCAG
GAGTCTAAGTTATCAGAGTCATCGAGCCACACCAGAGAATCATCTCATGCCTCATCCAGC
ATGGTAAAGAAACCTTGGAAGGGTAGTGCTCCCTGGAATTGCTCAACAGTCGTAGAAGGT
AATGGCTCAGACTCAGATTCCCTGGAAGGCTCCAAAGCTCGTTGTCCTTATTCTGCTGTG
CGGGCACGTACCTCATCCAGGTCTGATACCAAGCTGAGCAGGCCCACCTCCCCTGATTCA
GTCGAAGAATCGAGCTCTGAGTCACGGCATAGTCCACGAGCGTCACCAAGCCATCGTGCC
TCATTGGCCAGCAGTTCCAGCAGCAGACGAGCAGCTCCCACAGACTTACAAATTTAA

>Dr-gja10a-XM_021467222-cx52.7
ATGGGGGACTGGAACTTGTTGGGGAGCATTTTAGAGGAGGTTCACATTCACTCCACCATC
GTGGGTAAAATCTGGCTGACCATCCTGTTCATTTTCCGGATGTTGGTTCTTGGTGTTGCG
GCAGAGGACGTTTGGGTGGACGAGCAGAGCGAGTTCGTCTGCAACACGGACCAGCCTGGA
TGCAAGAACGTCTGCTACGACCAGGCATTCCCAATATCGCTCATTCGCTTCTGGGTATTG
CAGATCATTTTTGTTTCCTCGCCTTCGCTGGTGTACATGGGACATGCTCTGTACCAGCTA
AGGTCTTTAGAGAAAGAACGGCACAGGAGGAAAATCCAGCTGCGAGCAGAGCTGGAAGAG
ACCGAGCCCCTCTTGGAGGAGCACAGAAAGTTGGAGAAGGAACTGAGGAGGTTGGAAGAG
CAGAAGAAGATGAAGAAGGCTCCTCTAAGGGGCTCCTTGCTTCGTACATATATTATTCAT
ATCCTCACCAGATCAGTGGTGGAAGTGGCGTTCATTGTCGGGCAGTATATCTTATATGGC
ATTGGACTGGATCCTTTGTACAAGTGTGAGAGGGTGCCTTGCCCGAACAGCGTGGACTGT
TATGTTTCCAGGCCAACAGAGAAAACCATCTTCATGGTTTTCATGATCGTCATCGCAGGA
GTTTCGTTGTTCCTGAACCTTTTGGAAATATCCCACTTGGGGGTGAGAAAGATTAAACAG
ACTCTGAGCGGACTGCAGTTTGTCGAGGAGGACAGTCTTTGCAAACCCAAGCATTCGACA
ATTCAGCAGCTCTGCGTGATGACGGAGTATTCGCCTCACAAAAACCCACAATTGAAAACG
TTTATCCCGCAGGGACAAATGGACAAACATCTGTTCAGCTCTTCGAGCAATGATATTCTG
CGGCACAACAGTTTAGCAGCGTCCACCCTACCGGTGTCCTGCATTACCCAGCAGCCTCGC
CAAATGCGCCAGCCCAGCCAGGGAATGATTCATGAACTGCACTCCCAGGGGTCACTGAGG
CTCCTGGAGGACCAGGAAAACCAGCATCCAGATAGCAGTAACTGCTCAGAAAGGGACATT
AGGCCTTTTAACTCGGGCCATCCGGGTTCTGAGGGCCATACCGAGATACCAGCCTGCCTT
CGCAATGCTCTGCACAGGCCCAGCCGCTTGGCGGACCTAGCAGATGATGCTATGGAGTCC
TCCGAGAGCGACTTCTGTCCACCCAACAGGAAAGCCAGTTTCATGGTTCGGATGCCCTCT
GAAAGCATGTCCGGCAGTCCGTCCTGTCCCTCCACCAGGAGTTCAGAGTCTGAGCTGGGA
TCCCTTAACGACCTGCCCATGAACCCACCACCAGGGGGAGGACGACGGATGTCTATGGCA
AGTAGATGGAAATGA

>Dr-gja10b-NM_212819
ATGGGAGATTGGAACTTGCTTGGGAGTATCTTAGAGGAGGTTCACATTCACTCCACCATT
GTGGGCAAAATCTGGCTTACCATTCTTTTCATTTTCCGCATGCTCGTACTTGGGGTTGCT
GCGGAAGACGTATGGGATGATGAGCAAAGTGAGTTTGTGTGCAACACAGAACAGCCTGGA
TGCAAGAATGTCTGTTATGACCAAGCGTTCCCGATATCCCTCATCCGATACTGGGTCTTG
CAGATCATCTTTGTCTCTTCGCCATCTTTGGTGTACATGGGACACGCACTCTACCGGCTC
CGAGCTCTGGAGAAAGAGCGGCACAAGAAGAAAGTCCAGCTGAAGGTGGAGCTGGAAGAG
AGTGAGGCTTTGGAAGAACACAAAAGAATTGAAAAAGAGCTTCGGAAGCTGGAGGAGCAG
AAGAAAGTGAGGAAGGCCCCTCTGAGGGGTTCCTTGCTGCGCACATATGTGTTCCATATC
TTAACCAGGTCAGTGGTGGAGGTGGGATTCATAGTGGGGCAGTACATGCTCTACGGTATC
GGACTGACGCCGCTGTACAAGTGTGAGCGTGATCCTTGCCCCAACAGTGTAGACTGCTTT
GTTTCTCGGCCGACAGAGAAGAACATCTTCATGATTTTCATGCTGGTCATATCAGGAGTG
TCCTTGTTCCTCAATCTCCTGGAGATTTTCCACCTTGGTGTGAAAAAGATCAAGCAGACC
ATATATGGATCCATGTACAGCGACGACGACAGCATTTGCAGGTCAAAGAAAAACTCCATG
GTCCAACAAGTGTGCTTCCTTACAAATTCCTCACCACAAAAACAGTTGCATTTGACACAC
ACTTCCCTTGCCATGGCACCTGATGGACAGATGGTACCTTTGCCTATCTATATGCAGACA
GCTGGTCATGTAGTGTCCAACATTAACCCAAATGGATCTGTGCAGCCTCTGAGACAGGAC
CGTCTTCCAAGCCAACCCGAAATTCAAGTTCTTCAACAACTGGGAATCAAAGAACGAAGG
TCCATTCCAGACAACCGTCTGCAATCCTGCAGCAGTGAGGATTCTGGCCCCAAAGGTTCC
GAACCACCGAAATATTCTCAGCAGCCCCGAGCTTCATTCAGAGCCAGTCATATAGAAATA
CCAGCAGCATTAAGGAAACACAGCCGTGTTAGTCAGTGTAAAGACTTCAGTGAGGAGAGT
GATTCGGTGGAAAGTGGGAACTATCCTACTGCCAGGAAAGCCAGCTTCATGTCAAGGGGA
CTTTCAGAGAGCCCGTCTGAGAGTGCAGCCTCCAAGAGTGGATCAGACACAGAGGCCAAC
CGTATCACTCAAGGGGAGAGTCCCGCTATGACACCACCCCCTGCAGCAGGACGTAGAATG
TCAATGGTAAGAAAATTCTGA

>Dr-gja11-NM_001030200
ATGGGCGAGTGGGATTTCCTCGGACGACTGCTGGATAGAGTCCAGACACACTCCACCGTA
GTGGGAAAAATCTGGCTCACCGTCCTGTTTGTCTTCAGGATTCTAGTCCTTGGAGCCGGC
GCTGAGAGAGTGTGGGGCGATGAGCAGTCCGACTTCATCTGCAACACAGAGCAACCGGGA
TGCGAAAACGTCTGCTACGACCGCGCGTTCCCAATCTCGCACGTCCGCTACTGGGTGCTT
CAGATCATCTCTGTGTCCACGCCAACTCTGGCCTACCTGGGCCACGTCGTCCACGTCATA
CACGCCGAAAAGAAAGTGCGAGAGATGATGAAGAAAGAGCTTCAGAATGAGCAAATCAAC
CTCTTCCTCAAGAAAGGCTACAAAGTTCCCAAGTACAGCCGGGAAAACGGGAAGGTCAAC
ATCCGTGGACGTCTTCTGAGAAGCTACATTCTGAGTTTGCTTTGTAAGATACTACTGGAG
GTGGGTTTCATTTTGGGCCAATACTATCTTTATGGCTTCACTCTTAGGGCTCAATATGTC
TGCAGCTATTTCCCGTGTCCTCACAAGGTGGACTGTTTTTTGTCGAGGCCCACTGAGAAA
ACCATCTTCATTTGGTTTATGCTGGTGGTGGCTTGCATTTCCTTGCTCCTAAATGTGATT
GAGATCTTATATCTTTGCGCTAAGAAGATCAGCGAGTGTCTCAGCCGCAAAAAGGACTAC
ACCATCACTCCGGTGACCCCTGTGGTGAGCAAAAAGAACTTTAAAAATACAGATCAGGTG
ATACAGAATTGGATGAACCGCGAGTTGGAGCTTCAGAGGAGGGAACCTGGCAATGAGGCG
ACCAAGAGCTTGGCTTCAGAGGGTCGCAGTGCTGACATGCAAGAGGTTCATATCTGA

>Dr-gja12.1-NM_001007324-gja12.1.1
ATGGGAGAATGGGGATTTCTCTCCAAGCTGCTGGACAAAGTGCAGTCTCACTCCACAGTG
GTTGGGAAGGTGTGGCTCACGGTCCTGTTTGTCTTCAGGATCATGGTTCTCGGGGATGGT
GCTGAAAAGGTGTGGAGCGACGAACAATCAAAAATGATCTGCAACACGAAACAGCCTGGT
TGCACGAACGTATGCTACGATCACACCTTTCCCATCTCCCATATTCGCTTCTGGGTTCTT
CAAATCATCTTCGTGTCCACGCCAACACTTCTATACTTCGGCCACGTCCTGCATGTCCTC
CACAAAGAAAAGAAACTGCGACACGAGATCGAATCCCATGCTGAAAAACAAGGCCTCAAA
CAGCCGAAATATATAGACGATTACGGCAAAGTCATAATCAAGGGCCAATTATTGGGTAGT
TACCTATCCAGCCTGTTTGTGAAGATCTTGCTAGAGGCCGCGTTTATCGTTGGCCAGTAT
TATATTTACGGTTTCATAATGATCCCGAAGATCGAATGCTCCCAGTCTCCTTGCCCTCAT
ACAGTTGAGTGCTACATGTCCCGTCCCACAGAGAAGACCATCTTCATCATCTTCATGCTG
GTGGTGGCGTGCATCTCTCTGCTTCTGAACGTGGTTGAGATGTTCTACCTGATATGCCGC
AGGTCAAAGAGACACCGCGCCGCAAAGATGACTTCATTTCATAAAGGTTTAAACGGATCC
AAGGTGTACATTTCAGGAACTTCAAAGTCTAGCAAATCTTAA

>Dr-gja12.2-XM_005170194-cx28.1-gja12.1.2
ATGGGCGACTGGGGATTCCTCTCCAAACTTTTGGACAAAGTGCAGTCTCACTCGACCAGC
ATTGGAAAGGTTTGGCTGACAGTTCTGCTGATCTTCAGAATAATGGTTCTAGGTGCCGGA
CTGGATAAAGTCTGGGGAGACGAACAGTCCAGAATGGTCTGCAACATCAACACTCCTGGT
TGCCTGAACGCCTGTTACGACCACATCTTCCCCATATCTCACATGCGATTCTGGGTGCTC
CAAATCATCTTCGTGGCCACTCCGAATCTGGTCTACCTCTTTTATGTTCTGCATGTCATC
CATAGAGAAAACAAACTGAGGCAGCGTTTAGAAAATCAGGCAGAGAAGCACGGTGTCAAG
CTACCGAAATACACAGACGGCAATGGGAAGGTTTATTATAAAGGGAACCTTCTCGGTTGT
TATATGTTTAGCCTCATTGTGACTATTTTGTTGGAGGCTGGCTTTCTTGTAGGCCAGTAT
TTTTTAATTGGCCTTTTGATGCCCATGCAGCTTGACTGTAATGTAGAGCCATGTCCTAGT
GTTGGTCTGCATTGTTTTACGTCCCGTCCAACTGAAAAGAGCATCTTCATTGTGTTCATG
CTCATTGTGGCTTGCGTGTCTTTAGCTCTGAATATTGGAGAGATTTTTTATCTGATTGGT
CGCAGGAATGTGTATAAAGCAAGGACTCGTTCGAATGCTGTGGATGAGATGCACAAATTG
AGCCCCACTGAAACGTTTTGCTGA

>Dr-gja13.1-NM_001030210-gja12.2.2
ATGGGAGACTGGGGGTTTCTCTCAGCCTTACTGGACAAAGTACAGTCTCACTCCACTGTC
ATCGGGAAGATATGGATGAGCGTCCTATTCATCTTCCGCATCTTGGTGTTGGGAGCAGGA
GCCGAGAATGTTTGGGGCGACGAAAGATCCAACTTAGTGTGCAACACCAACACCCCTGGC
TGCGATAACCTGTGCTACGACTGGCAGTTCCCCATTTCGCACATCCGCTTCTGGGTCATG
CAAATCATCTTCATTTCCACTCCAACTTTAGTGTATCTGGGGCACGTGGTGCACATCATC
CACCAGGAGAACAAACAGAGAGAACTTCTCAAAAGCAATCCCATGGCAAAGTCGCCGAAA
TACACTGACGAAAACGGAAAGGTCGAAATTAAAGGAAGTATGTTGGGTAGCTACTTGACG
CAACTGTTCATTAAGATCATTTTAGAGGTGGCCTTCATCGTCGGACAGTATTATCTGTTT
GGATTCATCATTGACCACAAGTTCATCTGTGAAAGGTCACCCTGTATGAGGGCTGAGTGT
TTCGTGTCCAGACCCACGGAGAAAAGCATCTTCATTATCTTCATGCTGGTGGTGGCTTGC
GTGTCTCTGGCCTTAAATGTTCTGGAGATATTTTATTTGCTTTGTAGGAGGATCAGTCGG
AGAAGTAAGAAGTGTAGACAAGCAATGTATAATGGTGAATCTCGTTATCCGGGACATTTC
ACAACAGAACTCGAGTCTATGAATGGGATGAGGCATAATGAGTTTAATGTGGCCTTTCAG
AACAAGTGGAGTCAAAGAAAAGGCAGTCTGGACGCAGCCAAACCTGAGGCTTAA

>Dr-gja13.2-NM_199612-gja12.2.1
ATGGGAGACTGGGGATTTCTCTCATCGTTATTAGACAAAGTACAGTCTCACTCCACCGTT
GTTGGCAAAATATGGATGAGCGTGCTTTTCATCTTTCGGATCCTGGTGTTGGGAGCAGCG
GCGGAGAGCGTTTGGGGTGACGAACAATCAAGTTTGGTTTGCAACACCTTGCAACCTGGT
TGTGAAAACGTGTGCTACGACTGGCAGTTCCCCATCTCACACATCCGCTTCTGGGTCCTG
CAGATCATATTTGTCTCCACTCCGACTTTGGTGTACCTCGGCCATGCGGTGCAGGTCATT
CACAATGAGAACAAACTTAGGGAGAAGAAAAAAATCCTTGGTGATGGCCACATGTTGAAG
GAACCCAAATACACCGACAGCCAAGGCCACGTCAAGATTAAAGGAAACCTCCTCGGCAGC
TATCTAACGCAGTTGTTTTTTAAAATCATCCTTGAAATCGCGTTCATTGTTGGACAGTAT
TATTTATACGGCTTTATTATGGTCGCCAAGTTTACATGCTCCCGTTCCCCTTGCCCTTAC
ACTGTTGAATGTTTCATGTCCCGTCCCACCGAAAAGACCATCTTCATTATATTTATGCTA
GCGGTGGCCTGCGTATCTCTGTTACTGAATGTCATAGAGGTGTTTTACCTGCTGTTCACC
AGAGTGGGATGTCGGAAGAGACGATCACATACTGTTACTACGGCTAAAAACCCGGCCAGT
TTGTCTTCCTCCTGGCAGATGAACTCTGAAGACGCTCTGAAGCAAAACAAACTCAACAAG
CAGTTTGAGAGCGGACAGAGCCTTGGAGGAAGCCTGGATGGGGCGAAAGAAGACATGCAA
TTGATGGAAGATCACTAG

>Dr-gjb1a-NM_131811
ATGAACTGGGCGTCATTTTATGCCGTGATCAGCGGCGTGAACCGACATTCCACCGGCATT
GGGCGGATTTGGCTGTCTGTCCTCTTCATTTTCCGGATCCTGGTTCTGGTGGTGGCGGCG
GAGAGCGTGTGGGGCGACGAGAAAGCGCATTTCATCTGCAACACCCAACAGCCGGGATGC
AACAGCGTGTGCTACGACCACTTCTTCCCGATCTCCCACATCCGACTGTGGGCCCTGCAG
CTCATCATGGTCTCCACCCCCGCCCTGCTGGTCGCCATGCACATTGCACACCGTCGGCAC
ATCGACAAAAAGTTGTATCGCCAGGCTGGCCGCACCAGCCCGAAAGACTTGGAGGCGATA
AAGAACCAGAAGATGAAGATTACCGGCGCCCTCTGGTGGACATATATGATCAGCCTGCTG
TTCCGTGTGTTGTTCGAGTCCGCCTTTATGTATCTGTTTTACATGATTTACCCGGGCTAT
AAGATGTTCCGGCTGGTGAAGTGTGACTCGTATCCGTGCCCAAACATTGTCGACTGTTTC
GTGTCCAGGCCGACAGAGAAAACAGTCTTCACTATATTTATGCTGGCGGTGTCCGGCGTC
TGTATCCTGCTCAACATCGCCGAAATCGTCTTTCTTGTGGCGAGAGCAACCAGTCGACAT
CTCAATAACTCCAAAGATTCCGCTGTGGGAGCCTGGATCTCCCAAAAACTCTGCTCCTTC
TAG

>Dr-gjb1b-NM_001386510
ATGAATTGGGCATCCTTTTATGCTGTGATCAGTGGTGTGAACAGGCATTCAACAGGCATT
GGACGCATCTGGCTGTCAGTCATCTTCATCTTCCGTATCTTGGTGCTAGTAGTGGCAGCC
GAGAGCGTGTGGGGAGATGAAAAGTCAGGCTTTACCTGCAATACTCAGCAACCCGGCTGC
AACAGCGTGTGTTATGACCAGTTCTTTCCAATCTCACACATCCGCCTTTGGATTTTGCAG
CTCATTCTGGTGTCCACACCAGCCCTACTGGTCACTATGCATGTTGCACATCGGCGACAC
GTTGAGAAAAAGATCCTCAAGATATCTGGTCAGGGAACTGAAAAGGACTTCGAGAGCATT
AAAACCCGAAAGTTCAAAATTGTTGGTGCACTATGGTGGACTTACATGATAAGTATCATA
TTTCGCATAATTTTTGAAGTGGTTTTCTTGTACATTTTCTACTTAATCTATCCAGATATC
ACTATGGTTCGTCTTGTGAAATGTGACTCATATCCATGTCCAAATACAGTAGACTGTTTT
GTGTCTCGTCCTACAGAGAAGACCATTTTTACTGTCTTTATGCTGGTGGTGTCTGGACTT
TGTGTCTTGCTAAATATCACAGAGGTTATGTATTTAATAACTCGGGCATGTATCAAATAT
TTTCAAGGAGCAGTACATCAAACTAAAGGACCTTGGCTCACTCATAAACTGGGAACCTAT
AAGCAGAATGAAATAAATAATTTGATATCAGAGCATTCATTTAAACCTAGATTTAATGTT
GGGCGGAAACCTCCAGTGCTGAAAAATGAGCGCTGCTCAGCTTTCTAG

>Dr-gjb3-NM_001017685 
ATGGACTGGAAGACTTTTCAAGCCCTGCTCAGCGGGGTGAACAAATACTCCACTGCATTC
GGCCGGATATGGCTCTCAGTGGTTTTTGTGTTCAGGGTCATGGTTTATGTCGTAGCGGCA
GAAAGAGTTTGGGGTGATGAGCAGAAAGACTTTGACTGCAACACCAAGCAGCCGGGCTGC
GCAAACGTCTGCTATGATTTCTACTTCCCCATTTCCCACATAAGACTATGGGCTCTGCAG
CTCATCTTCGTCACGTGTCCATCACTAATGGTGGTCATGCACGTGAAATACCGTGAGGAA
CGTGAACGCAAAGCCAAAGCAAAACTCTACGCCAACACGGGAAAGAAGCACGGTGGACTG
TGGTGGACGTATCTGATCAGCCTTTTTGCTAAGACTGGCATTGAGATCACCTTCCTGTAC
ATCCTCCACCACATCTACGACAGCTTCTACCTGCCAAGGCTGGTGAAGTGTGATGTCCAG
CCATGTCCCAATGTTGTGGACTGTTACATTGGCCGGCCCACAGAGAAAAGAGTCTTCACT
TATTTCATGGTGGGAGCGTCAGCGCTCTGCATAGTGCTCAGTGTCTGCGAGATCATCTAT
CTGATCGCCAAACGCATCAGCCGCTGCGCTAACAAATACAAGCAGCATGACAAAAGAAGC
ACACCGATTAATCAGCGATATCGAGATGAGGACAGCAACTGCACTATTCCTTTGCACGAG
CTGGAGAGCAAGCCCGAGTATAAACCAGAGACTAAAGAAGACTTTAGGTCTGAATATAAA
CCTGGCCCTAAACCGCAGTTTAAATCTGAAGTCAAGCCCACTTTTAAGCCAGCCTACAGG
TTGAGTGTGGACATGAGAGCGTCTGCTCCAAATCTCTCAGCACCAATGTACAAAATACAG
TCTGGTATCATCTAA

>Dr-gjb7-NM_001045239
ATGAACTGGGGTTTCCTGGAGAACGTGTTGAGCGGGGTGAACCGCTACTCCACCGTGGTG
GGCCGGGTCTGGCTCTCCATCCTCTTCATCTTCCGCATCCTGGTGTTCGTGGCGGCCGCC
GAGCAGGTGTGGAAGGACGAGTTCAAGGACTTCGTCTGCAACACGCAGCAGCCGGGCTGC
GAGCAGGTGTGCTTCGACCACTTCTTCCCCATCTCTCAGGTGCGTCTGTGGGCGCTGCAG
CTCATCATGGTGTCCACGCCGTCGCTGCTGGTGGCTCTGCACGTGGCCTACCGAGAGCAC
CGCGAGCGCAAACACAAGCGCAGGCTCTACCAGGACAAGGGCAGCATTGACGGCGGCCTG
CTGTTCACGTACATCACCAGCCTGGTCCTCAAGACGTCTTTCGAGGTGGGCACGCTGCTG
GCCTTCTACCTGCTGTACAGCGGTTTCCACGTGCCGCGGCTGCTGCGCTGCGCCGAGAGC
CCCTGCCCCAACAGCGTGGACTGCTACATCGCCAGAGCCACCGAGAAGAAGATCTTCCTC
TACATCATGGGCTGCACCTCCATCCTGTGCATCGCGCTCAACCTGCTGGAGATGGGCTAC
ATCGTGTCCAAGCAGTGCTGGAAGAGCTTCAGCAAGAGATACACTCCGGTGCGGGATGGG
GCCACTCGCCCGCCCTCCACCTTTACTCTCGGCCCACCGCAACCCTCATGCACAGCCAAG
GAGGAGGGCGATCAGTCTGCGCCGGCGGGACAGGAGACAGCCTGA

>Dr-gjb8-NM_212825
ATGAGTTGGGGAGCACTTTATGCTCAGCTGGGAGGAGTGAATAAACACTCCACCAGCTTG
GGGAAGATCTGGCTGTCTGTCCTCTTCATCTTCCGCATTTGCATCCTGGTCATAGCAGCA
GAGACGGTCTGGGGAGACGAACAGTCAGACTTCACCTGCAACACACAACAGCCTGGTTGC
AAAAACGTTTGCTATGACCACTTCTTTCCAGTCTCGCACATACGTTTCTGGTGTCTGCAG
CTCATCTTTGTGTCCACACCGGCTTTACTGGTGGCTATGCATGTGGCATATCGCAAGCGC
AACATGAAAAAGAAAAGCATTTTAGCCAAGCGTGGAGGTAATGGTAAAGGAGATGACCTG
GAGAGCTTGAAGAACCGGCGTCTACCCATCACTGGGCCACTGTGGTGGACCTACACATCC
AGCCTGTTCTTCAGACTTCTTTTCGAGGCCGGATTCATGTATGCTCTCTATTACGTCTAT
GATGGCTTTCAGATGGCACGCCTTGTGAAGTGTGAGCAATGGCCTTGTCCCAATAAAGTT
GACTGTTTCATCTCAAGGCCGACAGAGAAGACGGTCTTCACCATCTTTATGGTGGGATCT
TCTGCTATCTGCATTGTGCTCAATGTGGCTGAACTGGCCTATCTGATTGTCAAAGCATTG
CTCAGGTGCTCAGCCAGAGCCAAAGGGAGGCGCTCATTTGTACACCAAGAGAAAATGTCC
ACAGAAAAGGCGCACCTACAGAATGAAAAAAACGCAAGGTTGCTGTCATCAGCTTCGGAC
TCATCGAGCAATAAGACTGTTTAA

>Dr-gjb9a-NM_001007212 
ATGAACTGGTCGGGATTGCAGTCCCTTCTGAGCGGGGTCAATCAATATTCGACCGTGTTT
GGTCGAGTGTGGCTATCCGTGGTGTTTGTGTTTCGCGTCCTGGTGTTTGTAGTGGCAGCT
CAACGCGTTTGGGGTGACGAAAACTTAGTGTGCAACACCAGGCAACCCGGCTGTGCCAAC
GTCTGCACCGACACCACATTCCCCATCTCTCACACCCATCTGTGGGCATTACAGCTCATC
TTCGTCACATGTCCGTCGCTCATGGTCATAGCCCACGTCAAACTCAGAGAAGACAAAAAC
AAGAAGTACACAGACGTCCATGAGGGAGAGCATTTATACGCCAACCCTGGAAAAAAGCGT
GGTGGTCTTTGGTGGACTTACCTGCTGAGCTTGCTCATTAAAGTCATTGTCGACGCTGGT
TTTCTGTATATTCTTCATTACTTGTATAACGGCTTTGATCTTCCTCGCCTTGTCAAGTGC
TCGCTGGATCCTTGTCCAAATACAGTGGACTGTTTCATCTCTCGTCCCACAGAGAAGAAG
ATCTTCATACTCTTCATGGTGATTTCCAGTGTGGTCTGCATCTTCATGTGCATCTGTGAA
ATGGCTTATCTCATTGGAAAGCGAGTATCCAATAACTGTATGATGGTAAAAGGACCAGCA
CAAAGATCCAAAACACATGATCCAACTCTTTCAAGCAGACAGAACTTAATTTCACAAAAA
ATAAAAGAGAAAAAAATAGACAATACAGCTCTTTAA

>Dr-gjb9b-NM_001007288
ATGAACTGGTTGTCCCTAGAAGTCCTGCTTGGCGGGGTTAGCCAATACTCCACTGTGTTT
GGCCGTGTCTATCTCTCCGTGGTGTTCATCTTCCGAATCCTGGTGTTTGTGGTGTCTGTC
CAGCAAGTCTGGAACGACGAACAGAAAGACTTCATCTGCAACACGGCCCAGCCAGGCTGC
ACCAATGTCTGCTACGACCAGTTCTTCCCCATATCCCACATCCGTCTATGGGCTCTCCAG
CTTATTTTCGTCACTTGTCCATCTCTCATGGTGGTCGCTCACGTCAAATATCGACAAATG
AAGAATGTGAAGTACAACACTGCCCGCAATGGTGAAAACATGTATGCAAACCCAGGAAGA
AAGCGTGGAGGCCTGTGGTACACCTATATCCTCAGCCTGTTATTCAAAGCCGGCTTTGAT
GCAGCATTCTTGTATATTTTGTACTACCTTTATAAATTCGACATGCCAAATGTTACCAAA
TGCACTGCGGAACCTTGTCCAAATACAGTGGACTGCTATATCTCCCGTCCCACAGAGAAG
AAAATCTTCACTCTTTTTATGGTGGTCTCCTCCTCTGTGTGCATCTTCATGTGTATCTGT
GAGATGGTGTATCTGATTACAAAGAAAGCTGGCAAATTTCTGCACAAAAAGAGTGAGGAG
AATAGAAACTACATAAGCAGAAGGGTGGATCCGACGGCCATGTCCAACCAGAATCTCAAC
AATCTTAAAATGGCACAGGCTGCAGAAGAACTAAAAAATTCTGAGATGATCCATTCCGAG
TTGAACAAATTATATGAACGCTGA

>Dr-gjb10-NM_001130636
ATGAATTGGGCTTTTCTTCAGGGTCTCCTGAGCGGGGTCAACAAGTACTCCACAGCGTTC
GGCCGTGTCTGGCTCTCGATAGTCTTCCTTTTCAGAGTCATGGTTTTTGTAGTCGCGGCT
GAAAAAGTGTGGGGCGACGAGCAGAAAGACTTTGCGTGTAACACCGCCCAGCCGGGATGC
CATAATGTATGCTATGACCACTTCTTCCCCGTGTCCCACATCCGCCTCTGGGCTCTGCAA
CTCATCTTCGTCACTTGTCCGTCATTCATGGTGGTTTTACATGTGGCATATCGTGATGAA
CGTGAGCGGAAAAACCGTCTCAAATATGGTGAAGGATGTAAACGTTTGTACGACAACACC
GGAAAGAAACGTGGTGGTCTTTGGTGGACGTACGTGCTCTCGCTGGTTTTTAAAATGGGA
GTGGATGCGACTTTTGTGTATCTGCTGTACCACATCTACGAGGGCTACGATTTTCCAGTT
CTGGTGAAATGTTCTGAAGCTCCATGCCCAAACATTGTGGACTGCTTCATCTCGCGGCCC
ACAGAGAAGCGAATCTTCACCATCTTTATGGTGGTGACCAGTCTGGTGTGCATCCTGCTG
TCTCTCTTCGAGATCCTCTATCTGGTGGGCAAACGCTGCTTTGAATGCATCAATAGGGTG
CAGAGCTCACGACATGTGAACAGAGAGAGATCCATGGCTAATATGACAAACTTGAATGCT
CATTTAGAGTCAAACAACAAAAAACTGGCAAGCGAAGACCAGCCGGCACCAGCATACAGT
GTGGTCATGTCAGCCAAAAAGAAAACCAGCTTGGAAAATACTTTCAATCCGAGTTGGACC
TTGAGAGATGACAAATGTTCAACTTCACATTCACTTGGAGGTGAATGCGAACGTGACTGA

>Dr-gjc1-XM_679922-gjc1like
ATGAGCTGGAGCTTCCTGACGCGTCTGCTGGAGGAGATCCAGCACCATTCCACGTCGGTG
GGGAAACTCTGGCTCACCACGCTAGTTGTGTTTCGCATCGTGCTGACCGCGGTGGGCGGC
GAGTCTATATACTACGACGAGCAGAGCAAGTTCATCTGCAACTCTGCACAGCCGGGATGT
GAGAACGTCTGCTACGATGCCTTCGCGCCGCTGTCCCACGTGCGCTTTTGGGTCTTTCAG
ATCATCCTTTCCTCCCTGCCCTCTCTGCTGTACATGGGCTATGCCGCGAATAAGATCTCA
CACAGAGAGGATTTACGGGGCGGCTCGGGGGCCGGGGCTCCTTCCACAGGAGATTCGGCA
GGGGGCGGATACACTCAACGCAGGCCGAGAAAGATGTACTTTGGGGCACGGCAGCATCGG
CCAGGACATGAGGATGGGGAGGAAGAGCGAGAAGATGACCCCATGATCTACGAAGTGCCT
GAGATAGACACCACACGTCGGGAATTAGTGCCACCGCGACCTAAACCCAAAGTGCGTCAC
GATGGGCGTAGACGCATTCAAAATGATGGCCTGATGCGAGTTTACGTGCTACAGCTGTTG
ACACGATTTGTTCTGGAGGCCATTTTTCTTGCAGGACAGTATCTGTTGTATGGCTTCCGC
GTGGAACCTGTTTTCGTGTGCACGGATGTTCCCTGCCCGCACCGGGTGGACTGCTTCATC
TCACGGCCCACTGAAAAAACCATCTTCCTTAGAATCATGTATGGCGTCAGCTGCCTGTGC
CTGCTGCTAAACCTGTGGGAAATGATTCATCTCGGCGTGGGAACCATCAGCGATGTCTTG
CGCAAACGAAACGCGGCAGCTAGCGATGATGAGTATCAGCTCGGCCTGCTGGCATCCGGC
GGCGTTTCGGTGGGAGTCGGCGGGCCTTCACTTAGTGAAGGAGAACCTGTAGGTGGAGTC
GGCGGTGGTGTTCGAGAAGCGGATTACGTTGGTTATCCTTTCTCCTGGAACACCCCATCT
GCACCACCTGGGTATAATATCGTGGTGAAACCTGAAACGATGCCCTACACAGACTTGAGC
AATGCTAAAATGGCGTGCAAGCAGAACCGCGCCAACATCGCCCAGGAGGAGCAGCAGCAA
TACGGCTCCAACGAGGACAACTTCCCATCTGCAGGTGAAACACGGCCGCCACCTATTAAC
AAAGATGTGATACAGTTGGAGGCGGCCATTCAGGCTTATACCTTGCAGCACCATGCTAGC
AATAACCACGATGAACTGGACGACACTAATGATATTGATGAGAAGCCTCAGAGCAATATC
ACCACAGCGCCACAGAAGGAGCGAAAGCAACGGTCCAAGCATGGGAAATCCGGGAGCGCT
GGGAGCAGCAGCAGCAGCAAATCAGGGGAGGGAAAGCCATCTGTCTGGATCTGA

>Dr-gjc2-NM_001004574 
ATGAGCTGGAGCTTTCTCACTCGACTCTTGGAGGAAATCCACAACCACTCCACATTTGTG
GGGAAGGTCTGGCTGACGGTCTTGATCATCTTCCGGATCGTTCTGACCGCAGTCGGGGGC
GAGTCGATCTACTCGGATGAGCAGACAAAGTTCACCTGCAACACAAAGCAGCCCGGCTGT
GACAACGTCTGCTACGACGCCTTCGCACCGCTCTCACACGTCCGCTTCTGGGTCTTCCAG
ATAATCATGATTTCCACACCCTCCGTCATGTATCTGGGATATGCCATCCATAAGATCGCC
AAAACCTCAGAGGAGGAACGACACAAGAACCAGATTTACCAGAAGAGGAGGCACCACAGT
CGCTGGAGAAACGGACACCATCTAGAGGACGCTTTAGAGGAGGAAGATGAGGACGCGGAG
CCAATGATCTACGAAGAAGATGCACGAGAGATCAAAGCAGAGACTGTCCGAGATCCCCTA
AAACACGATGGCCGCCGCAGGATCATGCAAGAAGGTTTAATGAGGATGTATGTTCTTCAA
CTTTTATCCCGCGCCATCTTCGAGGTGGGATTCCTCACGGGTCAGTATCTCCTCTACGGC
TTCCGCGTCAACCCTTCGTACGTCTGCAACAAGATCCCATGCCCACACAGGGTGGACTGC
TTTGTTTCAAGACCCACCGAGAAGACCATCTTTTTGCTCATCATGTATGTGGTGAGCTGT
CTATGTCTGCTGCTCAATGTTTGCGAGATGTTTCACTTGGGGATCGGTGCCTTTCGAGAC
ACTCTTCGCAAACGTCGAAACCAGAATCAGCGACCTTCCTATGGCTACCCTTACTCCAGG
AATATTTCCAGTTCTCCGCCAGGATACAACTTAGTTGTTAAATCCGACAAACCCGGTCGC
ATTCCCAACAGCATCGTCCTGCCTGATCAGAACATGGATAGAGAGATCGCAGAACAACAC
TGCACAAGTCCTGATGAGAACATCCCCACTGACCTAGCAACCTTGCACCACCATTTACGA
GTAGCTCAGGAGCAGCTTGACATGGCTTTTCAGACATACAACACAAAAACCACTCATATT
TCAAGAGCCAGCAGCCCCGTTTCTGGTGGCACAACGACAGAGCAGAACCGCATCAACATG
GCTCAGGAGAAGCAGGGCGCTCGGCCCAAAGCAAGCACCGAGAGAGCTGGGACACTAGTA
AAAAATGGAAAAACTTCGGTGTGGATTTAA

>Dr-gjc4a-NM_131069-gjc4b
ATGAGCTGGAGTTTTCTTACGCGGTTGTTGGATGAAATCTCCAACCACTCCACCTTCGTG
GGCAAGATATGGCTCACGTTATTCATCATCTTCCGCATTGTTTTGACTGTTGTGGGGGGA
GAATCGATATACTACGATGAACAGAGCAAATTTGTGTGTAATACCCAGCAACCTGGTTGT
GAGAACGTTTGCTACGATGCATTTGCACCACTCTCTCATGTCCGGTTCTGGGTTTTCCAG
ATCATTTTGATCACAACCCCCACTATCATGTACTTGGGATTTGCTATGCACAAGATCGCT
CGGTCAAATGATGTGGAGTACAGGCCAGTCAACAGGAAACGCATGCCAATGATCAACCGC
GGAGCCAACCGGGATTATGAGGAGGCCGAAGACAACGGTGAGGAAGATCCTATGATTATG
GAAGAGATCGTGCCTGAGAAAGAAAAGGCTCCAGAGAAGTCTGCTGTTAAACATGACGGC
CGGCGGAGAATAAAGCGAGATGGGCTCATGAAGGTGTACATCCTGCAGCTTCTGTCGAGG
ATTATTTTCGAGGTGGGCTTTCTCTTTGGCCAGTATATCCTGTATGGTTTCGAGGTCGCC
CCGTCATACGTGTGCACTCGCAGTCCCTGCCCGCACACCGTAGACTGCTTTGTGTCACGT
CCGACAGAGAAAACCATCTTTCTGCTGATTATGTATGCCGTGAGCTGTCTCTGCTTGTCT
CTTACGGTGCTGGAGATACTTCATTTGGGCCTCAGCGGAATTCGTGATGCTTTTCGACGA
CGTGCACGCCATCAAAGTGTTCAGCGCCCACGTGCCCCCATATGCAGACAGGTGCCCACT
GCCCCGCCAGGGTACCACACTGCCCTGAAAAAAGACAAGCTGTCTTTGGGAATGAAACCT
GAGTATAACTTGGACTCCGGTCGGGAGTCTTTTGGTGACGAGTCGTCATCGCGAGACATT
GACCGCCTGCGCAGGCACCTGAAACTGGCTCAGCAACATTTAGATTTGGCCTATCAGAAT
GGCGAGAGCAGTCCTTCACGCAGCAGCAGCCCAGAGTCCAACGGCACTGCTGTCGAGCAG
AACAGACTTAACTTTGCTCAGGAGAAGCAGGGGAGCAAATGTGAAAAAGGGATCCATGCT
TGA

>Dr-gjc4b-NM_131810-gjc4a
ATGAGTTGGAGCTTCTTGACACGTTTGCTTGATGAAATCTCCAACCATTCTACTTTTGTG
GGAAAGATCTGGCTCACTCTCCTCATTATCTTCCGAATCGTCCTGACAGTGGTGGGCGGT
GAGACCATCTATCAGGATGAACAGAGCAAGTTTGTATGCAATACACAACAGCCTGGTTGT
GAGAACGTGTGCTATGATGCTTTTGCCCCTTTATCGCATGTTAGATTTTGGGTTTTTCAA
ATTATTGTGATAACCACTCCATCCATTATGTATCTCGGCTTTGCCATGCACAAAATTGCT
CGAATGGCCGATGATGAATATCGACCACGCAAACGCAAAATGCTGTCTATGGTTCATCGA
GGTATGAGCCGTGACTATGACATGGTTGACGAGATGAGTGAAGAAGTTCCCATGATCCCA
GAAGAGATTGAGCCCTCAGAGAAAAACAACAAATCAGCAGCTTCAACCAAGACTACCGCT
GCTTCTGATGCTGCCGTGAAACATGATGGTCGACGCCGCATCAAGAGAGATGGTCTCATG
AAGGTGTACGTGTTACAGTTGATCTCTCGTGTTGCCTTTGAGATAGCTTTCCTCTTTGGC
CAATATATTCTTTATGGTTTTGAGGTCTCTCCGTCCTACATTTGCACCCGAAGCCCTTGC
CCACACACTGTGGATTGCTTTGTCTCACGTCCCACTGAAAAAACCATCTTCCTGGTCATC
ATGTATGTTGTCAGTGTACTCTGTCTGGCACTGACTGTATTGGAAATCCTGCATCTGGGA
ATTGGTGGCTTGAGGGACTCTCTTCGTAATCGAGCAAATCGGAGACTCCCTGTTCATAGG
CCATCCACGTCCACCATCTGTCACCGCCTTCCCAGTGCTCCACCTGGATACCAGGCTGTC
CTAAAAAAGTACTCCTCAGGCAAGCTGAAGGCTGAGTTTCTAGCAGACTCGGGACGGGAT
TCAATGGGTGGTGACAATACTACTCGTGATCTAGACCGTCTGCGGAGGCATCTGAAAATT
GCACAGCAACACCTGGACCAGGCCTACCACACTGAGGAAGTAGGGGCTTCACACAACAGC
GGGCCTGACTCTAAAAGCATCGCTGCTGAGCAAAACCGACTCAACCAAGCGCAGGAAGGC
TTTGGCAGCACTGAGGAGAAAGGTTAG

>Dr-gjd1a-NM_001128766 Splice site
ATGGGAGAATGGACTATATTGGAGAGGTTGCTGGAGGCTGCGGTACAGCAGCACTCTACT
ATGATCGGCAGGATCCTGCTGACAGTAGTGGTGATATTCCGGATCCTGATCGTGGGTATA
GTGGGAGAGAAGGTGTATGAGGACGAACAAATTATGTTTATATGTAACACACTGCAACCG
GGTTGCAACCAGGCCTGCTACGATAAAGCCTTCCCAATCTCCCATATCCGTTACTGGGTT
TTCCAGATCATCCTGGTTTGCACGCCCAGCCTCTGCTTTATCACATACTCTGTGCACCAG
TCTGCCAAGCACAAAGACCAGCGTTACACACTTCTGCATGGCCCTTACATCGACCACGGT
CATGGGCCGAGCCGCAAGCTCCGCAACATCAACGGCATCCTGGTGCACCCGGAAAGCAAA
GACGACCGCGAATGTCTGGATCTGAAAGACATTCCCAACATCCCGGCGGGGGTGACATAC
TCCAAAAGTGCCAAGATCCGCCAGCAGGAAGGCATCTCCCGCTTCTATGTCATCCAAGTG
GTGTTCCGGAACGTTCTGGAAATCGGCTTTCTAGCCGGCCAGTACTTCCTCTACGGATTC
AATGTTCCCGCCATGTTTGAGTGCGACCGCTACCCTTGCGTGAAGGAGGTTGAATGTTAC
GTGTCGCGTCCCACAGAGAAGACAGTTTTCCTGGTGTTCATGTTCGCAGTTAGCGGAATC
TGCGTGGTGCTAAATTTGGCTGAGCTCAACCACCTTGGCTGGCGCAAGATTAAGACGGCC
ATCCGTGGCGTCCAAGCTCGTAGAAAGTCTATTTGTGAGATCCGAAAAAAGGATGTGTCT
CACTTGTCCTCCGTGCCCAACTTGGGCCGCACCCAGTCTAGCGAATCAGCTTATGTCTGA

>Dr-gjd1b-XM_009291479-gjd2like Splice site.
ATGGGAGAGTGGACCATTTTAGAGCGCCTCCTGGAGGCCGCTGTGCAGCAGCACTCTACT
ATGATCGGAAGGATTTTGCTGACAGTTGTGGTGATATTCCGTATCCTAATCGTGGCCATT
GTTGGTGAAACCGTCTATGAGGATGAGCAGACCATGTTTATCTGCAACACCCTCCAACCG
GGCTGCAACCAGGCCTGCTACGACAAAGCCTTCCCCATTTCCCACATCCGATACTGGGTC
TTCCAGATTATCCTTGTCTGTACACCAAGCCTGTGCTTCATCACCTATTCAGTACACCAG
TCAGCCAAACAGCGTGACCGCCGCTACTCCTTCCTCTACCCAATAATGGAAAAGGACTAC
AGTCGTGAGGGTACGCGGAAACTACGCAACATTAACGGCATTTTGGTGCAGCACTCTGAA
AGTGGCGGTGGAAAGGATGAACCTGATTGCTTAGAGGTAAAGGAGATCCCAAATGCTCCA
AGAGGCCTCTTGCATGGCAAGAGTTCAAAGGTACGCCGACAAGAGGGGATTTCTCGCTTC
TACATAATCCAGGTAGTGTTCCGCAATGCACTGGAGATAGGTTTCTTAGCAGGGCAGTAC
TTTCTATATGGCTTCAGCGTTCCTGGCATCTTCGAGTGTGACCGATACCCCTGCCTGAAG
GAAGTGGAGTGCTACGTATCCCGACCCACTGAGAAGACGGTCTTCCTAGTGTTCATGTTT
GCAGTGAGTGGCATCTGCGTTGTGCTGAACCTCGCTGAACTCAACCACCTCGGCTGGAGA
AAAATCAAAGCTGCCATTCGAGGTGTCCAAGCCCGCAGGAAGTCCATCTGTGAGATCCGC
AAAAAGGACATGGCCCACCTGTCACAACCGCCAAACCTGGGCAGGACCCAGTCCAGCGAG
TCTGCTTATGTTTGA

>Dr-gjd2a-G67999-GJD2 Ensembl gene prediction ENSDARG00000067999.3
AGGATCCTCCTAACTGTGGTGGTGATCTTCCGGATCCTGATCGTAGCCATAGTAGGAGAG
ACGGTGTATGATGACGAGCAGACCATGTTCGTCTGTAACGCCTTGCAACCGGGTTGCAAC
CAGGCGTGCTACGACAAAGCCTTCCCGATCTCGCACATCAGATACTGGGTGTTTCAGATC
ATCATGGTGTGCACGCCGAGCCTCTGCTTCATCACGTACTCGGTCCATCAGTCTGCTAAG
CAGAAGGAGCGGCGCTACTCCACTGCCACCGTCTTCCTGACAGTGGACAGCAAGGAGCAG
GACTCGCTGAAGCGAGAGGAGGCCAAAAACCAGAAGATCAAGAACACCATCATGAACGGA
GTACTTCAGAACACGGAGAACTCCACCAAAGAAGCCGAACCTGATTGCCTGGAGTCCAAA
GAGCTGGTCAGCTCCAACACCAAGCCGGCAAAGTCCAAAATGCGGCGGCAGGAGGGCATC
TCCAGGTTTTACATCATCCAGGTGGTGTTCAGAAACGCTCTAGAGATCGGCTTCCTAGTG
GGCCAGTATTTCCTGTACGGATTCAACGTGCCGGCGGTGTACGAGTGCGACCGCTACCCA
TGCATCAAGGAGGTGGAGTGCTACGTGTCCAGGCCCACGGAGAAAACCGTGTTCCTAGTC
TTCATGTTCGCGGTCAGCGGCTTTTGCGTGATTCTCAATCTAGCCGAGCTCAATCATCTA
GGCTGGCGGAAGATCAAAACGGCGGTGAGGGGCGTGCAGGCCCGCAGGAAGTCCATCTAT
GAGATCAGGAACAAGGATTTGCCGCGGATGAGTATGCCCAATTTCGGCCGCACTCAGTCC
AGTGACTCGGCCTACGTGTAA

>Dr-gjd2b-NM_194420 Splice site.
ATGGGGGAATGGACAATTCTCGAGCGTCTCCTGGAGGCGGCTGTCCAACAGCACTCTACT
ATGATTGGGAGGATCCTGCTAACTGTTGTGGTGATCTTCCGGATTCTAATTGTGGCGATT
GTTGGAGAGACCGTGTACGACGACGAGCAGTCAATGTTTGTGTGTAACACTCTGCAGCCA
GGCTGTAACCAAGCTTGCTATGACAAAGCGTTCCCTATATCTCACATCAGATACTGGGTT
TTCCAGATCATCATGGTTTGCACACCCAGTCTCTGCTTCATCACATACTCTGTGCATCAG
TCGGCCAAACAGAAGGAGCGGAGGTATTCTACCATCTACCTGTCCCTCGACAAAGACCCC
GATACGATGAGGCGAGACGACAGCAAAAAGATCAAAAACACCATTGTGAACGGAGTACTT
CAAAACACGGAGAACTCCACCAAAGAGTCCGAGCCTGACTGTCTAGAGGTCAAAGAGATC
CCCAATTCAGCCATGAGAACTACCAAATCTAAAATGAGAAGACAAGAGGGCATCTCCAGG
TTTTACATCATTCAGGTGGTGTTCAGAAACGCACTGGAAATTGGCTTCCTGGTGGGCCAG
TATTTCTTGTACGGATTCAACGTGCCCGCCGTGTACGAGTGCGACCGCTATCCTTGCATC
AAAGACGTCGAATGCTACGTATCAAGACCTACGGAGAAAACCGTGTTCCTCGTCTTCATG
TTTGCAGTCAGTGGGATTTGCGTGGTGCTCAACCTGGCTGAACTCAATCACCTGGGCTGG
AGGAAAATTAAAACAGCGGTGAGGGGGGTTCAGGCCAGGAGGAAGTCCATCTATGAGATC
AGAAACAAGGACTTACCGCGGATGAGCATGCCGAATTTCGGAAGAACCCAGTCCAGTGAC
TCTGCCTACGTTTAA

>Dr-gjd4-XM_021470260 Splice site.
ATGGCCAAACAAGCTACATCAGAAGTTATCTTCATAACGCTGAACCACAACATCACCCTC
ACAGGGAAAGCTTGGCTCGTCCTGGTGGTATTTCTAAGGATCCTGGTGTTGCTGTTTGCT
GGTTATCCTCTCTACCAGGATGAGCAGGAACGATTTGTGTGTAACACCATTCAGCCCGGT
TGTGCCAATGTGTGCTATGACATGTTTGCCCCTCTGTCCCTCTTCCGCTTCTGGCTTGTA
CAACTGACCACTCTGTGCCTCCCCTACATAATGTTCATCATCTATGTGATCCACAAAGTG
AGTTCTGGCTTAGCTACCGATACCGGAACTTCCGAGTCCATAAAAGCGGACTCCATCTAC
AAGATCCATCAAGAATCATTCAGGAAAGCATCTCTTTGTAAGATGGTCATGAAGGCTGAG
AAGGGAAGGGTGCAGTACTTCACGGGAGCCTACATCTTGCATCTTCTGCTTCGGATAATG
GTAGAAGCTGGATTTGGAGCTGCCCATTATTACTTGTTCGGCTTTCACATCCCCAGACGC
TTTATGTGTCAGCAGGCACCCTGCACAACAATGGTGGACTGCTACATCTCTAGACCCACT
GAGAAAACCGTCATGCTGAACTTCATGTTAGGGGCAGCCGCTTTGTCCCTGCTATTAAAC
ATCTGCGACCTGATTTGTGCAATCAAGCGCTCTGTGAGGCAAAAAAACAAACGAAAGATG
CTAGTGCAAAAGATGTATGCAGAGGAGCAGTACTACGTGTCAGGGAATGGAAATCAAGGT
GTGGACGCTAGCAGCCCTCCAAATCAAGATGTGATGAGTCCAGGAGTGTTTCGCAAAAGA
GGGACCAGAAACTCAAGTGGCGATGAAGCTGCTTCTGTGCTTTTGGATGATGACCCTCCG
CCATCCTTACCTCAAGAAGGAAAGCCTACAATTTCAGGAATGCCTGGTTGCAGAAGCAAT
GATGACAGCAGCAGTTACCAACCCACCCAAGAAGGGGGGATGGTAAGAGAGGGCAGTGAA
GTGGCCCTGTGCCCCAGTGAGCCCTTGGGAACCCCTAGATCCATCCGAGTAAGCAAACGT
AGTCGGCTGAAACCTCCACCACCTCCTCGAAGGGATAAACTTGCCGTGCAAGGTGCAATT
GATGGCTCTGGAGCGACAGCATTGTGTACCAGAAGAGTAGGGCAATATACTCTGGTAGAA
ATGACCACTGGTGAAGACATAACAACTTGCGGTGGAGATGGGAAAGAGAAAAAGTCAGAG
TGGGTTTGA

>Dr-gjd5-XM_009291771-gjd2like 
ATGGGTGATTGGTCAATTCTGGGCCGCTTTCTAACCGAGGTTCAGAATCATTCAACAGTC
ATCGGCAAAATCTGGCTGACGGTGCTACTGATCTTCCGCATACTGCTGGTCACCCTGGTG
GGAGATGCAGTGTACAGCGACGAGCAGTCCAAATTCACCTGCAACACCCTTCAGCCGGGC
TGCAACAACGTCTGCTATGATACATTCGCCCCCGTCTCACACTTACGCTTCTGGGTCTTC
CAGATCGTTCTGGTCTCAACGCCCTCCATCTTCTACATCATCTATGTGCTGCACAAAATC
ACCAAAGATGAGAAGATGGAGACGGAGAGGATCCACGCAGAGGCCAGTCACCCTAGTCGA
ATACAAGGAGATGGTTCCAGACTGGCCTACGGAGCCCAGGGAGAAGAATGGGGTGGTCAG
GACGAGGGAAGCGTTGAGCAAAGTCTCCTGCAGGAAGATTTCGGTGAGCTCGGCAAAGAT
CCAACCACACTTTCCAGTCAGGTTCTACTCATTTATATTGTTCACGTCCTGATCCGCTCC
GTCCTGGAGATCACCTTTCTTGTCGGTCAGTATTACTTGTTTGGATTCGAGGTGCCTCAT
TTGTTCCGCTGCCAAACGTACCCTTGCCCAACACGGACTGACTGTTTTGTGTCTCGAGCC
ACCGAAAAGACTATTTTCCTTAATTTTATGTTCAGCATCAGCTTGGGTTGTTTCCTCCTG
AACATTGTGGAGCTTCACTACCTGGGTTGGGTCTACATTTTCCGTATGCTCTGCGCCGCC
TGCTTCTTGTGCTGCAAGTCAGAGAGGGATTTGTATGCTCAACGAAACCCACTGTTGCTT
CGCCTCAGACACTCGATGCAGAGCAGGCTGGTCCTGCAGTCTTCAACAACCACTCTGTCT
CAGGAGAAGACCGGGACGGCTTTGCTTTCACATGGTCCTGTCATCTCTTTTGAGACCGAC
TCGACTCTTGAAAGCTCCTCAAAGAGGAACCCTGAGGAGAGGGAACGCATGAGGGTCAAA
TTGGCCAACATGGTTAGATTTACTGGTAAAAAGTCTTGGCTGTGA

>Dr-gjd6-NM_001103197
ATGACAGAATGGACGCTGCTGAAGCGGCTGCTGGACGCCGTGCACCAGCACTCCACCATG
ATCGGACGCCTCTGGCTCACAATAATGGTGATTTTCAGATTGCTGATCGTCGCAGTGGCG
ACCGAAGACGTCTACACTGATGAGCAGGAGATGTTCGTGTGCAATACTCTCCAACCGGGA
TGTCCGAACGTCTGCTATGATGCATTCGCGCCAATATCGCAACCACGTTTTTGGGTCTTC
CAGATCATCACGGTCTCCACGCCGTCGCTTTGTTTTATTATCTACACCTGGCACAACTTG
TCCAAACAACCCGAAGGTGAGCAGATAAAGGAAGCGCTTGAGAGGAGCTGCGACTCGGAG
AGTTGCTCCATTAAATCGCATAAACACATAAATCCAAGCCTTGAAGGAGTCACCAACCAG
AAACCATCGCAAGCATCGAAAACCTCTTCGGGAGTCCTTTCGAAGTATTACATCTTCCAC
GTTTGCTTTCGTACCATTCTGGAAGTGGCCTTTGTAGTGGCCCAGTGGCTGCTTTTCGGC
TTCCGCGTCCCAGCTCATTTCGTTTGCACGTCTTCCCCTTGCATGCAAAGCGTCGACTGC
TACGTTTCTCGTCCCACGGAGAAAACCGTTTTTCTTATCTTTATGTTCTGCGTTGGAGTT
TTCTGCATCTTCTTGAACTTCTTAGAGCTCAATCATTTGGCTTGGAAGATGATCAAGAGG
TCTGTGCTGGTCAAGGACGGATCCTGGAATGGATACGGCGCTATAAACCAAGACTCGCAG
TCGATCGCTTCTTTGACGTTTCGAGATGTTACCAGCACTACATCACTACCGACTCTTGAT
CTAGTTGTGGATCACCAACCTGACTGGACATGCGCTGCAAACTGCTCGACAAAGAAGGAC
AATAGAGGAACACAGAGTAAACCCAAGACAAACAGAAAAGCAAAACAGAGGAGCACTGAG
GTTTGGATATAA

>Dr-gje1a-XM_021473060-gje1like Grey font: regarded as intron, although the GenBank entry claims it to be a part of the exon. Splice site.
TTTGTGCAGCTCCGGCCTCCGACTGTGATTGGTCAGTTCCACACGCTGTTCTTCGGCTCA
GTGCGCATGTTCTTTCTGGGGGTTCTGGGATTTGCAGTTTACGGGAATGAAGCGCTTCAC
TTCAGCTGTGATCCGGATAGGAGGGAGATCAACTTATTCTGCTACAACCAGTTTAGGCCC
GTCACACCGCAGGTGTTTTGGGCGCTCCAGCTCGTGACGGTCCTCGTTCCCGGTGCAGTT
TTTCATCTTTATGCGGCGTATAAAAACATCGACCAGGAGGAGATTCTGGAGCGGCGCTCA
TTTACTGTGTTTTACATCATCTCTGTACTCCTGCGGATCCTTCTGGAGGTTGCGGCTTTC
TGGCTCCAGAGTCGTCTGTTCGGTTTTTTGGTTCACCCGTTGTATTCCTGCGACTCCAGA
CCTCTGGACAGCAGGCTCAACTTCACCAAATGTATGGTTCCCGAACACTTTGAGAAAACC
ATCTTCCTCAGCGCCATGTACACCTTCACCATCATCACCATGATATTGTGCGTGGCGGAG
ATTTTCGAGATCCTCTGCAGAAGGCTGGGGTATTTAACACATCAGTGA

>Dr-gje1b-NM_001013546-gje1 Splice site.
ATGTCATTAAATTACATCAAAAACTTTTATGAAGGATGCCTCAGGCCTCCGACAGTGATA
GGCCAGTTCCACACGCTGTTTTTTGGCTCTGTGCGTACCTTTTTTCTTGGAGTCCTTGGA
TTTGCTGTCTACGGCAATGAGGCCCTGCACTTCAGCTGTGATCCGGACAAGAGGGAATTA
AACCTTTACTGTTACAACCAGTTCAGGCCTATAACACCTCAGGTTTTCTGGGCGTTACAG
CTAGTCACTGTCTTGGTACCTGGAGCAGTGTTTCATCTTTATGCTGCCTGTAAGAATATA
GACCAGGAGGAGATCCTTCATCGGCCGATGTCCACAGTCTTTTACATCATCTCTGTCCTG
TTAAGAATAATTCTAGAAGTCTTAGCCTTTTGGCTACAGAGCCACCTTTTTGGTTTCCTG
GTTGATCCTATTTTCATGTGCGATGTCACCGGCCTTGGAAAGATCCTCAACGTCTCAAAG
TGCATGGTTCCTGAACACTTTGAGAAGACCATCTTCCTCAGTGCAATGTACACCTTCACC
ATCATCACCATACTGCTCTGTATCGCTGAGATTTTTGAGATTTTGTTCCGAAGACTTGGC
TATTTAAACCAGCCAATGACTTAG


[bookmark: _Toc62483454]Supplementary Figure S33. Atlantic cod (Gadus morhua) gja11, gja12 and gja13.
These sequences are as defined in SO Mikalsen, M Tausen, S í Kongsstovu (2020) BMC Genomics 23(1):223. doi: 10.1186/s12864-020-6620-2. The sequences correspond to predictions in Ensembl, and the names are abbreviations for the Ensembl gene predictions in the following way:  ENSGMOG00000018894 = G18894.

>Gm-gja11-G18894-cx34.5 Splice sites.
ATGGGTGAATGGGACCTGTTAAGTCGCCTGCTGGACCAGGTCCAGACCCACTCCACCGTC
ATCGGCAAGGTGTGGCTCACCGTGCTGTTCGTGTTCCGCATCCTGGTGCTGAGCACCGCC
ACAGAGAAGGTGTGGGGTGATGAGCAGTCCGACTTTGTGTGCAACACCAACCAGCCGGGG
TGTAAGAACGTGTGCTACGACCACGCCTTCCCCATATCACACGTCCGCTTCTGGGTGCTG
CAGATCATCTCGGTGGCCACGCCAACCCTGGTGTACCTGGGCCACGTCCTCCACGTCATC
CACGCTGAGCGCAAGGTGAGACTGAAGATCCAGAGGCAGGCGGAGCTGGACGAGGACGCC
CACCTGTTCCTGAAGAAGGGCTACAAGGTCCCCAAGTACAGCCACAGCAACGGCAAGATC
AACCTGCGGGGGAGCATCCTGCGCAGCTACCTGCTCAACCTGGTGGCCAGGATCCTGTTG
GAGCTGGGCTTCATCCTGGGCCAGTACTTCCTGTACGGCTTCACACTGCAGGCCCGCTAC
GTCTGCAGCATGTCGCCCTGCCCGCACAAGGTGGACTGCTTCCTCTCCAGACCCACGGAG
AAGTCCATGTTCATATGGTTCATGCTGGTGGTGGCCTGCGTGTCTCTCCTCCTCAGCATC
GTGGAGCTGCTTCATCTGTGTGTGAAAGTGGCGGGCGAGTGCATAGCTCGGAGGCAAGAC
TACACCGTCACCCCCGTCACCCCGCCGCTCTTGGAGAGGAAGGCCTTCAAGAACCGAGAG
CAGAGGATCCAGGACCATTACAACCTGGAG

>Gm-gja12-G18912-cx28.9 Splice site.
ATGGGTGAGTGGAGTTTCCTAGCGTCTCTCCTTGACAAGGTCCAGTCCCACTCCACGGTC
ATCGGGAAGGTCTGGCTCACAGTGCTCTTCATTTTCCGGATCATGGTCCTCGGGGCCGGA
GCAGAAAAGGTGTGGGGTGATGAGCAATCCCAAATGATCTGTAACACCAAGCAGCCAGGC
TGCAAGAACGTGTGCTACGACCACGCCTTCCCCATCTCCCACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCGAGCCCCACGCTGGTGTACCTCGCTCACGTCCTCCACGTTATC
CACAAGGAGAAAAAGCTGAGGGAGCGTATGCAGACCAGCAGCGAGCCGACCAAGAACCCA
AAATACTCGGACGACAAAGGTCACGTCAAGATCAAAGGGGACCTTCTGGGCAGCTACCTG
GCCACCATCTTCTTCCGGATCCTTCTGGAGGTGGCGTTCATCGTAGGGCAGTACTATCTG
TACGGCTTCGTCATGGACCCCAGAGTGGTGTGCTCCAGAGCACCCTGTCCCTTCACTGTG
GAGTGCTACATGTCCCGGCCGACCGAGAAGACCATCTTCATCATCTTCATGCTGGGGGTG
TCCTGCGTGGCCCTGCTGCTCAACGTTCTGGAGGTCTTCTACCTGCTGTGCAGAGGCAGG
TGCTCCAAGAGACGGCACGTGGCCCCCTTTACCATGCCCAGCCACTCGGCTGTCCTGGAG
ATGAAGCAGGTGCCCCGGACCACCTAA

>Gm-gja13-G18903-cx32.3 
ATGGGTGATTGGGGCTTTCTATCCTCCCTGCTGGACAAGGTCCAGTCCCACTCCACGGTT
ATCGGGAAGATCTGGATGAGCGTGCTGTTCCTGTTCCGGATCATGGTGCTGGGGGCAGGG
GCGGAGAGCGTCTGGGGCGATGAGCAGTCGGGCTTCCTCTGCAACACTCAGCAGCCCGGC
TGCGAGAACGTGTGCTACGACTGGACCTTCCCCATCTCACACATCCGCTTCTGGGTGCTG
CAGATCATCTTCGTGTCGACACCAACGCTCATCTACCTGGGCCATGTCATGCATGTCACC
CACAAGGAGAACAAGATGAGGGAGAATCTGGCCAGCCCCGGGTGCGCCAGCACGCAGAAG
CACCCCAAGTACACCAACGAGAAGGGCAAGGTGAAGATCAAGGGCAACCTCCTGGGGAGC
TACCTAGCCCAGCTGGGCGCCAAGATCATCATCGAGGCCGCCTTCATCGTGGGCCAGTAC
TATCTGTACGGCTTCATCATGGTCCCCATGTTCCCCTGCTCCAAGAAACCCTGTCCCTTC
ACCGTGGAGTGCTACATGTCCCGGCCCACCGAGAAGACCATCTTCATCATCTTCATGCTG
GTGGTGGCCTGCGTGTCCCTGCTGCTCAACGTTCTGGAGGTCTTCTACCTGCTGGTGAGC
AGGAGCAGATGTTCCCCCAGGAAGCGCTCGCACATGATCACGTCCGCTCGGCACCCGGCA
CAGCTCTCAGGCCCCATGTGGCCAACGGCAGAAGACGCCCGGCAGGCCAACAAGATGAAC
ATGGACTTTGAGAGCGGCCAGAGTACTGCTGGGAGCCTCAACGGGGCCAAGGAGGAGAAG
AAGCTTCTGAGTGGTCACTAG





[bookmark: _Toc62483455]Supplementary Figure S34. Three-spined stickleback (Gasterosteus aculeatus) gja11, gja12 and gja13.

[bookmark: _Hlk59103396]These sequences are as defined in SO Mikalsen, M Tausen, S í Kongsstovu (2020) BMC Genomics 23(1):223. doi: 10.1186/s12864-020-6620-2. The sequences correspond to predictions in Ensembl, and the names are abbreviations for the Ensembl gene predictions in the following way:  ENSGACG00000006828 = G06828.

>Ga-gja11-G06828-cx34.5 Splice sites.
ATGGGCGAATGGGACGTGCTGGGCCGCCTTCTGGATAAAGTGCAGAGTCACTCCACCGTG
ATCGGCAAGGTCTGGCTCACCGTGCTGTTTGTCTTCCGCATCCTGGTCCTGCGCACCGGC
GCCGACAAGGTGTGGGGCGATGAGCAGTCCGACTTTGTCTGCAACACCCTGCAGCCCGGC
TGTGAGAACGTCTGCTACGACATGGCCTTCCCCATCTCTCACGTGCGCTTCTGGGTCCTT
CAGATCATCGCTGTGGCCACTCCAAAGTTGCTGTACCTCGGTCACGTCCTCCATGTGATC
CACCTTGAGAAGAAGATGAAGGAGAGGATGAAGAGGCATGCTGACTTGGACAACCAGATC
AGTCTGCTCCTTAGAAGGGCCTACAAAGTTCCCAAGTACACCAAGAGCACCGGCAAGATC
AGCATCCGCGGGACTCTGCTTCGCAGTTATGTCCTCCACCTCGTGGCCAAGATTGTCCTG
GAAGTCCTGTTCATCGTGGGTCAGTACTATCTGTACGGCTTCACCCTCAAGGAGCGCTAC
GTCTGCGCCCGCTCTCCGTGCCCCCACCAGGTGGACTGCTTCCTGTCGAGGCCGACGGAG
AAGTCGGTCATCATCTGGTTCATGCTGGTGTCGGCGGTTGTCTCTCTCTTCCTCAGCCTG
ATTGAGCTGCTCTACCTGTGTGTGAAAGCTGTGAGGGAGTGTATGACCAGGAGGCAGGAC
TACACCGTGACCCCGGTGACCCCTCCGCCTTTGGAGAGGAAAGCTTTTAAAAGCCGCGAC
GAGATGCTCCAGAATGGTGTCAACCTGGAGCTGGAGCTCCGTGGAGGAAAGCCAGGGGCG
AACGGGGCCGGAGGCGGGTCCACCGAGGCTGCTGTGGATGTGTCGCTGGAGAGCAACAAC
ACGGGAGGGGAGGTGCACATCTGA
   
>Ga-gja12-G06833-cx28.9 Splice site.
ATGGGAGAGTGGGGTTTCCTGTCCTCTCTACTGGACAAGGTCCAGTCCCACTCCACCGTC
ATCGGGAAGGTCTGGCTCATTGTTCTTTTCATCTTCAGGATCATGATCCTCGGAGCTGGA
GCAGAGAAGGTGTGGGGTGATGAGCAGTCAAATATGGTTTGCAACACCAAACAGCCTGGT
TGCAAGAACGTCTGCTATGACCAAGCCTTCCCAATCTCACACATTCGATTCTGGGTCCTC
CAGATTATCTTTGTGTCAACTCCAACGCTGATCTACCTCGGCCACGTCCTCCACATTATC
CACAAAGAAAATAAGATGAGAGAACAGACGCTGACCTACTCCAAGACCGGAATTGTCAAA
GTTCCAAAGTACTCCGACGACAAAGGCCACGTCAAAATTAAAGGCGACCTGCTGGGAAAC
TACATGACCTCTATTTTCTTCAGAATCCTCCTGGAGGTAGCGTTCATTGTTGGGCAGTAT
TATCTCTATGGGTTCATCATGGACCCAAGAGTGGTCTGCACCCGAGCCCCTTGTCCATTT
ACCGTGGAGTGCTACATGTCTCGGCCAACAGAGAAGACCATCTTCATTATCTTCATGCTG
GTGGTGTCCATCATCTCTCTCGTACTGAACGTAGCGGAGATCTTCTACCTGGGGTGTACT
CGCTCAATCAGGCAAAGGTCTAAAACACATAAAGCATCAATTGCCATTCACACTCGTTTA
AACGGGGACACTCTTATGTAA

>Ga-gja13-G06829-cx32.3 
ATGGGAGACTGGGGTTTCCTGTCCGGCCTACTGGACAAGGTCCAGTCCCACTCTACGGTC
ATCGGCAAGATCTGGATGAGCGTGCTCTTCCTCTTCAGAATCATGGTCTTGGGTGCGGGC
GCGGAGAGCGTCTGGGGCGACGAGCAGTCGGGTTTCGTCTGCAACACCCAGCAGCCTGGT
TGTGAGAACGTCTGCTACGATTGGACCTTCCCCATCTCGCACATGCGTTTCTGGGTCCTT
CAGATCATCTTCGTCTCAACTCCGACGCTGGTGTACCTGGGCCACGCCGTGCACGTCATC
CACCAGGAGAACAAGATGAGGGAGCAGCTGTTGAGCGCAGCTGGGTCCCGGCTGTGCAAA
CAGCCCAAGTACACCAACGAAAGGGGAAAGGTGATGATCAAGGGGAACCTGCTGGGGAGC
TACATGACCCAACTCGTGTTCAAGATCTTCATCGAGGCCGGCTTCATCGTGGGCCAGTAC
TACCTTTACGGCTTCGTCATGGTGCCCATGTTCCCCTGCTCTCAGACACCCTGTCCCTTC
ACCGTGGAGTGCTACATGTCCCGACCCACAGAGAAGACCATCTTCATCATTTTCATGCTG
GTGGTGGCCTGTGTCTCCCTGTTCCTCAACTTCCTCGAGATGTTCTACCTGATTTGTACC
AGGGTCCGGTGTGGGTCCAGGGCTCGCTCTCGCAAGATCACTACGGCGGATAACCCTGCG
AGCCTGTCGACTCCCCGATGGCCGACGGCAGACGACGCGCTCAGGCACAACAAGGTGAAC
ATTGAGCTGGAGGGCAGCCAGAGCGTCGGTGGGAGCCTGGATGGAGCCAAAGAGGAGAAA
CGACTACTGAGTGGTCATTAA




[bookmark: _Toc62483456]Supplementary Figure S35. Japanese pufferfish (Takifugu rubripes) gja11, gja12 and gja13.
These sequences are as defined in SO Mikalsen, M Tausen, S í Kongsstovu (2020) BMC Genomics 23(1):223. doi: 10.1186/s12864-020-6620-2.

>Fr-gja11-XM_003976250-32.7like Splice site. This entry has been removed in an update of the Fugu genome annotation, and has been replaced by XM_029850045. The difference between the records is that the intron in the intracellular loop has been included as an exon in the new entry.
ATGGGCGAGTGGGATTTGTTGGGCCGCCTGTTGGATAAAGTGCAGAGTCACTCCACAGTT
CTGGGCAAGGTTTGGCTCACCGTGCTTTTTGTCTTCCGCATCCTGGTGCTGCAGACCGCC
GCCGACAAGGTGTGGGGTGATGAGCAGTCTGACTTTGTCTGCAACACTCAGCAGCCGGGC
TGTGAGAACGTCTGCTACGACCTCGCGTTCCCCATCTCTCACGTGCGCTTCTGGTTTCTT
CAGATTATTGCCATAGCGACGCCGAAGCTGCTCTACCTCGGCCACGTCCTCCACGTGATC
CACATTGAGAAGAAGGAGAAGGAAAAGATGAAGAAACAGGCCGAGTTGGATGCTCAGGCG
TGTCTGTTCCTCAGGACCTACAAAGTTCCCAAGTACATCAAAAGCTCTGGCAAGATCAGC
ATCCGCGGCCGCCTCCTCCGCAGTTACACCTTCCACCTGCTGGCCAAGATCCTCCTGGAA
GTTGTCTTCATCGCCGGCCAGTACTTCCTCTTTGGCTTCACCCTGGACTCTCGCTACGTC
TGCCAGCGCCACCCCTGCCCCCACAAGGTGGACTGCTTCCTGTCCAGGCCTACGGAGAAG
TCGGTCATCATCTGGTTCATGCTGGTGGCGGCAGTCGTCTCCCTGGCCCTCAGCCTGGTG
GAGCTGTTCTACCTGTGCGTGAAAGCGACGAAGGAGTGCATGGCGAGGAGGCAGGACTAC
ACGGTGACGCCCGTGACGCCCCCGGTTTCGGGAAGGAAAGCTTTCAAAATCTCCGATGAG
ATGATCCAAAATTGTATCAACCTGGAGCTGGAGCAGCATAAAGAGCAGAGGGGGGGGAAG
AGGATCACCGGCGGGGCCAACGAGGTCCCCAGTATCATCTCACCTGACAGCAAGAGCAAG
GGGGAGGTCCGTATCTGA 

>Fr-gja12-XM_003976251-32.2like (gja12.1) This entry has been removed in an update of the Fugu genome annotation, and has been replaced by XM_029849996. There is a single nucleotide difference between the two records.
ATGGGTGAGTGGAGCTTTCTGTCCTCTCTGCTGGACAAGGTCCAGTCTCATTCCTCTGTC
ATCGGGAAGGTCTGGCTCAGCGTGGTCTTCATCTTCAGGATCATGATTATTGGAGCTGGA
GCTGATAAGGTTTGGGGCGATGAGCAGTCCAATATGATCTGTAACACCAAGCAGCCCGGC
TGTAAGAACGTCTGCTACGATCACGCCTTCCCGATCTCGCACATTCGATTCTGGGTCCTC
CAGATCATCTTCGTCACCACACCCACGCTGGTCTACCTGGGACACGTCCTGCACGTCATC
CACAAAGAGAATAAGATGAGAGAATACATGAAGACTCACAGTCAGAGCAACCTTGCCAAG
TACCCCAAGTACTCTGATGAGAAAGGCCACGTGGAGCTGAAGGGCAACCTTCTGGGCACC
TACATAACCTCCATATTTTTCCGAATCATCCTGGAGATCGCCTTCATCGTGGGGCAGTAT
TACCTGTACGGGTTCATTATGGACCCTAAGGTGGTCTGCTCCCGGGCCCCCTGCCCCTTC
ACCGTGGAGTGTTTTATGTCCCGTCCCACCGAGAAGACCATCTTCATCCTCTTCATGCTC
GCAGTCTCTTGTGCTTCGCTTTTACTGAATGTAGCAGAACTCTTTTACTTGTTGCATTTC
CGCTTAAAGAAAAGGTCCAAAAGTCTTCCGGCTTTGTCTCTCGCCATTCACCCACACTTC
AACAGTGAGAGCAAGGCCTAG

>Fr-gja13-XM_011617171-32.2like (gja12.2) This entry has been removed in an update of the Fugu genome annotation, and has been replaced by XM_029849834. There is two indel incidences approx 15 nt apart (leading to identical reading frames before and after the indels) and a single nucleotide difference between the indels.
ATGGGAGACTGGGGATTCTTATCGTCCTTGCTGGACAAAGTCCAGTCCCACTCCACGGTC
ATCGGAAAGATCTGGATGAGCGTCCTCTTCCTGTTCAGGATCATGGTTTTGGGCGCCGGC
GCCGAGAGCGTTTGGGGCGACGAGCAGTCGGGTTTCATCTGCAACACTCAGCAACCCGGT
TGCGAGAACGTCTGCTACGACTGGACCTTCCCAATTTCGCACATTCGCTTCTGGGTCCTC
CAGATCATCTTTGTGTCCACGCCGACGCTGGTGTACCTGGGCCACGCCATGCACATCATC
CACAAGGAGAACAAGCTGAGGGAGAAGCTGCTGAGCCCCGGCGGGCCCCGCCTTGCTAAG
GTGCCCAAGTACACTGACGAAAAAGGGAAGGTGAAGATCAAAGGAAACCTGCTGGGGAGC
TACCTGACCCAGCTCGTGTTCAAGATCCTCATCGAGGCGGCCTTCATCGTGGGCCAGTAC
TACCTGTACGGCTTCATCATGGTGCCAATGTTCCCTTGTTCCAGGGAGCCCTGCCCCTTC
ACCGTGGAGTGCTACATGTCCCGTCCCACCGAGAAGACCATCTTCATCATCTTCATGTTG
GTGGTGGGCTGCGTCTCCCTGCTCCTCAACGTGGTCGAGGTGCTCTACCTCCTGTGCACC
AGGCTCAAATGTGCCTCCAGGTCCCGCGCACAGAAGCTCACGTCGGCGGAACATCCCGCC
ACCCTGCCCGCTCCCAAATGGCCGACGGTGGACGATGCGCTCATGCAGAACAAGATAAAC
CTGGAGAAAGAACGCGGTCAGAGCATCGGCGGGAACCTGGATGGCGCCAAGGAGGAGACG
CAGCTGCTGCGCCATTAA 




[bookmark: _Toc62483457]Supplementary Figure S36. Whale shark (Rhincodon typus) connexins.
[bookmark: _Hlk59629478]The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Rt-gja1-XM_020528417-gja1like
ATGGGTGACTGGAGTTTCCTGGCAAAAGTACTGACTAAAGCGCAGTCTTACTTGACTCCA
GGAGGTAAACTATGGCTTTCCGTGCTCTTCATCTTTCGTGTCCTGGTGTTGGGGACTGCC
GTGGAATCCGCCTGGGGAGATGAACAGTCTGCCTTCAGCTGCAACACTCAGCAACCAGGT
TGTGCGAACGTCTGCTACGACAAATCCTTCCCCATCTCCCACATTCGACTCTGGGTCCTT
CAGATTATTTTTGTCTCAACACCCACTCTGGTGTACCTAATCCATGTCTTTATCGTCTCT
CATAAAGAAAAAAGATTATCTAAGAAAGAAAAATATTTAAAGATACTCCAAGAAGAAGGT
GAAGATGTCAGCCTTGCCTTGAAACAATTAGAACTAAAGAAAATCAAATATGGTGTGGAG
GAACAAGGCAAAATTAAAATCAAAGGATCTCTTATGCATACTTATGCAGTCAGTATTATC
TTTAAAATAATTTTTGAAGTGACTTTCATTTTAATTCAGTGGTGCATTTACGGTTTCAGG
TTCATGCTGGATACAATTTATGCTTGTGAGAGGTATCCATGCCCACACACAGTAGACTGC
TTCCTCTCGCGGCCCACTGAGAAGACTGTCTTTATCATWTTCATGTTGGTGGTATCCGTT
GGTTCAGCTGTGCTGAACCTGGTAGAGCTGTTCTACATTATCTTCAAAACATTAGCAGAT
CGCGTTAAGCAAAATAGCCACTTATTTCAGGGTTCTCAAAAAATGGGCGTGAATCCTCTC
AAAGACTCATCCTCTTCAAAGTATGCCTATTATAACGGGTGCTCCCCACCAACTGCTCCC
ATGTCCCCTCCTGGATACAAGCTTGCTACTGGGGACAGGAATATGTCCTCCTGCAGAAGC
TATAATAAGCAAGCTAATGAACAGAACTGGGCAAATTACAGCACCGAACAAAACAGGATT
GGTCAGGCTGGTAGCACCATTTCCAACTCCCATGCACAGGCATTTGATTATCATGGTGAA
CATCCAACCATACAAAAGTCACCATCAATAACAGAGTTGCAGCCTGTTGGTCTCAGGGAG
CAGAGACCACCTAGTAGAACCAGCAGCCGAGGGAGTAGCAGGCCAAGACCAGATGACCTT
GAGGTCTAG

>Rt-gja2-XM_020517266-gja3like
ATGGGAGACTGGAGTATCTTGCAGAACCTGTTGGAAAGTGCTCAGCAACACTCCACTGTG
GTAGGGAAGGTGTGGTTAACGTGTCTCTTCATCTTCCGCATTCTGGTGCTGGGGACAGCC
ACCGATAAAGTGTGGGGAGATGAGCAGTCCTTCTTCACCTGTGACACCAATCAGCCTGGC
TGTCAGAATGTCTGCTATGACAGGATCTTCCCCATCTCCCACATCCGCTTCTGGGTGCTG
CAGATCATCTTTGTGTCCACCCCGACTCTGGTCTACCTGGGCCATATCTTCCACCTGGTG
CGAATGGAGGAGAAACGGAAGCAGAAAGAAAAAGAGAAGCTGAGCATATATCTGGACGGA
GACAAGGAGGCATTGACACAGAATGCAGAGAACGTTAAATGCTCCTTGCTGGATGAACAG
GGCAAAATTAGAATGCAAGGAGCTCTTCTCCGTACATATTTGTTCAACATTATTTTCAAA
ACCATTTTTGAAATTGGCTTTATTTTAGCCCAATATTACCTCTACGGCTTTGAGCTGAAA
CCTCTCTACAAGTGTAACTACCAACCTTGTACTAACCCCGTTGACTGCTATATCTCCCGT
CCAACTGAAAAGACCATTTTCATCATATTCATGCTGGTCATGGCTTGCCTTTCACTAGTT
TTGAACCTAATTGAAGTATGTCATCTGGGAGTGAAGAAATATAGAGACAGGGTCAAGGAA
AGTCATGTCTCAAAGGCCACCTGTAAGCAAAATGGGGGTCTCTCGCTTGCAGGAATGCGG
CCCTCTGCACCTAGTTACCAATACCTTTCCAACCACAATGGGCCACAGCTGTATAAGATG
GAGTCAAGGTTCAGTGTCTCTCCCTTGACAGAAACAAATTCTGTGACCCAGCCTTACAAT
GGCAATATGGCAACAAAGCAAAACCAAGACAACTTTGCCATGATGGATGACAAACAGGAG
AGACATGAGGAGACAAGCTCACTTCCCAGTAGCCATGTTTCTGTGACCAACAAACGGAAG
AATAGTGACACAAGCAAGCAAAGCAATCGAACCAGATCTGATGATCTAGCAATCTGA

>Rt-gja3-XM_020530115
ATGGGTGACTGGAGTTTTCTGGGAAGGCTTTTGGAGAATGCGCAGGAACACTCGACAGTG
GTAGGCAAGGTTTGGTTGACTGTGCTCTTCATCTTCCGAATCCTAGTGCTGGGGGCTGCG
GCTGAGGAGGTCTGGGGAGATGAGCAATCTGATTTCACCTGCAATACCCAGCAGCCCGGT
TGCGAGAACGTCTGCTATGACATGGCATTCCCCATCTCTCACATCCGATTCTGGGTGCTC
CAGATTATTTTCGTGTCAACGCCCACCTTGATATACCTGGGCCATGTACTGCACATTGTG
CGGATGGAAGATAAAAGGAAGGAGAGGGAAGAAGAGATTAGAAAAGCCCAGAATGAAGCA
GACAAAGAAGTGCTGCTTAAAAATAGTAAAAAGAAGCTCCCTTTTAGAGATGACCATGGC
AAAATCCGAATTCAAGGGGCTTTACTACGCACCTACGTTTTCAATATCATTTTCAAAGCG
ATGTTTGAAATTGGATTTATTGTAGGTCAGTATATCTTGTATGGCTTTAAGCTTAGACCT
CTGTACAGGTGCAATAGATGGCCATGCCCCAACACCGTGGACTGCTTCATATCACGGCCA
ACAGAGAAGACTATCTTCATCCTATTTATGCTTGTAGTGGCTTGCGTGTCCCTTTTCTTG
AACCTAATGGAAATCTATCACCTCGGCTGGAAGAAGCTGCGACAAGGAGTGACCAATCGA
CAGCCCCCGGAACTCGAGCAGAAGCCGGAGCCCCTGACGCCAGTCACAAAAACTGCCCCG
AGCACCTTCAGTTACCCGTACTTCCCGGACACAGCCGAGGGACCCCATCCCTACCCCGGA
GCCCCGCCGAACGAGTTCAAAATGGCAGCGTTGCCCGAGGACAGATCGCCGTACGTAATG
TACAACAACAATTTGGCCGCCGAGCAGAACTGGGCCAACATGGCCGCCGAGCAAACCCGC
CAGCTCAGCGCCAACAACGGCAATGGGAACGGCAGTCAGGAGCGCGCGCTCCTCGCGCCG
GCCAATCAGGAGAGCGCGTCTGCGGGCGGGGAACCGCGCGGCAATGGTCACGTGACCACA
ATGGCAGAGATGCACGATGCTCCTGTTACTGACACACGACCCATGAGCCGGGCCAGCAGA
GCGAGCAGGGCAAGGTCGGACGATCTGGCGGTTTAG

>Rt-gja4-XM_020521195-gja4like
ATGGGAGATTGGAGTTTTTTGGAAAAACTCCTTGATGAAGTACAGGAACATTCGACAGTG
ATTGGGAAGATTTGGCTCACTGTGCTCTTCATATTTCGGATTCTGATCCTGGGCACAGCC
GCAGAGTATGTGTGGGATGATGAGCAGTCGGATTTTGATTGCAATACAGCGCAGCCAGGT
TGTGAGAATGTTTGCTACGACAAGGCTTTTCCAATCTCACACGTCCGCTACTGGGTGTTG
CAAATCCTCTTTGTGTCAACACCAACACTTATCTACTTGGGCCATGTGATACACATATCA
AGGCAAGAGGTAAAACTGAAGCAGCGAGAGGAGACACTGAGGTCCCTGCAGAACAAAGAC
AGCGAAACTGAATACATTTTGAAAGAGATTGAAAAAAAGAAGTTAAAGTATGCCATTGAT
GAAAGAGGAAAGGTCGAAATTAGGGGAGCACTATTGTGCACCTACACACTCAGCATTATC
TTCAAGATGACATTTGAACTGAGCTTTCTACTAGGTCAGTGGTATTTATATGGCTTTGTG
ATGCCTGCCATTTATGTCTGTCGAAGAATTCCCTGTCCACATCAGGTAGATTGTTTTATA
TCCCGTCCTACAGAGAAGACCATCTTCATTTTATTTATGTTTGTGGTAGGTCTGATATCA
CTGCTGCTGAACCTTATGGAAATGTTCCACCTCATTGGCAAGTGTATTTTTAGAAACATT
CAGAGCAATTCCAAGAAACAGCTTTATCCAAAATTGTCTAAATTTCCAGGAGGTCCCTAC
ATTGAAAAGGAGTCAGTACCAGTACAGTACATGTACCCATCCATGGAACAGACTCATGGA
CCTTACCAGAGTTGCAACAAGTCATCGACTCAGCAGAATTGGACAAACTATACTACAGAG
CAGATATTAGCAGGCCAAAAGGTGAATTCCACACCACCAGGACCTTTGCCATCATTTAAC
TTCTTGAGTGATGTCCCTGATAAAGTAGACCAAAGCTCAGTTCAACAGCAAAGGCCTATT
AGTCCAGTCAGCAGTGTGAGCAGTCGGAGAAGGGAAACTGATGTTGCAATCTAA

>Rt-gja8-XM_020534785
ATGGGTGATTGGAGTTTCCTTGGGAATATTTTGGAGGAAGTGAATGAGCACTCCACTGTG
ATCGGGAGAGTGTGGCTGACAGTGTTGTTCATTTTCCGGATCCTTATCCTTGGCACGGCG
GCCGAGTTCGTGTGGGGGGACGAGCAGTCTGACTTCGTCTGCAACACCCAGCAGCCGGGC
TGTGAGAACGTCTGCTACGATGAAGCGTTCCCCATCTCGCACATCCGACTCTGGGTACTG
CAGATCATTTTCGTATCCACACCGTCCCTGGTGTATGTGGGTCATGCGGTGCATCATGTT
AGGATGGAAGAGAAGAGAAAGGCCAGGGAGGAAGGTGACAGACAGCAGCACATTAACACT
GGGAGGCTACTCTTAGCTCCCGAAGAGGCTCTCAAAGACGCCGGCAAGACCAACAAGAGA
TTCCGCCTGGAGGGCACGCTGCTCAGGACCTACATCTGCCACATCATTTTCAAAACCATC
TTCGAGGTAGGCTTTGTGGTTGGTCAGTACTTCCTGTACGGGTTCCGCATCTTACCCCTG
TATCGCTGTGAGAGGTGGCCTTGCCCCAACTTTGTTGATTGCTTCGTTTCCAGGCCGACA
GAGAAGACAATCTTTGTGATTTTCATGCTGGCCGTAGCCTCGGTGTCCCTCTTCCTGAAT
TTCGTGGAGTTAAGCCACCTAGGCTGGAAGAAGATCAGGTTTGCTTTCCGAGAGCCTGGC
CAGCAGCCTGACACTTACCCGGAGCCCAAGCCGTACCATTCCATTGATGTTGCTTCGGTA
ACGAAGGCGAGAGGGTACAAGCTCCTGCAAGAGGACAAACCTGCCCCCGCTTTCTTCCAG
TTGACAGCAGCTGGGGTAGACCTGAGTTCGGTGCCGTCCATCACCTACCCGGAGGAAGCC
AAGGGTGTTGGTCCGGTAGATAACCTGGTGAAGATTCATAACGAGTCTTTGCTGTCCTAC
GAACAACACGAAAACGCTGATCCCGAGCCTCAGGCCGAACCGGAGGCACAAGCTGACCCT
GAGTCAGAGCCTGTCCCGCTCGCAGAACCCGAAGAAGAGGAAGAGAAGAGCGAACTGGAA
CCTCTGACAGCAGCCAATGAGAGCCTGGCGGATACCCGGCCCCTCAGCAGGTTAAGTAAA
GGCAGCAGTCGAGCTCGGTCTGACGATTTAACTGTATGA

>Rt-gja9-XM_020529339-gja9like
ATGGGCGACTGGAATTTCCTTGGAGGGATTTTGGAGGAAGTTCATGTCCACTCCACCATT
GTTGGGAAAATATGGCTGACAATCCTTTTCATATTCCGCATGCTTGTCCTTGGAGTGGCT
GCTGAAGACGTATGGAATGATGAGCAGTCAGAGTTCATCTGTAACACTGAGCAGCCCGGC
TGCAGAAACGTGTGCTACGACAAGGCTTTTCCAATCTCCCTCATACGCTACTGGGTTTTG
CAGGTCATCTTCGTGTCTTCGCCATCCCTAGTGTATATGGGCCATGCCCTATACAGGCTC
AGGGCGCTGGAGAAAGAAAGGCAGAAGAAGAAAGTGGAGCTGAAGGGTGAACTGGAAGAG
ACTGAGACCATGCTGGAAGACAGGCGCAGGTTAGAGCGAGAGTTAAGACTGTTGGAGCGT
AGAAAATTAAACAAAGCACCGCTCAGAGGCTCTCTGCTCAGCACTTACGTCCTGCACATT
CTCACCAGGTCTGTGGTCGAGGTTGGATTTATGATGGGTCAGTTTTTGCTCTATGGACTG
GAGTTAGATCCTCTGTACAAGTGCAAACGGTTGCCCTGCCCCAACATTGTGGACTGCTTT
GTGTCCAGACCCACCGAGAAGAGCGTTTTCATGCTATTCATGCTGTGCATCTCAGCAGTT
TCCCTCTTTCTGAACATCCTCGAAATCATTCATCTGGGCTGTAAGAAGTCGGAGTTGGGG
CTTTTTGGATATTATCCCAAACTGAAAGAGGACGTGGGTGATATCTGCATCAGCAAGTCA
CAGAAGAATTCAAGTGCTCAGCGAATCTCTGTCTCGGCAGCGGGACACACACACACCATG
GTCCCCAGTGCTCCAATTGGTTACAGCTTGTTGCTGGAGAAACAAGCGGAGGCTACAATG
TATCCGATATTTACACCTCCCGAGTTCAAACCCACTCAGGATGATTTGAAACAAAGTTAT
AAAGAAACGCAACAGCAGCCTCCCATGGCCACTCAATATAATGCAGACTCTAGCACAGCG
TTAAGTTGCACTGAAGGACCCAAAAAGTCCAGCGGATCGGAAGTTCCTAGTCAAAAGGGT
GAAGAATGGAATGAGCCCTCAAAGACGGCTTCCCTTCCCACCCGGAACTCGCACTCAGCC
AGTCAGATGGAGCAGTCCACCGCCGGTACCTTATACCCGGCTCTTCACAGCGCCCCGTTC
CCCCCCGTGATTTCCGCCAGCGCCAGTCGCAAGCTCCGCCGAGTCAGCGCCACCTTGAGC
TGCGCCACAGTGGCCGAGCGCAGCGGCTCCGCCACCGACTCTGAGCCCGGTCACAGGGGC
AGGTGTGGTTTCAGTGTGACCAGGGCCCGGACAGCTTCTAAAGGCGACCTCAAAAGGCCC
AGCAGACCCGACACTCCCGAGTCAATCTGTGAATCGAGCTCCGAGTCGAAGCCCAGCGGA
GACGGCGATAGTCCCCAGCAGGCTCTCTCTCCCTCACGGAGAATGTCATTGGCAAGTAAC
GCCAGCGGCAGGCGTGCTCCCACCGACCTCCAGATATGA

>Rt-gja10-XM_020521340-gja10like
ATGGGTGACTGGAATCTGTTAGGAAGCGTTTTGGAAGAGGTACACGTTCACTCGACCATT
CTGGGGAAGATCTGGCTGACGATCCTGTTCATTTTCAGGATGTTGGTCCTTGGAGTGGCT
GCTGAAGATGTTTGGGATGATGAACAAGCTGAATTCATCTGCAACACAGAGCAACCAGGC
TGCAGGAACGTTTGCTACGACAAGGCCTTCCCCATTTCTCTCATTAGGTACTGGGTCTTA
CAGATCATCTTCGTGTCCTCGCCGTCCTTGGTTTATATGGGGCACGCACTCTATCGCCTG
AGAGCACTGGAGAAAGAAAGACAGCGGAAGAAAGCCCACCTTCGAGCCGAACTGGAAGAG
ATGGAGCCGGAGCTGGAAGAGCACAGAAGACTGGAAAAAGAACTGAGGAAGTTGGAAGAG
CAGCGCAAAGTAAATAAGGCACCTCTCCAAGGTTCACTTTTACGCACTTACGTCCTCCAG
ATCCTGACCAGATTGGTGATGGAGATTGGTTTTATGGTGGGCCAGTATCTCCTGTACGGA
TTTGGACTTGATCCCCTTTACAAGTGTGTCCGATCACCCTGTCCTAATACTGTGGATTGC
TTCGTTTCCAGGCCCACAGAAAAGACTATTTTCATTGTCTTCATGCTCAGCATAGCTGCC
TTTTCCTTGCTTTTGAATATACTTGAAATCGTTCACCTAGGAATCAGAAAAATCAAACAG
GCGCTTTACCTAGAGTCAGACGTAAGCATGTACGAATCGAAGAAGAGCTCAGTTGTGCAG
CAAGTTTGTATTTTAGCCAACTCCTCGCCTGATAAACCTGCCCCGAGGACCCTCAGTGCT
TATAAGCTGTTACCAGAACAGGAGGGACATCTTGGAAACGTCCCTATTTTCTTGACTCCG
ATGTCTCTTAGCATGATTAAAGGACCAATTGAGCAGGCTGGAAGAGACAGCTTAATGGAT
CAATATCAACAAGACCAAGAGCAACACACTAGACAGCATCATGATGAGCATTTTGATGAG
CAATCAAATCAAATGAGGCACACTCATCACACATTACACATTCAGAATCTCTCATCCAGT
GGCGATTGTGCCTCTAAAAAATCCCAACAAAATGGCATTGCATCAAAATCCAGCCATAGT
ATTGATAACGCATTGGAACAGATTAAGCCACCAACATACCCATCATGTCAAATGGAAAAC
TCAGTCCCTGCTCTTAATACGATTCGCCAACAGAGCCAAGTCACTTCTTACAAAGACTAT
TTGGAAGATCATGCTAGTATTCAAGATTCCACTGTCAGGAAGATCAGCTGCACTGGGTCT
AAATCAAAAATGGTTTTGGAAAGCACATTGGCCAGTCAACCTGAAAGTCCAGATTCCACA
AACGTCTCTAGTTCTGAGTCAAAACATAAAGAGAGTCCACCTGTTAGCCCTCCTCCACCA
AGTCGTAGAATGTCAATGGTAAGTATAGCCTTTAAAAGAATTTCCAGTGACTACTTTGTA
GATTTTGAAATGGTAAATTCAAATATTAGGAAATACCACTGA

>Rt-gja11-XM_020526932-cx32.2like
ATGGGAGACTGGACCTTTCTTGGAAGATTGCTGGATAAAGTTCAGTCACAGTCTACAGTT
ATTGGGAAAATCTGGCTCACGACACTGTTTGTGTTCAGGATCTTACTCCTTGGGGCTGGT
GCAGAGAAGGTTTGGGGTGATGAACAGTCTGGTTTCGTTTGCAACACACGCCAACCTGGC
TGTGAAAATGTCTGCTATGATAAAGCCTTTCCTATCTCCCACATTCGCTTTTGGGTTCTT
CAGATTATATTCGTCTCAACCCCTACCTTGATATATCTTGGCCACGCTTTACATGTCATC
CACACTGAAGCAAAACAAGCAATTGGTGAAACTAAAACCACGTTCAGAAAAAGCAAGAAG
ACAAAATACACTGTAACTCATGGAAAAGTAAAAATACGAGGAATCCTATTATTTTCTTAC
CTCCTACAAGTTTTCTGTAAAATTGTATTTGAAGTTGCTTTCATTATGGGTCAATGGTAT
CTATTTGGATTTTCCTTGAGTCCCATTTATATATGTGACAGAAATCCCTGTCCACATAGA
GTAGATTGCTTTATTTCACGTCCAACAGAAAAGACCATTTTCATTATTTTTATGTTGGTT
GTGAGTTGTGTGTCACTTGTTCTAAATTTAAGTGAAATAATTTACCTTATTTTCAAGGGA
ATAATGTTTTCCACACGTAAAAAGTATCATCATCAAATTCAACCCAGATATGTCATTGAC
ACTTCTGATAAATCAGTTGTCTCTGAAGCCGCATTTCCATCAGATTCTAAAACAGAGCTT
TTGAAAGGAGAGAAACAGTGCAGTAGTCATGACCCCAGTTCTCAAAATAAGATTAACGAT
AGCATTGAAAAATCTGTAGAGAAAGCAAAGGATGATCTAGTGAAAACGTCTAAGGATGAA
TAA

>Rt-gjb1-XM_020523441-gjb2like
ATGAACTGGCCTGTCTTCTACACTGTTCTAATAGGGGTGAACAAGCACTCGACCGGGATC
GGACGGATATGGTTGTCTGTTCTGTTCATTTTCAGGATCATGGTGCTGGTTGTGGCTGCA
GAAAGTGTCTGGGGCGATGAAAAGACTGGCTTCACTTGCAACACTCAACAGCCGGGTTGT
AACAGTGTCTGTTATGATCAGTTTTTCCCCATCTCCCACATCAGGCTTTGGGCACTCCAG
TTGATCCTGGTGGCCACTCCCGCTCTCCTGGTGGCCATGCACGTTGCCCATAAGCATCAT
GTGGAAAAGAAGATTTTCCGGATCAAGCAGCTTACAGGAGAAGCTGGGGAAATGGACATA
GAGAAGGTGACCAAGCGCAAAATGCACATCATCGGGTCTCTCTGGTGGACCTACGTGATC
AGTATTATCTTCAGGGTGATTTTCGAAGTTGCCTTCTTGTACATCTTCTACTTGATCTAC
CCGGGCTTCAGGATGATCCGCCTGGTCAAGTGCGATGCATTCCCTTGCCCCAACACAGTG
GATTGCTTTGTCTCCAGACCCACCGAGAAGACTATCTTCACTATCTTCATGCTGGCAGTC
TCTGGCGTCTGCGTGCTGCTGAATATAGCAGAGGTGGGCTACTTGATCATCAAGGCTTGT
GTGAGACAGTGTCAGAAAAAAGAAACCAGATCCAGTAAAAGTGCATTTTACGGGCGTAAG
TTTCCTCAATTCAGACCAAATGAAATAAACGAGTTACTGTCAAATCATGAACCTGCATTT
CTGAAAAACAGTAAAATGAACGCTGTCCGGAAAAGTGCATCAAATAAAGATGTTTGTAGA
ACCGCCTGA

>Rt-gjb3.1-XM_020511771-gjb3like
ATGGATTGGAAGACATTACAAGGTGTCCTTAGTGGTGTAAACAAATATTCTACAGGATTT
GGACGGATTTGGCTATCGGTGGTCTTCATCTTCCGGGTGCTCGTTTATGTGGTGGCAGCA
GAAAAAGTATGGGGCGATGACCAGAAGGATTTTGACTGTAACACCAGGCAACCTGGGTGC
ACCAATGTGTGTTTTGATCATTACTTCCCCATCTCCCACATCAGGCTGTGGGCTTTGCAA
TTGATTTTCATCTCTACACCTTCCCTATTAGTTGTCATGCATGTGGCCTATAGGAAAGAA
AAAGAAAAAAAATACCACATGAGGCACCCAGATACTAACACCAAACTGTATGAAGACACT
GGGAAAAAACATGGCGGTCTATGGTGGACCTATTTGATCAGTCTGCTTTTTAAAACGGTG
TTTGAAATTGCTTTCCTGTACATCCTTCACCGGATTTATGACAGTTTTGATATGCCTCGT
CTCGTCAAATGTGAGGAAGAACCTTGCCCCAATGTAGTAGATTGTTACATTGCTAGACCA
ACTGAGAAAAGAATTTTCACTTATTTTATGGTTGGGGCATCATCTCTTTGCATTGTAATA
AGTATATCTGAAATTATCTACTTAATCTCTAAAAGGTGTTTCCGGTTTTGTATGTTGCAT
TGTGGGAGAAGAAAATCAGTACTTGCTAAAGGTAAGACTGACTATCATCCCCACAAACTC
ATTCATATAAACCACTTACCGAATGGCAAGTCACTGGACTGCATTCATGCTTCTGCTCCA
GACCTCTCCGCAACGTAA

>Rt-gjb3.2-XM_020511769-gjb3like
ATGGACTGGGGGACTCTGCAAGGTGTGCTCAGTGGGGTGAATAAATATTCAACTGGATTT
GGACGGATCTGGCTGTCTGTAGTATTCATCTTTCGAGTATTGATTTATGTGGTGGCAGCA
GAAAGTGTGTGGGGAGATGAGCAGAGTGACTTTGACTGCAATACCCAGCAACCTGGCTGT
CCAAATAGTTGCTATGACCATTACTTTCCCATTTCCCACATTCGTCTATGGGCTCTGCAA
CTAATCTCTATCACCACACCTTCCCTGATGGTTGTCCTTCATGTAGCCTACCGAAAAGAG
AGGGAACGGAAGCACAGATTGAAGTATGGTGAGAATTGTTCCCAATTATACAAAAACGCA
GGGAAGAAACATGGTGGGCTCTGGTGGACCTATTTGATCAGTCTAGTGTTTAAAACCGGT
TTCGAAATCACTTTCTTATATATACTTCATCGAATTTATGATCGTTTTTATTTACCTCGT
CTTGTCAAGTGTTCCATGTTCCCTTGTCCAAATATCGTTGATTGTTATATTGCCAAGCCA
ACTGAGAAAAGGATCTTCACATACTTCATGGTTGGAGGATCAGCTCTTTGTACCATCCTC
AACATATCTGAAATACTATACCTACTTTTCAAACGATGCTTTCGATGTTGCAACAGGAGA
AACGAAAGGGAAGAGGAGAGCATGGCAAAGTCAAGAGGAAAAGAGCTTCGTAAAGGTACT
CTCGAGAATGGGATTATGCTGGAAGAATGCAACCACAAGGCCTAA

>Rt-gjb7-XM_020522167-gjb7like
ATGAGCTGGAGTTTACTCCGTGATGTTTTGAGTGGAGTGAATAAATACTCCACTGTTGTG
GGGAGAATCTGGTTGAGTATTATGTTCATATTCCGAGTCCTTATCTATGTGGTGGCTGCA
GAACGTGTCTGGAATGATGAACAGAAGGAGTTTACCTGCAACTCAAGGCAAGTTGGTTGT
GAAAATGTATGTTTCGACTACTTCTTTCCAGTGTCGCACTCAAGACTTTGGGCACTGCAA
CTTATCTTGGTTTCTACCCCTTCTCTTCTGGTTGTCATGCATGTAGGTTACAGGGAACAC
CGAGAGAAGAAGTACAAAAAAAAGCTGTACAAAGACAAAGGGAACATAGATGGAGGTCTG
TGGTGGACCTATTTCTTTAGCCTAGTGTTCAAAACAGGAGTTGAGTTCAGTTTCCTGTTT
GTGCTGGCATGGATGTACGATGGGTTCATTATTCCTCACCTTTTGAAGTGTGAGATCAAA
CCTTGCCCTAATGTGGTGGATTGTTTTGTTAGTCGGCCAACAGAAAAGACCATCTTCCTC
TACTGCATGGTTGCCTCCTCGGTTCTGTGCATACTGCTAAACATCTGTGAGATGAGTTAC
CTAATCATAAAACACTGCAGAGATATGTGTGAAAAGAGATCTGTCAAGCAGGAAAAACGA
TTGAAATGTGGATGCAGTCCTTTAGAAATGAATCAGCCTCAACGAAAAGGACTTAAAAAT
GGCACTTTGAGGTCTTCTGTAAGTATATGCACGTTGTAA

>Rt-gjb8-XM_020530114-gjb2
ATGAACTGGGGACAACTGCATCTGATCCTAGGAGGCGTCAACAGACACTCGACCAGCATC
GGGAAAATCTGGCTCTCTGTAATCTTCGTTTTCAGAATCATGATTCTGGTGGTGGCGGCC
GAGAGTGTCTGGGGAGATGAGCAGTCCGATTTTGTCTGCAACACTCTGCAGCCCGGCTGC
AAGAACGTGTGTTATGACCAATTCTTCCCCATGTCACACATCCGACTCTGGTGCCTGCAA
GTGATCTTTATCTCCACCCCTGCCCTCCTGGTGTCACTGCACGTTGCCTACAAACAGCAC
GAAGAGAAGAAATGCATGGAGAAACGGCAGGGCTTCTTGAAGAAGGAGGAAGTGGATGCC
CTGAGGAAGCAGAAAATGCGGATTGTTGGTGCTTTTTGGTGGACCTATGTCACCAGCATC
ATCTTTCGCATCCTGTTCGAGACGGTTTTCACTTACATGCTGTATTTCCTTTACGGTGGC
TTTCAGATGGCCCGGCTGGTGAAGTGTAGCGCCTCCCCCTGTCCCAATACCGTGGACTGT
TTCATTTCTAGACCCACCGAGAAGACCGTGTTCATCATCTTCATGACGGTGGTGTCCGGG
GTCTGCGGCCTCCTGAATGTGGCCGAGCTGTTCTATTTGTTGGTGAAAGCTTGTGTGAGG
CAGTCTCGCCGCAGGCACCACCCGCACCACCTCTCCAGGAGCAGAGAGCACCAACAAAAC
GAAATGAACGAACTCCTGTCCATTGACGCCAAACAGAAGGTGGCCTTGGAGCTGAACAAA
ACATCCTGA

>Rt-gjb10-XM_020530131-gjb4like
ATGAATTGGGCTTTTCTTCAAGGCCTGCTCAGTGGGGTGAATAAATACTCCACAGGATTT
GGCCGGATATGGTTGTCCGTCCTCTTCCTCTTCCGAGTCTTGGTTTACGTGGTAGCAGCA
GAAAGAGTTTGGGGAGACGACCAAAAAGACTTTGAGTGCAATGTCAAGCAACCTGGTTGT
GAAAATGTCTGCTTCGATTACTACTTTCCTGTCTCCCACATCCGACTGTGGGCTCTGCAG
CTCATATTTGTCTCCACTCCATCCCTGCTGGTGGTCATGCATGTAGCTTATAGAGAAGAA
AGGGAGAGGAAGAACAAGCTGAAAAATGGGGAGACCTGTCGCAGTATTTACAATGACACA
GGGAAAAAGATAGGAGGACTGTGGTGGACTTACGTTATCAGCCTTGTATTTAAAGCAGGG
ATTGATAGTGGGTTCCTATACATACTTTACACCATCTATAAAGACTTTGAATTGCCCCGC
CTTGTTAAATGCGAATTAGCCCCTTGCCCTAACACTGTGGATTGCTTCATTGCCAGGCCG
ACTGAGAAAACAATCTTCACTATTTTTATGGTTGTTACTGCAGCCTTGTGTGTTCTTATA
AATGTCTGTGAGTTCACATACCTTGTAAGTAAGAGAATTGTATCCAGTTGCTGTTCCTCA
GGCAAGCGAAGGCATTCAAGTCAATCCACAAGGGGCCCAACCACCTTATTTGAAAAGCCA
TCCAGTGCAAACGTCAATCCAGAAGATAAGTCAGTTGCTGGAAATCAAAGTCCAAATGTT
ATCATTCATTTGAATTCCTGAA

>Rt-gjb11.1-XM_020534238-gjb2like (100% id to XM_020532019)
ATGGATTGGCATTCCCTTCAATCTTTGCTCGGCGGAGTGAACAAGTACTCCACATCCCTG
GGGAAAGTGTGGTTCTTGGTCATTTTCATCTTTCGTCTCCTGGTCTTGGTGGTGGCAGCT
GAGACTGTATGGGGAGATGAACAGAGTGACTTTGTGTGCAACACACAGCAACCTGGTTGC
AGGAATGTGTGCTACGACCGTTTCTTCCCCATCTCCCATATCAGGCTGTGGGTTTTCCAG
CTCCTCTTTGTGTCCATTCCATCATTTCTCATCAGCATGCATGTTCATCAAAGGAAGAAA
TGCAAGAAGAATATAAAAATCTTTAATCGGAATGCAGATTTGCAGAAAGTAAAAATCGAT
GCCCCTCTTTTACGAACTTACTTGGTCAGCATTTTGTTTAAGTTGCTGTTTGAAGCTGTC
TTTATGTTCTTGTTCTATTGGATTTATGAAGGCTACAAGATGCTCAGACTTGTCAAATGC
AGTGAATATCCCTGTCCTAATACCGTGGATTGTTTCATTTCTAGACCAACTGAGAAAACG
ATCTGTACGATTTTCATGTTGGTGACTTCAGCTGTATGCATCTTGTTGAATGTTGCTGAA
CTATGCTACTTAATTGTAAAATACTCAATTTTTCAGTACAAGCTCTGTATTTCCAACAAA
AACCAATAA

>Rt-gjb11.2-XM_020532016-gjb2like On same contig (LVEK02041159) as XM_020534238, located 6500 nucleotides apart.
ATGGGATGGTATTTCCTTCATTCTCTGCTGAATGGGGTCAACAAGTACTCCACATCCCTG
GGGAAAGTGTGGCTCTCGGTCATTTTCATCTTTCGTCTCCTGGTCTTGGTGGTGGCAGCT
GAGACTGTATGGGGAGATGAACAGAGTGACTTTGTGTGCAACACACAGCAACCTGGTTGC
AGGAATGTGTGCTACGACCGTTTCTTCCCCATCTCCCATATCAGGCTGTGGGTTTTCCAG
CTCCTCTTTGTGTCCATTCCATCATTTCTCATCGGCATGCATGTTCATCAAAGGAAGAAA
TGCAAGAAGAATATAAAAATCTTTAATCAGAATGCAGATTTGCAGAAAGTAAAAATCGAT
GCCCCTCTTTTACGAACTTACTTGGTCAGCATTTTGTTTAAAATGTTGTTTGAAGCCGTC
TTTATGTTCTTGTTCTATTGGATTTATGAAGGCTACAAGATGCTCAGACTTGTCAAATGC
AGTGAATATCCCTGTCCTAATACCGTGGATTGTTTCATTTCTAGACCAACTGAGAAAACG
ATTTTCACTCTCTTCATGTTAATGACTTCAGCTGTATGCATCTTGTTGAACGTTGCTGAA
CTATGTTACTTAATTGTCAGGTATTGTGTTATGCAATGGAAGAAAAACATTTTTGCTGCA
ACAAGAAGCAATGAAAACAAAAAATTAACAGTTGCTCTTAGTTCGTCGAATATCAGCACA
ACAAAATTTGACAATGACCAAAAGAGCAGTTCTGATATCACTTCTATATTTTAA

>Rt-gjc1-XM_020534988
ATGAGCTGGAGTTTTCTGACGCGCCTTCTTGAGGAAATCCATAACCATTCCACATTCGTT
GGTAAACTGTGGCTGACTGTCCTTGTTATATTCCGCATTGTGCTGACAGTGGTTGGAGGA
GAATCTATTTACTACGATGAACAGACCAAGTTTGTTTGCAATACCCAACAGCCAGGTTGT
GAGAATGTTTGCTACGATGCCTTTGCTCCGTTATCCCACGTGAGATTCTGGGTATTCCAG
ATAATTCTGATTGCAACCCCATCTATTATATATCTGGGTTACGCTGTGCACAAAATTGCC
GCAACAGAAGATCATGAATACGAACAGCGGAAGCCAAAGAAACACCAGTATGCAGTGCAG
TGGAAACAGCACCGTGCTTTGGAAGAAGCTGAGGATGATAACATAGAGGATCCCATTCTA
TATCCAGAGATAGAACTGCATAGTGATAAAGAGAACCAAGATCACAAAAGCCTGACCAAG
CATGATGGGAGGCGTCGCATAAAAAGGGATGGTCTAATGAAAATTTATGTTTTGCAGTTG
CTCGCCAGGACTGCCTTTGAGTTGAGTTTTCTTGTGGGCCAGTATATTTTGTATGGCTTT
GAGGTGACTGCGAGATATCAGTGTGAAAGGGATCCATGCCCTCATAAAGTAGACTGCTTC
GTATCTAGGCCAACAGAAAAGACCATTTTTCTGCTAATAATGTATGCAGTAAGTTGCCTT
TGTTTAATAATAGACATATGGGAGTTGATTCATTTGGGATTTGGCATGATCAGGGATATA
CTGCGAAACAAGCAAAACTCAATGACAGAGGCAAATTACAGTTACCCATACACGTGGAAC
ACCCCTTCAGCTCCCCCTGGTTACAACATTGCAGTCAAACCAGATCAGATTCCATATACA
GAACTTTCAAATGCTAAAATGGCTTGCAAGCAAAATAAGGCTAATATTGCTCAGGAGCAG
CAATATGGTAGTAATGATGAGAACATCCCAGCCAACTTGGAAAGTGTGCAGCAACAGCTG
AAACTGGCTCAGGAGCGACTGGACCTGGCTTTCAAGGCTTACAATGAGCACAGTAACTCC
TCAAACCATCCCAAAGACAAGAAGAAGTCTGGATCAAATAAGAGCAGCATAAGCAGCAAA
TCTGGAGATGGGAAAACCTCTGTGTGGATTTGA

>Rt-gjc2-XM_020527889-gjc1like (99.8% id to XM_020527891)
ATGAGCTGGGCCTTCTTAACACGTCTTCTTGAAGAAATCCACAATCATTCCACCTTTGTT
GGCAAGGTATGGCTGACAGTGCTGATTATTTTCCGCATTGTGCTGACTGCAGTTGGAGGG
GAGTCTATATATTCTGATGAGCAGAGCAAATTTGTCTGTAACACCAAACAGCCTGGGTGT
GAGAATGTCTGCTATGATGCATTTGCACCTCTCTCCCACGTGAGGTTCTGGGTTTTTCAG
ATCATCATGATATCTACCCCATCTGTAATGTATCTTGGCTATGCCATCCACAAGATTGCC
AGATCTACTGAAGAAGAAAAGAAGAACAAGTTCTTCAAGAAAAAAAAACTGCCAACAGTA
CGATGGCAAGTCCACCGTAATTCGGAACAAACAGAGGATGAAGATGAGGAGGAGCCAATG
ATTAATGATGAAACAGAAAGTGAGAAAAGAGTCTGTAGTAATGAAAAGCATGACGGAAGA
CGACGCATTTTGCAAGAAGGTCTGATGAAAATGTATGTTTTCCAGTTGATTTTCAGGGCC
CTATTTGAGGTGGCTTTCCTTCTGGGACAATATTTTCTATATGGATTTGAAGTTAATCCA
TCCTATGTCTGTACTAGAATTCCCTGTCCTCACACTGTGGACTGCTTTGTCTCAAGACCG
ACAGAGAAGACGGTTTTCCTCATTGTAATGTATGTAGTCAGCTGCCTTTGCCTAATTCTT
AATATCTGTGAGATGTTCCATCTGGGCTTTGGAACCATCAGAGATATAATCCGTAGCAAA
CGGCGCAACCAGAGCAACATGCGACCTTTCCCTTACCATTATCCTCGGAACATTCCATCA
TCGCCACCAGGATACAGTCTGGTGGTCAAATCAGACAAGTCCACCAAGGTTCCAAATGGT
CTTTTGGCTCATGAGCAAAACTTAGCTAATGTAGCCCAAGAGCAACAGCCCACTAGTCCA
GATGACAACATCCCGCCTGACTTGGCCAGGCTCCACAAGCACCTGAAAGATGCCCAGGAG
CAGTTGGATATTGCTTTTCAGAGTTATAACACTCAAGAGAATGCACTCAAATCCAGGACC
AGCAGCCCAACATCAGGAGGTACTGTAGTGGAGCAAAACCATGTCAACACTGCTCATGAG
AAACAGGGTGCTAAGCCCAAACCTGTCTCAGAGAAAGGCAGCTCCAGTAGCAAATCTGGA
GATGGAAAAACATCCGTTTGGATTTAA

>Rt-gjc4.1-XM_020517472-gjc1like
ATGAGCTGGGCTTTCCTGACGAGACTCCTCGAGGAGATCCATAACCACTCCACGTTTGTT
GGCAAGGTCTGGCTGACCGTCCTCATTGTCTTCCGCATTGTTTTGTTGGCAGTTGGTGGT
GAGCCTATCTACCATGATGAACAAAGCAAGTTCACATGTAACACTCAGCAACCAGGTTGT
GAGAATGTTTGCTACAATTCCTTTGCACCGCTGTCGCACCTCCGGTTCTGGGTCTTCCAA
ATCATCATGATCACGGTGCCATCCATTATATACCTTGGCTATGCCATACACCGGATAGCC
CGGATGGAAGGTGCCCAGCCAAAACCCAAGAGAAAGATACCCATTGTGCATCGGGGACCT
GCCCGGGATTATGAGGAGGCAGAGGGTGATGACGAGGAGGACCCCATGGTCTGCGAGGAA
ATTGAGCATGAACCCGAGACTGAAGATGACAAGAAAACTCCTGAGAAGAAGCCACATGAT
GGCAGGAGGCGTATCAAGGAAGATGGACTTATGAAGATGTATGTCGTCCAGCTCCTGATG
AGAACTCTGTTTGAAATTGGTTTCTTGGCTGCACAATACTTTCTATATGGGTTTGAAGTG
CTTCCTGGCTTTGTGTGCAGTACGATTCCTTGTCCATACACCGTCGACTGTTTTGTGTCA
CGTCCCACAGAGAAAACCATCTTCCTGTTGGTAATGTATGTGGTCAGTGGTCTCTGCTTA
TTGCTCAACTTTGTTGAGCTCTTCCACCTTGGCCTCGGTGGCATCAGGGATGGCTTGAGG
GGCAGGCGGCAGGCCTCTCACCTGTATTACTCCTCCAGGAGCAACCACTACGACCCTCCG
GGCTACCACTCTGTGCTTCAAAAGGACAAGACCAAGCTGGGCAATGGGAATGTGCCGTAC
CACAACAACTTTGGCGCTCTGGGGCCGGAGAGTTTTGAGATGTCTGAGGTAGTTCACCGA
CACCTAAAGCTTGCTCAGGAGCAACTGAACATGGCATACCAAGCATCAAGAGAGCTCCCT
CATCAACCGAGAAGTGGCATTCCTGAGTCAAATTGTACAGCTATTGAGCAGAACCGACTG
AAATTTGGCCAGGAAGGTGAAAGCGCTTGTGCTAAAAAAGCAG

>Rt-gjc4.2-XM_020520138-gjc1like
ATGAGTTGGTCCTTCCTGACGAGACTCCTCGAGGAGATCCATAATCACTCCACGTTTGTT
GGCAAGGTCTGGCTGACCGTCCTCATTGTCTTCCGCATTGTTTTGTTGGCAGTTGGTGGT
GAGCCTATCTACCATGATGAACAAAGCAAGTTCACATGTAACACTCAGCAACCAGGTTGT
GAGAATGTTTGCTACAATTCCTTTGCACCCCTGTCCCACGTCCGGTTCTGGGTCTTCCAG
ATCATCATGATCTCAGTGCCATCCGTCATGTACCTTGGCTATGCCATACACCGGATAGCC
CGGATGGAGGGTGCCCAGCCAAAACCCAAGAGAAAAATACCCATTGTGCATCGGGGAGCT
GCCCGGGATTATGAGGAGGCAGAGGGTGATGACGAGGAGGACCCCATGGTCTGCGAGGAG
ATTGAGCATGAACCCGAGACTGAGGCTGACAAGAAAACTCCTGAGAAGAAGCCACATGAT
GGCAGGAGGCGTATCAAGGAAGATGGACTTATGAAGATGTACGTCTTCCAGCTCCTGATG
AGAACTTTGTTTGAAATGGGTTTCCTGGCTGGCCAATACTTTCTGTACGGGTTTGAGGTG
CTTCCTGGCTTTGTGTGCAGTACGATTCCTTGTCCATACACCGTCGACTGTTTTGTGTCA
CGTCCCACAGAGAAAACCATCTTCCTGTTGATCATGTATGTGGTCAGTAGTCTCTGCTTA
TTGCTCAACTTTGCCGAGCTCTTCCACCTTGGCCTCGGTGGCATCAGGGATGGCTTGAGG
GGCAGGCGGCAGGCCTCCCGTTCCCATCGCCCCTCCAAGAGTACCCCTTACGCCCCTCCG
GGCTACCACTCTGTGCTTCGCAAGGACAAGACCAAGCTGGGCAATGGGAATGTGCCGTAC
CGGGACAACCTTGGTGGACTAGGGCCAGGTAACTTTGAGATGTCCGAGGCAGTTCACCGA
CACTTAAAGCTCGCACAGGAGCAGCTGAACATGGCGTATCGGGCATCAGGAGAGCTCCCT
CACCAACCGAGGAGTGGCAGCCCTGAGTCAAATGGCACAGCTGTTGAGCAGAACCGACTG
AACTTTGCTCAGGAGAGGGATGGTGCCTGTGCTGACAAAGCAGGTCTGCGTGGGTGA

>Rt-gjd1-XM_020516569-gjd2like
ATGGGTGAGTGGACAATTTTGGAGAGGCTCCTGGAAGCTGCAGTCCAACAACACTCTACT
ATGATCGGAAGGATCCTCCTCACAGTGGTGGTGATCTTCCGAATCCTAATTGTTGCCATA
GTAGGGGAGACAGTCTATGAAGACGAGCAGGCCATGTTCATGTGCAACACTCTTCAGCCG
GGCTGTAACCAGGCATGTTACGACAGAGCTTTCCCCATCTCCCACATCAGATACTGGGTC
TTCCAGATCATCCTGGTGTGCACGCCTAGCCTCTGCTTCATCACGTACTCTGTGCACCAA
TTGTCTAAGCAGAAGGAAAAACGTTTCTCCATGCTCTGTCCACTTCTGGATCGGGATTCC
ACCAGGGTTTCCACGGAACAGAAGGAGGACAAAAGGCCAAGATGTAGTCTTGTCAATGGG
ATCCTGGGCCAGAGTCCTGAGGGATATCCAAAGGCACTGGATGTAGACTACATGGAGGGA
AAGAAGCTGTCTAATCTCTCAAGTTGGATCAGTAGCAAAAGCATGAAGATGAAATGTCAG
GAGGGCATCTCGAGATTTTACATTATCCAGGTAGTCTTCAGGAATGCCTTGGAGATCGGC
TTCTTGATGGGACAGTACTTCCTCTACGGGTTCAGTGTTCCTGCGATCTTTGAGTGTGAC
CGGTATCCATGTGTTAAGGAGGTGGAATGTTATGTGTCCCGACCAACGGAAAAGACAGTC
TTCCTGGTCTTCATGTTTGCCGTCAGTGGCATCTGTGTGGCTCTGAACCTAGCGGAGCTC
AACCATTTGGGCTGGAGGAAGATCAAGGTGGCCGTCAGAGGGGTACAAGCCAAGAGGAGG
TCCGCGTTTGAGGTTAGGAAGAAGGTCCTGCCGTATTTCGGCAGCCAGGGGAGGACCCAA
TCCAGTGAGTCTGCGTATGTCTGA

>Rt-gjd2-XM_020527536
ATGGGAGAATGGACAATTCTAGAGAGGCTGTTAGAGGCAGCCGTCCAGCAACACTCCACA
ATGATAGGAAGGATTTTGCTGACAGTGGTCGTGATCTTCCGGATCCTGGTCGTGGCGATA
GTCGGAGAGACGGTGTATGATGACGAGCAGACCATGTTTGTCTGTAACACTCTGCAGCCG
GGCTGTAACCAAGCTTGTTATGACAAGGCTTTCCCCATCTCCCATATACGGTACTGGGTG
TTCCAGATCATCATGGTGTGTACTCCCAGCCTTTGCTTTATCACTTACTCGGTCCACCAA
TCCTCCAAACAGCGGGAGAGACAGTACTCCAGTGTGTTCATCACTATGGAAAAGGACAAG
AAGAGAGAGGACAATAAGATTAAAAATACAGTAGTGAATGGGATTCTCCAGAACTCAGAA
AACTCCATGAAAGGGACAGACTTTTTAGAAGTTAAAGAAATACAAAACTCCTCTGCCAGA
AACAGTAAGATGTCAAAGATACGAAGGCAGGAAGGAATCTCTCGTTTCTACATCATCCAA
GTTGTTTTCAGGAATGCTTTAGAGATTGGTTTCCTCATGGGGCAGTATTTCCTCTATGGT
TTCAATGTCCCTTCTATGTATGAGTGTGACCGCTACCCGTGTATTAAAGAGGTTGAATGC
TACGTGTCCAGACCCACGGAAAAGACGGTCTTTCTTGTCTTCATGTTCGCAGTGAGCGGA
CTCTGTGTCATTTTGAACCTGGCAGAACTGAATCACCTGGGCTGGAGGAAGATCAAGACA
GCAGTCAGGGGGGCGCAGGAGCGGCGGAAATCCATCTATGAAATCAGAAACAAGGACTCA
CCGCACCGAATGGGGGTACCTAACTTTGGAAGAACTCAATCCAGTGACTCAGCTTATGTG
TGA

>Rt-gjd3-XM_020525199-gjd3like
ATGGGAGAATGGAACTTCCTCAGCGATCTCCTCGATTCCGTCCAGAGCCACTCGCCTATG
CTGGGTCGCATTTGGCTTCTCCTGATGATAATTTTCCGGATGCTCGTTCTGGCCACGGTG
GGCAGTGACATTTTTGAGGACGAGCAAGAGGAGTTTGCCTGCAACACGCTGCAGCCGGGG
TGTAAACAGGTCTGTTACAACAAGGCCTTTCCTATTTCACCTTTCAGGTTCTGGGTGTTC
CACATTGTGATTCTGTCCATCCCAACCCTACTGTTTGTGGTCTATGCTGTGCAYCAGTCC
TCGAAGGATAAGAAGCCAGAGAACGTTAGCATCATCGAAAGTAAAGGGCTGGCCTCTGAA
GGGCCAAGATTACAGAAATTCTACTTGATTCAAGTGATTCTGCGTCTGCTCACTGAGATC
GGCCTCGTCGTTTGTCAGTTTTTAATATATGGCTTTACGATCGAACCCCAGTTTCTCTGC
ACCGGCTTCCCATGCCCTCACACTGTGGACTGTTTTGTTTCCCGTCCAATGGAGAAGACA
GTGTTTTTAATGTTCTACTTCGTAATTGGTGTCCTTTCTGCAATTGTTAGCTTTGTAGAA
TTGGTCCACGTTATTCGCAAATTGTTTTATCGGAAGCCACTGAAAGCCTGCGAGCAACAA
AACCGGTCAAACAGTGACTATGAGAAAGGTAGGGATCCCCACGCAGTCCGGCTGATAGAG
AAGAAAAGTGCAATCAGTTGCAACACCAACGATTCTGACATAGAGTCTACTCACAAGAGC
AAATCATTAGACAGCAGTAACAGTGCAAGATCCTCACGGTCAAGTACAAAGAAACCCCCT
CTTCATATCTAA

>Rt-gjd4-XM_020534018-gjd4like
ATGGGAAGGTTGAACAATCTGAGTTTAGTGACTCTCGCCCTCAACTACAACCTTACAATA
GTCGGGAAGGTCTGGATCACAGTGATGGTAGTGTTCAGGCTACTGGTGATCATTGGTGTT
GGCTATCCTCTGTACCAAGACGAACAAATGAAATTCACTTGTGATACCATGCAGCCAGGA
TGCTCCAATGTGTGCTACGATGCCTTCTTCCCTGTATCCCACTGCAGATTTTGGTTTGTA
CAGGCCATCGTGCTCTGCTTGCCTTTAGCTTTTTTCATCCTGTATGTGGCCCACAGGGTG
CCAATGCAAAACGCAAAAGCAAGTTCCATCCAGTGTCTGCAAAATCCGGCTGAAACGTCG
TCAACCAGGAAAGAGGCTGTGGGAAGTACTTCCTTGACTAGGAAAAGCCAGGAGACAAAT
CTCCATTTGACAGACAGCCACGAGGAAGCCAAGGCTGCAACTGAAGACCTCAGAATAGGA
CAAAGAATTCTTAATTTCTGTGAGGCATATGTGCTTCAGTTACTTCTGAGGACTTTGTTG
GAGGCAGGATTTGGTGTTGGCCAATATTACTTGTTTGGCTTTTTTGTCCCAAATCGGTTT
GTCTGCTCCAGTTATCCGTGTGCCAACAGAGTGACCTGTTATCCCTCCAGGCCCACAGAG
AAAACATTGCTGGTTAATTTTATGTTTGGGGTCACTGCATTTTCCTTTCTCCTGAACTTT
GTGGATCTGATTTATGTAATTAATCAGGCTGTCAAACAAAATAAGAAGAATAAGTTGCGG
ATGAAACATTTTTATCAAGCAGAGTCCTATCATGACATACCAAGTGACACCCACGAGCTT
CCTGAATTCAAAGTAGTCCAAGAGCATGAAATGCATGTGAGGGAAAGGCGAGAGAGTGGC
GCAAGTGTAGGCAGTGGAGGAAAACCTTCCAAGGCAGGGCAGGAGGAAGGTGCTTATGTA
CACTCAGAGGTGCTGTCAGAGGACGTGGCTCTCTCTAACACCAATAGCAACAACACACAT
CTCACCGTGCTCACATCAAGCCCTGCTTCTATAGGAGGATCCCCTGACAGCAAGTTGGCT
GTCTTTGAGAAGGGGCAGGGGACATCTCCTCATGCCTTCAGCAGCTATGCAGCCTGCGTG
CCGGGTCAGCAAGGCTCTAGATTACGGCAGCACGCACTACCGAAACCTGCCCAAACTCCA
ATGAGCAACAGTCAGCTGATAGAGGAGTATAGGCTTGTTCATATGCGGGTCACAGACAGC
GAGTCAAATTGCAGCAAAGGCAGCAGGAAAAAGAAATCTGAGTGGGTTTAG
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>Le-gja1-AESE010038596:2726R
ATGGGTGACTGGAGTGCCCTTGGGAAGCTATTGGAAAAAGTACAGTCACATTTGACTCCG
GGAGGTAAATTGTGGCTCACTGTGCTCTTCATTTTCCGTCTCTTGGTGCTGGGCACTGCG GTGGAATCAGCCTGGAACGATGAACAATCTGCATTCACATGCAACACATTGCAACCAGGT TGTGGTAATGTCTGCTATGACAAGTCCTTTCCTATATCCCACCTTCGATTCTGGGTCCTT CAGTTTATTTTCGTCTCCACACCGACTTTGGTCTACCTTGCCCACGTCTTTCGCATCTCT CACAAAGAGAAGAAAATATCTAAGAAGGAATCATATTTGAGGACACTCCAAGAACGTGGC GAAGATGTGGGTCTGCACTTGAAACAATTAGAACTAAAGAAAATTAAGTATGGTCTGGAG GAGGAGGGCAGAATTAAAATTAAAGGATCCCTCTTGCGCACTTATTCTGTCAGTATAATC TTTAAAATAATTTTCGAAGTGGCTTTTATATTAACTCAATGGTGCATTTATGATTTCAAA TTCATACTGAATGCTATTTACACCTGCGAGAGGTATCCATGCCCACACAAAGTAGACTGC TTCCTGTCACGACCCACAGAGAAGACCATCTTTGTTATATTCATGCTGGTGGTATCCGTT GCATCAGCTATGCTAAATGTGGCAGAGCTGTTCTACATTGGCTTCAAAACTACAGCGGAC CATGTCAAACAGAATAGGAATTTATTTCAAGACTCTCAAAAAACAGGCTTGAATACTCTC AAAGACTCCTCTGCATTGAAGTATGCCTATTTCAATGGGTGTTCCGCGCCAACTGCACCC ATGTCCCCTCCTGGATACAAGCTTGCTACCGGGGAAAGGAATATGTCCTCTTGCCGAAGC TACAATAAGCAGGCTAATGAACAAAACTGGGCAAATTACAGCACAGAACAAAACCGGATC GGTCAGGCCGGTAGCACCATTTCCAACTGCCATGCACAGGCGTTTGATTTCCGTGGTGAA CAGCCAACCATGCAAAAGCTATCATCTGTTACAGAACTGGAACCAATTGGTCTCACGGAA CAGAGGCCTCCCAGTAGAGCCAGCAGTAGAGGAAGCAGCAGGCCTCGACCAGATGACCTT
GAGGTCTAA

>Le-gja2-AESE010207137:63F
ATGGGTGACTGGAGTTTGTTGGGCAACTTGCTGGAAAGTGCCCAGGAGCACTCCACGGTG
GTGGGCAAAGTGTGGCTGACCTCCCTGTTCATCTTCCGCATCCTGGTGCTGGGCACGGCC ACGGAGAAGGTGTGGGGAGACGAGCAGTCCTTCTTCACCTGCGACACCAAGCAGCCCGGC TGCCAGAATGTGTGCTACGACCGCATCTTCCCCATCTCCCACATCCGGTTCTGGGTGCTG CAGATTGTCTTTGTGTCCACGCCCACCCTGGTCTACCTGGGCCACATCTTCCACCTGGTG CGGATGGAGGAGAAGCAGAGGCAGAGGGAGAAGGAGAGGCTGAACGGCTACCCTGCTGGG GAGAAGGAGGCTCTCATGCAGAACGCACGCAACATCAAGAGCCCAAGCTTAGACCAGCAG GGGAAAGTCCGATTGAAAGGGGCCATCCTACGCACTTATTTGTTCAACATCATTTTTAAA ACCCTCTTCGAAGTAGGCTTCATCTGGGCCCAGTATTACCTCTACGGCTTTGAACTGAAG CCCCTTTACAAATGCAACTACACGCCCTGCCCAAACACTGTGGACTGTTACATCTCCCGC CCAACAGAGAAGACTGTGTTCATTATCTTCATGCTGGCCATGGCTTGTCTGTCTCTCCTC CTCAACGTGATCGAGATCTGCCACCTGGGACTCAAGAAGTGCCGGAGGAGCAGGGAGGAG AGGCTGGCTCAGGGCAGCGAGAGGATGGCCGCTTGCGCCCCCAGCTACCAGTACTTTGCC AGCCACGGTGGCCCCCAGCTCTACGCCGTGCCCCCTCTGGCCGAGCCCGAGCCCGTGTGC CACCCCTACACCAGCAACCTGTCCAGCAAGCAGAACCGAGACAACTTCGCCCTGATGGAT GACAAGCAGGAGGATGTCAACCCCGCCCTGCCCACCACCAAACTCACTGAGCAGAGGCGT AACAGTGACAGGAGCAAGGCCAGCAGCCGCAGCAAGAGCGACGACCTGGCCATCTAA

>Le-gja3-AESE010081286:378F 
ATGGGTGACTGGAGTTTTCTGGGAAGGCTTTTGGAGAATGCACAGGAACACTCGACTGTG
GTAGGCAAGGTTTGGTTGACTGTGCTCTTCATTTTCCGGATCCTGGTGCTGGGTGCTGCG GCCGAGGAGGTCTGGGGGGATGAACAATCCGACTTCACCTGCAACACCCAACAGCCCGGC TGCGAGAACGTTTGCTATGACAAGGCATTCCCCATCTCCCACATACGGTTCTGGGTGCTG CAGATCATCTTCGTCTCCACGCCCACCTTGATCTACCTGGGCCACGTGTTGCACATCGTG CGGATGGAAGACAAGAGGAAAGAGAGGGAAGAGGAGATCAGGAAAGTCAAGGATCAAGGA GACAAAGAACTGTTGCTTCAAAATGGCAAGAAGGGCAAACTTCCTTTTAGGGATGAACAT GGTAAAATCCGAATCCGAGGCGCCCTTTTACGCACTTATGTTTTCAATATAATTTTCAAG GCGATGTTTGAAATTGGATTTATTGTAGGTCAGTATATCTTGTATGGCTTTGAGCTTAGA CCTCTGTACAGGTGCGATAGATGGCCATGTCCCAACACCGTGGACTGCTTCATCTCACGG CCAACGGAAAAGACTATCTTCATCCTATTTATGCTTGTGGTGGCTTGCGTGTCCCTTTTA TTGAATCTGTTGGAAATCTATCACCTGGGCTGGAAGAAGCTGCGGCAGGGAGTGACCAAC CGGCACCCCGTGGACATGCAACACAAGGCCGAGCCGGTGACCCCGCTGGCCAGGACTGTG CAGAGCAGCTTCACCTACCCTTACTTCCCCGACACGACGGAGGGTCCCCACCCCTACCCG GGGGCGCCGTCCGCCGACTACAAGCTGGCGGCGCTGCCCGAGGACCGGCCGCCTTGTGCG GGCTACAACAACAACAAGCTGGCGGCCGAGCAGAACTGGGCCAACTTCGCCGCCGAGCAC ACCCGCGAGTTGAAGCCCGGTGGTGGAGGAGGAGGAGGAGGAGATGGTGGAGGAGGTGGT GGAGGTGGAGGAGGTGGAGATGGTGGAGACGGCGATGGAGGCCGCGGCGGCAGCGCCCCC CCTCCTGCCGCGCCGGCGCCTCCCACGCCGACTAATGAGGACAGCGACGGCCACGTGAC

>Le-gja4-AESE010061894:375F 
ATGGGAGACTGGAGTTTTTTGGAAAAACTCCTTGATGAAGTACAGGAACATTCGACTGTG
ATTGGCAAAATCTGGCTCACCGTCCTCTTCATCTTTCGGATTCTGATCCTGGGCACGGCC GCAGAATACGTCTGGGGTGATGAGCAGTCGGATTTTAACTGCAACACGGGGCAGCCAGGT TGCGAGAATGTCTGCTACGACAAAGCCTTTCCGATCTCACACGTCCGCTACTGGGTGCTG CAGATCCTCTTCGTGTCAACACCTACGCTTATCTACTTGGGCCACGTCCTGCACATATCA AGGAAAGAAGAGAAATTCAAGCAGAGAGAAGAGGCGTTGAGGTCCCAGCCGAACAAGGAC AGCCAAACTGAACTCCTTGTCAAAGAGATTGCAATAAAGAAGCAAAAGTACGGCATTGAT GACTCGGGGAAAATTAAAATTAAGGGAGCACTAATGCTCACCTACACACTAAGTATTGTC TGCAAAATGATATTTGAACTGAGCTTTTCCTTTGGCCAGTGGTACTTATATGGCTTTACA ATGCCAGCAATTTATGTCTGCCAAAGAATACCCTGCCCACACCAAGTGGATTGCTTTATA TCTCGTCCTACGGAAAAGACTATTTTCATTTTATTTATGTTTGCAGTATCTCTGATATCA CTCGTGCTAAACCTTCTAGAAATATTCCAGCTCGTCGGCAAGTGTATTATTAAAAACATT CAGGCCAAACCCGACAAGCGGATCTATCTAAAACCCTCTGACTTTCCAGGGACTCCCTAT ATGGAAAAGGAATCGTTGCCAATGGAGTACATGTACACAACTGTGGAAGGGGCCCACGGG CATTACCAAAGCTGCAACAAGTCTTCTTCTGAACAGAACTGGACGAACTACACTACAGAA CAGAGACTGGCAGACCACATGGTCAATCCCATGCCGTATAACCTCTTGAGGGATGTCCCT GAATTGGTAGACCAAGCCTCAATACAAAGGCCAAGACCTGTGAGTCCAGCCAGCAGTCAA AGCAGTAGAAGGCGGCAAGATGACGTTGCAATCTGA

>Le-gja8-AESE010045191:155F
ATGGGTGACTGGAGTTTCCTGGGAAACATTTTGGAAGAAGTTAACGAGCATTCTACGGTC
ATCGGGAGAGTATGGCTGACAGTTCTGTTCATCTTTCGCATTCTCATCCTTGGTACCGCT GCCGAGTTCGTGTGGGGGGATGAACAGTCAGACTTTGTGTGCAACACCCAGCAGCCGGGT TGCGAGAACGTGTGCTACGATCAAGCCTTCCCCATCTCCCACATCAGGCTGTGGGTCCTC CAGATCATTTTCGTCTCCACGCCGTCCCTGGTCTACGTTGGCCACGCGGTCCATCACGTC AGGATGGAGGAGAAGAGGAAAGAGAGGGAGGAAGACGTGAACAGGCAAGAGGTGAACGAG GAGAAACTGCCTTTAGCCCCAGACGAAGGCATCAAGGAGCCCAGCAAAACAAACAAGAAG TTCCGCCTGGAGGGCACCTTACTTCGAACATACATCTGCCACATCATCTTCAAAACCATT TTTGAAGTTGGTTTTGTAGTTGGCCAGTATTTCCTCTATGGATTCCGCATTCTACCACTC TACCGCTGCGGTAGATGGCCTTGTCCCAACACCGTTGATTGTTTCGTGTCTAGACCAACC GAGAAGACAGTGTTTGTCATATTCATGTTGGCAGTCGCTTCGGTATCTCTCTTCTTGAAT TTCATCGAAATAAGCCACCTGGGTTGGAAGAAGATCAGGTTTGCTTTTCGGAAGAATGGC CAGCAGCCGGTAGATTACCCGTCGCAGAAACTCTTCCACTCGATTAGCGTGTCTTCCGTG CAGAAAGTGAGAGGTTATAAACTGCTCGAAGAAGATAAGCCGATGACCCACTTTTACCCA ATGCCAGAGCCTGTCAATCCAGCTCCCTTAATCGGCTACCAAGAAAAAGTCAAGAGCGTT GAGCCAGTGGGAGATATGATTAAAGTCTACAACGAGACGTTGCTCACCTACGAACAGCAA GACGACGCGGAACCAGAACTCCAAGCTGGCGCAGAACCACAAGTGGACCCGGAATTTGTG GCGGAATCTGAACCTGCGCCTTTGGCAGAAGCGGAGGAAAACGGCGAGACCACGGAGCCG GAGCCACCGGCGGGAACGAGCGAAAGTCTACCAGCTACAAGACCCTTGAGCAGTTTAAGC AAAGCAAGTAGCCGAGCTCGGTCAGACGATTTAACAGTTTGA

>Le-gja9-AESE010088732:830R
ATGGGCGACTGGAATTTCCTTGGAGGGATTTTGGAAGAAGTACACATCCACTCCACCATC
GTTGGGAAAATATGGCTGACCATCCTATTCATATTCCGCATGCTTGTCCTGAACGTGGCC GCTGAGGATGTGTGGAACGACGAGCAGTCAGAGTTCTTCTGCAACACCGAGCAGCCAGGG TGCCGCACCGTTTGCTACGACAAAGCTTGCCCCATCTCCCTCATCCGATATTGGGTCTTG CAGGTGATCTTCGTGTCTTCTCCGTCCCTGGTGTACATGGGCCACGCCCTGTACCGGCTG AGGGCGCTGGAGAAGATGAGGCAGAAGAAGAAAGTCGAGCTGAAGGGTGAACTGGAAGAG CCGGAGACAATGTTGGAAGATAGGCGCAGGTTGGAACGCGAGTTGAGACAGCTGGAGCGC AGAAAGTTAAACAAAGCTCCACTGAGAGGTTCTCTTCTGCGGACCTACATCTTGCACATC CTCACCAGGTCTGTGTTCGAGGTGGGGTTTATGTTGGGACAGTTTTTGCTCTACGGACTG GGATTGGATCCTCTGTACAAATGCGAGCGGTTCCCCTGCCCCAACGTGGTCGATTGCTTC GTGTCAAGACCTACAGAGAAGACCGTGTTTATGTTGTTCATGCTGAGTATTGCTGCAGTT TCCTTGTTCTTAAACATCCTGGAAATCATTCACCTGGGCTGCAAGAAGATCGAGTTGGGG CTCTTTGGCTGTTATCCCAGACTGAAGGAGGAAGTGGGAGACCTGTACATGAACAAATCG CAGAAAAACTCTAGTGTTCAGCAAATCTGTGCCGCTGTCTCTCGGCCCTC

>Le-gja11-AESE010041979:1670R
ATGGGGGATTGGACTCTACTTGGAAGACTGCTGGACAAAGTTCAGGCACAATCTACAGTG
ATTGGGAAAATTTGGCTCACCGTATTATTTATCTTCAGGATCTTATTGCTTGGATCTGCT GCAGAGAAGGTTTGGGGTGACGAACAGTCTGGCTTCCTTTGCAACACACGCCAACCTGGT TGTGAAAACGTCTGCTATGACGAAGCTTTTCCAATTTCCCACATTCGCTTTTGGGTTCTT CAGATCATTTTTGTTTCAGCACCTACCTTGCTGTACCTTGGACATGCTGTACATGTTGTC CACTTGGAGAGAAGACAACACATTGATGAACAAATCTTCAGAAAAGTTAAGAAGACATCA AAGTACATTGTAAGGAATGGAAAAGTAAAAATACAAGGAATCCTATTATTTACCTACATT TTACATGTTTTGTGTAAAATTCTGCTTGAAATTGGTTTCATTGTGGGTCAGTGGTATCTC TATGGCTTTTCTTTGGATCCCATGTATGTGTGCAGTAGATATCCCTGTCCACATTCCGTA GATTGTTTTATTTCACGTCCAACAGAGAAAACCATCTTCATCATTTTCATGCTGGCTGTC GCTTGTGTGTCACTTCTTCTAAATATAGCTGAAATAGTTTACCTTGTTTTCAAGCAAATA ACTATTTCAACGCAGAAGAGATATAAAAAACATGGCCATCCCCAATTTATTGAGTCTTTT GATAAATCAAAGCTGACTGAAGATTTACCTCTATCAGGTTCTAAAGTGAAGCCTTTTAGT ACAGAACCAAGCAATAGCGAGGATCCCAAGTCTCAGAATACCATTAACTATGGGATTGAG AAAGATAGTGAGGAAATTAAAGAAAATACAGGATAA

>Le-gjb1-AESE010645946:635F
ATGAACTGGCCAGTCTTTTACACTGTCCTTGTAGGGGTGAACAAACACTCGACTGGGATC
GGGCGGATCTGGCTGTCTGTCCTGTTCATTTTCAGGATCATGGTGTTGGTGGTGGCGGCC
GAGAGCGTGTGGGGGGACGAGAAGACGGGCTTCACCTGCAACACCCAACAGCCCGGCTGC
AACAGCGTTTGCTACGACCAGTTCTTCCCCATCTCCCACATCAGGCTGTGGGCGCTCCAG
CTGATCCTGGTGTCCACCCCGGCCCTGCTGGTGGCCATGCACGTCGCCCACAAGCACCAC
GTGGAGAAGAAGCTCTTCCGCATCAAGCAACTGACCGGGGAGGTGAGCGAGATGGACGTG
GAGAAGGTGACCAAGAGGAGGATGCACATCACCGGCTCCCTGTGGTGGACTTATGTCATC
AGCATCGTCTTCAGGGTGATCTTGGAAGTCGCGTTCTTGTACATCTTCTACCTGATCTAC
CCGGGTTTCAGGATGATCCGCCTGGTCAAGTGTGACGCCTTCCCCTGCCCCAACACGGTG
GACTGCTTCGTGTCCAGACCCACCGAGAAGACCATCTTCACCGTCTTCATGCTGGCGGTG
TCGGGCGTGTGTGTGCTGCTCAACATTGCCGAGGTTGGCTACTTGGTGACCAAGGCTTGT
GCCAGGCAGTGTCAGGACAAGGACAGGAGATCGAGTAAGGGTGCGTTCTACGGCCGTAAT
TTCCCGCTGTCTAGACCGCATGAGATCCACGGGTTGTTGTCAAACCATGACGCCGGCTTC
CTGAAAAACAATAGGCGCCACGCCGTGCGGAAAGTATCCAACAAGGACTCCTGTAGAACC
GCGTGA

>Le-gjb3.1-AESE010060143:1140R
ATGGACTGGAAGACATTGCAAGGTGTCCTCAGTGGGGTAAATAAATATTCCACAGGATTC
GGTCGGATCTGGCTATCTGTTGTCTTCATCTTCCGAGTGTTGGTTTATGTAGTGGCGGCA GAGAAAGTGTGGGGTGATGATCAGAAAGATTTTGACTGCAACACCAGGCAACCTGGCTGC ACCAACGTCTGCTTCGACTATTTCTTCCCCATCTCCCACATCAGGCTCTGGGCCTTGCAA TTGATCTTCATCTCCACGCCTTCCCTGCTGGTTGTGATGCACGTGGCCTACAGAAAAGAC AAGGAGAGAAAGTATCACTTGAAGCACCCCGACTCCAGCACTAGGCTATATCAGGATACC GGTAGAAAGCACGGAGGGCTCTGGTGGACCTACATGAGCAGTTTATTTTTTAAAACTGTG ATTGAAATTGCATTCTTGTATATTCTCCACGCAATTTATGACAGTTTTGATATGCCTCGC CTTGTCAAATGTGAGATTCAACCTTGTCCCAATGTTGTCGATTGCTACATTGCCAGACCC ACCGAGAAAAGGATCTTCACTTATTTTATGGTTGGGGCATCAGCCCTTTGCATTGTAATA AGTGTGAGTGAAATGATTTACTTGATCGCGAAAAGGTTTTTCAGGTTTTGTATGTTGCAC TGTGTGAAAAGAAAATCAGTAATGACCAAAGGTAAGTCTGACTATCTTGGCCACAATCTC ACTCATGTGAATTACATGCACAATGGCAAATCACTGGACGTTATTCGTGCTTCAGCCCCA
AATCTTTCTACAATGTAA

>Le-gjb3.2-ASES011522561:141F
ATGGATTGGGGATCATTACAAGGTGTGCTCAGTGGAGTGAATAAGTACTCAACTGGATTT
GGACGGATCTGGCTATCCGTAGTCTTCATCTTCAGAGTCCTGGTTTACGTGGTAGCGGCA
GAAAGTGTTTGGGGAGATGAACAGAGTGACTTTGTCTGCAACACCTTGCAGCCAGGCTGC
CCAAACACTTGCTACGACCATTACTTCCCCATGTCACACATAAGAATATGGGCCCTGCAG
CTGATCTGTATCACCACACCCTCACTGCTGGTCGTCTTGCACGTGGCATATCGGAAAGAA
AGGGAGAAAAAACACAAGATGAAACACGGAGAAAATTGCACCCGACTGTACAAGAACATG
GGGAAGAAGCATGGCGGACTCTGGTGGACTTATTTGATGAGTCTGTTATTTAAAACCGGG
TTTGAAGCTGGTTTTTTGTATGTTCTTCACAGCATTTATCATCAATTTTATTTGCCTCGT
CTCGTCAAGTGTTCCATGTTCCCTTGCCCAAATATAGTTGATTGTTTCATTGCCAAGCCA
ACTGAGAAAAGGGTCTTCACGTACTTCATGGTCGGAGGGTCGGGTCTTTGTATTATCCTC
AACCTTTCTGAGATATTTTATTTAGTTTTTAAACGATGCTTTCAAGGTTGTAAAAAAACC
GTCAAGAAAGAAGAGATAAGCATGTCTAAGAAAAGACGAAATCTGATTTTTCAAAACAGC
ATTGAGAAGCAAAATCCAGTTGAATTTAACTAA

>Le-gjb7-AESE010051094:74F
ATGAGTTGGAGTTTGCTCCGTGATGTTTTGAGTGGGGTGAATCAGTATTCCACGGTGGTG
GGGAGAATTTGGCTGAGCGTTATGTTCATATTCCGAGTCCTCGTCTACGTGGTGGCAGCA GAACGGGTGTGGGGCGATGAGCAGAAGGAATTCACCTGCAACTCCGAGCAGCCCGGTTGC GAGAACGTGTGTTTCGACTACTTCTTCCCGGTGTCGCAAGCAAGGCTCTGGGCCCTGCAA CTTATCATGGTCTCCACCCCTTCACTTCTGGTCGTCATGCACGTGGGCTATCGGGAACGC AGGGAGAAGAAGCACCACAAGAAGCTGTACAAGAACAAAGGGGACATCGACGGGGGTCTG TGGTGGACCTACTTCTTCAGCCTGGTGTTCAAAACCGCGGTTGAACTCGGCTCCTTGTTG ATTTTTAACTGGATGTTCCATGGTTTCTCCGTCCCGCGCCTGTTGAAATGTGAGACCTCG CCCTGCCCCAACATAGTGGATTGTTTTGTCGGACGGCCGACAGAGAAGACTGTCTTCCTC TACTGCATGGCCACCACCTCCTCGCTCTGTATACTGCTGAACATCTGCGAGATGAGCTAC TTGGTTGCCAAGCACTGCAGTGAATACTGCGAGAAGAAACCCAGCAAGAAAATGCAGAGG TTCAAGTGTGGGTGTGAGCCGCACCAGTTAAAATATGACCATCTCAAAACTTTTAAAAAT GGCACCGCAAAATCTGTGGCAAGCATTCACTCATTGTGA

[bookmark: _Hlk57562128]>Le-gjb8-AESE010123295:1153F + AESE010091562:2330R The underlined sequence overlaps between the two contigs
ATGAACTGGGGACAGCTGCACCTTATTCTGGGAGGAGTCAACAAATCCTCGACCAGCATT
GGAAAAATCTGGCTCACGGTGATCTTCGTCTTCAGGATCATGATTCTGGTGGTGGCGACG
GAAAGCGTTTGGGGTGATGAGCAGTCGGACTTCGTCTGCAATACCCTACAGCCCGGCTGC
AAGAACGTGTGCTACGACCAGTTCTTCCCAATGTCTCACATCAGACTCTGGTGCCTGCAA
CTCATCTTCATCTCCACCCCCGCCCTGCTCGTCTCGCTGCACGTCGCCTACAAGCAGCAG
GAAGAGAAGAGGTCCCTGGAGAAACGGCAAGGGTACCTGAAGAAGGAGGAGGTGGATGCC
TTGAGGAAACGGAAGCTGCGGATTGTTGGCGCTTTCTGGTGGACCTATGTCACCAGCATC
TTCTTCCGCATCATCTTCGAGACGGTCTTCACTTACATGTTGTATTTCCTGTACGGTGGG
TTCCGGATGGCCCGCCTGGTCAAGTGTAGCTCCTGGCCCTGTCCCAACATTGTTGACTGT
TTCATTTCCAGGCCCACGGAGAAGACTGTGTTCACCATTTTCATGGTGGTGGTTTCTGGC
GTCTGCGTGCTGTTGAACGTGGCCGAGTTGTTGTACCTGATGGCTAAGGCGTGCTCTCGG
CAGGCTTGCTGCGCCAGCAGGCATCACCACCCCAGCCATCTGTCCAGGAGGCAAGAGAAC
CAACAGAACGAGGTGAACGAGCTGCTCTCCATCGATGCCCACCGACAGAAAGCGACCTTG
GAGCTGACCAAGCCCCCTCCGCTCACCCATTGCACTGACTA

>Le-gjb10-AESE011476040:2683R
ATGAATTGGGGTTCTCTTCAAGGCATCCTCAGTGGGGTGAATAAATACTCAACAGGATTC
GGTCGGATATGGCTATCCGTCGTCTTCCTCTTCCGAGTGATGGTTTATGTGGTGGCAGCC GAGAAGGTCTGGGGCGACGACCAAAAAGATTTTGAGTGCAACACCAAGCAGCCTGGCTGT GAAAATGTCTGCTTTGACAACTACTTCCCAATCTCCCACATCCGCCTGTGGGCTCTCCAG CTCATCTTTGTCTCCACTCCATCCCTGCTGGTGGTCATGCATGTAGCTTACCGAGAAGAT AGGGAGAAGAAGAACAAGAGGAAACATGGCGAACAATGTCACAGTCTCTACCAAGACACA GGGAAAAAGAAAGGTGGACTCTGGTGGACTTACATACTTAGTCTTGTGTTTAAAGCGATA ATTGATGTAGGGTTCCTGTATATCCTTCATAAAATCTACAAAAACTTTGACTTGCCTCGC CTTGTTAAATGTGAGTTGCCGCCTTGCCCCAATATCGTTGATTGCTTCATTGCCAGGCCC ACTGAAAAGAGGATCTTCACTATATTCATGGTTGTGACCGCAGGCATCTGTGTTCTTTTA AACATTGCTGAGTTTCTGTACCTCGTGAGTAAAAGAATCATGTCCGAGTGCTGTATGTCA AGAAGGCGACAGCACGCAAATCACTCCACAAAAACGTCAACTGTCTTACTTGACAAGTCA TCTGACGGAGCCTACAGCTCAGAGATTAAGCCTTACTCTTTAAACTAA

>Le-gjb11-AESE010227996:1F
AACAAATACTCCACGTCGCTGGGCAAGGTGTGGCTCTCGGTGATTTTCGTTTTCCGTGTG
TTGGTCTTGGTGGTGGCGGCCGAGACGGTTTGGGGAGATGAGCAGAGCGACTTTGTCTGC AACACCCAACAGCCCGGCTGCAGGAACGTCTGCTATGACCGCTTCTTCCCCATCTCCCAC ATCCGGCTGTGGGTCTTCCAGCTGCTCTTTGTGTCCGTCCCCTCCTTACTCATCGGCATG CACGTCTCCCAAAGGAAAAAGAGCAGGAAGAACATCAAGATCTTTCACCTGAATGCAGCT AAACTGAAAATAAAAATCGATGCCCCTCTCCTACGGACTTACCTGGTCAGTCTTGTCTTC AAGATGCTATTTGAAGCCAGCTTTATGTACTTGTTCTACTGGATCTACGAGGGCTACCAG ATGTTGCGACTTGTGAAGTGCAGTGAATACCCCTGTCCCAACACTGTAGATTGCTTCATT
TCCAGGCCCAC

>Le-gjc1-AESE011477300:142F
ATGAGCTGGAGCTTCCTAACGAGGCTTCTGGAGGAAATCCACAACCACTCCACGTTTGTG
GGCAAGCTGTGGTTGACGGTGCTCATCATATTCCGCATTGTGCTGACCGTGGTGGGCGGG GAGTCCATCTATTACGATGAGCAGACCAAGTTCGTCTGCAACACCAACCAGCCGGGCTGC GAGAACGTCTGCTACGACGCCTTTGCCCCGTTATCCCACGTGAGGTTTTGGGTGTTCCAG ATAATACTCATCGTCACGCCGTCCATCCTCTACCTGGGCTACGCCGTGCACAAGATCACG GCGAAGGAAGACCCCGATGGCGGAGCCCGAAAACCAAAGAAGCACCAGTACGCGGTGCAG TGGAAGCAGCATCGAGGCCTGGAGGAGGCCGAGGATGATAACATAGAGGATCCCATACTC TATCCAGAAATAGAGCTGCACAGCGATCAGGGGAACAAAGAGCAGAAGAACCTGAACAAG CACGATGGCCGACGGCAGATTAAACGGGATGGCCTGATGAAAGTTTACGTTCTGCAGTTG CTTGCAAGAAGTTTATTTGAGGTGTGTTTTCTTGTGGGCCAGTACATCTTGTATGGCTTT GAGGTAGCAGCAAGGTACGAGTGTGTCCGCGACCCTTGCCCTCACCGCGTGGACTGCTTT GTATCCAGGCCAACTGAGAAGACTATTTTTCTGCTGTTGATGTACGGAGTAAGCTGCCTC TGTTTAGTCATAGATATCTGGGAGATGATCCATCTGGGATTTGGGATGATAAGGGATATG CTTAAAAACAAACAAAACTCTCTAGCAGAGACTAGTTACATTCAGCCTTATACATGGAAC TCCCCTTCAGCCCCTCCTGGCTACAATATTGCAGTCAAACCAGATCAGATCCCGTACACT GACCTTTCCAATGCTAAAATAGCCTACAAGCAGAACAAAGAGAACATCGCTCAAGAGCAG CACTACGGCAGCAATGATGAAAATGTGCCAGTCAACTTGGAACGCGTGCAGCGGCAGCTG AAGATGGCCCAGGAACAGTTGGACCTGGCGTTCCAGGCTTATAACGATCACAACCATCCT CCAAACCCCACCAGAGAAAAGAAGAAGGCAGGGTCAAGCAAAAGTAGCCTGAGCAGCAAA TCTGGGGATGCAAAGACCTCGGTGTGGATTTGA

>Le-gjc2-AESE010036788:168F
ATGACAAATATGAGCTGGGCCTTTTTAACACGTCTTCTTGAAGAAATCCACAATCATTCC
ACCTTTGTTGGCAAAGTATGGCTTACAGTGCTGATAATATTCCGCATAGTGCTGACTGCA GTTGGAGGGGAGTCCATTTATTCTGATGAACAGAGCAAATTTGTCTGTAATACCAAACAG CCTGGGTGTGAAAATGTCTGCTATGATGCATTTGCACCTCTCTCCCATGTGAGGTTCTGG GTTTTTCAGATCATCATGATTTCAACTCCATCTGTGATGTACCTTGGCTATGCCATCCAT AAAATTGCCAGGTCCACTGAAGAAGAGAAAAAAAACAAGTTCTTCAAGAATAAGAAAATA CCAACCATACGATGGCAAGTCCACCGAAATTCAGAACAAACAGAGGATGAAGATGAGGAG GAACCAATGATCCATGAAGAAGCAGACAGTGAGAAAAAAGAGGCTGGCAAAGATCAGAAG CATGATGGGAGACGACGCATCTTGCAAGAAGGTCTGATGAAAATGTATGTTTTCCAGTTG ATTTTCAGGGCTCTATTTGAAGTAGGTTTCTTAATTGGACAATACTTACTGTATGGATTT GAAGTTAATCCGTCATATGTCTGCACTAGAAGTCCTTGTCCACATACTGTGGACTGTTTT GTCTCCAGACCTACAGAAAAGACGGTCTTCCTCATTATAATGTATGTAGTCAGTTGTCTT TGTTTGATTCTTAATATTTGTGAGATGTTTCATCTGGGCTTTGGAACCATTCGAGACGTC ATTCGTATCAAGCGGCGGAGCCAGAATAACAACCGACCTTTTCCTTACCATTACCCTCGG AACATTCCGTCGTCACCACCAGGTTACAATCTTGTAGTCAAATCGGACAAGTCCACCAAG GTCCCTAATGGTCTTGTTGCTCAAGGCCAACACTTAACTAATATAATGCAAGACCATCAA TCTACTAGTCCAGATGACAATATCCCACCTGATTTGGCAAGACTTCACAAACACCTGAAA GTTGCCCAGGAACAGTTGGACATTGCCTTTCAGGGTTATAACATGCAAGAAAATGCACAG AAATCCAGGACCAGCAGCCCAGCATCAGGAGGTACTGTGGCAGAACAGAACCGTGTCAAC ACTGCCCACGAGAAACAGGGAGCTAAGCCCAAACCTGGTTCAGAAAAAGGCAGTTCCAGC AGCAAATCTGGAGATGGGAAAACATCTGTTTGGATTTAA

>Le-gjc4-AESE011668509:758R
ATGAGTTGGAGCTTCCTGACCCGCTTCCTGGAGGAGATCAACCACCACTCCACGTTTGTG
GGCAAGGTGTGGCTGACGGTGCTGGTGATTTTCCGCATCGTGCTGACGGCGGTGGGCGGC GAGGCCATCTACCACGACGAGCAGAGCAAGTTCGTGTGCAACACCCTGCAGCCGGGCTGC GACAACGTGTGCTACGACTCGTTCGCCCCGCTCTCCCACGTGCGATTCTGGGTCTTCCAG ATCATCCTCATCTCCGTCCCTTCCGTCATCTACCTGGGCTTCGCCATGCACCGCATCTCG CGCACTGACGGTCAGGGTCAGGGGGTCCGGGCCAAGGCCAGGAAGAGGATGCCTATCGTC CACCGCGGGGTGGCCCGCGACTACGAGGAGGCGGAGGGAGACAACGAGGAAGACCCCATG GTCTGCGAGGAGATCGAACCCGAGGCCCCGTCCAAACCCGACGAGAAAAACGCCGTGGAG ATCCGGCACGACGGCCGGCGGCGAATCAAGGAAGACGGGCTAATGAAGGTCTACGTGCTC CACCTCCTGATGAGGACCCTGTTCGAGGTGGGATTCCTGGTGGGCCAGTACTTCATCTAC GGGGTGCAAGTCCTCCCCGGCTTCGTGTGCAGGCAGTCGCCATGCCCGTACACGGTCGAC TGCTTCGTGTCGCGCCCCACCGAGAAGACCATCTTCCTGCTGGTGATGTACGTGGTGAGC GGCCTGTGCCTGTTCCTCACCCTGTGCGAGCTGGTCCA

>Le-gjd2-AESE011513207:633F + AESE012534065:16F Splice site
[bookmark: _Hlk57564841]ATGGGAGAATGGACAATACTAGAGAGGTTGCTGGAGGCGGCTGTTCAACAGCATTCGACA
ATGATAGGAAGGATCTTGCTGACAGTGGTAGTGATTTTCCGAATCTTGGTGGTGGCCATC
GTGGGCGAGACAGTATATGATGACGAGCAGACCATGTTTGTATGCAACACCCTCCAGCCC
GGCTGCAACCAGGCTTGTTACGACAAAGCCTTCCCCATCTCACATATACGCTACTGGGTC
TTCCAGATCATCATGGTATGCACTCCCAGCCTCTGCTTTATAACGTACTCGGTGCACCAG
TCCTCCAAACAGCGAGAGAGACAGTACTCCACCGTCTTCATCACCTTGGATAAAGACAAG
AAGCGAGAAGACAACAAGATCAAGAACACGACAGTGAACGGGGTGCTGCAGAACTCGGAA
TTTTTCACCAAGGAGATGCAGTCGGACTTTTTAGAAGTTAAAGAAATGCAAAACTCGGCT
GCGAGGAACAGCAAAATGTCAAAGATTCGACGGCAGGAAGGGATCTCGCGTTTCTACATC
ATCCAGGTTGTTTTCAGGAATGCTTTGGAGATTGGTTTCTTGATGGGACAGTACTTCCTC
TACGGGTTCAAGGTGCCGTCCATGTACGAGTGTAACCGATACCCGTGCGTGAAGATGGTC
GAGTGCTACGTGTCCAGGCCCACGGAGAAGACTGTGTTCCTCGTCTTCATGTTCGCCGTG
AGTGGTCTTTGCGTGATCCTCAATCTGGCAGAGTTGAACCACTTGGGTTGGAGGAAGATC
AAAACGGCGGTGAGGGGGGCGCAGGAGCGGCGCAAATCCATATATGAGATCAGGAACAAG
GACTCGCCGCATAGAATCGGGGTGCCCAACTTCGGGCGAACTCAGTCCAGCGACTCTGCT
TATGTGTGA

>Le-gjd2-AESE010963489:843R As the main part of the first conserved domain was not found, this sequence is not included in the analyses
GTCTGCACGCCAAGCCTCTGCTTCATCACATATTCGGTCCACCAGTCATCCAAGCAAAAG
GACAAACAGTTCTCCAAATTCTGCCCTCTCCTGGACTGGGATTTCACCAAAGCCCCCGCA
GACCGTAAAGAGGAGAACAAGTCAAAAAGCAGCTTCATCAATGGGATTCTAGGTCGCAAC
ACAGAGGGTGCGAGGAAGTCGATGGAATTGGAACATCTGGAGAACAAGAAGATGTCTAAC
ACATCGGGATATATCAGTAGGAAAAGCATGAAAGTTCGGAGGCAAGAAGGAATATCAAGA
TTCTACATCATCCAAGTGGTCTTTCGGAACGCGTTGGAGATCGGCTTCTTGGTGGGACAA
TATTTTCTCTACGGGTTTAATGTTCCCGCAATCTTTGAATGTGATAGGTATCCTTGCGTC
AAGGAGGTGGAGTGTTACGTGTCAAGGCCAACGGAGAAGACGGTGTTCCTGGTCTTCATG
TTTGCCGTCAGTGGCATTTGCGTGGTTCTGAACCTGGCCGAGCTCAACCATCTGGGCTGG
AGGAAGATCAAGGCCGCCATCAAAGGTGTGCAAGCCAAGAGAAAAACAACCGTGGAGATC
GGGAAGAAGGACTCCCCTTTGTTCAATGTCCACGGGAGGGACCCATCCAATGAGTCGGCA
TACGTCTGA

>Le-gjd3-AESE011498065:1624R
ATGGGAGAATGGAGTTTCCTGAGCGACTGGCTGGACTCGATCAAGACGCACGCCCCCATG
CTGGGGCGTGTGTGGCTGCTCCTCATGATGATATTCCGCATTCTTGTCCTGGCCACGGTG
GGGAGCGACATCTTCGAAGACGAGCAGGAAGAGTTTGCCTGCAACACACTCCAGCCAGGT
TGCAAGCAGGTCTGCTACAACAAGGCCTTTCCCATCTCGCCCTACAGGTTCTGGGTCTTC
CACATAGTCTTTCTCTCTGTGCCGTCCTTGCTGTTTGTCGTCTACGCTGTCCACCTGTCC
TCAAAGGACGAGGAGACGCAAGAGAAGATTGGCATCATCCAAAGGAAGGAACCGTTGGCC
AGCGATGGAGTACCAAGGATACAGCAGTGCTATATTGTCCACGTTATCCTTCGGCTTCTG
GCTGAAGTTGGCCTGGTTGTGTCCCAGTATTTGATATTTGGCTTCACGATCGAGCCGCAG
TTTATCTGCACGGGTTTCCCGTGCCCGCACACCGTAGACTGTTTCGTCTCCCGCCCAATG
GAGAAGACGGTGTTTTTGATGTTTTATTTTGTGGTCAGCATCCTCTCCGCCCTGATCAGC
TTTGTGGAGTTGGTGCACATATTTAAGAAGATATACGGCCACCGGCAACTAAAGACGTTT
GAGAAGGAGAACCGGTCAAACAGTAACTATGAGAAGGGTCGAGAACCACACTCGGTCCAG
TTGCTGGACAAGATGGTCATGGTGAACCTTACCTCCAACCACTCTGACATCGATTCTACT
CACAAGACCAAGTCCTTGGGCAGTAGTAACAGTCGAAGATCTTCCCAATCGAGTGCAAAG
AAACCTCCTCTCAACATCTAA

>Le-gjd4-AESE011851201:400F (grey font: probably wrong, belongs to intron) Likely exon start
ATATCAAATGTCGTCTATATAAACAGTACTCTGAATGTAACAGCACAATATTTGCTATGC
TTTTTTTCAGGGAAGCTCTGGATTGCAGTAATCGTGTTTCTGCGTCTACTAGTTGTACTT
GGCATTGGCTACCCCTTGTACCAGGACGAGCAGACTAAGTTTACCTGTGACTCCATGCAG CCAGGCTGCTCCAACGTGTGCTACGATGCCTTCTCTCCCATATCCCACTGCAGGTTTTGG TTTGTCCAGGCTGTGGTACTGTGTTTGCCTCTGGTGATCTTCATAACCTATGTCACTCAC CGGCTGCCCCCGCAGAATGTTGGATGCCCTTGCCAGCTTCCTCATAACCCGGCAGAGCCT CCGCTCTTCAGAAAAGTGCCATCGGCAAGAGCGCCTTCAATGCTCAAGGTTGGCGAGACA AACCCCGACTTAGAGGAGTTCTGTGGTGAAATCCTGGCGGTAAACGAAGACCTCATCACA GGGCGAAGAGTTCACAACTTTTGTGAGGCGTATGTGCTTCAGTTACTTCTGAGAGCTTTA CTGGAGGCTGGATTTGGGGCCGGACAATATTATTTGTTTGGGTTTATGGTCCCCAAGAAG TTTGTTTGTTCCAGGTACCCGTGCGCCAATATCGTGACATGTTACCCATCCAGACCCACT GAAAAAACTCTCCTGGCCAACTTTATGTTTGGGGTTACTGCCCTCTCGTTTTTGCTGAAC TTTGCAGATCTGATTCATGTCATTAAGCAGGCAGTGAAACAGGGCAAGAGGAGGAAGATG CTGATGAGGAACTTTTACCAAGATGAGCCCTACCCTGACATGCCGAGTGACCCCCATGTG CTGCCCGAACACAAAGCGCTGCAAGATTACGGTTTGCAGGCTAGGCAAAGGCGTGAGAGT GGCGGGAGTGCTGGCGGTGGGTCGGTCTCCAAACCAGGGCAGGAGAGAGCAGCCTTGAAG CAACCGGGGGAGTTGGACCACATGGCCCTCTCCAACACCAACAGCAACAATGCGCACCTC AACGTGCTTGCATCCCACCAGGCCCTTGCGGGCAGAATGGCCGGCGAGTGCGGCGGGAAG TGTGCGGGCGACCAGGGACTTGCTGCCCGTTCTTCAGCCGAGAGGTGCGGAGAGGAGGTG CCGGATCAGCAGGGCTCCAGGTTACGCCAACACGCATTGCAGTCCAAGTCCAGCGGGTCT CCGGCGAGCAGCGACAGTCGCCAGATGATAGAGGAGTACAGGCTCGTCCATATGCGGATT ACAGACAACGTGGAGAGCAGGAAAAAGAAATCTGAGTGGGTTTAA

>Le-gjd5-AESE012515319:1178R
ATGGGTGACTGGTCACTGCTTGGCCGACTCCTGTCGGAAGTACAGAACCATTCTACAGTG
ATTGGGAAGATCTGGCTGACGGTGTTGTTGATATTCCGCATTCTGCTGGTGACGTTGGTC GGTGATGCGGTCTATAGTGATGAACAGTCCAAGTTCACCTGCAACACTCGCCAGCCCGGC TGTAACAACGTTTGCTACAACACCTTCGCCCCCATCTCTCACCTCAGGTTCTGGGTCTTC CAGATCGTGCTGGTGTCCACCCCCTCCATCTTCTACATTGTCTACCTCCTCCACAAAATA GCAAAGGACGAACAGTACGAAATGAACAAGGGGCATCAGCAGGAGTCGCCAAGCGACCCC ACACCTGGTGGGCCCCTCCTAGAGGATGAAATCCTGGCGCAAAGTTCCGAAGCCGTCAAC CCTGGGGAGGCGGGACTGGATGTAAGATACGGGGAATATGAAATGGAAGGCATCAAGAGT AATAAAAGTGGCGACCCCATCTATCTTTCAAACAAGGTTCTATCTGTCTATATCATCCAC GTCATGCTGAGAGCTGTTATGGAGATAATCTTCTTATTGGGACAGTACTATCTATATGGA TTCAATGTGCCTTGTTTGTTCGTATGTTGGACCTATCCTTGTCCGACCGAAACCGACTGT TTCGTATCAAGGGCGACGGAAAAGACTATTTTCTTAAACTTTATGTTTTGTGTGAGTCTG GCCTGCTTTCTGCTGAACATAGTGGAGCTGCACTACTTGGGCTGGGTCTACATAGCTCGT GTCTTGTGCACAACCTGTTCACCTTGCTGCAAGAAGAGACAAGGGAGAGGACGGAGGCAA CGTCCGCGGCAAAACCCCCTGCTCTTGGCGCTGAAGAAATCGTTCTACGACAATTTGATG TTGAAGTCGTCGGCGGAACTACTGCAACACCGGCCAGTGTGCCTGCCGCACCTGGCCTCC ATTTCAATGGAATCTGAATCTATAGAGAAAACTCGAAGAAGTTTTGACGGGAAGGAACAT ATAAAGATGCAGCGCGCAAACCTAAACAGATCCGCTAAAAGCAAGAAGGTTTGGATTTAA
 
[bookmark: _Hlk57562451]>Le-gje1-AESE010080475:979R + AESE011529489:570F Lacking exon 1 Splice sites
CTCAGGCCCCCGACCGTCATT
GGGCAGTTCCACATCCTCTTCTTCGGTTCGGTGCGAATGTTCTTCCTGGGAGTGCTGGGC
TTCGCCGTCTACGGGAATGAGGCCCTGCACTTCAGCTGCGACCCCGACAGGAGGGAGCTC
AACCTATTTTGCTACAACCAGTTCCGGCCCATCACGCCCCAGGTATTTTGGGCTTTGCAG
TTGGTCTCCGTTTTGGTTCCTGGAGCAGTATTCCATCTACATGCCGCTTGTTGCAACATT
GATCAAGAGTTGATCCTTCAGAGATCATCATTCACTGTCTTCTACATCATTTCTGTCCTG
TCCAGGATCATCCTGGAGACTGTGGCTTTCTGGCTGCAGAGTCACCTGTTTGGATTCCAG
GTCCATCCGATCTTCAAGTGCAATGCCACATCCCTTGACAAGCGTTTCAACATCACCAAG
TGCATGGTCCCTGAGCACTTTGAGAAGACAATTTTCCTGAGTGCCATGTACATCTTCACT
GCCATCACACTGCTCCTGTGCATTGCTGAAATATTTGAGATACTTTTCAGAAAGTTTGGC
TATTTGTCTACGCAATAA



[bookmark: _Toc62483459]Supplementary Figure S38. Elephant shark (Callorhinchus milii) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Cm-gja1-XM_007899670-gja1-43 
ATGGCTGACTGGAGTGCACTCGGAAAACTATTGGATAAGGCACAGTCTTACTTGACTGCA
GGAGGTAAACTCTGGCTCTCTGTTCTCTTCATCTTTCGCCTCCTTGTGCTGGGAACTGCA GTAGAGTCGGCCTGGAGCGATGAGCAATCTGCGTTCAAGTGCAACAGCCTGCAACCAGGT TGTGAAAACGTCTGCTATGACAAGTCCTTTCCAATCTCGCACATTCGGCTCTGGGTCCTG CAGATTATTTTTGTCTCAACCCCCACCCTGGTTTACCTGGGCCACGTCTTTCTCATCTCA AATAAAGAGAAAAGAATACTTAACAAAGAAAATAAATTAAAGCTTCTGGAACAAGAAGGT GAAGATGTGGGTTTGCCATTGAAACAATTGGAACTAAAGAAAGTCAAGTATGGTTTGGAA ATACAAGGCAAAATTAAAATGAGAGGTGGCTTGTTGCACACTTACATTGTCAGTATAATC TTTAAAATAATTTTTGAGGTGAGCTTTTTGGTAATTCAGTGGTGCATTTATGATTTCAAA TTCATGTTGAATGCTGTTTACCACTGCGAGAGGTATCCCTGCCCACACAAAACAGACTGC TTCCTCTCTCGACCCACAGAAAAGACCATCTTTATCATATTCATGATGGTGGTGTCCATA GTGTCAGCTGCTCTGAACGTGGCAGAGTTGGTCTACATTGTATTTAAAGGTTTAACAGAT CGTATTAAGAAAAACAGTAATTTATTTCAAGTTTCTCAGAAAAATGGATTGAATCCTTCC AAAGACTGCGCTTCAAAGTATGCCTTTTACAATGGGTGCTCTCCACCAAGCGCTCCCCTC TCCCCTCCTGGATATAAGCTTGCCACTGGGGACAGGAACATGTCCTCTTGCCGAAGCTAC AACAAACAAGCCAATGAACAGAACTGGGCAAATTACAGCACCGAGCAAAACAGGATGGGG CAAGCTGGTAGCACCATCTCCAACTCTCATGCACAGCCATTTGATTTCCACGGCGAACGT CCAACTCTACAAAAGCTACCGTCAGTAAATGAGTTGCAGCCAATTTCTCATCTAGAACAG AGACCACCCAGTAGCGCCAGCAGCAGAGCAAGTAGCAGGCCTCGAGCAGATGACCTGGAG
GTCTAG

>Cm-gja1.2-not predicted  A probable gene duplication in elephant shark, as this sequence is located on the same contig as the predicted gja1 (XM_007899670), approx 7000 nucleotides apart. Not included in the main analyses.
ATGGCTGACTGGAGTACACTTGCAAAACTACTGGCTAAGGCACAGTCTTATTCAACTGCA
CTGGGTAAACTCTGGCTCTCTGTTCTCTTCATCTTTCGTGTCCTCGTGCTGGGAACTGCA GTAGAGTCGGCCTGGAGCGATGAGCAATCTGCGTTCCTGTGCAACAGCCTGCAACCAGGT TGTGAAAACGTCTGCTATGACAAGTCCTTTCCAATCTCGCACATTCGGCTCTGGGTCCTG CAGATTATTTTTGTCTCAACCCCCACCCTGGTTTACCTGGGCCACGTCTTTCTCATCTCA AGTAAAGAGAAAAGAATACTTAACAAAGAAAATCAATTAAAGCTTCTGGAACAAGAAGGT GAAGATGTGGGTTTGCCATTGAAACAGTTGGAACTAAAGAAATTCAAGTATGGTTTGGAA ATACAAGGCAAAATTAAAATGAGAGGTGGCTTGTTGCACACTTACATTGTCAGTATAATC TTTAAAATAATTTTTGAGGTGAGCTTTTTGGTAATTCAGTGGTGCATTTATGATTTCAAA TTCATGTTGAATGCTGTTTACCATTGTGAGAGGTATCCCTGCCCACACAAAACAGACTGC TTCCTCTCTCGACCCACAGAAAAAACCATCTTTATCATATTCATGATTGCGGTGTCCATA GTGTCAACTGCTCTGAACGTGCTGGAGTTGTTCCACGTTGTCTTTAAAGGTATAAATGAT CGTTTTAAGAAAAACAGTAATTTACTCCATGTCTCTCAAACAAAATGA

>Cm-gja2-XM_007894961-gja3like 
ATGGGAGACTGGAACTTGTTGGAGAAGCTGCTGGACAGCGCCCAGGAACACTCGACGGTG
GTGGGGAAGGTGTGGCTGACGACGCTGTTCATTTTCCGTATCCTGGTGTTGGGGGCGGCC ACCGAGAAGGTGTGGGGGGACGAGCAAAGCTTCTTCACCTGCAACACCAAGCAGCCGGGC TGCCAGAATGTCTGCTACGACAGGACTTTCCCCATCTCCCACATCCGTTTCTGGGTCCTG CAGATCGTCTTCGTGTCCACCCCAACCTTGGTCTACCTGGGACACATCCTGCACATCCTG CGCCAGGAGGAGAAGAGGCGTCTGAGGGAGAGCGTGAGGGAGAGCCAGGGGCCAACCGGG CAGAACGTCAAGACCCCTAACCTCACCCTCCAGGACGAGCGGGGCAAGCTCAGACTGCAA GGGGCGCTCTTGAGGACCTACATCCTCCACATCATCTTCAAGACCCTGTTCGAAGTGGGG TTCATCTTGGGTCAGTATTACCTGTACGGCTTTGAGCTCAAACCTCTCTACAAATGCAAC CACTGGCCGTGCGGCAACACTGTGGACTGTTACATATCTCGACCGACAGAGAAGACCATC TTCATCCTCTTCATGCTCTCCATGGCCTGCCTGTCCCTGCTCCTCAACCTGATTGAAATG TGTCACCTGGGCTACAAGGCTTGCAGGGAGCGGGTGCTGGCGAGACAGGCTGCCGCGTCC CTGGAGAGCGAGCGCAGGGCCAGAAGTTCGGTGGAGAAGATCGCTCCTTGTGCCCCCGCC TACCCCTACTTCGCCAGTCACAGGGGGCCGCAGCTGTACAAGGGGGATTCCAGGTTCAGC CTCGACCCCCCGACTGATTCGGGCTCCCTCTGCCACCCTTACGGCGGCAAAGCGGTGGCC GCCCGGCAAAACCGGGACAATTACGCGACGGAGAGACTGGACGAGAGGCGCCCGGAGCCC ACCGCGGATCCCTGCGGCGTCAGCGAGGGCAGCAAACAGAGCAAACACGCCCACTCGGGT
GATCTGGCCATCTGA

[bookmark: _Hlk57566337]>Cm-gja3-XM_007905586-gja3-46
ATGGGTGACTGGAGTTTTCTGGGAAGGCTTTTGGAGAACGCACAGGAACACTCGACCGTG
ATAGGCAAAGTCTGGTTGACTGTGCTCTTCATCTTCCGGATCCTGGTGCTGGGCGCTGCG
GCTGAAGAGGTTTGGGGAGATGAACAGTCAGATTTCACCTGCAACACCCAACAGCCGGGT
TGCGAGAACGTCTGCTATGACAAGGCTTTCCCCATCTCCCACATACGATTCTGGGTGCTC
CAGATCATATTTGTCTCAACGCCCACGTTGATATACCTGGGCCATGTACTGCATATAGTG
CGCATGGAGGAGAAAAGGAAAGACAGGGAGGAAGAAATTAGAAAAGGCCAAGGAGGCAAA
GAACTGCTGCTGAAAGAGGGCAAGAAGAAGCTTGCCTTTAGGGATGAACAGGGTAAAATC
CGAATCCGAGGGGCACTGCTGCGCACCTACATTTTCAATATTATTTTCAAAACGATATTT
GAAATCGGATTTATTGTAGGTCAGTATATCCTGTATGGCTTTGAGCTTAGACCGCTGTAT
AAGTGCAGTAGGTGGCCGTGTCCCAACACCGTGGACTGCTTCATATCTCGGCCAACGGAA
AAGACGATCTTCATCATATTTATGCTTGTGGTGGCTTGCGTGTCCCTTTGTTTGAACCTA
ATAGAAATCTATCACCTGGGCTGGAAAAAGCTACGCCAGGGGGTGAGCAGTCGATGCGGT
CTGGACCACGAGCCGGAGACGCCAGTCACCAGGACCGCCCCGGCTAGTCTCAGTTACCCT
TACTTCCCTGACACGACGGAGGCTGCTCCCGTCTACCCGGGGGCCCCGCCGGTCGAGTTC
AAGATGTCGCCCCTGCCGGATAACAAGACGCCCTACGCGGCGGTGTACAACAACAAGCTG
GCCGCCGAGCAGAACTGGGCCAACTTCGCCACCGAGCAGACCCGCGAACGCCAACCGGCC
GCCGGCGGCAACGGCCACGGCCCCAACAGAGGAGAGGAGGAGGAGCAGCAGCAGCAGCAG
CCGGAGGAGGAGGAGGAGCACGAGCGACAACAACGGCCAAAGCACGAGGGCGATCACGTG
CCCCAGACGCCGGCCAATGAGCGGCCAGGAGGCCAGCGCGAGGCGCGTGGCGACGGGCAC GTGACCACGACGGTGGAGATGCACGAGCCTCCGGCCCTGGACACACGACGCCTGAGCAGA GCCAGTAAAGCCAGCAGCAGCAGGGCGAGGTCCGACGACCTGTCGGTTTAG

>Cm-gja4-XM_007906417-gja4-37 
ATGGGAGACTGGAGCTTCCTGGAAAAACTCCTGGATGAAGTACAGGAACACTCAACCACC
GTGGGCAAAATCTGGCTGACGGTGCTGTTCATCTTCCGCATCCTGATCCTGGGCACGGCG GCTGAGTATGTGTGGGGGGACGAGCAGTCAGACTTCATCTGCAACACGGCACAGCCGGGC TGTGAGAACGTCTGCTACGACAAGTCCTTCCCCATCTCTCACATCAGGTTCTGGGTCCTG CAGATACTCTTCGTGTCCACCCCAACCCTCGTCTACCTGGGCCACGTTTTGCACATCAGC AGGAAGGAAGCCAAGCTCAGACTGAGGGAGGAGATCCTGAAATCTCATCAAACCAAAGAC AGCCAGGACAAGCTGGACCTGGAACAGATTGAAAGGAAGAAGCAAAAGTACAGCATCGAT GAAACAGGAAAGGTCCACATTAAGGGGGCGCTGATGTGGACCTACACCCTGAGTATCATC TTCAGAATGTTTTTTGAGGTCAGCTTCTTGCTGGGACAGTGGTACTTGTACGGCTTTACA ATGTCGCCGAGCTACACCTGCCAGCGATCTCCGTGCCCGCACAAGGTGGAGTGCTACCTG TCGCGCCCCACCGAGAAGACCATCTTCATTCTCTTCATGCTCGCCGTAGCCCTGATCTCA CTCATGCTCAACCTCCTGGAGATGCTGCACCTGGTCGGCAAGTGTCTGATGAGGAGCATC CAGCAACGGCCCAACAAGCAGTTGCAGGAGAAGATGTACAGCCCCCCCGAGAGCCCATTC AATGGCAATGTCTCCGTGCCCATCAATTACATGTACCCCTCGGTGGAGGGAAGGCACCCT TCGTGCCAGGGATACAAGACATCCACCGAACAGAACTGGACAAACTTCACCACCGAGCAG AGACTGGCTGAGCAGAAGCTGGGCAGCCCCCCGAGCCCCCCGAGCCCCCAACTGCAGACA TTTTCCTTCCTGGACTCGGGCATGGAAAAGGCAGAACCCGACCCCCCCCACAGCCACCGG GAGCTGAGCCGCGCCAGCAGCCTGAGCAGCAGCAGGAGACGGCAGGGGGACATCACAGTC
TGA

>Cm-gja5-XM_007891802-gja5-40
ATGGGTGATTGGAGTTTTCTGGGCAATGTCCTTGAGCAAGTGCAGGAGCACTCAACAGTG
ATGGGAAAGGTATGGTTATCGGTGCTCTTCATCTTCAGAATCCTGGTGCTGGGAACAGCA GCGGAGTCTTCCTGGGGGGATGAGAATTCTGACTTTGAGTGCGACACCCTACAGCCTGGC TGTGAAAACGTTTGCTACGATAAAGCTTTTCCTATTTCCCACATCAGATATTGGGTACTT CAGATCATATTTGTTTCCACTCCGTCTCTTTTTTACATGGCCCACACCATGCACATTGTG CGGATGGAAGAGAAGAGAAAACTGAAAGAAGAGAAGAATCACGCCAGTAAAGACAACGAG CCTTTCTTTCAGGAGAAAGAATATTTGGAAGAGAAAGTCACAGTGCATATAAAAGAGGAT GGGGTTTGTAAAGTTGCACTGAAAGGAGCTTTACTGCGAACATATGTGTTCAGCATATTA GTCCGTTCAGTGATTGAAGTGGGTTTTATTTTTGGTCAATACTTAATATACGGAATCTTT TTAAAACCAATGTTTCACTGCCACAGATGGCCATGCCCTAACTCTGTCAACTGCTTCCTG TCCAGACCTACAGAGAAGAATATCTTCATTGTATTCATGCTCGCTGTGGCAGGACTTTCA CTCTTCCTCAGTCTGCTCGAGCTTTATCATCTTGGATGGAAGAAGCTCAAGGAACTACTG AGCAATAAGTACAACAATGAAGCTATCTGTGACAACTCCAAGAAGGATCACAGTCTTCCA CCAGGCTATCACAATGCCCTGGAGAGCTCTTCACCCCACAGCTACACTCCCTTGCCTGGT TTTAACCATTCTGCAGTGAATCAGAATGGTGGGAATAATCCTTTCAGTAACAAACTGGCT AGTCAACAGAATTGTGCCAACTTTGCAACAGAACGGGACAGGGAACACAATGATGTGCTA AACGGAGCCTTTATTCACTTGAATTATGCACAGACCAACAATGAAACCCCAAATGCGACA GCTCCAGAAATAAGTCTCCAAGAGACACCACACAAAGATAAACGACGCCTAAGCAAGTGC AGCAGGGCAAGCAGTAAGGCAAAGTCAGACGACCTGACGGTTTAA

>Cm-gja8-XM_007891801-gja8-50
ATGGGTGATTGGAGCTTCCTGGGAAACATTTTGGAAGAAGTCAATGAACATTCTACTGTA
ATAGGCAGAGTGTGGCTGACAGTGTTGTTTATTTTTCGAATTCTAATTCTTGGCACTGCT GCGGAGTTTGTGTGGGGAGATGAACAGTCAGATTTTGTTTGCAACACTCAACAGCCTGGT TGCGAGAATGTCTGCTACGACGAGGCGTTTCCCATCTCCCACATACGACTGTGGGTGCTT CAAATCATATTCGTCTCCACACCATCCCTAGTCTACGTGGGCCATGCTGTTCACCACGTA AGGATGGAGGAAAAGAGGAAAGAGAGAGAGGAAGAAATGAATAAACAACAGGAGATGAAT GAGGAGAGGTTGCCACTGACTCCCGATCAAGGCACCAAAGAGTCCAGCAGCAAGGGCAAC AAGAAATTTCGCCTGGAAGGCACTTTGCTGAGAACCTACATCTGCCACATCATCTTCAAA ACCATCTTTGAAGTTGGTTTTGTAGTTGGCCAGTATTTCCTCTACGGCTTCCGCATCTTC CCTTTGTACAAGTGCGGAAGATGGCCCTGCCCCAATATTGTTGATTGTTTTGTTTCCAGA CCAACTGAAAAGACAGTGTTTGTCATTTTCATGCTCGCCGTGGCTTCAGTGTCTCTCTTT CTGAATTTCGTAGAAATAAGCCACCTTGGTTGGAAGAAAATCAGATTTGCCTTTAGGAAG CCAGTGCAGCAACAGGTAGACTTTCCGTCTGAAAAACCATTTCGTTCCATCTCGGTGCCC TCTGTGCAGAAAGCCAAGGGCTATAAGCTTCTGGAAGAGGAGAAACCTGTCACCCATTTC TACCCCATGACAGAAGTTGGATTAGAAGCAAGTGCGTTACCAGGACCGTTCGTCAGCTAT CAAGAAAAGGCTGAGAGTGTTGTTGGTGCCGTGGACAATTTGGTTAAAGTTTACGATGAA ACATTGCCAACTTATGGGCACGATGAGGAACCAGATGGGCCGATTGCACCAGCACCACAA CCCAAACTAACACCTCCGCCAGTACCCGAACCGCTGCCAGTACCTGAACCGCTGCCAGAA CCAGAACCCCTGCCAGAACCTGAACCTCTACCGGAACCGGCAGCTATTCCAGAACCCGAG CCTGTCCCAGAGCCCGTGCCCACACCACAACCACAAGCAGAACCACAACCAGCTCCAGAA GAAGCTGAGAAGACGGAGCCACTGGTAGAAACTATTGAGACCATAGCTGACACAAGACCC CTGAGCAGGTTAAGCAAAGCCAGTAGTAGGGCTCGGTCTGATGATTTAA

>Cm-gja9-XM_007886491-gja9like 
ATGGGAGACTGGAATTTCCTGGGTGGGATTTTGGAGGAGGTTCATGTCCACTCTACTATC
GTGGGGAGGATTTGGCTGACGATCCTCTTTATATTCCGAATGTTGGTGCTCGGAGTGGCG GCGGAGGACGTGTGGAATGACGAGCAGTCGGAGTTCATCTGTAACACGGAGCAGCCGGGA TGCCGGAACGTTTGCTATGATAAGGCTTTCCCGATCTCCCTCATACGGTACTGGGTACTG CAGGTCATCTTCGTGTCCTCGCCGTCCCTCGTGTACATGGCTCACGCGCTGTACCGACTG CGCGCTCTGGAGAAACAGAGACAGAAGAAGAAGGCGCAGCTGAGAGGGGACCTGGAGGCT GAGCCGCCGGTGGAGGACCGGCGGCGGGTGGACCGGGAGCTGCGGCTCCTGGAGCACAGG AAGCTCAGCAAAGCGCCGCTCCGGGGGGCACTGCTGCGCACGTACGTCCTTCACATCCTC ACGCGCTCTGTGCTGGAGGTGGGCTTCATGGTGGGTCAGTACACACTGTACGGACTGGAG CTCCGGCCCCTGTACCCGTGTGAGCGCCTTCCGTGTCCCGACACCGTTCACTGCTTCGTC TCGAGACCAACGGAGAAGACGGTGTTTATGCTGTTTATGCAGTGCGTCGCCGCTGTGTCC CTCCTCCTCAACATCCTGGAGATCAGCCACTTGGGCTGCACTCGGCTCGGGCTCGGGCTG TGGGGACCGGAGGGGCCCCGGGACCCGGGGCTCAGCGAACCCAACAAGGACTGGAGCACC GCCCACACCCGCGGCCCCACCGCACAGCCAACCGCCCGCACCCGCACCCGCACCCCGTCC CCGGGACTGTCGGGGCTGCGCGGACACACAGCATCCGCGGCCACTCGGCTCCACACGGAC TGCGGCTCCGGCCACAGCCCC

>Cm-gja10-XM_007893034-gja10-62 Underlined: considered as intron in XM_007893034
ATGGGAGATTGGAATTTGTTGGGGAGCATTTTGGAAGAGGTTCACATTCACTCAACCATC
GTGGGGAAGATCTGGTTAACCATCCTGTTCATATTCCGCATGCTGGTTCTTGGAGTGGCT
GCTGAAGATGTCTGGGACGATGAACAAGCTGAGTTTATCTGCAATACAGATCAACCAGGC
TGCAGGAACGTCTGTTACGATAAGGCTTTTCCCATCTCTCTCATCAGGTTCTGGGTCTTA
CAGGTCATCTTTGTGTCCTCGCCATCCTTGGTGTACATGGGCCATGCGCTCTACAGGCTA
AGAGCACTGGAGAAAGAAAGGCAGCGGAAGAAAGCCCACCTCCGAGCTGAACTGGAAGAC
ATTGAACCCATGTTGGAGGAGCACAGAAGGCTAGAAAAGGAACTGAGAAAGTTGGAAGAA
CAGAGGAAAGTAAACAAGGCACCGCTCCGTGGTTCACTTTTACGCACCTATGTCCTCCAC
ATCCTGACTAGATCAGCGATGGAAGTTGGTTTCATGGTGGGTCAATATCTCCTCTATGGA
TTTCATCTGGATCCTCTTTACAAATGTATACGGTTGCCCTGCCCCAACACAGTAGATTGT
TTTGTTTCCAGACCCACAGAAAAGACTATTTTCATTGTCTTTATGCTCAGTATTGCTGCC
TTCTCCTTGTTTTTGAATATACTTGAAATCATTCATTTAGGAATCAGAAAAATCAAACAA
GGGCTTTACCTGGATATCCTCGCAGAGGAGGAGTTAAGCATCTGCAAGTCCAAGAAGAAC
TCTGTTGTACAGCAGGTTGGCATGGTGACTAATTCCTCACCTCATAACCTGGTCCCCATG
GCCACCAGCGGTTACAAGCCTCTGCCAGAAGAACAAGTATATCCTGGGAATCTTCCCATC
TTGATGGCTCCGACTGGCTTCAGAGTGGTTAAAGGTAAAGCCATTGACAAAGACAGGCCT
TTGGATCAGGCTCGAAAACAATCCGGCCAGCATGGGGGTCAGCAGCATGTTCAGCATGTC
AGTCAAATGAGCCGTGCCTGCAGTATTTTGGAAAGCCAAGATCAATCATCAAGCAGCGAC
GATTCCCACAAAAAGCCCCATGAGAATGGCATAATCTCAAAAAGCTGCCATAAGTCTGAA
AGCGTATTGGAACAAGTCAAACCAACTGTACACCCTTCAACGAAATTCATGCACTCCAGC
CAAATGGAAATCCCATCCGCCGTCCGCAATGCTCTCCGTAAACAGAGCCGGGTTAGTGGC
TATAAAGACTATCCAGAAGATCGTGCTGAGTCTCCGGACAGTGGTCAACTTTCCAACGCC
AGGAAGGCCAGTTACATTGGCATTAAATCAAAGGTGGTGTCTGAGAGCAGGCTGGCTAGT
CGATCTGCAAGCCCCGATTCCGCAAACATTTCCAGCTCTGAACGAAAAGGAGAGAGTCCA
CCGATCACCCCTCCTCCATCAGGGCGCAGGCTGTCAATGGCAAGTAAAGGC

>Cm-gja11-XM_007899669-cx32.2like
ATGGGAGACTGGTCGTTACTAGGGAGACTGCTGGATAGCGTTCACTCACATTCTACAGTG
ATTGGCAAAATTTGGCTGACTGTATTGTTTGTGTTCCGGATCCTACTGCTTGGGGCTGGT GCAGAAGATGTTTGGGGTGACGAACAGTCTGGTTTTCTTTGCAACACCCAACAACCAGGT TGTGAAAATGTTTGCTATGACAAGGCTTTCCCCATCTCACACATTCGCTTCTGGGTCCTC CAAATCATCTTCGTTTCAACCCCTACCCTGGTCTACCTTGGACATGTCTTGCATGTAATC CACCAAGAAGAAAAAGTGAGATGTCAACATGATGAGATGGAAATACTTGTCCAAAAACGC AAGACATCCAAGCATATTGTAAATAATGGAAAAGTGAAAATGCAAGGCACCCTATTATGC ACCTACTTGCTAAATGTTTTGTGTAAAATTATATTGGAAATTGGTTTCGGAGTGGGTCAA TGGTATCTTTATGGATTCACTTTAGAACCTCTGTTTGTATGTGAAAGGAGTCCTTGTCCA CATAAGGTGGATTGCTTCATTTCTCGTCCAACAGAAAAGTCCATCTTCATTATCTTCATG TTGGCTATGGCTGGTGTATCACTTGCTCTGAATTTAGTTGAAATATTTTACATTATTTGT AGGCAGATAACAGGTCGGAAAAGGAAGCTTAGGTCACAGGTGTATTCCAAAAATGCCTTA AAGTATTCCACACCACCTTTTGTTTCTGGCGGAATTTCAATAAGCTCTACAACAAGGCCT CTAAGTTCAATAGAAAATTACAGCAGCAAGGATCCTAACTTCCAGAACACCATGAATTTG AAGATTGAAAATTCTGGGGGGAAACAAAGCTCTGATTCACAAAATATTGGTAAGGAGGAT TTGGGAAAGATTTCTAAGGAGGATGAGAGCAAAATGCAACATAAGGTGACAGGGGAGAAG ATAGGTGAGGTGCATCAACCTTTTTTAGGGGAATGTCAGGGGACCGGTAGCGATGAGAGT ATCAAGATTCAGGGAGAGGGACAAATGTAA

>Cm-gjb1-XM_007894092-gjb1-32
ATGAACTGGCAGGGCTTCTATGCGGTTCTGATCGGGGTGAACAGGCACTCCACTGGCATC
GGCAGGATCTGGCTCTCTGTGCTGTTCATCTTCAGGATCATGGTGCTGGTGGTGGCTGCG GAAAGCGTCTGGGGAGACGAGAAGACGGGCTTCACGTGCAACACCCAACAGCCGGGCTGC AACAGTGTCTGCTACGACCAGTTCTTCCCCATCTCCCACGTCAGGCTGTGGTCCCTGCAG CTGATCATGGTGTCCACGCCCGCCCTACTGGTGGCCATGCATGTGGCTCACAAACACCAT GTGGACAAGAAGCTCTTTCGGCTCAAGCAGCTGTCGGGTCAGTCTGTGGGCGAGAAGGAC ATCGAGCACTTGGCGAGGAGGAAGGTGCACATCACAGGCTCCTTGTGGTGGACGTACGTG ATCAGCGTGATCTTCAGGGTCATCTTCGAGGCGGCGTTCCTCTACATATTCTATCTCATC TACCCCGGCTTCAGGATGATCCGCTTGGTCAAGTGCGACGCTCCGCCGTGCCCCAACACC GTGGACTGCTTCGTGTCCAGACCCACCGAGAAGACCATCTTCACCATCTTCATGCTGGTG GTGTCCGGTGTTTGTGTGCTGCTCAACATCGCCGAGGCGGGCTACCTGATCTTCAAGGCT TGTCTGAGACAGTTTCAGAAAGACGAGCCTCGGCCGGGCAAAAGTACCTTTTACGGACGT AAGTTTGCACAGTTCAAGGCCAGCGACATAAACGATTTTCTGTCCGATCACAGCGCCACT TATCTGAAAAACCACAGAATGAACGGTATTAAGAAAGATGCCATTGACCAAAATATGTGC
AGAACCTCTTGA

>Cm-gjb3.1-XM_007906416-gjb3like
ATGGACTGGAAAACACTGCAAGGCGTCCTCAGTGGCGTGAACAGATATTCGACAGGATTC
GGACGGATCTGGCTGTCCGTAGTCTTCATCTTCAGGGTGCTGGTGTACGTGGTGGCAGCG GAGAAGGTGTGGGGAGATGACCAGAAAGACTTTGACTGTAACACGAAGCAGCCCGGGTGC ACTAACGTCTGTTATGACCATTACTTCCCCATCTCTCACATTCGGCTGTGGGCCCTGCAG CTCATCTTCATCTCCACACCCTCCTTGCTGGTCATCATGCACGTGGCCTACAGGAAAGAT AAAGAGAAGAAGTACCACAGGAAACACCCCGAGAACAACACCAAGCTATACTCAGACCCT GGCAAAAAGCACGGAGGCCTTTGGTGGACCTACGTGATCAGTCTTGTAGCCAAAACCATA ATTGAAGTAGCTTTCTTGTATATCCTGCACCGAATCTATGACAGTTTTGACATGCCTCGT CTTGTCAAATGCACAGCCAGCCCATGCCCCAACACGGTGGATTGTTACATTGCCAGACCC ACTGAGAAAAGGGTGTTCACCTATTTCATGGTGGGGGCTTCATCTCTGTGTGTGGTGTTG AGTGTCAGTGAAATTATCTATCTGATCGCTAAAAGGTGTTTCAGGTTTTGCATGTTGCGA TGTGGAAAGCGAAAATCTAACCTGTCTATGAGCGCAAATGGTCATAAACTCATTCACATG AATTACTTGCCTTCTGCTAGGCCACAGGACTATATCCGTGCTTCTGCCCCAAACCTCTCT
TCAATGTAA

>Cm-gjb3.2-XM_007906415-gjb3like
ATGGACTGGGGCACGCTTCAGGAGCTGTTGAGCGGCGTCAACAAGTATTCTACAGGGATC
GGCCGCATCTGGCTGTCCGTGGTCTTCATTTTCAGGGTCCTAGTATACGTGGTGGCTGCG GAGCAGGTGTGGGGCGATGAGCAGAGTGACTTTGACTGTAACACCAGGCAGCCGGGCTGT GCCAACACCTGCTATGACCATTACTTCCCCATCTCCCACATCCGGCTGTGGGCCTTGCAG CTCATCTGCATCTCCACCCCCTCCCTGCTCATCGTCATGCACGTGGCCTACAGGAAAGAG CGGGAAAGGAAAAACACCATAAAACATGGGCAGCAATGTCCCAAACTGTACACAGACACT GGGAAAAGGCATGGCGGGCTGTGGTGGACCTACCTGTTCAGCCTGCTGTTCAAGACGTGC TTCGAGATCTCATTCTTGTACATCCTGTACAGGATCTATGACCGCTTTGACATGCCGACT CTGGTCAAGTGCTCAGTCTATCCCTGCCCCAACCAGGTGGACTGTTACATCGCCAAACCC ACCGAGAAAAGGATCTTCAGCTACTTCATGGTAGCCGGCTCTGCCCTTTGCATCGTCCTT AACATGTCCGAGATGCTCTACCTGATCTTCAAACGCTGCTTCTATTGTTGCAGTAGGAGG GCAGGCCGGAGGAACAGGTCAGAGAGGAGACAGAACCAGCTGAACTCCTTCCGTCCTCAC CTGAATTACAGGTATGTCCAGCGCGACAACGAGATCCAGCCAGTGGACAACAACGAACAA ACCTCCCCGTCGTTCTGTTAA

>Cm-gjb3.3-XM_007906412-gjb4like
ATGAACTGGGGTTTCCTCCAGGGGTTGCTCAGTGGCGTAAACAAGTATTCCACGGGATTC
GGGAGGATCTGGCTGTCCGTGGTCTTCCTTTTCCGAGTGATGGTCTATGTGGTGGCAGCA GAGAGAGTGTGGGGCGATGACCAAAAGGACTTTGAGTGTAACACCTTACAGCCTGGTTGC TCCAACGTCTGCTATGACCATTACTTCCCCGTCTCACACATTCGGCTCTGGGCATTACAG CTGATCTTCGTCTCCACCCCATCGCTGCTGGTGGTTATGCATGTGGCCTACAGGGAGGAG AGGGAGAAGAAGCACAAGAAGAAGTTTGGGGAAGATTGCTCTGCGCTGTACGAAAACACA GGGAAGAAGAAAGGAGGGTTGTGGTGGACTTATTTGTTCAGTCTTGTATTTAAGGCTGGG TTCGATATCACTTTCTTGTACATTCTTCACATGATGTATGAGAATTTCGACCTGCCTCGC CTGGTGAAGTGCACCATGGATCCTTGCCCCAACACCGTAGACTGCTTCATCGCCAGACCC ACTGAGAAAAGAATCTTCACTTACTTCATGGTCGTAACCTCCGCCCTGTGTGTGCTCATC AACATCTGTGAATTGATGTATCTCGTCAGCAAGAGGGTCATGGAAAGCTGCTGCTCCCCC TACTGCACACGGAGAAGCTCGAGGAACATGATTCCGATGAAGATGAAGTCACCCTCATTC TCCTCCAACAAGAAAAGGCCGACTGCAAATTACAATGCAGAAAACAAGATGTTCTTTGGA GACCAGAGCCCCAACCCGAACATCATCATTCATGGTCAAGACATGAAAAGTCCGTCAGCA AACAAGTCCAAGTGTTGA

>Cm-gjb5like-XM_007898730 Highly divergent from all other sequences. No other chondrichthyan sequences give reasonable hits with this one, even blasting with relaxed criteria (“somewhat similar sequences”). This sequence is therefore omitted from the main analyses.
ATGGATACTGAGATCTGGATTTTCCTGAGCGGAACTGACTGGTATGTCCCCCACTTGCTG
AAGCTTGTCCTCTCCTTCCTCTTCACTCTGCGCCTCTTGGTACTCGTTTTGGGAGAAAGG
ATCGCTTGGAAAGATGACTTGTCTGATCTGGTGTGTAACTCTACCAGGGTGGGCTGCCAC
AGCGAATGCTACAATCAGTTCTCCCCTCTCTCCCCACTCACTCTCTGCTCGCTGCAGATG
ATCTTCCTGTGCGTCTTCTCACTGGCGAATCTGTGGTACTTCAGAGACATCACCTACCGT
CAGCTCAGATGCTGTAGCCTGTTTGCAAAGGGACTGATCGAAGGGGCTTTCTTATTCACG
TGCGTCCAGCTTTACTCTGGGATCTTCAGACCTTCCTCTTTCCAGTGCAATCTTGCTCCC
TGCGAGCAGCCCGTGACTTGCCATCTACTCAAGAGCAGACTGAAAGACGACTTCGTCCTG
CTCATGGTTTCTGCCTCGCTAGCCTCTCTGTCCATCTGTGTGCTAGCGGTGTGCTTGCTC
CTGGGGAAATGGCTGTATAATAAAGGGAGCTCAGGAGAGAAACTGTTCAAGAAACTCTGC
TTGAATTATTACTCACAAGGTAAAAATGCAATGCTCATGCAAAGCCAGACTGGTTATAAT
CCTTGTATCTAA

>Cm-gjb7-XM_007905062-gjb7-25
ATGAGTTGGAGTTTACTGCGTGATGTTTTGAGTGGAGTGAATAAATACTCCACAGCACTG
GGCCGAATCTGGCTGACTGTTATGTTCATATTCCGAGTCCTTATCTACGTGGTGGCAGCT
GAGCGTGTCTGGAATGATGAGCAGAACGAATTCACGTGTAACTCAAAACAGCCTGGTTGT
GAAAATGTGTGTTTTGACCACTTCTTTCCCGTGTCTCAAGCAAGACTTTGGGCACTGCAA
CTTATTATGGTTTCCACCCCTTCCCTTTTGGTTGTCATGCATGTGGCTTACAGGGAGAAC
AGGGAGAAGAAATATCACAAGAAATTGTATGTAGACAAAGGGAACATAGATGGGGGCCTG
TGGTGGACTTATGTTTTTAGTCTACTGTTCAAATCCGGAGTCGAGGTTGGCTTTTTGATT
ATGTTTAACTGGATTTATGAAGGATTTTCTCTTCCTCACATTGTGAAATGTGAGGTCAAA
CCCTGCCCCAATGTGGTAGATTGTTTTATTGGTCGGCCAACAGAGAAGACTATCTTTCTC
TATTTCATGGCTATCTCCTCGGGACTTTGTATTGTGCTGAATATTTGCGAGCTGAGCTAC
CTTTTGACAAAACGCTGTGAACTATTCTGGGCCAAGCGATATGGTCAGCAAGGTCAAAGA
TTCAATCAAGTTAATGTCAAAAGTGATCTGTTGAGAAGAAAATCTGAATTGAAAGATCTA
AAAGCACTTAAAAATGGCTCTTTGACTTCTTCCACTAATTTTCACACAATGTGA

>Cm-gjb8-XM_007905582-gjb2-26
ATGAATTGGGGTCAACTGCATTTTGTCCTTGGAGGTGTCAACAGGCACTCCACAGGCATT
GGGAAGATCTGGCTTTCGGTCATCTTCATCTTCAGGATCATGATTCTCGTGGTGGCGGCA
GAGAGTGTGTGGGGAGATGAGCAGTCGGACTTTGTGTGTAATACTCTGCAACCCGGTTGC
AAGAACGTGTGCTACGATCACTACTTCCCCATGTCTCACATCAGGCTCTGGTGCCTCCAG
CTGATCTTTGTCTCCACGCCTGCCCTGCTGGTCTCTTTGCACGTTGCCTACAAACAGCAT
GAAGAGAAGAAGGTGCTCCAGAAACGCCAGGGCTCCCTGTTGAGTAAGGATGATGCAGAG
GCCCTGAAGAAACAGAAACTGCGAATTGTCGGTGCTTTCTGGTGGACCTACACTACTAGT
ATCTGCTTCCGGATTGCTTTTGAATGCGTCTTTACCTACATGTTGTTCTTCCTCTACGGG
GGGTTTCAAATGACTCGCCTGGTTAAGTGCAGTTCCTGGCCCTGCCCCAATGTGGTGGAC
TGTTTCATTTCCAGGCCCACTGAGAAGACTGTATTCATCATCTTCATGGTTGTGGTGTCC
GGGATCTGCATCCTGTTGAATGTGGCCGAGTTGTTTTACCTGCTGGCAAAGGCTTGCCTG
AGACGCTCCAACCAGAAGCCACATCACCCCAACCACATCTTCAGGAGCAAAGAGAACCAG
CAAAATGAAATGAATGAGTTCTTGTCTTCTGATGCCAAGCGCCAAGTCTCTAGCTCAGAA
CTGAGCAAAATTGGCTAA

>Cm-gjb11-XM_007894731-gjb2like
ATGAATTGGGATCTCCTCCATTCCCTGCTGAGCGGGGTGAACAAGTATTCTACGTCCCTG
GGGAAAGTGTGGCTTTCGGTCATCTTTCTCTTCCGTCTCCTGGTCTTGGTAGTGGCGGCC GAGAGCGTGTGGGGAGACGAGCAGAGTGACTTTATTTGCAACACGCAGCAGCCCGGTTGC AGGAACGTGTGCTATGACCGCTTCTTCCCCATCTCCCAAATCAGGCTGTGGGTCTTCCAG CTCCTGTCCGTGTCTGCTCCGTCTTTCCTCATCGGCATGCACATTGCCCAGAGGAGGAAA AGGGGGAAGGACAACATCAAGATCTTTGACGAGAACAAACAGCACAAAATAAAAATCGAC CGTGCCCTTCTCAGGACCTACTTGATGAGTATTGTCTTCAAAATATTATTCGAAGTTGGC TTCATGTACTTGTTCTATTGGCTCTACGAGGGTTATAGGATGCTCAGGTTGGTGAAATGC ACAGAGTATCCCTGTCCTAACATCGTTGACTGCTTCATTTCCAGGCCAACTGAGAAGACA ATCTTTACTGTTTTCATGCTATCAGCTTCTGGTGTGTGCGTCGTGCTCAATGTGGCCGAA CTGTGCTACTTGGTCATAAAGTACTGCATCATGCAATGGAAGCAGAACTGGATATCGATA GTGCAAACCAATGAACAAGCTAATATAAGCCAGGCTGACAGCAATGGTTCAAAGCTTGAT GATGACCTACATTGCCGCATACATCTTAAAACCGAGACATGA

>Cm-gjc1-XM_007901494-gjc1-45
ATGAGCTGGAGTTTTCTAACCCGTTTGCTGGAAGAAATTCATAATCATTCCACGTTTGTC
GGCAAGCTGTGGCTGACTGTTCTCATTGTTTTCCGCATTGTGCTCACTGTAGTTGGAGGA GAATCCATCTACTACGATGAACAGGCAAAGTTTGTTTGCAATACAGCACAACCAGGTTGT GAAAATGTCTGTTATGATGCCTTTGCTCCCCTATCTCATGTTCGATTCTGGGTTTTCCAG ATAATACTAATCACAACTCCATCTGTAATGTATCTGGGTTACGCTATCCACAAAATTGCT AAAACAGAAGAAGATGAAGAGCGGAAGAAAAAGAAGCCTGTTTATGCTGTGCGGTGGAAA CAGCACCGTGCTTTGGAGGAAGCAGAAGAAGATGCCATTGAAGATCCCATATTATATCCA GAAATAGAGATAGATAATGAAAAAGAGAATAAAGACCAGAAGAAAATGCATAAGCATGAT GGTAGATGTCGAATTAAAAGGGATGGTTTGCTGAAAATTTATGTTTTTCAATTGCTTGCA AGGACTGTCTTTGAGTTGTGTTTTCTTATGGGCCAATATATTCTATATGGCTTTGAAGTG AGTCCAAAATACGAATGCGAGAGGAAGCCATGCCCTCACCACGTAGACTGTTTTGTGTCA AGACCAACAGAAAAAACTATCTTTCTTTTAATAATGTATGGTGTCAGCTGCCTATGTTTG TTCATCAATGTCTGGGAAATGATTCATTTGGGATTTGGAACCATAAGGGATATAATCCAA GTCAAACAACAATCTGTTGCAGAATGTTCTTATAACTACCCGTACACGTGGAACACTCCT TCAGCCCCACCAGGTTACAATATCGCAGTCAAATCAGATCAGATTCCATACACAGAAATT TCCAATGCTAAAATGGCTTACAAGCAAAACAAAGCAAATATTGCTCAAGAACAGCAGTAT GGTGGTAGCAATGATGAAAATCTGCCGGTGAGCCTGGAAAATGTGCAGAAGCAGCTGAAA TTGGCCCAGGAACGTTTGGACATGGCTTTTCAGATCTATAACAGTCGGACCAGTGCTTGT AACCACTCCAAAGACAAAAAAGGAGGATCAAACAAAAGTAGCAATAGTAGCAAATCTGGA GATGGGAAAACTACAGTGTGGATTTAA

>Cm-gjc2-XM_007908248-gjc2-47
ATGAGCTGGGCCTTTCTAACCCGTCTTCTCGAAGAAATCCACAACCACTCC
ACCTTCGTGGGCAAGATCTGGCTCTCGGTGCTTATCGTCTTTCGTATCGTGCTGACGGCT
GTCGGTGGGGAATCCATTTACTCGGACGAGCAGAGCAAGTTCGTGTGCAACACCAAGCAG
CCGGGTTGTGAGAACGTCTGCTACGATGCCTTCGCTCCTCTCTCCCACGTGAGGTTCTGG
GTCTTCCAGATCATCCTCATCTCCACCCCGTCCGTCATGTACCTGGGCTACGCCATCCAC
AAGGTTGCTCGGACTTCCTCCTCCGAGGAAGAGGATCGGGAGGAAGAGGAGATGGAGATG
GAGAGGAGGCTGAGGTTCTTCAGGAAGAGGAGGGCGCCTCCTGGCGTCCGTTGGCAGAAC
CTGCGCGGGCCGGAGAGGACGGGGGAAGGGGAGGAAGAAGACGAGGAGGAGCCCATGATG
TACGAGGAGGTGGCGAGGGAGAAGGAGAGGGAGGGGAGGGGAGTGGGGAGGCCACAGAGG
CACGATGGGAGGCGCAGAATCAGGCAGGAAGGACTGATGAGGATGTACGTCTTCCAGTTG
ATCTGCAGGGCCCTGTTTGAGGTGGGCTTCCTAGTGGGACAGTACCTCCTGTACGGCTTT
GAGGTGCACCCCTCCTACGTGTGCACCCGGCAGCCGTGCCCCCACACCGTGGACTGCTTC
GTGTCGCGACCGACAGAGAAGACGGTCTTTCTCATCGTCATGTACGTGGTGAGCTGCCTC
TGCCTCCTGCTCAACCTGGGAGAGATGGTCCACCTGGGTATGGGGACGGTCAGGGACGTG
ATCAGGAGCCGGAGGAGGCGAGGCAGGACCAGCGCCCGCCCCTTCCCGTACCCTTTCCCT
CGGAACATCCCAGCCTCGCCGCCCGGATACAACATGGTGGTCAAACCCAACGTGACGGGC
AGCAAGGTCCCCAACGGCCTGCTGGCCCACAAACAAGTCCTGGGCAACGTGGCTCAGGAA
GTTCCGTGCACCAGCCCGGACGACAATGTGCCCCCAGACCTGGCCAGGCTGCACAGCCAC
CTGAGGGAGGCACAGGAACGGCTGGACGTGGCCTTTCAGACTTACAACAGCCGGGGGAAC
GGGCAGAAATGCAGGGCGGGCAGTCCAGGCTCTGGGGGCTCAGTGGCGGAGCAGAACCGG
GTCAACGCAGCCCAGGAGAAGCAGGGAGCCAAACCCAAACCCGGCTCTGACAAAGGGAGC
TCCAGCAGCAAATCCGGGGACGGGAAGCCATCAGTGTGGATCTGA

>Cm-gjc4-XM_007910307-gjc1like NBNB 2 nt added relative to XM_007910307 (marked in red) as the predicted sequence (but not the present modification) gives a weird sequence in last 10-15 aa of second conserved domain.
ATGAGCTGGAGCTTCCTGACCCGGCTGCTGGAGGAGATCCACAACCACTCGACCTTCGTG
GGGAAGATCTGGCTGACGGTGCTGATCGTGTTCCGGATCGTGCTGACGGCGGTGGGCGGT GAGTCCATCTACCACGACGAGCAGAGCAAGTTCGTGTGCAACACGCAGCAGCCGGGCTGC GAGAACGTGTGCTATGATGCCTTCGCTCCGCTCTCCCACGTCAGGTTCTGGGTCTTTCAG ATCATTATGATCTCGGTGCCGTCCATCCTGTACCTGGGCTTCGCCGTTCACAAGATCGCC CGCACAGAGGCCGTGCCCCCCCCGCGCCGGCGCCCCCCCCCCATCGTGCACCGTGGCCCC GCGCGAGATTACGAGGAGGCCGATGGGGACGACGAGGAGGACCCCATGATCTGTGAGGAG ATGGAGCCGGAGCCACCGGCCGGGAAGGGGAGGCAGCCGATGCCGGAGAGGAAGCAGCAC GACGGGCGGCAGAGGATCAAGCAGGACGGGCTGATGAAGGTTTACGTGGCGTCCCTCATC GCCCGCACCGGCTTCGAGGTGGGCTTCCTGTTCGGCCAGTACCTGCTGTACGGCTTCGAG GTGATCCCCGGCTTCGTGTGCAGCACCAAACCTTGTCCACACACCGTGGATTGCTTCGTG TCGCGGCCCACCGAGAAGACCATCTTCCTGCTGGTCATGTACGTGGTNNGCAGCTTGTGT TTGCTCCTCAACCTCCTGGAGCTGCTGCACCTGGGGGTGGGGGCGTCCGGGACGGGCTGC GTGGCCGGAGACGCCGCGGCCCACCTGCCTCGGCCCCCGCGCACTCCCACGCGCCCCCCG GCTACCACTCCCTCCTCGCCAAGGAGCAGTACCGGCACCGACTGGCCAATGGGGCCCCCG CATTCGGCGGCCAACCCTCCGACGACCTCCAACATCTGCGCCACCACCTGCACCTCGTCC AGCAGCAGCTGGACATGGCCTTCCGGAACCATCCGGCCGCAGAGCCGGGCAGCCACTCCC GCAGCGGCAGCCCCGAGTCCAACAGCACAGCCGCCGAGCAGAACCGACTGA

>Cm-gjd1-AAVX02049497:3276R
NNGATTCTTCTGACCGTGGTGGTGATCTTCCGGATATTAATTGTTGCCATCGTCGGGGAG
ACGGTGTACGAGGATGAGCAGACCATGTTCATGTGCAATACTCTGCAGCCTGGTTGCAAC
CAGGCCTGTTACGACAAGGCTTTTCCCATCTCCCACATCAGGTATTGGGTCTTCCAGATA
ATCCTGGTCTGCACACCCAGCCTCTGCTTCATCACCTACTCCGTCCACCAGTCGTCCAAA
CAGAAGGACAGACGTTTCTCCGTGCTGTATCCCCTCCTGGATCAGGATTACTCCAGGCCG
CCCTTGGAAAGAAACGAGGACAAGAAGCTCCGAAGCAACACGATCAACGGGATCCTCATC
CAGAACCCGGATGGGTTGACCAAGGAATTGGAACCCGATTGCCTGGAAGCCAAGGACATC
CCCCATGTTTCCATGAGGACCAGCATCAAAAGCTCGAAGACTCGACGGCAGGAGGGCATC
TCCAGGTTCTACATTATCCAGGTGGTCTTCAGGAACGGGCTGGAGATGGGCTTCTTAGTG
GGACAGTATTTTCTGTACGGTTTCAATGTGCCAGCCATCTTCGAGTGCGACAGGTACCCT
TGCGTCAAGGAGGTGGAGTGCTACGTGTCCAGGCCAACTGAGAAGACGGTCTTCCTGGTC
TTCATGTTTGCCGTGAGCGGGATCTGCGTGGCTCTCAACCTGGCGGAGCTCAACCATCTG
GGATGGCGTAAGATCAACGCGGCAATCAGAGGGGTGCAGGCCCGGAGGAAATCCACTAGC
CAGGTCAGGAAGAAGGAACCATCCCGTTTGGGCCACCAGGCACGAAGCCTCGGGAGGACA
CAATCCAGCGAGTCCGCGTACGTCTGA

>Cm-gjd2-XM_007888024-gjd2-36
ATGGGAGAATGGACGATTTTAGAGAGACTGTTGGAGGCGGCTGTCCAGCAGCATTCTACA
ATGATAGGAAGGATCTTGTTGACTGTGGTGGTGATCTTCCGAATCCTGATCGTGGCAATC
GTTGGAGAGACGGTGTATGACGACGAACAGACCATGTTCGTTTGCAACACCCTGCAGCCG
GGCTGTAACCAGGCGTGCTATGACAAGGCGTTCCCGATCTCCCACATACGGTACTGGGTC
TTCCAGATCATCATGGTGTGCACTCCCAGCCTCTGCTTCATCACGTACACCGTCCACCAG
TCCTCCAAACAGCGTGAGAAAAAATACGGCAACGTGTTTCTCACCGTGGACAGAGATTTG
GACATGTTGGTCAAGCGAGAAGACAACAGGAAGATTAAAAATACTGTGGTGAACGGGGTT
CTTCAGAACTCGGACAACTCCGCCAAAGCCGCAGAAACGCGGGACTCGGTCATCAGAAAC
AACAAGATGTTGAAGATAAGGAGACAGGAAGGGATCTCTCGCTTCTACATCATTCAAGTG
GTTTTCAGAAACGCTCTGGAGATTGGCTTTCTGGTGGGACAATATTTCCTGTACGGGTTC
AAAGTCCCGTCCATGTACGAGTGTGACCGCTATCCGTGCGTCAAAGAGGTGGAGTGTTAC
GTGTCGAGACCGACGGAAAAGACTGTTTTTCTCGTCTTCATGTTTGCAGTGAGTGGCCTT
TGCGTTGTCCTCAATCTGGCGGAGCTCAACCACCTGGGCTGGAGAAAGATCAAGACCGCG
GTGAGGGGGGCAAGGGCAAGGAGGAAATCCATCGTCGAAATCAGGAACAAGGACACACCA
CACCGAATAGGTGTGCCAAACTTTGGCAGAACTCAGTCGAGCGACTCTGCATATGTGTGA

[bookmark: _Hlk57566845]>Cm-gjd3-XM_007911915-gjd3-31.9
ATGGGAGAATGGAATTTCCTGAGTGATCTCTTGGAGTCGATCCAGGCCCATGCTCCTATG
GTTGGGCGGATCTGGCTGCTCCTCATGTTGATTTTCCGGATCCTGATCCTGGGCACGGTG GGAGGTGACATTTTTGAGGATGAACAAGAAGAGTTTGAGTGTAACACTCTGCAGCCAGGG TGTAAGCAGGTCTGTTACAGCAAAGCCTTCCCGATCTCTCCTTACAGATTCTGGGTTTTC CACATTGTCATCTTGTCCATCCCGGCCCTGCTGTTTGTGGTGTACGCTATGCACCAGTCC TCCAAGAGTGTGGAGAAACAGGAGAAGATCGGCCTCCTCCAAAACAAAGAGACGCCAACC AGAGGAACGCCTAGAATCCGCAAGTGTTACATTGTTCATGTGCTGATACGGCTGCTGGCT GAGGTTGGTTTAGTGGTATCTCAGTGTGCGCTGTACGGCTTCACCATTGAACCTCGCTTC CTGTGTGTCAGTTTCCCGTGCCCTCACACTGTCGATTGCTTTGTCTCGCGACCAATGGAG AAGACGGTGTTCCTGATCTTTTATTTTGTCATCGGGGTCATCTCGGCCGTCATCAGCCTG GTCGAGCTGCTGCACATCCTGCTGAAAATCTGCTGCAGCAGTCAATCCCTGGAGCCCTGC GAGAGACAAAACCAGTCCAACATTCACCACGAGAGAGAGAGGCACATGCACTCGCTGCCA CTGCTCCACACGGCAGGGAATGTGAAGCCCATCACATACCATCATCCTGCCACTCAGTGG CACAAAGAGGAATATCCAAATCTTCAGGGGGGCCCCCAGTCTGACACTGAGTCCAGCCTC ACCAGTAAATCCACCATCCTCACCAAGTCAGTGAGAAGCAGCACCAGCAACCAGTCCAGT GTCAAGAAGCCACCTCTCAACATCTGA

>Cm-gjd4-XM_007893483-gjd4-40.1
ATGGCTTGGTGGGACAGCCTGGGTTTGGTGACTCTAACTCTGAACTACAACATCACAATA
GTTGGGAAGATCTGGATAACAGTGATGGTGCTGCTCAGACTACTTGTGATAATTGTGGTG
GGTTACCCCTTGTATCAGGATGAACATGCACGGTTTGTTTGCAACACCATGCAGCCGGGA
TGTTCCAACATCTGCTTCGATGCCTTCTCCCCTGTGTCTCACTTCCGATTCTGGTTTTTA
CAAGCCATGGCCCTTTGCCTGCCTTTGGCCATGTTTGTGGTGTACGTGGCCCACAAGGTA
ACTAGCCAAATTGCAAGGGAAAGCGTGCACCAGTTCCCTGAAAACCTCCCGAAAGTTTCG
GTGATTGGACGGGAACAAGCGCCCTGTGGAAGTGCATATTTAATCAGGAACAGTTCGGAG
TCAGGACTTCGCTTGTATCAAAGCCGTGATGAACGGAACCAAGTCAATGAAGATTTCAGG
ATGAGGCAAAACATTCCTCATTTCTGTGAGGCATATATATTGCAATTGCTGGTGAGGATG
CTGTTGGAAGCTGGGTTCGGTGTTGGACAGTACTATTTGTTTGGGTTTTTTGTCCCTAAT
ATATTCATCTGCTACAGACATCCTTGCAGCAGCAACATAGACTGTTACACCTCCAGACCC
ACCGAGAAGACTCTTATGCTTCATTTTATGCTTGGAGCTGCCGGATTCTCTTTGGTGCTG
AATTTCGTGGAGTTGCTTCATGTCATCAAGAGAGCTTCGAGTCAAAACCGTAAGAATAAA
TCTCTGACACAGAATATTTGCCGAAGGGAACCGTATTGTGTTCTCCCGAATCGGGCTCAT
GTGTTCCCCGGACACAAAGTCGTTCAGGAATATGGAGCACAAGCGAGGAGAAGGCGGGGC
AGCGGTGTGAGTGTAGACAGCGACTTATCAGCAAAATCCCAGCAGAGGGAAGGAACCTCT
CTGCACTCTGGTGTCCAGTCAGAGCACATAGCTCTGCCCAATGCCAACAGCAATAACACA
CACCTCACCGCAGTCCCATCGAGCTCCAGGTCCACGGAAGACTACACTGAAGAAGAGGGC
AGTGAGGTGGTGCTGTACGCAGGAGAACAGAGAGCAGTAGCTCGGGGATTCAGCGGACAC
TCAAGTGGTGACAACCCGGTGATCCCGACAGATCAGCAAGGCTTCAGATCGCGCCAGCTC
CCGCTGCAAAGACCCATGGAGCCTCTGTCAGTCAGCAAGCAGCTGATAGAAGAGTATAAG
TTTGTTCACCTGCAATCTAAAGATTTGCAGACATTCCTTGGTACAGGTGGCAGGATGAAG
AAATCTGAATGGGTTTGA

>Cm-gjd5-XM_007900810-gjd2like 
ATGGGTGATTGGTCCTTGCTTGGCCGGCTTCTGACAGAGGTCCAGCACCATTCCACGGCG
ATCGGGAAGGTGTGGCTGACCATGTTGCTGATTTTCCGCATCCTGCTGGTCACGTTGGTG
GGGGACGCGGTGTACAGCGACGAGCAGTCCAAGTTCAAGTGCAACACCCTCCAGCCCGGT
TGCAACAACGTCTGCTACGACACCTTTGCGCCCATCTCCCACCTCAGGTTCTGGGTCTTC
CAGATCGTCCTGGTTTCCACCCCGTCCATCTTCTACATCGTGTACGTCCTGCACAAAATA
GCGATAGACGAGAAGAACGAAATCAAGAGGGGGTTTCCAGACACCTGCGTTCCTGACGAG
CGTTTCCTCCCCGAAGACGAAGCCTTGAGCCACAGGACGGACACCACGGATTCACTGGAT
ACTCAATTGGAATTGCGAGACAGCGACTACGAGGAAGAACAAGTTCGAAGCCAAAAGGAG
ACCGATCCCACCCTGCTTTCCAATAAGGTGTTGACCATATATGTTGTACACGTCATGTTG
AGATCCCTGATGGAGATAGCTTTTCTGCTGGGGCAGTACTACCTGTATGGGTTCACCGTA
CCTCATCTGTTTGTCTGCTGGACCTCACCTTGCCCAAACAAAGTGGACTGCTTTGTGTCC
AGGGCCACCGAGAAGACCATCTTCTTGAACTTCATGTTCTACGTCAGCCTGGGCTGCCTC
CTGCTGAACATCATAGAGCTTCACTACTTGGGTTGGGTGTACATTGCCCGTGTACTGTGC
ACCGCTTGCTCTCCCTGCTGTGAGAAGAAGAGGTACAAAGAAGCCGTGCGGCGGTACTCA
CAGCGCAACCCGCTCCTCTTGGAGCTAAAGGATTCGTTTCATGCCAATCTGATGCTCAAG
TCGTCCGCTCAGATGCTCCCGGAGAAGCACCCACCGAGCCCGGTGGCCATTTTATTCGAG
TCCGGGTCGGCCGAGTGCACCAAGAAAATTCCCGAGGATAAGGAACGGACCCGGTCGAAA
CACGGAAATCTGAACAAGTCTGGGAAGAGCAAGAAAGTTTGGCTTTAA

>Cm-gje1-XM_007912363-gje1like Splice sites
ATGTCCTTAAACTACATCAAAAATTTCTACGAAGGATGTCTCAGGCCTCCGACTGTTATA
GGCCAATTCCACACCCTGTTCTTCGGCTCAGTACGTATGTTCTTCCTGGGAGTTCTGGGT
TTCGCTGTCTACGGCAACGAGGCCCTGCATTTCAGCTGCGATCCAGACAGGAGGGAGTTA
AACCTCTTCTGCTATAACCAGTTCAGGCCGATAACCCCACAGGTATTCTGGGCGTTACAG
CTGGTGACGGTGTTGGTGCCGGGCGCTGTGTTCCACCTTTACGCCGCTTGCTGTAACATT
GACCAGGATGAGATCCTGCAGCGAGCGCTCTACACTGTTTCTTACATCATCTCCGTCCTG
TCCCGCATCGTGTTGGAGATCGTGGCCTTCTGGCTGCAGAGCCATCTATTTGGCTTCCAA
GTCCACCCCATCTACACCTGTAATGTGGCCTCTCTGGACAAGCACCTCAAGCTGACCAAG
TGCATGGTCCCCGAGCACTTTGAGAAGACCATCTTCCTCTGCGCTATGTACACCTTCACT
GTCATCACCGTGCTGCTCTGTGCCGCAGAGATATTCGAGATCCTGTGTAGGAGACTCGGC
TACTTGTCCACCGGGTAA




[bookmark: _Toc62483460]Supplementary Figure S39. Small-eyed rabbitfish (Hydrolagus affinis) gja5.
The sequence was collected from GenBank.

>Ha-gja5-JAAIL010003822:14502R
ATGGGCGATTGGAGTTTTCTAGGCAATGTCCTCGAACAAGTACAGGAGCACTCAACTGTG
ATGGGAAAGGTATGGTTATCGGTACTCTTCATCTTCAGAATCCTGGTGCTGGGAACAGCA
GCGGAGTCCTCCTGGGGGGATGAGAATTCCGACTTTGAGTGCGACACCCTACAGCCTGGC
TGTGAAAACGTTTGCTACGATAAAGCTTTTCCCATCTCCCACATCAGATATTGGGTGCTT
CAGATCATATTTGTTTCCACTCCGTCTCTTGTTTACATGGCCCACACCATGCACATTGTG
CGGATGGAAGAGAAAAGGAAACTGAAAGAAGAGAAGAAACAGGGCAGTAAAGACGGTGAG
CCCTTCTTTCAGGAGAAAGAATATTTGGAAGAGAAAGTCACAGTGCATATAAAAGAGGAC
GGGGTTTGTAAAGTTGCACTGAAAGGAGCTTTGCTGCGAACATATGTATTCAGCATATTA
GTCCGTTCAGTGATTGAAGTGGGTTTTATTTTTGGTCAATATTTAATATATGGAATCTTT
TTAAAACCAATGTTTCACTGCCACAGATGGCCATGTCCTAACTCTGTTAATTGCTTCCTG
TCCAGACCTACAGAGAAGAATATCTTCATAGTATTTATGCTCGCGGTGGCAGGACTTTCC
CTGTTCCTCAGTCTGCTTGAGCTGTACCATCTTGGATGGAAGAAGCTCAAGGAGCTACTG
GGCAATAAGTACAAGGATAAAGCTATCTGTGACAATTCCAAGCTTCCTAAGGATCATGGT
CTTCCACCAGTCTATCACAATGCCCTGGAGAGTTCTTCACCCCACAGCTACACTCCCCTG
CCTGGTTTTACCCATTCTGTAGTGAGTCAGAATGGTGGAAGTAATCCTTTCAGTAACAAA
CTGGCTAGTCAACAGAATTGCGTCAACTTTGCAACAGAACGGGACAGGGAACACAACGAT
GTGCTAAACGGACCTTTTATTCATTTGAATTATGCGCAGGCCAACAATGAAACTCCAAAT
GCAACAGCTCCAGAAATAAGACTCCAAGAGACACCACACAAAGATAAACGACGCCTAAGC
AAATGCAGCAGGACAAGCAGTAAGGCAAAGTCAGACGATCTGACAGTTTAA



[bookmark: _Toc62483461]Supplementary Figure S40. Sea lamprey (Petromyzon marinus) connexins.
The chronology of the sequences is according to the Greek nomenclature. Size nomenclature is indicated in parentheses. GenBank accession number is given for each entry. 

>Pm-gja3-XM_032972719-GJA3
ATGGGCGATTGGAGCTTCCTCGGGAGGCTCTTGGAGAACGCGCAGACGCACTCCACCGTG
GTCGGCAAGGTGTGGCTCTCCGTGCTCTTCATCTTCCGAATCCTCGTGTTGGGAGCGGCG
GCCGAGAGCGTGTGGGGCGACGAGCAGGCGGGTTTCCGTTGCAACACGCAGCAGCCCGGC
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTC
CAGATCATCTTCGTGTCCACGCCGGCGCTCGTCTACCTGGGCCACGTGCTGCACATCATG
CGAATGGAGTCGCGCAGGAAGGAGGAGCTCGAGGAATGGAGGAAGCTGCACCCCAACGAG
GACGAGGACGACTGCAAGGCGCTCCTCGACGGTGGCAAGGGCAGAAAGGGCGGCCCGCCG
AAGCTAAGGAAGACCTACGTGAACGACCAGGGAAAGGTGTGCATCAAGGGCGCGTTGCTC
CGCACCTACGTGCTCAGCATCTTCAGCAGGACCATCTTCGAGGTGGGCTTCATCGTGGGT
CAGTACTTCCTCTACGGCTTCAGCCTGGGACCGCTCTACCGCTGCAGCAGGAGCCCGTGC
CCCAATGTGGTCGACTGCTTCATCTCGCGTCCCACCGAGAAGACCATCTTCATCCTCTTC
ATGCTTGTGGTGGCCTGCCTCTCGCTGCTGCTCAACCTCTTGGAGATGTACCACCTGGGC
TGGAAGAAGATCCGCAAGGGGCTCGGCAAGCGCTACGAAAAGATGAGCCAGCAGCAGCAA
CAGCAGCAGCAGCAGCAGTCCGCGATGAAACACCACCCGCCCTCGCTCGACCAACACTCG
GTGAAGACCTCCTCGCAGCCCATCTCCTACACCTACTACCAGCCGCCCACAGATGAACGC
AACTACGACCCGCCGAGTTTCCGCACGGCGACCAGAGACCTCGTCGCGGGGGGACGTCTC
GTCGCGCAGGGCGTGGACGGGCAGAATTGGGCCAACTGGGAGGAGGAGGAGAGGCGGCGG
GTTGCTCAGGCCACGAGCGGCGACGCGAGGCACGCGAGGCACGCGCCGCAGCCCGTGAGC
CGCAGCCTCGCGATGCGCACTCCGCCACCGCCGCACGGCGCTCCACCTCCGCCCGCGTCG
CCGCTGCTGCTGCTGCAGCCCTGGGCCGCGTCCTCTCCTGCCGCCTGTCCATCATCCTCG
GCCGCCGTCGCTGCCGCTCTGGCTGCGGCTCTGGAGGACGAGGCGGAGGTTCTGACGGCT
ACGGTGCAGTTGCACGACCCGCCTCTGCACTCGGGAGGCGAGCACGACATCGATCTGAGG
AGGTTGAGCAGGGCGAGCAGTAGGGTGCGCTCAGATGACCTGCAGGTGTAG

>Pm-gja8-XM_032977200
ATGGGCGACTGGAGCTTCCTGGGCAACGTTCTCGAGAAGGTCAACGAGCACTCGACGGTG
CTGGGCAAGGTGTGGCTCACGGTGCTCTTCATCTTCCGCATGCTCGTGCTGGGCACGGCC
GCCGAGTACGTGTGGGGGGACGAGCAGTCGGACTTCGTGTGCAACACGCAGCAGCCCGGC
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCCCACGTGCGCCTCTGGGTGCTC
CAGATCGTCTTCGTGTCGACGCCGTCGCTCGTCTACGCGGCCCACGCCGTCCACCACCTG
CGAGGTCGCGCCAAGAGGAAGGACGTCGACGACGAGAACGCGATCAACGCCGAGGGCGGG
AAGCCCAACGCGCTGCGCTCGCGGCGCTAACGGCGGCCGATGTTCTGTTCTGGGCGGGTG
AAGGTGCGCCTCGAGGGTAAGCTCCTGCACACCTACGTCGTGCACATCTTCTTCAAGGCC
ACCTTCGAGGTGGGCTTCGTGCTGCTCCAGTACTACCTCTACGGCTTCTCCCTGCGCACG
CTCTACCGCTGCAGCCGCTGGCCCTGCCCCAACGTGGTCGACTGCTTCGTGTCGCGCCCC
ACCGAGAAGACGGTCTTCGTCGTCTTCATGCTCGCCGTCGCCGTGCTCTCGCTGCTGCTC
AACGCCCTCGAGCTCATCCACCTCGCCTGGCGGACCAGCAGGCTGAGCGGCGGCGGCGGC
AAGGCCCGGCGACGGCGCTATGCCGTCGGAGGAGCCGGCGGAGGATGCGGCGGAGGAGGC
GCAGGAGGCGGCGGGGTAGTGGTCTTGGGGGGCGAGGAGGTGGCGGAGGACGCCGTGGCG
CGGCTGACGGAGGGCGGCTGCGTGCCAAGAGCGGCCGCCTTCGCGCCCCACAGGCCATCG
CCCCCGTTCAAGGGAGCGTTTGCGAAGCCGAACGAGAACACGCTGCCCTCCTTCTGCCCG
CTTTCCGTGAGTCACCTGACCGTCTACGGCTCGCACACGAGCAAGGAGGCCGCTGAGAAG
TCGAGCCTCGCGGCAGGTGCCGGAGGCAACTCCGGGAGACATTTCGGGGGAGGAGGGAGC
GGAGGAGGAGGGAGTGGAGGTGGTGGTGGCAGCCGAAGCTTGAGCAGTTCTCCCAAGGAG
ATCGACGGGGCGGACATCTCGGATCGGAGGTCTCCGAGCAGAACAAGCTCTCGAGCCCGA
TCCGATGACCTCAACGTCTAA

>Pm-gja9/10-XM_0329944750-perhexamerrepeat5
ATGGGAGACTGGAACCTGCTGGGTAAGATCCTGGAGGAGGTGCACATCCACTCGACCATC
GTGGGCAAGATCTGGCTCACCATTCTCTTCATCTTCAGGATGCTCGTGCTCGGAGCGGCT
GCAGAGGAGGTCTGGGACGACGAGCAGGCGGAGTTTGTGTGTAACACGGAGCAGCCGGGC
TGCAGGAACGTTTGCTACGATGCAGCCTTCCCCATCTCCCTCATCCGCTACTGGGTCCTT
CAGGTGATCTTCGTCTCCTCTCCATCCCTCATGTACATGGGCCACGCTCTCTACCGACTG
CGTGCGCTGGAGAAGGAGCGGCAGCGCAAGAAAGCCGCCATCCGTGCCGAGCTTGAGGGC
ATGGAGCTCCCGGGGGCTGAGTGTGGGAAGTCGGCTTACCCTCACCACCACCACCCTCCT
CACCACCACCATCCTCACCACCACCTCCCTCACCAACAGCAGCAGATTCCGCTTACCGCT
CACCTACAGCACGTCCGGCAGCAGCAGCAGCAACAGCAGCAGGGCCCCGCCACCGCTGCC
CTCCCCCAGCCGGGCGGGCAGCACAAGCGCCTGGAGCGTGAGCTGCGCAAGCTGGAGGAG
CAGCGCAAGCTGAGCAAGGCGCCGCTGCGGGGGGCGCTGCTGCGCACGTACGTGCTGCAC
ATCGTGGCTCGCTCCGCCCTCGAGGTGGCCTTCATGCTGGGCCAGTGCTCGCTGTACGGC
GTCGCGCTACGGCCCCTCTACAAGTGCGCCCGCCGGCCGTGCCCCAACGTGGTGGACTGC
TTCGTGTCGCGCCCCACCGAGAAGACGGTCTTCGTCGTCTTCATGCTCAGCATCGCCGCC
ATCTCCCTGGTGCTCAACGTGCTGGAGATCGCCCACCTCGGCTTCCGCAAGCTCCGCCGG
GGGTTGCTCAAGAGCAAGGGCTGCGCCGAGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCG
GCGGAGGCGACGGTGGAGGTGGGCCCAGCGGCGGTGGAGGACCAGAAGATTGGTGGTGGT
GGTGGTGGAGGTCTTGTCGGTGGAGTTGGTGATGGTGGTGGTAGTGGCGGTAACGGTGGC
TCAATTGCGGTGCCACGACACTCAAAGTTGCGAGCATCAATACCACAGGTGTCACTCGGT
GGCGGGGATGGAGGGAGAGGAGGTGCAGGACCAAGCGACGTCTCCACGGTGACTTCGCCG
AGCGCCATTCCGCCACCTGGGCCAGTGGCAGGGGAAGCCGGAAGGAGCCCTTGGGGGCAC
GGAGCGGCAGACTCGGAGACAAACGTTTTGAGCCAGGGGCACCTCACGGCCTCAGCGGCC
AGCCCCTCCCGCTCTGGGGGTGGGCATGGCAGAGGAGGAGCCGGGTCCAATGCGCCGGGC
CAGGCCTGGACCGCCACCGCCACCGGCACCGGCACCGGCACCGGCACCGGCACCGGCACC
GCCGCGACGACGACCCACAATGGCAAACGCCAAACCGCTGCCACCGGTGCGCCCACCGGC
GGTGGATCTGCTCACGCTACGCCTACTCGAGGTATCGGAGGAGGAGACGGAGGTGGCGCA
GGATCTGGCAGAGGAGTTTTCGGAACTTGGCTTCGCCGTCCACAAGATTTAATCGACAGC
AGTCCGAAGGTCTCCTCCGGTACCGATCCAAACACCTCCTCCAGCACCGGTCTGAAGATC
TCCTCCGGTACTGATCCAAACACCTCCTCCAGTACCGGTCTGAAGATCTCCTCCGGTACT
GATCCAAACATCTCCGGAAGCGGTCTGAAGACTTCTGTGAGTGGTAGCAGAGGGAGCAGT
GGAGGGAGCAGTAACAGAAGCTTCCGACCTCATCCTCCTCCACCACCACCACCACCTCCA
CCTCCTCCACCACCTCCTCCCTATTCCACCTCCTCATCACCGGCTTCCTCCTCCTCGTCA
TTGTCGCAGGCAGAAAGGAGACGCGGGGAGACGGAGGGCGGTGCCATGTCGGGGGACGTC
CATCGGACGTCCGAGTCGGACGTCCGGCGTCTACGACGAAGACAGCAGCAGCAGCAGCAG
CAGCAGGAGGACGATGACGGTGGAGATGACGGTGGAGATGACGGAGGAGATGATGGTGGA
GATGATGGAGGAGGTGGTGGAGATGGAGGAGGAGGTGGAGATGAGGAGAGGCTGAGCGGC
TCGGTTTTGGGCTCTGGGTCTGGCACGGGGTCTGGCTCCGGGTCCGTGTCGGGGTCCAGC
GAACTCAGCGGCCCGAGTCCCCCTCCCCCTACGTCGCGCCGAGTCTCCATGAGCATGCTG
CTCGAACTCTCGTCCATCATGAAGAAGTGA

>Pm-gja-gen1.1-XM_032977315-gja5like
ATGGGCGACTGGAGCATGCTGGGAGGCGTGCTGGAGCAGGCGCACGAGCACTCGACGGCG
CTGGGCAAGGTGTGGCTCACGGTGCTCTTCGTCTTCCGCATGCTCGTGCTGGGCACGGCC
GCCGAGAGCGTTTGGGGCGACGAGCAGTCGGACTTCCATTGCAACACGCTGCAGCCGGGC
TGCGAGAACGTCTGCTACGACGCCGCCTTCCCCGTGTCGCACGTGCGCCTCTGGGTGCTC
CAGATCGTCTTCGTGTCGACGCCGTCGCTCGCCTACCTCGGCCACGTGCTGCACGGCGCC
CGGGCGGCCGCGCGCAGGAGGGAGCGGCGCGCGCGCGCCGCCGCCGAGGGGAGGGCGAGG
GGGGCGGCCGAGGGGAGGGCCGCGGATTCCGCGGCGGCGGCGGCGGCGGCGGCCGAAGGC
GGAGAGGACGGCAAGGACAATGGGAGAGGAGACGAGGAGGCTCCTCCCGTGCGTCTCCGC
GGGGCCCTGCTCCGTACCTACGTGCTGTGCGTGTCCCTGCGCTGCGCTCTCGAGTTGTGC
TTCTCGCTGGGCCAGTACGGCCTCTACGGCCTCCTGCTGCGGCCCCTCTACCGCTGCGAG
CGCTGGCCCTGCCCCAACGCCGTCGACTGCTTCCTGTCGCGCCCCACCGAGAAGAACATC
TTCATCGTCTTCATGATGGCCGTGTCGGCGATCTCGCTGGCGCTCAACCTGGCCGAGGTG
TACCACCTCGGCTGGAAAGCGTTCACGCGCAGCATCAACTACCGAGAGCCCACCTACGAG
GTCCCGGATTATTCCGAGCGGCACAAAACTCCTCCGCCTCCTCCGCCCGCAAAGAACCAC
CGCTCCCAGCAACCGGGAGTCGAACCCAGGTCCCCGCAGGCTCCGGGTCTTCCGTGGGCG
AGCGCTCGCGAAGGAGGCGAGACGGCTGAACGAGGAGGTGGACAAGACGAGGCCTACCTC
GCCGCGGCGGCCCCACCGTACCGCCGGCAGGATTGGCCAACAATGTTTGCGTCCGAATTC
GACACTGGCCGCTCCACGTTTGACACCCTGTGGGACGAGCCCTCCGCCTCTACGGGGATG
CCGACGTCGCAGCAGGCGACGAGGTGCTCCCCCGCTGGGCAGCTGCCCCCAGCCACGGCG
CCAGGCTGCCCCCGGCTGCCCTCGCCCCCCACGATGCCCCTGCCCCTGCCCCCCTTCCCC
CTGCACATGCGCATTCAGGAGCCCCCCCACAGTCGCAGCAGTGGCGGCGGCGGCAGCAGC
AACGGCAGGAGCCGCTTGGATGACCTCGCCGTTTGA

>Pm-gja-gen1.2-XM_032945543-gja3like Underlined and italics: Likely intron in this area
ATGGGTGACTGGGCCTCCCTGGGCAAGGCGCTGGATCTTGTCCACGAACACTCCACCGCT
GTCGGCCAAGTTTGGTTGCCACTCCTGTTCGTCTTCCGTGTGCTCATCCTTGGGGCGGCC
GCCGAGAGTGTGTGGAGTGACGAGCAGGTGGACTACAGGTGTAACACGCTCCAGCCGGGC
TGTGAGAACGTCTGCTATGATGCGGCGTTCCCCATCTCTCACGTGCGCCTGTGGATGCTT
CAGATCGTCTTTGTGTCTTCCCCATCGCTGCTCTACGCCAGCCATGTGCTGCACTCGCTC
AGGGCCGCTCAGAAGCAGCAGGAGCTGCTGACCAGGGGGAGGATCGTCACAGCGGCGACG
TCGATGATGAGGGGGATGAGTGGGATGAGGAGGAGTGAGCCCGGCCGCACCGCCTTGGGG
GACGATGTCGAAGCCGGGACCACGGAGGCAGCATCCTGGACGTCGCCCGGGGAGAAGGGC
GGAGAGATGGAGAAACAACAACAACAACATCAACATCAACAACAACAACAACATCAACTA
CAACAACAACAACATCAACAACAACAACAACATCAACTACAACAACAACAACAACAACCT
GCCCATGATCACCACGGCGACAGCCACAACAAACCCAACCACTGCCACCGTGACCCCCAT
CACCGCGACCCCCATCACCGTGACTACTACCACCTCGACCACCATCACCACCACCGTGAC
GGTGACTACCACCGTGATGATCACCGTGATGATCACCGTGATCACCAGCACGGTGATCAC
CACCACCGTGATCACCAGCACCGTGATCACCAGCAACGTGATTACCAGCACCGTGACTAC
CACCAGCACCGTGACAAGCACCGTGACGACCAGCACCGTGACGACCAGCACCGTGACCAC
CAGCACCGTGATCACCACCAGGACCACCACCACCACCAGCACCGTGATCACCACCACCAC
CAGCACCGTGACTACCACCAGCAGCACCGTGACAAGCAGGGCGACGCCGTGGCGGTGCTG
GCGATGGAGGACGGCGATGACTGCGGCTATGTTGGAGTCTTCAGCCTCGCCGGCAGCGGC
GGTGTCGGTGGTGGTGGTGGAGGTGGTGGTGGTGGTGGTGGTGGTGATGGTGGTGGTGTT
GGTGGTGGTCCTCCTCCACCGCCTCCCCCTCCTCCGCCGCTTCGCCTCCGCGGCGCCCTC
CTCCGCTCGTACCTCTGCAGCGTGGCTCTGCGAGCGGCCCTCGAGGCGGCCTCCTCAGCG
GCGCAGTACTGCCTCTACGGCCTCCGCCTGGACCCGCTGCACCGCTGCGGGCGGCCGCCG
TGCCCGGGGGCCGTCGACTGCTTCGTGTCGCGCCCCACCGAGAAGAACGTCTTCGGCCTG
CTCATGTACGCCCTCTCGGCGCTGTCGCTGGCGCTCAGCGCTGCAGAGGTGGCCCACGTC
GTCCTGGGGCGGTGGCGACGGCGACAGCGGCGGCTCCGGCGGCTCAGGCTGAGGCTGAGG
CTGCTGAGCGGCGGCGGCGGCGGCGATGGCGGCGATGGCGGCGTGGTCGTGGTTCGGTTG
CCGTCGCCGCTGCCGGGGGCTTCGGCCGCCGCCGCCGCCGCCGCCGCCCCATCGGAGTCT
CCGTCGGAGTCTCCGTCGGCGGCAGTGGCGGCGGCCCCCGGCTCTTCGCCGCGGGCGGTG
GCTCGCTCGCCCACGTACGAGACCGTCGGCCGAGGCTCGGGGCCCGGCGCTCCGGACAGC
CTGGGCTCGCCTGCGCGGCCCGGCCCGCCGGGGAGCGACAGCGGCTCCGGCGGTGGCCGG
CAGCGGCGGAGCCCGAGGGAGGACGACCTCTCCGTGTGA

>Pm-gja-gen1.3-XM_032979496-gjb1like
ATGGGAGACTTTGGCCTGCTGGGCTCACTCCTGGACTCTGCCCAGGAGCACTCCACCGCT
GTGGGTCGCGTCTGGCTCAGCGTCCTCTTTGTCCTGCGGATACTCGTGCTCACCGCTGGA
GCTGACCAGGTGTGGGGTGACGAGCAGTCTGACTTCAGCTGCAACACGCAGCAGCCGGGC
TGTGAGAATGTCTGCTACGACACGGCGTTCCCCATCTCGCACGTGCGCTACTGGGGCCTG
CAGGTCATCGCCGTGTCCACGCCCGCACTCGCCTACCTGGGGCACGTGCTGCACGTCGTC
AGGCAGGAATCCAAGCAGCTCAGCGCCCCCCCGGCCAGCGGCAAACCCCCCGGCCCCCCC
CGCGTCTCCGCGGACGGCCGCGTCCCCATCCGCGGCGCCCTCCTCCGCTCGTACCTCCTG
AGCCTCGCCTGCCGGGCCCTGGTCGAGGCCTCCTTCATCTACGGCCAGGGCCGCCTGTTC
GGCCTCTCCCTGGGCCACCTGTACCGCTGCCGCACGTGGCCCTGCCCCAACGTGGTCGAC
TGCTTCGTGTCGCGCGCCACCGAGAAGACCGTCTACGTCCGCCTCATGCTCGCCGCCTCC
AGCCTCGGCCTGGCCCTCAACGTAGCCGAGTTCGCCTACCTGCTGTGCCGCGCCGGGGGG
AGGCGGCGGCGGCGGCGCCTGTACCAGCAAGCCGAGCCCGCGGGGGCCGCTGGGGCCGGG
GGGGCCGGAGGGGCCGGAGTCTTCGGGGACGCCGGGAGGCCTCCGGGGCCGTCCCCGCGG
GACTGGGGGAGCCGGGAGGCCGGGAGGCTTCGGGGAGAGCCGCCGGGCCTACCAGGTTGG
GAGCCTCCCCACCCTGTAGCGGCGATGTCTCACGGGGCGGTGATGTCTCACGAGTCCGTG
ATGTCTCCTGCCGTGATGTCTCCTGCCATGATGTCTCCTGCCGTGATGTCTCCTGCCGTG
ATGTCTCCTGCCGTGATGTCTCCTGCCATGATGTCTCCTGCCGTGATGTCTCCTGCCGTG
ATGTCTCCTGCCATGATGTCTCCTGCCGTGATGTCTCCTGCCGTGATGTCTCCTGCCGTG
GTGAGCGAAGGAGCCTATGGCGGCAGGCCGGGCTCCAGCCGCTCCAGGCACGGAGATCTG
CAGGTGTGA

>Pm-gjb1/8.1-XM_032972841-gjb2like
ATGAACTGGGACGGCCTCTACGAGGTGCTGAGCGGCGCCAACCGCTACTCCACGTCCATC
GGCCGCGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAGCAGTCCGACTTTGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACCACTTCCCCATCTCGCACGTGCGCCTCTGGGCCCTGCAG
CTCATCTTCGTGTCGACGCCGACCCTCCTGGTGGGCATGCACGTCGCTCACCGCCACCGC
AGGGCCAAGCGGAAGAGGGGAAACATCTACAACCTGCCGGGCCAGACCGCGGAGCTTCCG
GGAGATAGCGTCGAGCACGACGAGGAGCACGACGTGGAGCTGCACCGCTCAGAGCTTCGG
CCTCCGTCGGGAAGTCCCCCGAGCACCATCCGGATGGACGGTGCGCTCCTGTTCACATAC
GTGTTCAGTGTGATCTCGCGGATTTTCATCGAGTGCACGTTCCTGTACATCTTCTACACG
CTGCACAGCGGGGTCGCCATGCCACGTCTGCTGAAGTGCGACGCGTCGCCGTGCCCCAAC
CTGGTGGACTGCTTCGTGTCGCGCCCGACCGAGAAGACCGTCTTCACCATCTTCATGCTG
GCCGTGTCGGCCGTCTGCCTGCTGCTCAACGTGGCCGAGGTGGCCTACCTGCTGAGCCGC
GAGTGTTTGTGTCGCAGACGGCGGCGGCGGCGGCGGAGGTGCCAAGGGGCCACGAGCAAG
GACATTCGGACATCGCGGCCTTGCTGA

>Pm-gjb1/8.2-XM_032972781-gjb2like
ATGAACTGGGCCGGCCTCTACGAGGTGCTGAGCGGCGCCAACCGCTACTCCACGTCCATC
GGCCGCGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAGCAGTCCGACTTTGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACCACTTCCCCATCTCGCACGTGCGCCTCTGGGCCCTGCAG
CTGATCTTCGTGTCGACGCCGGCGCTGCTCGTGGCCATGCACGTCGCTCACCGCCACCGC
AGGGCCAAGCGGAAGGCGCGGCGGTGCGGGCGTGCCTACGACGACGTCGCCGTGCGGAAG
CCGCCGATCGACGGCCTGCTGCTGTGCACGTACGTGGTGAGCGTGCTCTTCCGCGTCGCC
TTCGAGTGCTCCTTCCTCTACGCGTTCTACTTCATCTACAGCGGCGTCAAGATGCCGCGG
CTCATCAAGTGCGACGCGTCGCCGTGCCCCAACGTCGTGGACTGCTTCGTGTCGCGCCCC
ACCGAGAAGACCATCTTCACCATCTTCATGCTGGCCGTGTCGGCCGTCTGCCTGTTGCTC
AACCTGGCCGAGCTGGTCTACCTGCTGGTGCGCTACTGCAGCCGCGTTTGCCGGCGCCGC
GGCTCAGAGCGCCCCTCCGGCGGAGGGGGCGGCTGGCGCGGCCGGCGGAAGAGGCGGGGG
GGGGGCTCGTCGGCGAGCGAGGGGGGCGGCGGGGCGCCCCCCGGCCAGCGGAAGGGCGAC
GGCGAGAGGGGACGCAGTCGGTCGAGGACGCCGGAGGGGCGGCGAAGGCCGGAGAGGTTC
GCCGGAGGAGAAGCGCCCGGCAGGTCCGCTGGCGGCGGCGGCGCCGGCGCCGCGCTGCTG
AGCGAGGTGGAGCAGAACAAGAGGAACTCGCACCTGGAGACCATCACCCTGGCCAACGGG
GCGGTGGCGCACGCCAAGAAGGGTGCCCACCAGGACGCGGTGGAGATCGGAGAGGCGTGA

>Pm-gjb1/8.3-XM_032981449-gjb1like
ATGAACTGGGCCGGCCTCTACGCGGTGCTGAGCGGCGCCAATCGCTACTCCACGTCCATC
GGCCACGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGAGTGTGTGGCGATGAGAAGTCCGGTTTTGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACTACTTCCCCATCTCGAAAGTGCGCCTCTGGGCCCTGCAG
CTCATCTTCGTGTCGACGCCGGCGCTGCTCGTGGCCATGCACATCGCTCACCGCCACCGC
AGGGCCAAGCGGAAGACGCGGCGGTGCGGGCGGCCCTGCGACGTCGCCATATTGAAGCCG
CCAACCGACGGCGTGCTGCTGTGCACGTACGTGGTGAGCGTGCTCTTTCGCGTCGTCTTC
GAGTGCTCTTTCCTCTACGCGTTCCACTTCATCTACAGCGGCGTCACGATGCCGCGGCTC
CTCAAGTGCGACGCGTCGCCCTGCCCCAACACCGTGGACTGCTTCGTTTCGCGCCCCACC
GAGAAGACCATCTTCACCATCTTCATGCTGGCCGCGTCGGCCGTCTGTCTGTTGCTCAAC
CTGGCCGAGCTGCTCCACCTGCTGGCACGCTACTGCAGCCACGTTTGCCGGCGCAGCTCA
GAGCGCCGCTCAGGCGGAGGGAGCGGCTAG

>Pm-gjb-gen1.1-XM_032978223-gjb3like
ATGAGTTGGAGCCTGCTCAACGATGTCCTTAAGAATGTGGCCAAGTATGAAACGCAAGTC
GGAAAGGTCTGGCTGTCGGTGCTGCTCATCTTCCGGCTGCTGGTGCTCGTCGCCGTGGCG
GACAAGGTCTACTCGGACGAGCAGAAGGAGTTCGAGTGCAACACGCGGCAGCCGGGATGC
AAGACCGTGTGCTACGACGCCTTCTTCCCTGTGTCGCACATCCGCTTCTGGGCCATCCAG
CTGGTGCTCGTGTCCACGCCCACTATGCTCGTGCTCATGCACGTGGCGGCGCGGCGATTC
CGGAACAAGTTCAAAGGCCGTGAGGACCTGGACAAGATGGAGGGGGGCCTGGTGTGGACC
TACCAGCTGAGCGTGATATGCCGAGTGGTCGTCGAGGTGGGCTCCGCCTACCTCTTCTGG
AGGTTCTGCTCGCCCCTGGGCCTCATTCTGCCCATGGTGGCCCAGTGCTCAGTGGCCCCG
TGCCCCAACTCGGTCGACTGCTTCGTGTCGCGCCCCTCCGAGAAGACCGTCTTCATCATC
TTCATGCTTACCGTGTCCGGGATCTGCCTCTTCCTCAACCTCATTGAGCTCTTCTACATC
CCCATCAAGTACTGGCTGGCACCGTTAATCTGCAACACACGCCAGAATGTCAGCCTCCGC
GAGTCGCCCCTCTCGGCGGTGCGGAGCGACTCGACGCGCTCGGCCCCCGACGACAGGGCC
GGAGCCTGCTGCAGCTGCCGCTGCGACTGCACGTGTCACCCGGCCCGCGGCAGGGCCGAG
CTGACCCGCGGCAGCAGCTACGGCGGCGGCTCCGGCGGCTCCGGCGGCGGTGGCTGCGGT
GGTGGCAGCCGGAGCTCGGCTTGCGCGGGGCGGCCGAACGGAGTGCTCCCGGGGCGGTGC
GTCGTGGTCTTAGGGGCGCAGGACAAGGCCGGCAGGAAGAAGAAGGGCGTGACACGGATG
CAGGCGATAGAGATGGGCGATGGCGATGGAGGAGGAGGAGGAGGAGGCTTCTCTCCTCCC
CCAGTGTCCCCCGCGGCTTCGTTGCTGGTGTCGCCGCGGGCGCCGTACCTGGCGACGCAC
GGGAAGTGCCGCTCGTGCGGCGAGGAGGTGACGGGGGAAGGTGGCGACGAGGAGGAGCAG
GAGGAAGAGGAGGAAGTGGGAGACCGGGCATTGCTAGGGGCGGGCAAGGGCGGCCGTGGC
AAAGAGGGCGCCGTGAGCAAGGAGAGGCGGGCGGGCAGCGTGGGAGATGGGAAGTGA

>Pm-gjb-gen1.2-XM_032978226-gjb2like
ATGAATTGGGGCGGCCTGCAGTCGGTGCTGAACGACGTGAACAAGAACTCGACGGCCATC
GGGCGCGTCTGGCTGTCGGTGCTCTTCATCTTCCGGCTGCTCGTCCTCGTGGTGGCGGCC
GAGAAGGTGTGGTCCGACGAGAACAAGGACTTCGACTGCAACACGCGGCAGCCGGGCTGC
AAGAGCGTCTGCTACGACCGCTTCTTCCCCATCTCGCACATCCGCTTCTGGTCGCTGCAG
CTCATCGTGGTGACCACCCCGACGCTGCTCGTAGCCATGCACGTGGGCAGCCGCAAGATG
CGCTCGAGGCACCACCACTTCCCCGAGGGATTCGAGAACAAGATCCAGGGCGGCCTGCTC
TGGACCTACACCATCAGCGTGCTCTTTCGGATCATCTTCGAGACGGGCAGCCTGTACATC
TTCTACATCCTCTACGGGGGCTACTCGCTTCCGCGCCTCGTCAAATGCACCGAGGAACCG
TGTCCCAACATCGTCGACTGCTTCGTGTCGCGCCCCAGCGAGAAGACGGTCTTCGTGGTC
TTCATGCTCACCGTGTCGGCCATCTGTCTCCTCCTCAACGTCATCGAGTTCTTCTACCTC
GCCATAAAGTACTTCTGCGTGCGCAAGCGTTACCGCAGGACCGTCACGGAGCCACGCGCC
TCCATGGTCGGCGGCAGTTCCGGCAACCCGGCCGGCGTCAAGTCGACGCGGGTCAAGGGT
CCCGCCCGGAACGTCGCGGATGTCCACGCCGAGGGCAGCGGGGACGACAGCGCCTCGAGT
CGCGAGCACAGCAAGGAGAATCGCGCCAACCTGAAGCGGGAGGCACCGTCCAAGCCGAAT
GGCATCCTCAAGAAATGA

>Pm-gjb-gen1.3-XM_032978225-gjb2like
ATGAACTGGGGCGCTTTCCAGACGATCCTGCACGGCGTGAGTCAGTACTCCACTGCAGCG
GGGAAGGTGTGGCTGTCCGTGGTCTTCATCTTCCGGATGCTCATCATCGTGGTGGCGGCC
GAGACGGTGTGGGGCGATGAGCAGTCGGAGTTCGTGTGCAACACGGACCAGCCGGGCTGC
AAGAACGTCTGCTACGACCACTTCTTCCCCGTGTCGCAGATCCGTCTCTGGTCGCTGCAG
ATGATCTTCGTGTCGACGCCGGCCCTCCTCGTCGCCATGCACGTGTGGCACCGCAAGTTC
CGCTCGCAGAAGGACCGCTTCGAGAAGGGCCGCGAGGAGAAGCTCCACGGGGGCCTCTTC
TGGACGTACCTGGTGAGCCTGGCCTTCCGCGTGGGCTTCGAGCTGGGCTTCATGTCAATC
TTCTACTTCATGTTCGGCGGCTTCTCGCTGCCCCGCCTCGTCAAGTGCAGCGCCTCGCCG
TGCCCCAACACGGTGGACTGCTTCGTGACGCGCCCCACTGAGAAGAACGTCTTCACCTAC
TTCATGCTGGGCGCCTCCATCGTGTGCCTGCTGCTGAGCGTCGCCGAGATCTTCTACCTC
ACCACGAAGCACGGCCTCGTGCGGGCCGTCAAGAGGTGCGAGCGCGGCGAGGGCCTCCTG
CCCGTGCTGAGGCCTCGCTCCAAGCGGGCGGCCGGGAAGGGCCGCAAGGCGGGAGGGAAG
GACGCCGCCGGCGGCGGCGGCGGCGGCGGCGACGGCGGTGCCGCCGGCGGCGGAGCGGGG
AACTGCGGCTTTGCCGGAGCCACGGGCGGCGGAGGAGGCGGTGGCAACGGCGGCTGCGGC
GGGCAGGACGACGAGGAGGAAGACGAGGGCCTCCCGCCGGAGGAGACCGCCATCTGA

>Pm-gjc1/2-XM_032975402-gjc1like  Italics not included in prediction
ATGAGCTGGGCATTCCTGACGCGTCTGCTGGAGGAGGTGCACCACCACTCCACCTTCGTG
GGGAAGCTGTGGCTCACGGCCCTGGTGGTGCTGCGCGTCGTGCTGGCGGCCGTCGGCGGC
GAGACCATCTACTACGACGAGCAGAGCAAGTTCGTGTGCAACACGGGCCAGCCGGGCTGC
GAGAACGTCTGCTACGACGCCTTCGCGCCGCTCTCGCACGCCCGCTTCTGGGTGCTCCAG
ATCATCTTCGTGTCCTCGCCCTCGCTCCTCTACCTGGCCTTCGCCGCCCACAAGGTGGCG
AAACAGCCGGGCCACGGGCGGTGCCGTCGCGGCAGGGGCCACGGGCAGGGCCGCGGCGCC
CGCAGGGGCCTCATGATCCACCGAGGGCAGAGCCACTTCCTGGAGGAGGGCGAGAGCAAC
TTGGAGGAGGAGCCCATGATATTCGACGACGCCGTGGGCCTGCAGAGGCACCGGCCCGAC
AGGGGGCACCGTCACGACGGGCGGCGGAGGATCAGGGAGGACGGCCTCATGGCCATATAC
GTCTTCCAGCTCGTCTCCCGGACCGCGCTGGAGGGCGCCTTCCTCGCGGGCCAGTACTTC
CTGTACGGCTTCGAGGTGGCGGCGCGGTTCGCGTGCGGCCGCCCGCCGTGCCCGCACGTG
GTCGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCATCTTTTTGCTCGTCATGTACGGC
GTCAGCTGCCTGTGCCTGGCGCTCAACGTGTGCGAGATGCTCCACCTGGTCGCGGGCGCT
GCCCGCGACGCGCTGGCCAGCAAGGACCGGGGCGTGCAGACCGTGCCGCAGGACCGGCCG
CGCGGCTCCCCCGAGCCGGCGTGCGGCTGCGAGTTCGGCGAGGGGACGCCTTCGGCGCCG
TCGCTGCTCGAGTACGAGCTGCGGGCGATTTCCAAGGCCTCGCAGACGTCCGAGGCCATC
GCCGCGGCGGACGGCGCGGCCAAGCGACCCAATGGCATCATCGAGCCGAGGCAGGGTGGC
AGCGCCAACGTGCCGGGCGTCTCCCCGCCGCGGAAAAACCTTGCGGAGGGCGGCGGCGGC
ATCGGCGGCGGCGGCGGCGTGGGGGGCCGTCCGGGCCTGCCGGTGGCCGGGGCCGAGCCG
GCGGCCGCGCCGGGCGTGGACGAGATGAGGAATTCGGACAGCGGCGCCGGTTCGAGCGGC
ACGGCGGACGAGAACGTGGCCGGGGGGGGGTCCAGCGCGATGGAGCAGAACGTGGCCAAC
GCCCGGCACGAGCGGACCGCGACGACGCACCAGGCCCCCTCCGAGTCGGACAAGGGCAGC
ACTGGCGGCAAGCAGAACGGCGCCCGGCTTGCCGTGTGGATATGA

>Pm-gjc-gen1-XM_032945854-gjc1like (Italics: not included in prediction)
ATGAGCTGGGGCTTCCTAACGCGTCTCCTTGACGAGATCAGCAACCACTCGACCTACGTG
GGCAAGATTTGGTTCACCGCCTTCCTCATGTTTCGCATCATCCTCACGTGCGTGGGCGGC
GAGACCATCTACTACGACGAGCAGAGCGCCTTCGTGTGCAACACGCAGCAGCCGGGCTGC
GAGAACGTCTGCTACGATAGGTTCGCGCCCCTGTCGCACGTCCGCTTCTGGGTCTTCCAG
ACCATCGTCGTCGCCGTGCCGTCCGTCGTCTACCTCGGCTACGCCATGCACCGCCTGAGC
CGGGCGGAAGAAGCCCGGGGGAGCGTCGCGCCAAGGAGCAAGAGCCGACCGGCGACGGCC
ACCCATCGGGCTCAGCACCGCCACGTCGAGGAGACGGAGGGCGACCACGAGGAGGACCCC
ATGATCGTCGAGGTGGCCGACGAGGACGCGCCCAAGGCCTCCGCCAAGGGGGGCAAGGAG
GAGTCGCCGCCGCCCTCGAGGCACGATGGGCGCAGGAGGATCCACCGGGAGGGGCTGATG
AAGATGTACGTGGTGCAGCTGCTCATGCGCACCGTCTTCGAAGTGGCATTCCTCTTCGGG
CAGTACGTCATGTACGGCTTCGCGGTCACGGCGCGCTTCGAGTGCACGCGCTACCCCTGC
CCGCACCGCGTCGACTGCTACGTGTCGCGCCCCACCGAGAAGACCACCTTCCTGCTCATC
ATGTACTCCTCCGTCAGCTTCTGCCTCCTGCTCAACTTCTGGGAGATACTGCACCTGGGC
CTCGGCTCCATCCGAGACATCCTGCGCGGCAAGAAGGAGCATCAGCAGGAGGAGGAAGAG
CGCCAGCAGTTGGCCCTGCGGCAGCAGCAGCAGTCCTTCTACCAGCAGCAGCAGCAGCAC
CAGCAGAAGCACCAGCCGCCACCGCAGCAACAGCAACAACAGCAGCAACAGCAGCAGCAA
CAGCAGCAGGAGCAGCCGTTCCCCCTGAGCCCAGCGCCTTGCTACAACCAGCACTACCCG
CGGCAGGCGCCGCACGCTCCGCCCGTCTACGACTCCCTGCACGCGGCGGCGGCGGCGCAG
TTCCCCTCCAAGGTGCCCGACGGCAGTCGCTCGATCGTGGCCAGCGTGCCGCAGGGCGTC
TTCCCCGTGAGCATGGAGAGGCAGCGGGCGGCGGCCACGGACGACGCGAGTTGCGGCCCG
GCGCGCACGACGACGCCCGCCGGAGACGTCGGTCCGGCGGCGGCGGCCGCAACGGCGTTG
CCACCTTCGTCGCCGGCCGCACCGCCCCCGTGTCCGGGAGAGGCGGCAGGACGGGGGGGG
TTCCACCCGTCGGCAAACTCCTCCTCCTCCCGGCCCAGTTCCCCCGCGGGGTCAAACAAC
AGCGCGGCTGCGGCGGCGCAGAACCGGGTCAACATGGCCTACGA 

>Pm-gjc-gen2.1-XM_032967997-gjc1like
ATGAGCTGGAGTTTTTTAACTCGTTTGTTGGAGGAAATACATCAGCACTCGACGTACCTG
GGAAAACTCTGGTTCACCACGTTCTTAATTTTCCGCATCGTGCTGACAGCCGTCGGTGGC
GAGTCAATCTACTACGATGAACAGAGCAAGTTTGTGTGCAACACGCAACAACCGGGATGC
GAAAATGTCTGCTATGATTCCTTCGCTCCTCTCTCCCACGTGCGTTTCTGGATCTTTCAA
ATTATTGTCGTGGCAACACCGAGCATTCTCTACCTTGGCTTCGCCATACACAGGATACGA
AGGTATGAAGACTCGCCTGCCTACAAAAAACTGAGACGGACTCCACTGATGCATCGTGGG
CCAGACCGTGAGGCTGAGGAAGCTGAAAATGACCAAGAGGAGGATCCGATTTTGCATGAA
GAAGAGGAGTTTGATCACAAGACCAGCAGTGAGGACGAAGACAAGAAAAAGGATAATAAA
CGGCACGATGGGCGTCGCATGATCAGGGTTGATGGCCTCATGAAGGCTTACGTCTTGCAG
CTTATTTTACGCACAATGGCCGAGGTAGGCTTCCTCATTGGCCAGTACGTGATGTATGGC
CTGGAGGTGATCCCTCGCTTTGAGTGCACTCGTTATCCGTGCCCCCACCGCGTTGACTGC
TTCATCTCGAGGCCCACGGAGAAGACCATCTTCTTGTACGTGATGTACGCCATGGCCGGG
CTCAGCCTGGTGCTCGACGTGGCGGAAATGTGGCACCTGGGGATGGGTGCCCTCGGCGAC
GCACTGCGAGGCCGTCAAACGAAGCATGATCAACGGTATTGA

>Pm-gjc-gen2.2-XM_032944365-gjc1like
ATGAGCTGGAGCTTCCTGACCCATCTGTTGGAGGAGATATCTCTGCACTCGACGTACCTG
GGCAAGCTCTGGCTCACCACGTTCCTGATTTTGCGCATCATGCTGACTATCGCGGCGGGC
GAATCCATCTACCACGACGAGCAGAGCTCGTTCATGTGCAACTCGCAACAGCCGGGCTGC
ACAAACGTCTGCTACGACTCCTTCGCTCCCCTCTCCTACGTGCGCTTCTGGATTTTTCAG
ATTATCACCGTGGCGGCGCCCAGCATTCTCTACCTCGCCTTCGCCATACACAGGATACAG
AGGTCTAGTAGAGTTCATTCCCGCGTCGTTATCCGCAGGTCAGAAGGCTCGACCGGCCAC
AAAAAGCACCGACGGACCGAGCAAGCCGAGGAGAATGTCCAAGCGGAGAAAGGAGGGGAG
TTTGCCGACGAGGCTGGCGAGGTCAAGAAGAACGACCACAGATGGCACGACGGGCGCCGC
GCGATCCGGGCCGACGGCCTCATGTGGGCGTACACGCTGCAGCTCGTCCTGCGCACGGTG
GCCGAAGTGGGCTTCCTTCTGGGCCAGTACGTGATGTACGGCTTGGAGGTGATCCCCCGC
TTCGAGTGCCCCCGCCGCCACCCTTGCCGCCACCGCGTCGACTGCTTCGTGTCGAGGCCC
ACGGAGAAGACCGTCTTCCTGTACGTGATGTACGCCGTGGGCGGCCTCAGCCTGGCTCTC
GACCTGGCCGAGCTGTGGCACCTGGGGATGGGCGCCCTCGGGGACTTGTTGCCAGGCAGC
CGAGCCAAGCGCCAGCAACGGATTGCGAACGGCGATCCTCCTCCTCCGCCTCCTCCTCCT
CCTCCTCGTCGCGCGGCCGAGACGGAGGAGGCCGCCCCCCGGCAGGTGGCGATAACGCCG
GCGGCTGCATCGCAGCTGCAAGGTTACCTGCGCGCGATACAGCGGCGGCTGGAGCTGACG
GTTTCCCCACCACCCCGACGGGCCAGGGCAACGCGGGGATACGGGGAGAGCGGAGCAGGG
AGAGGTGGGGGAGGCGGAGAGGGAGGACGGCGGGAGACTCCGGCCTTACGCTCGGCCGCG
GTGGCCGTGAGCAAAAACCCCCAAGTGCAGCTCGGCAAGAAATACGAAGTGGCGGCGGCG
GCAGACGAAGTAGGAGATTCCGGAGAAGAACAAGGAGAGGTCAAGGCCGCCTCTAGGAAG
GGAAGGGCCGTCCGAACGAAGAAATATCCAACCATCTCAGTTTAA

>Pm-gjc-gen3-XM_032951755-gjc1like
ATGAGCTGGAGCTTCCTCACACGACTGCTGGAGGAGGTGCACCAACACTCCACCTTCCTG
GGCAAGCTGTGGTTCACCACCTTCCTCATTTTTCGCATCGTGCTCACGGCGGTTGGGGGC
GAGTCCATCTACTATGACGAGCAGAGCAAGTTCGTGTGCAACACGGCACAGCCTGGCTGC
GAGAACGTCTGCTACGACAGTTTTGCGCCGCTCTCGCACGTCCGCTTCTGGGTGTTCCAA
ATCATCATGGTTGCCATGCCCACCATCCTGTACCTCGGCTTTGCCATCCATCGCATTTCC
AGGAGCGAAGACAAGTGTGTCAAGCGCAAGCAAACTCCACTGGTGTGCCGTGGCCCCGAT
CGCGGTGTCGAAGAGGCGGAGGACAACATGGAGGAGGACCCCATGGTGTGTGAAGAGGAG
GAGGAGGAAAAGAAGAAGGGTGAAGGAGACAAGGAGAAAAAGGAGAAGCAGCACGACGGG
CGGCGGAGGATCAAGACGGACGGGCTGATGAGGGCGTACGTGCTGCAGCTGCTGGCACGC
ACGTTGGCCGAGGTGGGATTCCTGTTCGGGCAGTACCTGCTGTACGGCATCGAGGTGATC
GCTCGCTTCGAGTGCTCCCGCGACCCCTGCCCGCACCGCGTCGACTGCTTCATCTCGCGC
CCCAAGGAGAAGACCATCTTCCTTTTGGTGATGTACGCTGCCGCCGGGCTCAGTCTGCTG
CTGGACCTGGCCGAGATGTGGCACCTGGGGCTTGGCGGCATCCACGACTCGCTGAGCGGA
AGGCGCTCTCGTCAGCAGGAGGACAGGTCAGCGAGCAAGTGCGCAAAGAAAGTGACATCG
AAGATAACGATGACTAACGGTGGTTATCGGGAGAGCAACGGAGTGCGCGTGCCGTCAGCG
CCCCCAGGCTACCTGACGGCCATAAAGCCCTCCTCAGACGGAAACTACACCAGGGTAACA
GATGGTAAGCTGTCGCAGAGGCAAGCTTTGGTGGATCCCAGCGCAATGTCACCGCAGGAT
TTTGGGCGGCTCCATGATAACCTGCGCAACCTTCAGATGCAACTGGAGCTGGCCCTTAGG
CCCCGGGGGCCCCTTCAGCTCCCGCAGGCCACAGCTCATGCGTCCTGCAGTGTGAGCACG
CCCGACACCGACATTGTCACGGTGGAGCAGAACCTCGCCAACGCCGCACAGGAGCTCCTG
AAGTGA

>Pm-gjc-gen4.1-XM_032945248-gjc1like Splice site
ATGAGCTGGGGCTACCTCACACATCTGCTGGAGGAGGTTCATCGGCACTCCACCTTCCTG
AGCAAGCTGTGGATCACCACCTTCGTCATCTTTCGCGTCGTTCTCACGACGGTCGCCGGC
GAGTCCATCTACTACGACGAGCAGGGCCGCTTCTCGTGCAACACGGCGCAGCCCGGTTGC
GAGAACGTCTGCTACGACAGCTTCGCCCCGCTCTCCCACGTCCGCTTCTGGGTGTTCCAG
ATCATCGCGGTCGCCACGCCCACCATCCTGTACCTCGGCTTCGCAGTGCATCGCATCACC
AGGATCGAGTACAAGCGAGACGAACAAACCAAGCGAGCCAAGCGAACCGGCAGCCCCGAC
CGCGTGATTGAATGCACGGAGAAAGAGGAGGAGGTGGAGGTGGAAGAGGAGGTGGAGGAG
GAGGGTGAAGAAGACGGCGAGGGGAAGCAGCACAACGAGCGGTGGAGGATCAAGACGGAC
GGCCTGATGGTGGCCTACACCCTCCAGCTGCTGGCCCGCACGCTGGCCGAGGTTGGCTTC
CTGGTGGGGCAGTACCTGATGTACGGCGTGGAGGTGGCCCCGCGCTTCAAGTGCGTCCGT
GACCCCTGCCCGAATAGCGTCGACTGCTTTGTGTCGCGCCCCACAGAGAAGACCGTCTTC
CTTCTGGTCATGTACGCAGTCGCCGGTCTCAGCCTCCTGCTCGAACTGTCCGAGATTGCC
TACCTGGGGCTGGGCACCATCCACGACTCGCTGAGCGGGAGGCACCGGCCACGGAGCAGG
GTGGCAGATGCCGTCGAGCCGGAGTCCACGGCGGGTCCCAGAGCGACGTCACCATCGGAA
TTGTGGCAGCTCCGTGACGAGTTGAAGGAGCTTCAGACGGAGCTGGGGGCGACGCCGAGG
GCCCACCAGGAGCCCCCCGAGCAGGCCGCTGGCGGCGCCTCCCACGGCGTGGACGCGCCC
CATGACCTGCACGTCTTGATTTAG

>Pm-gjc1like-XM_032944397 To maintain Cys-codon reading frame, one C is moved from the Cs in front of middle Cys codon in second conserved domain to after the Cys codon. With this change, the entry is 98.2% identical, and having 2 x 6 nt gaps, relative to XM_032945248 (above), and is not included into the main phylogenetic analyses
ATGAGCTGGGGCTACCTCACGCATCTGCTGGAGGAGGTTCATCGGCACTCCACCTTCCTG
AGCAAGCTGTGGATCACCACCTTCGTCATCTTTCGCGTCGTTCTCACGACGGTCGCCGGC
GAGTCCATCTACTACGACGAGCAGGGCCGCTTCTCGTGCAACACGGCGCAGCCCGGTTGC
GAGAACGTCTGCTACGACAGCTTCGCCCCGCTCTCCCACGTCCGCTTCTGGGTGTTCCAG
ATCATCGCGGTCGCCACGCCCACCATCCTGTACCTCGGCTTCGCAGTGCATCGCATCACC
AGGATCGAGTACAAGCGAGACGAACAAACCAAGCGAGCCAAGCGAACCGGCGGCCCCGAC
CGCGTGGTTGAATGCACGGAGAAAGAGGAGGAGGTGGAAGAGGAGGTGGAGGGTGAAGAA
GACGGCGAGGGGAAGCAGCACAACGAGCGGTGGAGGATCAAGACGGACGGCCTGATGGTG
GCCTACACCCTCCAGCTGCTGGCCCGCACACTGGCCGAGGTTGGCTTCCTGGTGGGGCAG
TACCTGATGTATGGCTTGGAGGTGGCCCCGCGCTTCGAGTGCGTCCGTGCACCCTGCCCC
GAAGCGGTCGACTGCTTTGTGTCGCGCCCCACAGAGAAGACCGTCTTCCTTCTGGTCATG
TACGCAGTCGCCGGTCTCAGCCTCCTGCTCGAACTGTCCGAGATTGCCTACCTGGGGCTG
GGCACCATCCACGACTCGCTGAGCGGGAGGCACCGGCCACGGAGCAGGGTGGCAGATGCT
GTCGAGCCGGAGTCCACGGCGGGTCCCAGAGCGACGTCACCATCGGAATTGTGGCAGCTC
CGTGACGAGGTGAAGGAGCTTCAGACGGAGCTGGGGGCGACGCCGAGGGCCCACCAGGAG
CCCCCCGAGCAGGCCGCTGGCGGCGCCTCCCACGGCGTGGACGCGCCCCACGACCTGCAC
GTCTTGATTTAG

>Pm-gjc-gen4.2-XM_032944354-gjc1like
ATGAGCTGGGGCTACCTCACGCAGCTGCTGGAGGAGGTTCATCGGCACTCCACCTTCCTG
AGCAAGCTGTGGATCACCACCTTCCTCATCTTTCGCATCATTCTCACGACGGTCGCCGGC
GAGTCCATCTACTACGACGAGCAGGGCAGCTTCTCGTGCAACACGGAGCAGCCCGGCTGC
GAGAACGTCTGCTACGACAGCTTCGCCCCACTCTCCCAAGTCCGCTTCTGGGTGTTCCAG
ATCATCGCGGTCGCCACGCCCACCATCATGTACCTCGGCTTCGCCGTGCATCTCATCACC
AGGATCGAGTACAAGCGAGACGAACAAACCAAGCGAGCCAAGCGAGCCGGCGGCCCCGAC
CGCGTGGTTGAATGCACGGAGAAAGAGGAGGAGAAGGTGGAGGAGGTGGAGGGTGAAGAA
GATGGCAAGGGGAAGCAGCACAACGAGCGGTGGTGGATCAAGACGGACGGCCTGATGGTG
GCCTACACCCTCCAGCTGCTGGCCCGCACGCTGGCCGAGGTTGGCTTTCTGGTGGGGCAG
TACCTGATGTATGGCTTGGAGGTGGCCCCGCGCTTCAAGTGCGTCCGTGACCCCTGCCCG
AATAGCGTCGACTGCTTTGTGTCGCGCCCCACAGAGAAGACCGTCTTCCTTCTGGTCATG
TACGCAGTCGCCAGTCTCAGCCTCCTGCTCGAACTGTCCGAGATTGCCTACCTGGGGCTG
GGCACCATCCACGACTCGCTGAGCGGGAGGCACCGGCTACGGAGCAGGGTCGCAGATGCC
GTCGAGCCGGAATCGACGACGGGTCCCAGAGCGATGTCACCGTCAGAATTGTGGCAGCTC
CTTGACGAGGTGCAGCAACTTCAGACGGAGCTGGGAGTGACGTCGAGGCCCCACCAGGAG
CCCCCCGAGCAAGACGCTGGCGACGCCTCCCGCAAGTCTTGGGTTTAG
[bookmark: _Hlk57621179]
>Pm-gjc-gen4.3-XM_032945405-gjc1like Splice site
ATGAGCTGGGTCTACCTCACGCAGCTGCTGGAGAAGGTTGATCGGCACTCCACCTTCCTG
AGCAAGCTGTGGATCACCACCTTCCTCATCTTTCGCATCATTCTCACGACGGTCGCCGGC
GAGTCCATCTACTACGACGAGCAGGGCAGCTTCGCGTGCAACACGGCGCAGCCCGGCTGC
GAGAACGTCTGCTACGACAGCTTCGCACCGCTCTCCCACGTCCGCTTCTGGGTGTTCCAG
AGCATCGCGGTCGCCACGCCCACCATCCTGTACCTCGGCTTTGCAGTGCATCGCATCACC
AGGATCGAGTACAAGCGAGACGAACAAACCAAGCGAGCCAAGCGAGCCGGCGGCCCCGAC
CGCGTGGTTGAATGCACGGAGAAAGAGGAGGAGGTGGTGGAGGAGGTGGAGGTGGAAGAG
GAGGCTGAGGGTGAAGAAGACGGCAAGGGGAAGCAGCACAACGAGCGGTGGAGGATCAAG
ACGGACGGCCTGATGGTGGCCTACACCCTCCAGCTGCTGGCCCGCACGCTGGCCGAGGTC
GGCTTCCTGGTGGGGCAGTACCTGATGTATGGCTTGGAGGTGGCACCGCGCTTCCAGTGC
GTCCGTGACCCCTGCCTGAATAGCGTCGACTGCTTTGTGTCGCGCCCCACAGAGAAGACC
GTATTCCTTCTGGTCATGTACGCAGTCGCCGGTCTCAGCCTCCTGCTCCAACTGTCCGAG
ATTGCCTACCTGGGGCTGGGCGCCATCCACGACTCGCTGAGCGGGAGGCACCGGCCACGG
AGCAGGTGTGGGGCCTCGCCGGCGCGGTTGGCATTGCGTCACGTAAACTAA

>Pm-gjd1/2a-XM_032947994-gjd2like
ATGGGGGAATGGACCATACTGGAGAGGCTGTTGGAGGCTGCTGTCCAGCAGCATTCTACC
ATGATCGGCAGGATTCTGCTCACGGTCGTGGTCATCTTCAGAATTCTGATCGTTGCAATA
GTCGGGGAGACCGTGTACGAGGACGAACAGAGCATGTTCGTGTGCAATACCCTTCAGCCT
GGCTGCGTCCAGGCCTGCTACGACAAGGCATTTCCCATCTCCCACATCAGATACTGGGTG
TTCCAGATCATCATGGTGTGCACGCCGAGCCTCTGCTTCATCACGTACTCCGTGCACCAG
TCGGCGAAACAACGCGAGCGGCGCTGCTCCGTTCTGCAGCTCCTCCTGGACAAGGAGATC
GTGGATTCGCCCACGAGGGACGACTCCTCGAAGAAGAAGGGCGCGATGGTGAACGGCATT
TTGCTACAAAACAACGAGAATTCGTCAAAGGAGCCCGACGGAATGGAGCTGAAAGAACTT
CAGCCACCTCTGTACAGGACTGGGAAATCCAAAGCCAAGCGCCAGGAAGGGATATCTCGA
TTTTACATCATTCAGGTCGTGTTCAGGAACGCCTTGGAGATAGGCTTTCTCGTGGGCCAA
TACTTTCTCTACGGATTCACCGTGACGCCGACGTTCGAGTGCGACAGATACCCCTGCGTC
AAAGAAGTCGAGTGCTATGTGTCCAGGCCAACGGAAAAGACCGTCTTCCTTGTGTTCATG
TTTGCCGTCAGTGGGCTATGCGTTGCCCTGAACCTGGCCGAACTCAATCACCTCGGCTGG
AGAAAGATCAAGCTTGCAGTCCGAGGCGTTCAGGCAAGACGGAAGTCTATCATTGAGATC
AGGTCTCATGGGAGTTCTGTGCCGAACTTTGGTCGTACCCACTCGAGCGAGTCAGCCTAC
GTGTGA

>Pm-gjd1/2b-XM_032964245-gjd2like
ATGGGGGAATGGACCATCCTCGAGAGACTGCTGGAGGCTGCCGTGCAGCAGCATTCCACC
ATGATCGGCAGGATCCTCTTGACAGTCGTGGTTATTTTCCGGATCCTGATAGTGGCTATT
GTGGGAGAGACCGTCTACGAAGACGAGCAGACGATGTTTGTATGTAACACCCTCCAGCCG
GGGTGCAACCAGGCGTGCTACGACAAGGCGTTTCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCATGGTGTGCACGCCCAGCCTCTGCTTCATCACCTACTCGCTCCACCAC
TCGGCCAAGGCGAGGGAGCGGCGCTCCTCCGTGCTGCACGCGCTGCTGCTGCAGGACAAG
GAGATCCTGCACGACCTCTCGCCCGAGAAGCGAGACGACAGCAAGAAGACCAAGAACTCC
ATGCTGAACGGCATCCTGCTGCAAAACACCGAGAACTCGTCCCGCGAGCCGGAGGGCCAC
GAGGTGAAGGAGATCATGCACCCGACGCCACTGATGCGGACGAGCAAGCTCAGGGGCCGC
AGGCAGGACGGCATCTCCCGTTTCTACATCATCCAAGTGGTGTTCCGCAACGCGCTCGAG
ATCGGCTTCCTCACGGGGCAGTACTTCCTCTACGGCTTCAACGTGCCGCCCATGTTCGAG
TGCGACAGATACCCGTGCATCAAGGAAGTGGAGTGCTACGTGTCGAGGCCCACCGAGAAG
ACCGTGTTCCTCGTCTTCATGTTCGCCGTGAGCGGCCTCTGCGTCGTCCTCAACCTGGCC
GAGCTCAACCACCTGGGCTGGCGCAAGATCAAGCAGGCGGTGCAGGGGGTGCAAGCGCGG
CGCAAGTCCATCGGCGAGATCCGCTCGCAGGGCGGCCCCGTCGGGTTCGGCCGCACGCAC
TCCAGCGAGTCGGCCTACGTGTGA

>Pm-gjd3.1-XM_032959861-gjd3like
ATGGGAGAATGGAGCTTCCTGGGGGACCTCCTGGAGGCGGTGAATGCACACTCCACCATG
ACCGGTCGTTTGTGGCTCATGATCTTCATCATCTTCCGCGTCCTAGTCATAGCAACTATC
GGCGACAACCTCTACGAGGATGAACAAGAAGCTTTTATATGCAATACCCTGCAACCAGGC
TGCAATCAGGTCTGCTACGACAAGGCCTTCCCGATGTCGCATTTCCGCTTCTGGGTATTC
CAGATCGTGGTTCTGGCTGCACCCTCGCTCTCTTTCATTGCCTTCGCTATACACAGCCAG
ACCAAGGAGGAGAAGGCAGAGAGGATTGTTGAAAAGAAACCATTTCAAAGCATGGAGGAA
CAGAAAAAGTGGGAGAAAAGCCGGTCCAACAGGGAGGCGAGAAGACACGCCATGTATGCT
GTGCATGTCGTTCTCAAGCTGGTGCTGGAGATCGGCTGCCTCGTGAGCCAGTACTTTGTC
TACGGGTTCACCATCAACGCCCACTTTCCGTGCGAGCGCTTCCCGTGCCCCAACAAGGTG
GACTGCTTCGTGTCGCGTCCCACAGAAAAGAACGTCTTCCTCCTCTACTACTTTGTGGTG
AACGTTTTCTCCACGCTTCTGTGCTTCGTCGAGATCAACCTGATCGGGCTGAAGACGCTG
CGTCGCAGGCTCAAGCACGTGGTGGGCACGGACTCGGACGAAGAATATAATCATGCCCCG
CCATCATTCAGTTCCGCCGTCACCTTCCCTGACACAAAGAGGATGAACGGCCACGTCGTC
AGTGTCGCCATGCAGAACATAGACCACCTCAGCGTCTCCACTCGAGACATAAGCAGGCAG
CAAAACATGAGCAATGCAGCTCACGAA

>Pm-gjd3.2-XM_032959840-gjd3like
ATGGGGGAATGGAGCTTCTTAGGCGATATCCTCCAGGTGGTGAACATTCACTCCACCATG
ACAGGAAGATTCTGGCTGCTCATCTTCATCATATTCCGCGTCATGGTGCTCTCAACTATC
GGCGACAATCTCTACGAAGACGAGCAAGAGGCTTTCATATGTAATACTTTGCAACCAGGC
TGCAATCAGGTTTGCTATGACAAGGCCTTCCCAATGTCGCACTATCGCTTCTGGATATTC
CAGATTATGGTGCTGTCAGTGCCTCCACTCTCCTTCATCGCATATGCCATACACAGCCAG
ACCAAGGAGGAAAGGACAGAGAAAATCATTGGAAAAAAAACATTGATAAATACTGAAGAA
AAAGTGAGGTGGGAGAAGACTAAAGCTCAGAGAATAACCAGAAGACACGCCTTGTATGTA
GTCCACGTGGCGTTCAAGCTGGTGCTGGAGATCGGCTGCCTCGTGAGCCAGTACTTTGTC
TACGGGTTCACCATCGAGGCCCACTTTCCGTGCGAGCGCTTCCCGTGCCCCAACAGGGTG
GACTGCTTCGTGTCGCGTCCCACAGAAAAGAACGTCTTCCTCCTCTACTACTTTGTCGTC
AACGTGATATCAGCTCTTCTGTGCTTGATCGAGATCAACCTTATTGGGCTGAAGATGTTA
AGATGGAGGCTCAGAAAAACAGAGATTAATGAGAAATATTCAAAAGAATATGTATTTCCT
CTGCCCTCATGCAAGTCCCCCACCAATAACCCTCAATCAGAAAATGGTATTACATTGATC
CTGCATGATGGAGTGTTCCTAAATGGCTCTGCTCGAGACATCACCAGAGTTCAAAACTAC
AGCAACAGAACTCACGAAAACACCTCGATGAGAATGGAGCCTCTGCCTATGGACATGCCT
AGGCAGTCAGACAGTGCTATGATCCGAAGCAGAGTTGGCTCCCAGTCAGCGTTGAACCTA
TAA

>Pm-gjd6-XM_032947589-gjd2like (Italics: not included in GenBank prediction)
ATGACGGAATGGGCAGTGTTCAAGCGCCTCCTGGACGCCGTCTACCAGCATTCAACTCTT
CTGGGGCAAGTGTGGCTCACGGTCACGCTAATATTTCGGCTCCTGATCGTGGCGGTGGCG
AGTGAAAGCGTGTACGAAGACGAGCAGGCACAGTTCGCCTGCAACACTCTGCAGCCAGGC
TGCCCGACCGTTTGCTACGACCGCTTTGCACCCATCTCGCATCCACGCTTCTGGATTTTC
CAGATAATCATCGTGTCTTCCCCTTCGCTCTGCTTCCTTATCTACGTGTGGCATATGCTG
TCCAAAGGTGGACCTGTCGGAGATGAACGCAAAGGGATCTGTCCCATCTCAGAAGACGCC
AGCAACAAGGATCAAGCTGACGTATCAAAATACAAGCCATACACGGGTGGACCGTACAAG
AGTGATGAACAGCTACTCTTTCTCTACAACGAACAGGACACCTTTCGTGACCTAAATGCT
GAACCCTGCACAACGAAATGGGGCAAGATGGGACAACCGCGGAATCGAATATGGAACTGC
TATGTCCTGCACGTGTGCTGCAGAACTATTCTGGAAGTTGCATTTGTGTTGGGTCAGTGG
TTGCTCTTTGGTTTTAGGGTCCCCATTCACTACAAGTGCCAAGTTTTCCCTTGTCCGCTT
ATAGTCGACTGCTTTGTTTCCAGGCCAACTGAAAAAAAGATCTTCTTGCTGTTCATGTTT
TCTGTCGGTGTTTTCTGCATTTGTCTCAACATCGTCGAGTTGAACCACTTGGGATGGAAG
AAAATCAAGAGCCTTATCACAAAGCGAAATAATTTGCATGTGCAAATTGAAGAAACAACT
AATCCCATAAGTGTAGCTGAAGATTCATGTTGCCAAGTCTCCACTCATCATAATCTACAA
GACAATAAATCTCATCTACAAACGAAGTCTTCATCTTCTTCCAGCACTTCAGCAGCTTAC
GATGTGCATGCTCAAGAACATCTCCGCCCACACTTCAACTTCGCTCAAAAAATAACTTTG
GACAAACGATTCCAAGAACAGACACTGTACCGTATGGGTGAGGAAAGTGGAGAGATTTCA
CCGAAAAAGGTATCACGGAAAAACATTGACTTGTGGGTATAA

>Pm-gjd-gen1-XM_032965245-gjd2like
ATGGGAGAGTGGACGATTCTGGAGCGACTGCTCGCTGCAGCCGTTCACCAGCACGCGACG
ATGATAGGGCGGATCCTGCTGACCGTGGTGGTCATTTTCCGCATCTTGATCGTGGCCATT
GTCGGAGAAACCGTCTACGGTGACGAGCAGACCATGTTCGTGTGTAACACTCTGCAGCCT
GGCTGCAACCAGGTCTGCTACGACAAAACCTTCCCCATCTCCCACCTCCGCTACTGGGTG
TTTCAAATAATAATGGTCTGCACGCCGAGCCTCTGCTTCATCACCTACTCGGTGCACCAG
TCCACCAAGCAGTGGGACCGATTCTCGATCCTCAACCTGCCCCTTGGCGATGCGCACGAG
AGGCGCGTCTCCTCCACGCTGCATCCGCCACTGTCGGAGGCGCGGGAGCGCGGCGGGTTC
CCGGTCCTGCACCAGACCCTGGACAGGCAGGAGCCTCGGGGTGGGCAGCCCTTCTCCGTG
CTTCACCCTCCCACCCTCGGCGAGGCCGAGCGGCGCTATCGACCCAAGAAACGCGACTGC
AGCAGGACGTTCAGAACGAGGATGAGGGCCGTCTTCGGCTGTCACTCGGAGAGCCGTGGA
CACGGAGGAGGCGACGATGGTGGTGGTGGTGGCCTGTCGCGGGAAACGAAACCTTCGTCG
GTCGCCACGAGGGAGAGATACGGCAGATTCCACACACAGGAGAGCATCTCTCGCTTTTAC
ATCCTGCAGGTTGTCCTGCGCAACGTGTTGGAAATCGTATTTCTTATCGGGCAGTACTTC
TTGTACGGCCTCTACGTACCGTCCATGGTGGCGTGCGAGCGTCACCCATGCATCAGGCAG
GTGGAGTGCTACGTGTCTCGGCCCACCGAGAAGACGGTCTTTCTGCTCTTCATGTTCGGC
GTCAGCGGCTTGTGCTTGGTGCTCAACCTCGCAGAGCTCAACCACCTGGGCTGGCGGAAA
ATCAAGGGAGCCATGCAGGGTGTCCGGACTCGCAAGACGTCGTTTTGGGAGATTCGACAC
AAGGACTTTGAGCATGCAATACGAACGCCTCGCTTCAGTCGCACGCACTCGAGCGAATCT
GCCTACGTCTGA




[bookmark: _Toc62483462]Supplementary Figure S41. Pacific lamprey (Entosphenus tridentatus) connexins.
There are no predictions in the  gene banks. The genes were found by  blasting wgs in GenBank with the taxon Entosphenus tridentatus, and selecting the entries belonging to JAAXLI020000000 (coming from assembly ETRf_v1 GCA_014621495.2), which are chromosome level scaffolds. The suggested names are followed by  the five last digits of the scaffold number (JAAXLIxxxxx), and the position (corresponding to the first nucleotide of the given sequence) and direction (F or R). 

[bookmark: _Hlk59264791]>Et-gja3-JAAXLI01559:218F 
GTTTGGCTCTCGGTGCTCTTCATCTTCCGAATCCTCGTGCTGGGCGCGGCGGCCGAGAGC
GTGTGGGGCGACGAGCAGGCGGGCTTCCGCTGCAACACGCAGCAGCCCGGCTGCGAGAAC
GTGTGCTACGACGAGGCCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTCCAGATCATC
TTCGTGTCCACGCCGGCGCTCGTCTACCTGGGCCACGTGCTGCACATCATGCGCATGGAG
TCGCGCCGGAAGGAGGAGCTCGAGGAATGGAGGAAGCGGCACCCCGACGAGGACGAGGGC
GACTGCGGGGCGCTGCTCGACGGCGCCAAGGGCAGAAAGGGCGGCCCGCCCAAGTCGAGG
AAGACCTACGTGAGCGACCAGGGCAAGGTGTGCATCAAGGGCGCCTTGCTCCGCACCTAC
GTGCTCAGCATCTTCAGCAGGACCATTTTCGAGGTGGGCTTCATCGTGGGCCAGTACTTC
CTCTACGGCTTCAGCCTGGGGCCGCTCTACCGCTGCAGCAGGAGCCCGTGCCCCAATGTG
GTCGACTGCTTCATCTCGCGTCCCACCGAGAAGACCATCTTCATCCTCTTCATGCTTGTG
GTGGCCTGCCTCTCGCTGCTGCTCAACCTCTTGGAGATGTACCACCTGGGCTGGAAGAAG
ATCCGCAAGGGGCTGGGCAAGCGCTACGAGAAGATGCAGCAGCAGCAGTCCGCGATGAAG
CACCACCCGCCCTCGCTCGACCAACACTCGGTCAAGACCTCCTCGCCGCCCATCTCCTAC
ACCTACTACCAGCCGCCCACGGACGAGCGCAACTACGACCCGCCGAGTTTCCGCACGGCG
ACCAGAGACCCCGTCGCGGGGGCCCGTCTCGTCGCGCACGGCGTGGACGGGCAAAACTGG
GCCAACTGGGCGGAGGAGGAGAGCCGACGGGGCGCCGCTCAGGCCACGAGCGGCGAGGCG
AGGCACCCCGTGGGCCGCGGCCTCGCCATGAGCACTCCGCCGCACGGCGCTCCTCCTCCT
CCAGCCGCGTCGCCGCCGCCGCCGCTGCTGCTGCAGCCCTGGGCCGCGTCCTCTCCTGTC
GCCTCCTCCTCCTCGGCCGCCGTCGCCGCCGCTCTGGCTGCGGCTCTGGAGGACGAGGCG
GAGGTTCTGACGGCTACGGTGCAGATGCACGAGCCGCCTCTGCACGCGGGAGGCGAGCAC
GACATCGACGTGAGGAGGTTGAGCAGGGCGAGCAGTCGGGCGCGCTCCAATGACCTGCAG
GTGTAG

>Et-gja8-JAAXLI01809:8122R 
ATGGGCGACTGGAGCTTCCTGGGCAACGTCCTCGAGAAGGTCAACGAGCACTCGACGGTG
CTGGGCAAGGTGTGGCTCACGGTGCTCTTCATCTTCCGCATGCTCGTGCTGGGCACGGCC
GCCGAGTACGTGTGGGGCGACGAGCAGTCGGACTTCGTGTGCAACACTCAGCAGCCGGGC
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCCCACGTGCGCCTCTGGGTGCTC
CAGATCGTCTTCGTGTCCACGCCGTCGCTCGTCTACGCCGCCCACGCCGTCCACCACCTG
CGGGGTCGCGCCAAGAGGGCCGCGCTCGCCACGGCCGCCGCCAGCGCGAAGGCCGCGGCG
GCCGCGGCGGCGGNNNNNNGAGAAGGACGTCGACGACGAGAATGCGATGAAAGCCGAGGG
CGGAAAGGTGTGCGCCTCGAGGGTAAGNNN
CTCCTGCACACCTACGTCGTGCACATCTTCTTCAAGGCCACCTTCGAGGTGGGCTTCGTG
CTGCTCCAGTACTACCTCTATGGCTTCTCCCTGCGGACGCTCTACCGCTGCAGCCGCTGG
CCCTGCCCCAACGTGGTCGACTGCTTCGTGTCGCGCCCCACCGAGAAGACGGTCTTCGTC
GTCTTCATGCTCGCCGTCGCCGTGCTCTCGCTGCTGCTCAACGCCCTCGAGCTTCTCCAC
CTCGCCTGGCGGACCAGCAGGCTCGGCAGCAGCGGCAAGGCCCGGCGACGGCGCTATGTC
GTCGGAGGAGGAGCCGGCGGAGGCGGCGGCGGAGGAGGCGGAGGTGGAGGAGTCGTGGTC
TTGGGGGGCGAGGAGGTGGCGGAAGATGCCGTGGCGCGGCTGACGGAGGGCGGCTGCTTG
CCGGGTGCGGCCGCCTTTGCGCCCCACAGGCCGGCGGCCCCGTTCAGGGGAGCATTTGCG
AAGCCGAATGAGAACACGCTGCCCTCCTTCTGCCCGCTCTCCGTGAGCCACCTGACCGTC
TACGGCTCGCACACGAGCAAGGAGGCCGCTGAGAAGCCGAGCCTCGCGGCAGGCGCCGGA
GGCAACTCCGGGAGACATTTCGGGGGAGGAGGGAGCGTAGGAGGAGGGAGCGGAGGAGGA
GGAGGAGGGAGCGGAGGTGGTGGTGGCAGCGGAAGCTTGAGCAGTTCTCCCAAGGAGATC
GAGGGGGCGGACATCTCGGATCGGAGATCTCCGAGCAGAACGAGCTCTCGAGCGCGGTCC
GATGACCTCAACGTCTAA

>Et-gja9/10-JAAXLI54379:696F + JAAXLI09011:2575R Suggested fusion of sequences on two scaffolds into one gene
NAGGTCTGGGACGACGAGCAGGCCGAGTTTGTGTGTAACACGGAGCAGCCGGGCTGCAGG
AACGTTTGCTACGACGCAGCCTTCCCCATCTCCCTCATCCGATACTGGGTCCTTCAGGTG
ANNNNNNNN
CAGGTCCCCGCCCCCGCCGGCCCACCCCAGCCGGGCGGGCAGCACAAGCGTCTGGAGCGT
GAGTTGCGCAAGCTGGAGGAGCAGCGCAAGCTGAGCAAGGCGCCGCTGCGCGGGGCGCTG
CTGCGCACGTACGTGCTGCACATCGTGGCGCGCTCCGCCCTCGAGGTGGCCTTCGTGCTG
GGCCAGTGCTCGCTGTACGGCGTCGCGCTGCGGCCCCTCTACAAGTGCGCCCGCCCGCCG
TGCCCCAACGTGGTGGACTGCTTCGTGTCGCGACCCGCCGAGAAGACGGTCTTCGTCGTC
TTCATGCTCAGCATCGCCGCCATCTCCCTGCTGCTCAACCTGCTCGAGATCGCCCACCTC
GGCTTCCGCAAGCTCCGCCGGGG

>Et-gjb1/8.1-JAAXLI01182:7809092F Chr39-CM025645.2:7809092F
ATGAACTGGGCCGGCCTCTACGAGGTGCTGAGCGGCGCCAACCGCTACTCGACGTCCATC
GGCCGCGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAGCAGTCCGACTTTGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACCACTTCCCCATCTCGCACGTGCGCCTCTGGGCGCTGCAG
CTCATCTTCGTGTCGACGCCGGCGCTGCTCGTGGCCATGCACGTCGCTCACCGCCACCGC
CGGGCCAAGCGGAAGGCGCGGCGGTGCGGGCGGCCCTACGACGACGTCGCCGTGCGGAAG
CCGCCCATCGACGGCCCGCTGCTGTGCACGTACGTGGTGAGCGTGCTCTTCCGCGTCGCC
TTCGAGTGCTCCTTCCTCTACGCGTTCTACTTCGTCTACAGCGGCGTCGCGATGCCGCGG
CTCATCAAGTGCGACGCGTCGCCGTGCCCCAACGTCGTGGACTGCTTCGTGTCGCGCCCC
ACCGAGAAGACCATCTTCACCATCTTCATGCTGGCCGTGTCGGCCGTCTGCCTGCTGCTC
AACCTGGCCGAGCTGGTCTACCTGCTGGCGCGCTACTGCAGCCGCGTTTGCCGGCGCGGC
TCGGAGCGCCCCTCCGGCGCGGGGAGCGGCTGGAGCGGCCGGCGGAAGAGGCGGGGGGTG
GGCGCGTCGGCGAGCGAGGGGGGCGGCGGGGCGCCCCCCGGCCAGCGGAAGGGCGACGGC
GAGAGGGGACGCAGTCGCTCGAGGACGCCGGAGGGGCGGCGACGGCCGGAGAGGTTCGCC
GGAGGAGAAGCGCCCGGCAGGTCCGCCGGCGGCGGCGGCGGCGGCGGCGGCGGTGCCGGC
GCGGCGCTGCTGAGCGAGGTGGAGCAGAACAAGAGGAACTCGCACCTGGAGACCATCACC
CTGGCCAACGGGGTGGTGGCGCACGCCAAGAAGGGTGTCCACCAGGACGTGGTGGAGATC
GGAGAGGCGTGA

>Et-gjb1/8.2-JAAXLI01182:7753125F Chr39-CM025645.2:7753125F
ATGAACTGGGATGGCCTCTACGAGGTGCTGAGCGGCGCCAACCGCTACTCGACGTCCATC
GGCCGCGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAGCAGTCCGACTTTGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACCACTTCCCCATCTCGCACGTGCGCCTCTGGGCGCTGCAG
CTCATCTTCGTGTCGACGCCGACCCTCCTGGTGGGCATGCACGTCGCTCACCGCCACCGC
AGGGCCAAGCGGCGGCGGGGAAACATCTACAACCTGCCCGGCCAGCCCGGGGGGCTTCCC
TCGGGAGACAGCGTCGAGCACGAGGAAGAGCGGGACGTGGAGCTGCACCGCTCCGAGCTG
CCGCCTCCGTCGGGAAGTGCCCCTAGCACCATCCGCATGGACGGTGCGCTCCTGTTCACA
TACGTGTTCAGCGTGATCTCGCGGATTTTCATCGAGTGCACGTTCCTGTACATCTTCTAC
ACGCTGCACAGCGGGGTCACCATGCCACGTCTGCTGAAGTGCGACGCGTCGCCGTGCCCC
AACCTCGTGGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCGTCTTCACCATCTTCATG
TTGGCCGTGTCGGCCGTGTGCCTGCTGCTCAACGTGGCCGAGGTGGCCTACCTGCTGAGC
CGCGAGTGTTTGTGTCGCTGGCGGCGGCGGCGGTGCCGAGGGGCCACGAGCAGGAACATT
CGGACATCGCGGCCCTGCTGA

>Et-gjb-gen1.1-JAAXLI6523:6129F+58479:362F 
ATGAATTGGGGCGGCCTCCAGTCGGTGCTGAACGACGTGAACAAGAACTCGACGGCCATC
GGGCGCGTCTGGCTGTCGGTGCTCTTCATCTTCCGGCTGCTCGTGCTCGTGGTGGCGGCC
GAGAAGGTGTGGTCCGACGAGAACAAAGACTTCGACTGCAACACGCGGCAGCCGGGCTGC
AAGAGCGTCTGCTACGACCGCTTCTTCCCCATCTCGCACATCCGCTTCTGGTCGCTGCAG
CTCATTGTGGTGACCACCCCGACGCTGCTCGTCGCCATGCACGTGGGCAGCCGCAAGATG
CGCTCAAGGCACCATCACTTCCCCGAGGGATTCGAGAACAAGATCCAGGGCGGCCTGCTC
TGGACCTACACCATCAGCGTGCTCTTTCGGATCATCTTCGAGACGGGCAGCCTCTACATC
TTCTACATCCTCTACGGGGGCTACTCGCTGCCGCGCCTCGTCAAGTGCACCGAGGAGCCG
TGTCCCAACATCGTCGACTGCTTCGTGTCGCGCCCCAGCGAGAAGACGGTCTTCGTGGTC
TTCATGCTCACCGTGTCGGCCATCTGCCTCCTGCTCAACGTCATCGAATTCTTCTACCTC
GCCATCAAGTACTTCTGCATGCGCAAGCGCTACCGCAGGACCGTCACGGAGCCACGCGCC
TCCGCCGTCAGCGGCGGGTCCGGCAACCCGGCCGG

>Et-gjb-gen1.2-JAAXLI01210:25253R Chr73-CM025679:19310R Splice sites
ATGAGTTGGAGCCTGCTCAACGATGTCCTTAAGAATGTGGCCAAGTATGAAACGGCAGTC
GGAAAGGTCTGGCTGTCGGTGCTGCTCATCTTCCGGCTGCTGGTGCTCGTCGCCGTGGCG
GACAAGGTCTACTCGGACGAGCAGAAGGAGTTCGAGTGCAACACGCGGCAGCCGGGATGC
AAGACCGTGTGCTACGACTACTTCTTCCCCGTGTCACACATCCGCTTCTGGGCCATCCAG
CTGGTGCTCGTGTCCACGCCCACTATGCTCGTGCTCATGCATGTGGCGTCGCGGCGATTC
CGGAACAAGTTCAAAGGCCGTGAGGACCTGGACAAGATGGAGGGGGGCCTGGTGTGGACC
TACCAGCTGAGCGTGTTATGCCGAGTGGTCGTCGAGTTGGGCTCCGCCTACCTCTTCTGG
AGGTTCTGCTCGCCCCTGGGCCTCATCCTGCCGATGGTGGCCCAGTGCTCGGTGGCCCCG
TGCCCCAACTCGGTCGACTGCTTCGTGTCGCGCCCCTCCGAGAAGACCGTCTTCATCATC
TTCATGCTCACCGTGTCCGGGATCTGCCTCTTCCTCAACCTCATTGAGCTCTTCTACATC
CCCATCAAGTATTGGCTGGGGCCGTTACTCTGCAGGACACGACGGAATGTCAACCTCCGC
GAGCCGCCCCTCTCGGCGGTGCGGAGCGACTCAACACGCTCAGCCCCCGACGACAGGGCC
GCAGCCTGCTGCAGCTGCCGCTGCGACTGCTCGTGCCACCCGGCCCGCGGCGGCAGCTAC
AGTGGCGACGGCGGTTCCGGCGGTGGCTGTGGTGGTGGCAGCCGGAGCTCGGCTTGCGCG
GGGCGGCCAAACGGAGTGCTTCCGGGGCGGTGCGTCGTGGTCTTAGAGGCGCAGGACAAG
GCCGGCAGGAAGAAGAAGGGCTTGACACGGATGCAGGCAATAGAGATGGGCGATGGCGAT
GGTGGAGGTGGAGGAGGAGGAGGCTGCTCTCCTCCCCCAGTGTCCCCTGCGGCTTCGTTG
CTGGTGTCACCGCGGGCGCCGTACCTGGCGACGCACGGGAAGTGCCGCTCATGCGGCGAG
GAGGTGACAGAGGACGGTGGCGACGACGAGGAGCAGGAGGAAGAGGAGGAAGTGGGAGAC
CGGGCGCTGCTAGGGGTGGGCAAGGGCGGCCGTGACAAAGAGGGCGCCATGAGCAAGGAG
AGGCGGGCGGGCAGCATGGGAGATGGGAAGTGA

>Et-gjc1/2-JAAXLI14224:2509R 
ATGAGCTGGGCCTTCCTGACGCGTCTGCTCGAGGAGGTGCACCACCACTCCACCTTCGTG
GGCAAGCTGTGGCTCACGGCCCTGGTGGTGCTGCGCGTCGTGCTGGCGGCCGTCGGCGGC
GAGACCATCTACTACGACGAGCAGAGCAAGTTCGTGTGCAACACGGGCCAGCCGGGCTGC
GAGAACGTCTGCTACGACGCCTTCGCGCCGCTCTCGCACGCCCGCTTCTGGGTGCTCCAG
ATCATCTTCGTGTCCTCGCCCTCGCTCCTCTACCTGGCCTTCGCCGCCCACAAGGTGGCG
AAACGGCCGGGACACGGGCGGTGTCGTCGCGGCGGCGGCGGCGGCGGCGGCGGCCGCCAC
GGGCAGAGCCGCGGCGCCCGCAGGGGCCTCATGATCCACCGAGGGCAGAACCACTTCCTG
GAGGAGGGCGAGAGCAACTTGGAGGAGGAGCCCATGATATTCGACGATGCCGTGGGCCGG
CAGAGGCACCGGCCCGACAGGGAGGACCGCCACGACGGGCGGCGGAGGATCAGGGAGGAG
GGCCTCATGGGCATTTACGTCTTCCAGCTCGTCTCCCGGACCGCGCTGGAGGGCGCCTTC
CTGGCGGGCCAGTACTTCCTGTACGGCTTCGAGGTGGCGGCGCGTTTCGCGTGCGGCCGG
CCACCGTGCCCGCACGTGGTCGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCGTCTTT
TTGTTCGTCATGTACGGCGTCAGCTGCCTGTGCCTGGCGCTCAACGTGTGCGAGATGCTG
CACCTGGGCGCGGGCACCGTCCGCGACGCGCTGGCCAGGAAGGACCGGGCCGTGCAGACG
GCGCCGCAGGACCGGACGCGCGGCTCCCCCGAGCCGGCGTGCGGCCGCGAGTCCGGCGAG
GAGATGCCCACGGCGCCGTCGCTGCTCGAGTTCGAGCTGCGGCCCATTTCCAAGGCCTCG
CAGACGCCCGAGGGCCTCGCGGCCACGGCCGCGGACAAGCGGCCCAACGGCATCGCGGAG
CCGAGGCGGGGTGGCGGCGCCGACGTGCCGGACGTCTCCCCGCCGCGGAAAAACCTCGCG
GAGGGCGGCGGCGGCGGCGGCGGCGCGGGGGGCCGTCCGGGCCTGCCGGTGGGCGGGGCC
GAGCCGGCGGCTGCGGCGGCGGGAGGGGACGGGATGAGGGGTTCGGACAGCGGCGCCGGT
TCGAGCGGCACGGCGGACGAGAACGTGGGCGGCGGGGCGGGGTCCAGCGCGATGGAGCAG
AACGTGGCCAACGCCCGGCACGAGCGGACCGCGACGACGCACCAGGCCCCCTCCGAGTCG
GACAAGGGGGGCAGCACGAGCAGCAAGCAGAACAGCACCCGGCTGGCCGTGTGGATATGA

>Et-gjc-gen1-JAAXLI01139:8085456R Chr6-CM025612.2:8085456R
ATGAGCTGGGGCTTCCTGACGCGTCTCCTCGACGAGATCAGCAACCACTCGACCTACGTG
GGCAAGATATGGTTCACCACCTTCCTCATGTTTCGCATCATCCTCACGTGCGTGGGCGGC
GAGACCATCTACTACGACGAGCAGAGCGCCTTCAAGTGCAACACCGAGCAGCCGGGCTGC
GAGAACGTCTGCTACGACAAGTTCGCGCCCCTGTCGCACGTCCGCTTCTGGATCTTCCAG
ACGATCGCCGTCGCCGTGCCATCCGTCGTCTACCTCGGCTACGCCATGCACCGCCTGAGC
CGGGTGGAGGAAACCCGGGGGGGCGTCGCGCCAAGGAGCAAGAGCCGACCGGCGATGGCC
ACCCATCGGGCTCAGCACCGCCACATCGAGGAGACGGAGGGCGACCACGAGGAGGACCCC
ATGATCGTCGAGGTGGCCGACGAGGACGCGCCCAAGGCCTCCGCCAAGGGGGGCAAGGGC
GGCAAGGAGGAGTCGCCGCCGCCCTCGAGGCACGACGGGCGCAGGAGGATCCGCCAGGAG
GGGCTGATGAGGATGTACGTGGTGCAGCTGCTCATACGCACCGTCTTCGAGGTGGGGTTC
CTCTGCGGGCAGTACTACATGTACGGCTTCGAGGTCACGGCGCGCTTCGAGTGCATGCGC
AACCCCTGCCCGCACACCATCGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCATCTTC
CTGATCATCATGTACGCCTCCGTCAGCTTCTGCCTCCTGCTCAACTTCTGGGAGATACTG
CACCTGGGCCTCGGCTCCATCCGGGACATCCTGCAGGGCAAGAAGGAGCAGCAGCAGGAG
GAGCAAGAGCGCCAGCAGTTGGCCCTGAAGCAGCAGCAGCAGTCCTTCTACCAGCAGCAG
CAGCACCAGCAGAAGCACCAGCCGCAGCAGCAGCAACAGCAGCAGCAGGAGCAGCCGTTC
CCCATGAGCCCTGCGCCTTGCTACAACCAGCACTACCCGCGGCAAGCGCCGCACGCTCCG
CCCGTCTACGACTCCCTGCACACGGCGGCGCAGTTCCCCTCCAAGGTGCCCGACGGCGGT
CGCTCGATGGTGGCCAGCGTGCCGCAGGGCGTCTTCCCCGCGAGCATGGAGAGGCAGCAG
GCGGCGGCGGCGGCCACGGACGGCGCGAGTTGCGGTCCGGCGCGCACGACGACGCCCGCC
GGAGACGTCGGTCCGGCGCCCGCGACGGCGTTGCCACCTGCGTCGCCGGCCGCAGCGTCC
CCGTGTCCGGGAGAGGCGGCAGGACGGGGGTTCCACCCGTCGGCGAACTCCTACTCCTCC
TCCCGGCCCAGTTCCCCCGCGGGGTCAAACAACAGCGCGGCTGCAGCGGTGCAGAACCGG
GTCAACCAGGCATACGA

>Et-gjc-gen2-JAAXLI01138:3365574R  Chr4-CM025610.2:336557R Splice site
ATGAGCTGGAGTTTTTTGACTCGTTTGTTGGAGGAAATACATCAGCACTCGACGTACCTG
GGAAAACTCTGGTTCACCACGTTCTTAATTTTCCGCATCGTGCTGACAGCCGTCGGTGGC
GAGTCAATCTACTACGATGAACAGAGCAAGTTTGTGTGCAACACGCAACAACCGGGCTGC
GAAAATGTCTGCTATGATTCCTTCGCGCCTCTCTCCCACGTGCGTTTCTGGATCTTTCAA
ATTATTGTCGTGGCAACACCGAGCATTCTCTACCTTGGCTTCGCCATACACAGGATACGA
AGGTATGAAGACTCGCCTGTCTACAAAAAACTGAGACGGACTCCACTGATACATCGTGGG
CCAGACCGTGAGGCTGAGGAAGCTGAAAATGACCAAGAGGAGGATCCAATTTTGCATGAA
GAAGAGGAGTTTGATCACAAGACCAGCAGCGAGGACGAAGACAAGAAAAAGGATAATAAA
CGGCACGATGGTCGTCGCATGATCAGGGCTGATGGCCTCATGAAGGCTTACGTGTTGCAG
CTTATTTTACGCACAATGGCCGAGGTGGGATTCCTCTTTGGCCAGTACATGATGTACGGC
CTGGAGGTGATCCCTCGCTTTGAGTGCGCTCGTTATCCGTGCCCCCACCGCGTTGACTGC
TACATCTCGAGGCCCACGGAGAAGACCATCTTCTTGTACGTGATGTACGCCATGTCCGGG
CTCGGCCTGGTGCTCGACGTGGCGGAAATGTGGCACCTGGGGATGGGCGCCCTCGGCGAC
GCACTGCGAGGCCGTCAAACGAAGATCGATCAACGGTATTGA

>Et-gjc-gen3-JAAXLI01143:973044F Chr44-CM025650.2:973044 Splice site
ATGAGCTGGAGCTTCCTCACACGGCTGCTGGAGGAGGTGCACCAACACTCCACCTTCCTG
GGCAAGCTATGGTTCACCACCTTCCTCATTTTCCGCATCGTGCTCACGGCGGTCGGGGGC
GAGTCCATCTACTATGACGAGCAGAGCAAGTTCGTGTGCAACACGGCGCAGCCTGGCTGC
GAGAACGTCTGCTACGACAGTTTTGCGCCGCTCTCGCACGTCCGCTTCTGGGTGTTCCAA
ATCATCATGGTTGCCATGCCCACCATCCTGTACCTCGGCTTTGCCATCCATCGCATTTCC
AGGAGCGAAGACAAGTGTGTCAAGCGGAAGCGAACTCCATTGGTGTGCCGTGGCCCTGAC
CGCGGGGTCGAAGAGGCGGAGGACAACATGGAGGAGGACCCCATGGTGTGTGAAGAGGAG
GAGGAGGAGGAAAAGAAGAAGGGTGAAGGAGACGACAAGGAGAAAAAGGAGAAGCAGCAC
GACGGGCGGCGGAGGATCAAGACGGACGGGCTGATGAAGGCGTACGTGCTGCAGCTGCTG
GCGCGCACGTTGGCCGAGGTGGGATTCCTGTTCGGGCAGTACCTGCTGTACGGCATCGAG
GTGACCCCTCGCTTCGAGTGCTCCCGCGACCCCTGCCCGCACCGCGTCGACTGCTTCATC
TCGCGCCCCAAGGAGAAGACCATCTTCCTTTTGGTGATGTACGCTGCCGCCGGGCTCAGT
CTGCTGCTGGACCTGGCCGAGATGTGGCACCTGGGGCTGGGCGGCATCCACGACTCGCTG
AGCGGAAGGCGCTCTCGTCAGCAGGAGCACAGGTCAGCGGGCAAGCGCGCAAAGAAGGTG
ACATCGAAGATAACGATGACTAACGGTGGTTATCGGGAGAGCAACGGAGTGCGCGTGCCG
TCAGCGCCCCCAGGCTACCTCACGGCCATGAAGCCCTCCTCAGACGGAAACTACACCAGG
GTACCAGATGGTAAGCTGTCGCTGAGGCAAGCTTCGGTGGATCCCAGCGCAATGTCACCG
CAGGATTTTGGGCGGCTCCAAGATAACCTGCGCAACCTTCAGATGCAACTCGAGCTGGCC
CTTAGGCCCCGGGGGCCCCTTCAGCTCCCGCAGGCCACAGCTCATGCGTCCTGCAGTGTG
AGCACGCCCGACACCGACATTGTCACGGTGGAGCAGAACCTCGCCAACGCCGCACAGGAG
CTCCTGAAGTGA

>Et-gjd1/2a-JAAXLI01141:9844663F  Chr10-CM025616.2:9844663F Splice site
ATGGGGGAATGGACCATACTGGAGAGGCTGTTGGAGGCTGCTGTCCAGCAGCATTCTACC
ATGATCGGCAGGATTCTGCTCACGGTCGTGGTCATCTTCAGAATTTTGATCGTTGCAATA
GTCGGGGAGACCGTGTACGAGGACGAACAGAGCATGTTCGTGTGCAATACCCTTCAGCCT
GGCTGCGTCCAGGCCTGCTACGACAAGGCATTTCCCATCTCCCACATCAGATACTGGGTG
TTCCAGATCATCATGGTGTGCACGCCGAGCCTCTGCTTCATCACGTACTCCGTGCACCAG
TCGGCGAAACAACGCGAGCGGCGCTGCTCTGTTCTGCAGCTCCTCCTGGACAAGGAAATC
GTGGATTCGCCCACGAGGGACGACTCCTCGAAGAAGAAGAGCGCAATGGTGAACGGCATT
TTGCTACAAAACAACGAGAATTCGTCAAAGGAGCCCGACGGAATGGAGCTGAAAGAACTT
CAGCCACCTCTGTACAGGACTGGGAAGTCCAAAGCCAAGCGCCAGGAAGGGATATCTCGA
TTTTACATCATTCAGGTCGTGTTCAGGAACGCCTTGGAGATAGGCTTTCTCGTGGGCCAA
TACTTTCTCTACGGGTTCACCGTGACGCCTACGTTCGAGTGCGACAGATACCCCTGCGTT
AAAGAAGTCGAGTGCTATGTGTCCAGACCAACGGAAAAGACCGTCTTCCTTGTGTTCATG
TTTGCCGTCAGTGGACTATGCGTTGCCCTGAACCTGGCCGAACTCAATCACCTCGGCTGG
AGAAAGATCAAGCTGGCAGTCCGAGGCGTTCAGGCAAGACGGAAGTCCATTATTGAGATC
AGGTCTCATGGAAGTTCTGTGCCAAACTTTGGTCGTACCCACTCAAGCGAGTCAGCCTAC
GTGTGA

>Et-gjd1/2b-JAAXLI01163:281372F  Chr12-CM025618.2:281372F Splice site
ATGGGGGAATGGACCATCCTCGAGAGACTGCTGGAGGCTGCCGTGCAGCAGCATTCCACC
ATGATCGGCAGGATCCTCTTGACAGTCGTGGTTATTTTCCGGATCCTGATAGTGGCGATT
GTGGGAGAGACCGTCTACGAAGACGAGCAGACGATGTTTGTGTGTAACACCCTGCAGCCG
GGCTGCAACCAGGCGTGCTACGACAAGGCGTTTCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCATGGTGTGCACGCCCAGCCTCTGCTTCATCACCTACTCGCTCCACCAC
TCGGCCAAGGCGCGGGAGCGTCGCTCCTCGGTGCTGCACGCGCTGCTGCTGCAGGACAAG
GAGATCCTGCACGACCTCTCGCCCGAGAAGCGAGACGACAGCAAGAAGACGAAGAACTCC
ATGCTGAACGGCATCCTGCTGCAAAACACCGAGAACTCGTCGCGCGAGCCGGAGGGCCAC
GAGGTGAAAGAGACCATGCACCCGACGCCGCTGATGCGGACGAGCAAGCTCAGGGGCCGC
AGGCAGGACGGCATCTCGCGCTTCTACATCATCCAGGTGGTGTTCCGCAACGCGCTCGAG
ATCGGCTTCCTCACGGGGCAGTACTTCCTCTACGGCTTCAACGTGCCGCCCATGTTCGAG
TGCGACAGATACCCGTGCATCAAGGAGGTCGAGTGCTACGTGTCGCGGCCCACCGAGAAG
ACCGTCTTCCTCGTCTTCATGTTCGCCGTGAGCGGCCTCTGCGTCGTCCTCAACCTGGCC
GAGCTCAACCACCTGGGCTGGCGCAAGATCAAGCAGGCGGTGCAGGGCGTGCAAGCGCGC
CGCAAGTCCATCGGAGAGATCCGCTCGCAGGGCGGCCCCGTCGGCTTCGGCCGCACGCAC
TCCAGCGAGTCGGCCTACGTGTGA

>Et-gjd3.1-JAAXLI01138:17731493R  Chr4-CM025610.2:17731493R Splice site
ATGGGAGAATGGAGCTTCCTGGGGGACCTCCTGGAGGCGGTGAATGCACACTCCACCATG
ACCGGTCGTTTGTGGCTCATGATCTTCATCATCTTCCGCGTCCTAGTCATAGCAACTATC
GGCGACAACCTCTACGAGGATGAACAAGAAGCTTTTATATGCAATACACTGCAACCAGGC
TGCAATCAGGTCTGCTACGACAAGGCCTTCCCAATGTCGCATTTCCGCTTCTGGGTATTC
CAGATCGTGGTTCTAGCTGCACCCTCCCTCTCTTTCATTGCCTTCGCTATACACAGCCAG
ACCAAGGAGGAGAAGGCAGAGAGAATTGTTGAAAAGAAACCATTTCAAAGCATGGAGGAA
CAGAAAAAGTGGGAGAAAAGCCGGTCCAACAGGGAGGCGAGAAGACACGCCATGTATGCT
GTGCATGTCGTTCTCAAGCTGGTGCTGGAGATTGGCTGCCTCGTGAGCCAGTACTTTGTG
TACGGGTTCACCATCAACGCCCACTTTCCATGTGAGCGCTTCCCGTGCCCCAACAAGGTG
GACTGCTTCGTGTCGCGTCCCACAGAAAAGAACGTTTTCCTCCTCTACTACTTTGTGGTG
AACGTTTTCTCCGCGCTTCTGTGCTTCGTCGAGATCAACCTGATCGGGCTGAAGACGCTG
CGTCGCAGGCTCAAGCACGTGGTGGACACGGACTCGGACGAAGAATATCACCATGCTCCA
CCATCATTTAGTTCCGCCGTTACTTACCCTGACACAAAGAGGATGAACGGCCACGTCGTC
AGTGTTGCCATGCAGAACGTAGACCACCTCAGCATCTCCACTCGAGACATAAGCAGGCAG
CAAAACATGAGCAATGCAGCTCACGAAAATTCCACAAGCATGATGGAGCCTCTGCTCATG
GAGATGCAGAGGCAGTCGGATAAGTCAGGCAATGGTCTGATCCGGAGCAGGGCTGGCTCT
CAGTCAGTGTTGAGCACCTGA

[bookmark: _Hlk56068685]>Et-gjd3.2-JAAXLI01138:17751319R  Chr4-CM025610.2:17751319R Splice site
ATGGGAGAATGGAGCTTCTTAGGCGATGTCCTCCAGGTGGTGAATATTCACTCCACCATG
ACAGGCCGATTCTGGCTGCTCATCTTCGTCATATTCCGCATCATGGTGCTCTCAACTATC
GGCGACAATCTCTACGAAGACGAGCAAGAGGCTTTCATATGTAATACTTTGCAACCAGGC
TGCAATCAGGTTTGCTATGACAAGGCTTTCCCAATGTCGCACTATCGCTTCTGGATATTC
CAGATTATGGTGCTGTCAGTGCCTCCACTCTCCTTCATCGCATATGCCATACACAGCCAG
ACCAAGGAGGAAATGGCAGAGAAAATCATTGAAAAAACCCCATTGAGAGATACTGAAGAA
AAAGTGAGGTGGGAGAAGACTAAAGCTCAGAGAAGGACCAGAAGATACACCTTGTATGTA
GTCCACGTGGTGTTCAAGCTGGTCCTGGAGATCGGCTGCCTCGTGAGCCAGTACTTTGTT
TACGGGTTCACCATCGAGGCCCACTTTCTGTGTGAGCGCTTCCCGTGCCCCAACAAGGTG
GACTGCTTCGTGTCGCGTCCCACAGAAAAGAACGTCTTCCTCCTCTACTACTTTGTCATC
AACGTAATCTCAACTTTTCTGTGCTTGATCGAGATCAACCTTATTGGGCTGAAGATGCTA
AGATGGAGGCTCAGAAGGACAAAGAATAATGAGAAATATTTAAAAGACTATGCATTTCCT
CTGCCCTCATGCAAGTCCCCCACCAATAACCCTAAATCAAAAACTGGTATTACATTGATC
CTGCATGATGGAGTGTTCCTAAATGGCTCTGCTCGAGACATCACCAGAGTTCAAAACTAC
AGCAACATAAATCATGAAAACACCTCGATGAGAATGGACCCTCTGCCTATGGACATGCCT
AGGCAGCCAGACAGTGGTATGATCCGAAGCAGAGTTGGCTCCCAGTCAGTGTTGAACTCA
TAA

[bookmark: _Hlk59093024]>Et-gjd-gen1-JAAXLI01156:10570306F  Chr23-CM025629.2:10570306F Splice site
ATGGGAGAGTGGACGATTCTGGAGCGACTGCTCGCTGCAGCCGTTCAACAGCACGCAACG
ATGATAGGGAGGATCCTGCTTACCGTGGTGGTCATTTTCCGCATCTTGATCGTGGCCATT
GTCGGAGAAACCGTCTACGGTGACGAGCAGACCATGTTCGTGTGTAACACTCTGCAGCCC
GGCTGCAACCAGGTCTGCTACGACAAAACCTTTCCCATCTCCCACCTCCGCTACTGGGTG
TTTCAAATCATCATGGTCTGCACGCCGAGCCTCTGCTTCATCACCTACTCGGTGCACCAG
TCCACCAAGCAGCGGGACCGATTCTCGATCCTCAACCCGCCCCTGAGCGATGCGCGCGAG
AGGCGCGTCTCCTCCACGCTGCACCAGACCCTGGAGGGGGGGCAGGAGCCTCGGGCTGGG
CAGCCCTTCTCCGTGCTTCGCCCTCCCGCACTCGGCGAGGCCGAGCGGCGCTATCGACCC
AAGAAACGCGAATACAGCAGGACGTTCAGAACGAGGATGAGGACCGTCTTCGGCTGTCGC
TCGGAGAGCCGTGGACACGGAGGAGGAGGCGACGGTGACGGTGGTGGTGGCCTGTCGCGG
GAAACGAATCGTCCGTCGGTGGCCACGCGGGAGAAATACGGCAGATTCTACAGACAGGAG
AGCATCTCTCGCTTTTACATCCTGCAGGTTGTCCTGCGGAACTTGTTGGAGATCGCATTT
CTCATCGGGCAGTACTTCTTGTACGGCCTCTACGTACCATCCGTGGTGGCGTGCGAGCGT
CACCCATGCATCAGGCAGGTGGAGTGCTACGTGTCACGGCCCACCGAGAAGACGATCTTT
CTGCTCTTCATGTTCGGCGTCAGCGGCTTGTGCTTGGTGCTCAACCTCGCAGAGCTCAAC
CACCTGGGCTGGCGCAAGATCAAGGGGGCCGTGCAGGGTGTCCGGACACGCAAGACGTCG
TTTTGGGAGATTCGGCACAAGGACTTTGAGCATGCAATACGGACGCCTCGCTTCAGTCGC
ACGCACTCGAGCGAATCTGCCTACGTCTGA

>Et-gjd6-JAAXLI01137:14425250F  Chr2-CM025608.2:14425250F
ATGACGGAATGGGCAGTGTTCAAGCGCCTCCTGGACGCCGTCTACCAGCATTCAACTCTT
CTGGGGCAAGTGTGGCTCACGGTCACGCTAATATTTCGGCTCTTGATCGTGGCGGTGGCG
AGTGAAAGCGTGTACGAAGACGAGCAGGCACAGTTCGCCTGCAACACCCTGCAGCCAGGC
TGCCCGACCGTTTGCTACGACCGCTTTGCACCCATCTCGCATCCACGCTTCTGGATTTTC
CAGATAGTCATCGTGTCTTCCCCTTCGCTCTGCTTCCTTATCTACGTGTGGCATATGCTG
TCCAAAGGTGGAACTGTCGGAGATGAACGCAAAGGGATCTGTCCCATCTCAGAAGACGCC
AGCAACAAGGCTCAAGCTGACAAATCAAAATGCGGTGGACCGTACAAGAGTGATGAACAG
CTACTCTTTCTATACAGCGAACAGGACACATTTCGTGACCTAAATGCTGAACCCTGCACA
ACGAAATGGGGCAAGATGGGACAACCGCGGAATCGAATATGGAACTGCTATGTCCTGCAC
GTGTGCTGCAGAACTATTCTGGAAGTTGCATTTGTGTTGGGTCAGTGGTTGCTCTTTGGT
TTTAGGGTCCCCGTTCACTACAAGTGCCAGGTTTTTCCTTGTCCGCTTATAGTCGACTGC
TTTGTATCCAGGCCAACTGAAAAAAAGATCTTCTTGCTGTTCATGTTTTCTGTCAGTGTT
TTCTGCATTTGTCTCAACATCGTCGAGTTGAACCACTTGGGATGGAAGAAAATCAAGAGT
CTGATCACAAAGCGAAATAATTTGCGTGTGCAAATTGAAGAAACAAATCCCATAAGTGCA
GCTGAAGATTTCGGTTGCCAAGTCTCCCCTCATCATGATCTACAAGACAATAAATCTCAT
CTACAAACGAAGTGTTCATCTTCTTCCAGCACTTCAGCAGCTTACGATGTGTACACTCAA
GAACATCTCCACCCACACTTGAACTTAGCTCAAAAAATTACTTTGGACAAACAATTCCAA
GAACAGATACTGTACCGTATGGGTGAAGAAAGTGGAGAGATTTCACCGAAAAAGGTATCA
CGGAAAAACATTGACTTGTGGGTATAA

[bookmark: _Hlk57625969]>Et-JAAXLI43105:359F Only first conserved domain. Not used in phylogenetic analyses. Maybe a connection to Et-JAAXLI81785:16F (below), but Et-JAAXLI81785:455F is quite deviating, so we have judged the probability of the two scaffolds to actually encode the two parts of one gene, to be too low (see below).
ATGGGCGACTGGAGCATGCTGGGAGGCGTGCTGGAGCAAGCGCACGAGCACTCGACGGCG
CTGGGCAAGGTGTGGCTCACGGTGCTCTTCGTCTTCCGCATGCTCGTGCTGGGCACGGCC
GCCGAGAGCGTTTGGGGCGACGAGCAGTCGGACTTCCACTGCAACACGCTGCAGCCGGGC
TGCGAGAACGTCTGCTACGACGCGGCCTTCCCCGTGTCCCACGTGCGCCTCTGGGTGCTC
CAGATCGTCTTCGTGTCGACGCCGTCGCTCGCCTACCTCGGACACGTGCTCCACGGAGCG
CGGGCGGCCGCGCGCAGGAGGGAGCGGCGAGCGAGGGCCGCCGCCGCCGCCGCCGAGGGA
AGGACGAGAGGGGCGGCCGAGGGGAAGGCCGCGGACTCGGCAGGGGCGGCGGTCGAAGGC
GGAGAGGACGGCAAGGACGAGGGGAGGGGAGAGGAGGTGG..............

>Et-JAAXLI81785:16F Only part of second conserved domain. This part is quite deviating from other sequences
NAGGACGCTCCTCCGGTGCGTCTCCGCGGAGCGCTGCTCAGGACCTACGTCCTGTGCGTG
TCTCTGCGCTGCGCCTTGGAGCTGTGCTTCTCGCTGGGCCAGTACGGCCTCTACGGCCTC
CTGCTGCGGCCCCTCTACCGCTGCGAGCGATGGCCCTGCCCCAACGCCGTCGACTGCTTC
CTGTCTCGCCCCACCGAGAAGAACATCTTCATCGTCTTCATGATGGCCGTGTCAGCGATC
TCGCTGGCGCTCAACTTGGCCGAGG





[bookmark: _Toc62483463]Supplementary Figure S42. Arctic lamprey (Lethentheron camtschaticum) connexins.
The sequences were found by blasting directly into GenBank genome assembly LetJap1.0 GCA_000466285.1. We have in general selected the longest scaffolds (KE numbers), but some of the found sequences are not assembled into the KE scaffolds, but are only found in shorter scaffolds/contigs (APJL numbers).

>LcAL-gja3-KE993718:2774835F Splice site
ATGGGCGATTGGAGCTTCCTCGGGAGGCTCTTGGAGAACGCGCAGACGCACTCCACGGTG
GTGGGCAAGGTTTGGCTCTCGGTGCTCTTCATCTTCCGCATCCTCGTGCTGGGAGCGGCG
GCCGAGAGCGTGTGGGGCGACGAGCAGGCGGGCTTCCGCTGCAACACGCAGCAGCCTGGC
TGCGAGAACGTGTGCTACGACGAGGCCTTCCCCATCTCGCACATCCGCTTCTGGGTGCTC
CAGATCATCTTCGTGTCCACGCCGGCGCTCGTCTACCTGGGCCACGTGCTGCACATCATG
CGCATGGAGTCGCGCCGGAAGGAGGAGCTCGAGGAATGGCGGAAGCGGCATCCCGACGAG
GACGAGGACGACTGCAGGGCGCTCCTCGACGGCGCCAAGGGCAGAAAGGGCGGCCCGCCC
AAGTCGAGGAAGACCTACGTGAGCGACCAGGGCAAAGTCTGCATCAAGGGCGCCTTGCTG
CGCACCTACGTGCTCAGCATCTTCAGCAGGACCATCTTCGAGGTGGGCTTCATCGTGGGC
CAGTACTTCCTCTACGGATTCAGCCTGGGGCCGCTCTACCGCTGCAGCAGGAGCCCGTGC
CCCAATGTGGTCGACTGCTTCATCTCGCGTCCCACCGAGAAGACCATCTTCATCCTCTTC
ATGCTTGTGGTGGCCTGCCTCTCGCTGCTGCTCAACCTCTTGGAGATGTACCACCTGGGC
TGGAAGAAGATCCGCAAGGGGCTCGGCAAGCGCTACGAGAAGATGCAGCAGCAGCAGCAG
CAGTCCGCGATGAAGCACCACCCGCCCTCGCTCGACCAACACTCGGTGAAGACCTCCTCG
CAGCCAATCTCCTACACCTACTACCAGCCGCCCACGGACGAACGCAACTACGACCCGCCG
AGTTTCCGCACGGCGACCAGAGACCCCGTCGCGGGGGCCCGTCTCGTCGCGCAGGGCGTG
GACGGGCAGAATTGGGCCAACTGGGAGGAGGAGGAGAGCCGACGGGGCGCCGCTCGGGCC
GCCACCGGCGGCGGCGAGGAGGCGAGGCACGCGGCTCACGCACCGCACCTCGTGAGCCGC
GGCCTCGCGATGAGCACTCCGCCGCACGGCGCTCCTCCTCCAGCCACGTCGTCGTCGTCA
CCGCCGCCGCCGCTGCTGCTGCAGCCCTGGGCCGCGTCCTCTCCTGTCGCCTGTGCCTCC
TCCTCCTCCTCGGCCGCCGTCGCCGCCGCTCTGGCTGCGGCTCTGGAGGACGAGGCGGAG
GTTCTGACGGCTACGGTGCAGATGCACAAGCCGCCTCTGCGTGACGCGGGAGGCGAGCAC
GACATCGACTTGAGGAGGTTGAGCAGGGCGAGCAGTCGGGCGCGCTCCGATGACCTGCAG
GTGTAG

>LcAL-gja8-KE994890:19855F Splice sites
ATGGGCGACTGGAGCTTCCTGGGCAACGTCCTCGAGAAGGTCAACGAGCACTCGACGGTG
CTGGGCAAGGTGTGGCTCACGGTGCTTTTCATCTTCCGCATGCTCGTGCTGGGCACGGCC
GCCGAGTACGTGTGGGGGGACGAGCAGTCGGACTTCGTGTGCAACACTCAGCAGCCGGGC
TGCGAGAACGTCTGCTACGACGAGGCCTTCCCCATCTCCCACGTGCGCCTCTGGGTGCTC
CAGATCGTCTTCGTGTCCACGCCATCGCTCGTCTACGCCGCCCACGCCGTCCACCACCTG
CGGGGTCGCGCCAAGAGGAAGGACGTCGACGACGAGAATGCGATCAACGCCGAGGGCGGA
AAGCCAACGCGCCGCTAATGACGCGCCGCTAACGGCGCCCGATGTTTTGTTCCCGGGTGG
ATGAAGGTGCGCCTCGAGGGTAAGCTCCTGCACACCTACGTCGTGCACATCTTCTTCAAG
GCCACCTTCGAGGTGGGCTTCGTGCTGCTCCAGTACTACCTCTATGGCTTCTCCCTGCGG
ACGCTGTACCGCTGCAGCCGCTGGCCCTGCCCCAACGTGGTCGACTGCTTCGTGTCGCGC
CCCACCGAGAAGACGGTCTTCGTCGTCTTCATGCTCGCCGTCGCCGTCCTCTCGCTGCTG
CTCAACGCCCTCGAGCTCATCCACCTCGCCTGGCGGACCAGCAGGCTCGGCAGCAGCGGC
AAGGCCCGGCGACGGCGCTATGTCGGAGGAGGAGGAGCCGGCAGAGGCGGCGGAGGAGGA
GTCGTGGTCTTGGGGGGCGAGGAGGTGGCGGAAGATGCCGTGGCACGGCTGACTGAGGGC
GGCTGCGTGCCGGGAGCGGCCGCCTTCGCGCCCCACAGGCCATCGGCCCCGTTCAGGGGA
GCATTTGCGAAGGCGAATGAGAACACGCTGCCCTCCTTCTGCCCGCTCTCCGTGAGCCAC
CTGACCGTCTACGGCTCGCACACGAGCAAGGAGGCCGCTGAGAAGCCGAGCCTCGCGGCA
GACGCCGGAGGCAACTCCGGGAGACATTTCGGGGGAGGAGGAGGGAGCGGAGGAGGAGGG
AGCGGAGGAGGAGGGAGTGGAGGTGGTGGTGGCAGCGGAAGCTTGAGCAGTTCTCCCAAG
GAGATCGAGGGGGCGGACATCTCGGATCGGAGATCTCCGAGCAGAACGAGCTCTCGAGCG
CGGTCCGATGACCTCAATGTCTAA

>LcAJ-gja9/10-APJL01145505:141R + APJL01094367:2889R + APJL01148491:555R Splice sites
NAGGTCTGGGACGACGAGCAGGCCGAGTTTGTGTGCAACACGGAGCAGCCGGGCTGCAGG
AACGTTTGCTACGACGCAGCCTTCCCCATCTCCCTAATCCGCTACTGGGTCCTGCAGGTG
ATCTTCGTCTCCTCCCCGTCGCTCATGTACATGGGCCACGCTCTGTACCGCCTGCGAGCG
CTGGAGAAGGAGCGCCAGCGCAAGAAGGCCGCCATCCGCGCCGAGCTGGAGGGCATGGAG
CTGCCGGGGGCCGAGAGTGGCAAGTCGGCCTACGCTCATCACCCGCACCACCCTCACCAC
CCTCACCACCCTCACCACCCTCACCAGCAGCAGCAGCAGCTTCCGCTCACCGCTCACCTA
CAGCACGTCCGCCAGCAGCAGCAGCAGCAGCAGCAGGTCCCCGCCACCACCGCCGCCGCC
CCGTCCCAGCCGGGCGGGCTGCACAAGCGGCTGGAGCGCGAGCTGCGCAAGCTGGAGGAG
CAGCGCAAGCTGAGCAAGGCGCCGCTGCGCGGGGCGCTGCTGCGCACCTACGTGCTGCAC
ATCGTGGCGCGCTCCGCGCTCGAGGTGGCCTTCGTGATGGGCCAGTGTTCGCTGTACGGC
GTCGCGCTGAGGCCCCTCTACAAGTGCGCCCGCCGGCCCTGCCCCAACGTGGTGGACTGC
TTCGTGTCGCGCCCCACCGAGAAGACCGTCTTCGTCGTCTTCATGCTCAGCATCGCCGCC
ATCTCCCTGCTGCTCAACCTGCTGGAGATCGCCCACCTCGGCTTCCGCAAGCTCCGCCGG
GGG

>LcAL-gja-gen1-KE995112:20887F Splice sites
ATGGGAGACTTTGGCCTGCTGGGCTCTCTGCTGGACTCAGCCCAGGAGCACTCCACTGCC
GTGGGCCGCGTGTGGCTCTCCGTGCTCTTCGTGCTGCGCATCCTCGTGCTCACCGCCGGC
GCAGACCAGGTGTGGGGCGACGAGCAGTCGGACTTCAGCTGCAACACGCAGCAGCCGGGC
TGCGAGAACGTGTGCTACGACACGGCGTTCCCCATCTCGCACGTGCGCTACTGGGGCCTG
CAGGTCATCGCCGTCTCCACGCCCGCACTTGCCTACCTGGGGCACGTGCTGCACGTGGTC
AGGCAGGAGAGCAAGCAGTCCAGCGCCCCCTCAGCAAGCGGCAAGCCCCCCCCGCCCCCC
CGCGTCTCTCCGGACGGCCGCGTGCCAATCCGCGGGGCCCTCCTGCGCTCGTACCTCCTG
AGCCTCGCCTGCCGGGCCCTGCTGGAGGCCTCCTTCATCTACGGGCAGGGCCGCCTCTTC
GGCCTGTCGCTGGCCCACCTCTACCGCTGCCGCACGTGGCCCTGCCCCAACGTCGTCGAC
TGCTTCGTGTCGCGCGCCACCGAGAAGACCGTCTACGTGCGCCTCATGCTCGCCGCCTCG
AGCCTCGGCCTGGCCCTCAACGTCGCCGAGTTCGCCTACTTGCTGTGCCACGCCGNNNNC
GAAGGGGCCTATGGCGGCAGGCCGAGCTCCAGCCGCTCCAGGCACGGAGATCTGCAGGTG
TGA

>LcAL-gjb1/8.2-KE993718:2680865F
ATGAACTGGGATGGCCTCTACGAGGTGCTGAGCGGCGCTAACCGCTACTCCACGTCCATC
GGCCGCGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAACAGTCCGACTTTGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACTACTTCCCCATCTCGCACGTGCGCCTCTGGGCCCTGCAG
CTCATCTTCGTGTCGACGCCGACCCTCCTGGTGGGCATGCACGTCGCTCACCGCCACCGC
AGGGCCAAGCGGCGGCGGGGAAAAATCTACAACCTGCCGGGCCAGACCGGAGGGCTTCCC
CCGGGAGACAGCGTCGAGCACGAGGAAGAGGAGCAGGACGTGGAGCTGCACCGCTCAGAG
ATGCCGCCTCCGTCGGGAAGTGCCCCTAGCACCATCCGCATGGACGGTGCGCTCCTGTTC
ACATACGTGTTCAGCGTGATCTCGCGGATTTTCATCGAGTGCACGTTCCTGTACATCTTC
TACACGCTGCACAGCGGGGTCACCATGCCACGTCTGCTGAAGTGCGACGCGTCGCCGTGC
CCCAACCTGGTGGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCGTCTTCACCATCTTC
ATGCTGGCCGTGTCGGCCGTCTGCCTGCTGCTCAACGTGGCCGAGGTGGCCTACCTGCTA
AGCCGCGAGTGTTTGTGTCGCTGGCGGCGGCGGCGGCGGCGGGGCCGAGGGGCCACGAGC
AGGAACATTCGGACATCTCGGCCCTGCTGA

>LcAL-gjb1/8.2-KE993718:2744557F
ATGAACTGGGCCGGCCTCTACGAGGTGCTGAGCGGCGCCAACCGCTACTCCACGTCCATC
GGCCGCGTGTGGCTCTCCGTGCTCTTCATCTTCCGCATCATGGTGCTGGTGGTGGCGGCC
GAGAGCGTGTGGGGCGACGAGCAGTCCGACTTCGTGTGCAACACGCTGCAGCCGGGCTGC
CAGAACGTGTGCTACGACCACCACTTCCCCATCTCGCACGTGCGCCTCTGGGCCCTGCAG
CTCATCTTCGTGTCGACGCCGGCGCTGCTCGTGGCCATGCACGTCGCTCACCGCCACCGC
CGGGCCAAGCGGAAGGCGCGGCGGTGCGGGCGGCCCTACGACGACGTCGCGGTGCGGAAG
CCGCCCATCGACGGCCCGCTGCTGTGCACGTACGTGGTGAGCGTGCTCTTCCGCGTCGCC
TTCGAGTGCTCCTTCCTCTACGCGTTCTACTTCGTCTACAGCGGCGTCACGATGCCGCGG
CTCATCAAGTGCGACGCGTCGCCCTGCCCCAACGTCGTGGACTGCTTCGTGTCGCGCCCC
ACCGAGAAGACCATCTTCACCATCTTCATGCTGGCCGTGTCGGCCGTCTGCCTGCTGCTC
AACCTGGCCGAGCTGGTCTACCTGCTGGCGCGCTACTGCAGCCGCGTTTGCCGGCGCGGC
TCGGAGCGCCCCTCCGGCGCGGGGAGCGGCTGGAGCGGCCGGCGGAAGAGGCGGGGGGTG
GGCGCGTCGGCGAGCGAGGGGGGCGGCGGGGCGCCCCCCGGCCAGCGGAAGGGCGACGGC
GAGAGGGGACGCAGTCGCTCGAGGACGCCGGAGGGGCGGCGACGGCCGGAGAGGTTCGCC
GGAGGAGAAGCGCCCGGCAAGTCCGCCGGCGGCGGCGGCGGTGCCGGCGCGGCGCTGCTG
AGCGAGGTGGAGCAGAACAAGAGGAACTCGCACCTGGAGACCATCACCCTGGCCAACGGG
GTGGTGGCGCACGCCAAGAAGGGTGTCCACCAGGACGTGGTGGAGATCGGAGAGGCGTGA

[bookmark: _Hlk57629183]>LcAL-gjb-gen1-KE997332.1:2950F-3338 Splice site
ATGAATTGGGGCGGCCTCCAGTCGGTGCTGAACGACGTCAACAAGAACTCGACGGCCATC
GGGCGCGTCTGGCTGTCGGTGCTCTTCATCTTCCGGCTGCTCGTGCTCGTGGTGGCGGCC
GAGAAGGTCTGGTCCGACGAGAACAAGGACTTCGACTGCAACACGCGGCAGCCGGGCTGC
AAGAGCGTCTGCTACGACCGCTTCTTCCCCATCTCGCACATCCGCTTCTGGTCGCTGCAG
CTCATCGTGGTGACCACCCCGACGCTGCTCGTCGCCATGCACGTGGGCAGCCGCAAGATG
CGCTCGAGGCACCATCACTTCCCCGAGGGATTCGAGAACAAGATCCAGGGCGGCCTGCTC
TGGACCTACACCATCAGCGTGCTCTTTCGGATCATCTTCGAGACGGGCAGCCTCTACATC
TTCTACATCCTCTACGGGGGCTACTCGCTGCCGCGTCTCGTCAAGTGCACCGAGGAGCCG
TGTCCCAACATCGTCGACTGCTTCGTGTCGCGCCCCAGCGAGAAGACGGTCTTCGTGGTC
TTCATGCTCACCGTGTCGGCCATCTGCCTGCTGCTCAACGTCATCGAGTTCTTCTACCTC
GCCATCAAGTACTTCTGCATGCGCAAGCGCTACCGCAGGACCGTCACGGAGCCGCGCTCC
TCCGCCGTCAGCGGCGGGTCAGGCAACCCGGCAGG

[bookmark: _Hlk57628722]>LcAL-gjc1/2-KE995893.1:17729F Due to stop codon in reading frame in intracellular loop, there is likely an intron here, possibly also in 3´-tail, but we have not tried to define these introns 
ATGAGCTGGGCATTCCTGACTCGTCTGCTCGAGGAGGTGCACCACCACTCCACCTTCGTG
GGCAAGCTGTGGCTCACGGCCCTGGTGGTGCTGCGCGTCGTGCTGGCGGCCGTCGGCGGC
GAGACCATCTACTACGACGAGCAGAGCAAGTTCGTGTGCAACACGGGCCAGCCGGGCTGC
GAGAACGTCTGCTACGACGCCTTCGCGCCGCTCTCGCACGCCCGCTTCTGGGTGCTGCAG
ATCATTTTCGTGTCCTCGCCGTCGCTCCTCTACCTGGCCTTCGCCGCCCACAAGGTGGCC
AAACGGCCGGGCCACGGGCGGTGCCGTCGCGGCGGCGGCGGCGGGGCCACGGACAGAGCC
GCGGCGCCCGCAGGGGCCTCATGATCCACCGAGGGCAGAACCACTTCCTGGAGGAGGGCG
AGAGCAACTTGGAGGAGGAGCCCATGATATTCGACGATGCCGTGGGCCGGCAGAGGCACC
GGCCCGACAGGGAGCACCGCCACGACGGGCGGCGGAGGATCAGGGAGGAGGGCCTCATGG
GCATATACGTCTTCCAGCTCATCTCCCGCACCGCGCTGGAGGGCGCCTTCCTGGCGGGCC
AGTACTTCCTGTACGGCTTCGAGGTGGCGGCGCGGTTCGCGTGCGGCCGGCCGCCGTGCC
CGCACGTGGTCGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCGTCTTTTTGTTCGTCA
TGTACGGCGTCAGCTGCCTGTGCCTGGCGCTCAACGTGTGCGAGATGCTGCACCTTGGCG
CGGGCACCGTCCGCGACGCGCTGGCCCGGAAGGACCGGGGCTCGCAGACCGCGCCGCGCG
GCTCCCCCGAGCCGGCGTGTGGCCGCGAGTCCGGCGAGGAGATGCCCACGGCGCCGTCGC
TGCTCGAGTTCGAGCTGCGGCCTATTTCCAAGGCCTCGCAGACGCCCGAGGGCCTCGCCG
CCGCCGCCGCGGCCACCAAGCGGCCCAACGGCATCGCGGAGCCGAGGCGGGGTGGCGGCG
CCGACGTGCCGGACGTCTCCCCGCCGCGGAAAAACCTCGCGGAGGGCGGCGTCGGCGCGG
GGGGCCGTCCGGGCCTGCCGGCGGCCGGGGCCGAGCCGGCGGCTGCGGCGAGCGGGGACG
GGATGAGAGGTTCGGACAGCGGCGCCGGTTCGAGCGGCACGGCGGACGAGAACGTGGGCG
GCGGGGCGGGGTCCAGCGCGATGGAGCAGAACGTGGCCAACGCCCGGCACGAGCGGACCG
CGACGACGCACCAGGCCCCCTCCGAGTCGGACAAGGGGGGCAGCACGAGCAGCAAGCAGA
ACAGCACCCGGTTGGCCGTGTGGATATGA

>LcAL-gjc-gen1-KE993682:3645563F
ATGAGCTGGGGCTTCCTGACGCGTCTCCTCGACGAGATCAGCAACCACTCGACCTACGTG
GGCAAGATATGGTTCACCGCCTTCCTCATGTTTCGCATCATCCTCACGTGCGTGGGCGGC
GAGACCATCTACTACGACGAGCAGAGCGCCTTCGTGTGCAACACCAAGCAGCCGGGCTGC
GAGAACGTCTGCTACGACGAGTTCGCGCCCCTGTCGCACGTCCGCTTCTGGGTCTTCCAG
ACCATCATCGTCGCCGTGCCGTCCATCGTCTACCTCGGCTACGCCATGCACAGCCTGAGC
CGGGCAGAAGAAGCCCGGGGGAGCGTCGCGCCAAGGAGCAAGAGCCGACCGGCGATGGGC
ACCCATCGGGCTCAGCACCGCCACATCGAGGAGACGGAGGGCGACCACGAGGAGGACCCC
ATGATCGTCGAGGTGGCCGACGAGGACGCGCCCAAGGCCTCCGCCAAGGGCGGCAAGGGC
GGCAAGGAGGAGTCGCCGCCGCCCTCGAGGCACGACGGGCGCAGGAGGATCCGCCAGGAG
GGGCTGATGAAGATGTACGTGGTGCAGCTGCTCATACGCACCGTCTTCGAGGTGGGGTTC
CTCTGCGGGCAGTACTACATGTACGGCTTCGCGGTCACGGCGCGCTTCGAGTGCACGCGC
TCCCCCTGCCCGCACCGCGTCGACTGCTTCGTGTCGCGCCCCACCGAGAAGACCATCTTC
CTGATCATCATGTACTCCTCCGTCACCTTCTGCCTCCTGCTCAACTTCTGGGAGATGCTG
CACCTGGGCCTCGGCTCCATCCGGGACATCCTGCGCGGCAAGAAGGAGCAGCAGCAGGAG
GAGCAAGAGCGCCAGCAGTTGGCCCTGAGGCAGCAGCAGCAGTCCTTCTACCAGCAGCAG
CAGCACCAGCAGAAGCACCAGCCGCCGCCCCAGCAGCA

>LcAL-gjc-gen2-KE993850:567431R Splice site
ATGAGCTGGAGTTTTTTGACTCGTTTGTTGGAGGAAATACATCAGCACTCGACGTACCTG
GGAAAACTCTGGTTCACCACGTTCTTAATTTTCCGCATCGTGCTGACAGCCGTCGGTGGC
GAGTCAATCTACTATGATGAACAGAGCAAGTTTGTGTGCAACACGCAACAACCGGGCTGC
GAAAATGTCTGCTACGATTCCTTCGCGCCTCTCTCCCACGTGCGTTTCTGGATCTTTCAA
ATTATTGTCGTGGCAACACCGAGCATTCTCTACCTTGGCTTCGCCATACACAGGATACGA
AGGTATGAAGACTCGCCTGCCTACAAAAAACCGAGACGGACTCCACTGATACATCGTGGG
CCAGACCGTGAGGCTGAGGAAGCTGAAAATGACCAAGAGGAGGATCCAATTTTGCATGAA
GAAGAGGAGTTTGATCACAAGACCAGCAGCGAGGACGAAAACAAGAAAAAGGATAATAAA
CGGCACGATGGTCGTCGCATGATCAGGGTTGATGGCCTCATGAAGGCTTACGTGTTGCAG
CTTATTTTACGCACAATGGCCGAGGTGGGTTTCCTCTTTGGCCAGTACATGATGTACGGC
CTGGAGGTGATCCCTCGCTTTGAGTGCACTCGTTATCCGTGCCCCCACCGCGTTGACTGC
TTCATCTCGAGGCCCACGGAGAAGACCATCTTCTTGTACGTGATGTACGCCATGTCCGGG
CTCGGCCTGGTGCTCGACGTGGCGGAAATGTGGCACCTGGGGATGGGCGCCCTCGGCGAC
GCACTGCGAGGCCGTCAAACGAAGCACGATCAACGGTATTGA

>LcAL-gjc-gen3-KE993784:162887R + 162586R + 160783-161292 + 159534-159679 + 159171-159423 Note a potential stp codon in the reading frame (red font), but as this is after the conserved domains, it does not affect the phylogenetic analyses. Splice sites
ATGAGCTGGAGCTTCCTCACACGGCTGCTGGAGGAGGTGCACCAACACTCCACCTTCCTG
GGCAAGCTATGGTTCACCACCTTCCTCATTTTCCGCATCGTGCTCACGGCGGTCGGGGGC
GAGTCCATCTACTATGACGAGCAGAGCAAGTTCGTGTGCAACACGGCGCAGCCTGGCTGC
GAGAACGTCTGCTACGACAGTTTTGCGCCACTCTCGCACGTCCGCTTCTGGGTGTTCCAA
ATCATCATGGTTGCCATGCCCACCATCCTGTACCTCGGCTTTGCCATCCATCGCATTTCC
AGGAGCGAAGACAAGTGTGTCAAGCGGAAGCGAACTCCACTGGTGTGCCGTGGCCCCGAC
CGCGGGGTCGAAGAGGCGGAAGACAACATGGAGGAGGACCCCATGGTGTGTGAAGAGGAG
GAGGAGGAGGAAAAGAAGACGGGTGAAGGAGACGACAAGAAGAACAAGGAGAAGCAGCAC
GACGGGCGGCGGAGGATCAAGACGGACGGGCTGATGAGGGCGTACGTGCTGCAGCTGCTG
GCGCGCACGTTGGCCGAGGTGGGATTCCTGTTCGGGCAGTACCTGCTGTACGGCATCGAG
GTGACCCCTCGCTTCGAGTGCTCCCGCGACCCCTGCCCGCACCGCGTCGACTGCTTCATC
TCGCGCCCCAAGGAGAAGACCATCTTCCTTTTGGTGATGTACGCTGCCGCCGGGCTCAGT
CTGCTGCTGGACCTGGCCGAGATGTGGCACCTGGGGCTGGGCGCCATCCACGACTCGCTG
AGCGGAAGGCGCTCTCGTCAGCAGGAGGACAGTCAGCGGGCAAGCACGCAAAGAAGGTGA
CATCGAAGATAACGATGACTAACGGTGGTTATCGGGAGAGCAACGGAGTGCGCGTGCCGT
CAGCGCCCCCAGGCTACCTCACGGCCATGAAGCCCTCCTCAGACGGAAACTACACCAGGG
TACCAGATGGTAAGCTGTCGCTGAGGCAAGCTTCGGTGGATCCCAGCGCAATGTCACCGC
AGGATTTTGGGCGGCTCCAAGATAACCTGCGCAACCTTCAGATGCAACTGGAGCTGGCCC
TCAGGCCCCGGGGGCCCCTTCAGCTCCCGCAGGCCACAGCCCATGCGTCCTGCAGTGTGA
GCACGCCCGACACCGACATTGTCACGGTGGAGCAGAACCTCGCCAACGCCGCACAGGAGC
TCCTGAAGTGA

>LcAL-gjc-gen4.1-KE997621:4017R+3070R We have put a tentitative intron into the intracellular loop
ATGAGCTGGGGCTTCCTGACCCAGCTGCTGGAGGAGGTTCACCGACACTCCACCTTCTTG
AGCAAGCTGTGGATCACCATCTTCCTCATCTTCCGCATCGTTCTCACGACGGTCGCCGGA
GAGTCCATATACTACGACGAGCAGGGCCAGTTCACGTGCAACACGGCGCAGCCCGGCTGC
GAGAACGTCTGTTACGACAGCTTCGCACCGCTCTCCCATGTCCGCTTCTGGGTGTTCCAG
ATCATTGCTGTCGCTACGCCCACCATCTTGTACCTCGGCTTCGCTCTACATCGCATCAGC
AGGTCCCCGGAGGGA..intron..GCAAGGGGAAACGACGGCAAGAGAACGAGCGGTGG
AGGATCAAGAATGACGGCCTGATGGTGGCCTACACCCTCCAGCTGGTGGCCCGCACTCTG
GCCGAGATGGGTTTCCTGGCCGGTCAGTATCTGCTCTACGGCCTGGAGGTGACCCCGCGC
TTTCAGTGCGTCCGCGACCCCTGTCCGAATCGCGTCGACTGCTTCGTGTCTCGTCCTGCG
GAGAAAACCATCTTCCTGCTGCTCATGTACGCGGTCGCTGGTCTCAGCCTCCTGCTGGAG
CTGTCTGAGATCTGCTACCTGGGGCTGGGCGCCATCCACGACTCGCTGAGCGGGAGGCGA
AGCAGGTGGGGGGCCTCGCTAGCTA


>LcAL-gjc-gen4.2-KE995487:1073R Splice site
ATGAGCTGGGGCTACCTGACGGAGCTGCTGGAGGAGGTTCACCGACACTCCACATTCCTG
AGCAAGCTGTGGATCACCACCTTCCTCATCTTCCGCATCGTTCTCACGACGGTCGCCGGA
GAGTCGATCTACTACGACGAGCAGGGCCAGTTCACGTGCAACACGGCGCAGCCCGGCTGC
GAGAACGTCTGTTATGACAGCTTCGCACCGCTCTCCCATGTCCGCTTTTGGGTGTTCCAG
ATCATTGTCGTTGCCACGCCCACCATCCTGTACCTCGGATTCGCTGTACATCGCATCACC
AGGATCGAGTACGAGCGAGACGAACGAACCAAGCGAACCGGCGGCTCCGACCGCATGGTT
GAATGCACGGAGAATGAGGAGGAGGTGGAAGAGGAGGTGGAAAAGGAGGTGGAGGAGGAT
GAAGAAGACGGCAAGGAGAAGCGACGGCAAGGCAACGAGCGGTGGAGGATCAAGACTGAC
GGCCTGATGGTAGCCTACACCCTCCAGCTACTCGCCCGCACGCTGGCTGAGATTGGCTTC
CTGCTGGGGCAATACCTGCTCTACGGCTTTGAGGTGGCCCCACGCTTTCAGTGCGTCCGC
GACCCCTGCCCACATCGTGTCGACTGCTTCGTGTCGCGCCCCACGGAGAAGACCATCTTC
CTTTTGGTCATGTACACGGTCGCCTGTCTCAGCCTCCTGCTGGAACTGACCGAGATTTGC
TACTTGGGGCTGGGAGCCCTCCACGACTCGCTGAGCGGGAGGCGCTGGCTGCAGAGCAGG

>LcAL-gjd1/2a-KE993687:2480149R Splice site
ATGGGGGAATGGACCATACTGGAGAGGCTGTTGGAGGCTGCTGTCCAGCAGCATTCTACC
ATGATCGGCAGGATTCTGCTCACGGTCGTGGTCATCTTCAGAATTCTGATCGTTGCAATA
GTCGGGGAGACCGTGTACGAGGACGAACAGAGCATGTTCGTGTGCAATACCCTTCAGCCT
GGCTGCGTCCAGGCGTGCTACGACAAGGCATTTCCCATCTCCCACATCAGATACTGGGTG
TTCCAGATCATCATGGTGTGCACGCCGAGCCTCTGCTTCATCACGTACTCCGTGCACCAG
TCGGCGAAACAACGCGAGCGGCGCTGCTCCGTTCTGCAGCTCCTCCTGGACAAGGAAATC
GTGGATTCGCCCACGAGGGACGACTCCTCGAAGAAGAAGAGCGCGATGGTGAACGGCATT
TTGCTACAAAACAACGAGAATTCGTCAAAGGAGCCCGACGGAATGGAGCTGAAAGAACTT
CAGCCACCTCTGTACAGGACTGGGAAGTCCAAAGCCAAGCGCCAGGAAGGGATATCTCGA
TTTTACATCATTCAGGTCGTGTTCAGGAACGCCTTGGAGATAGGCTTTCTCGTGGGCCAA
TACTTTCTCTACGGGTTCACCGTGACGCCTACGTTCGAGTGCGACAGATACCCCTGCGTC
AAAGAAGTCGAGTGCTACGTGTCCAGGCCAACGGAAAAGACCGTCTTCCTTGTGTTCATG
TTTGCCGTCAGTGGACTATGCGTTGCCCTGAACCTGGCCGAACTCAATCACCTCGGCTGG
AGAAAGATCAAGCTTGCAGTCCGAGGCGTTCAGGCAAGACGGAAGTCTATCATTGAGATC
AGGTCTCATGGAAGTTCTGTGCCAAACTTTGGTCGTACCCACTCAAGCGAGTCAGCCTAC
GTGTGA

>LcAL-gjd1/2b-KE993878:708535R Splice site
ATGGGGGAATGGACCATCCTCGAGAGACTGCTGGAGGCTGCCGTGCAGCAGCATTCCACC
ATGATCGGCAGGATCCTCTTGACAGTCGTGGTTATTTTCCGGATCCTGATAGTGGCGATT
GTGGGAGAGACCGTCTACGAAGACGAGCAGACGATGTTTGTGTGTAACACCCTCCAGCCG
GGCTGCAACCAGGCGTGCTACGACAAGGCGTTTCCCATCTCGCACATCCGCTACTGGGTC
TTCCAGATCATCATGGTGTGCACGCCCAGCCTCTGCTTCATCACCTACTCGCTCCACCAC
TCGGCCAAGGCGCGGGAGCGTCGCTCCTCGGTGCTGCACGCGCTGCTGCTGCAGGACAAG
GAGATCCTGCACGACCTCTCGCCCGAGAAGCGAGACGACAGCAAGAAGACGAAGAACTCC
ATGCTGAACGGCATCCTGCTGCAAAACACCGAGAACTCGTCGCGCGAGCCGGAGGGCCAC
GAGGTGAAGGAGATCATGCACCCGACGCCGCTGATGCGGACGAGCAAGCTGAGGGGCCGC
AGGCAGGACGGCATCTCACGCTTCTACATCATCCAGGTGGTGTTCCGCAACGCGCTCGAG
ATCGGCTTCCTCACGGGGCAGTACTTCCTCTACGGCTTCAACGTGCCGCCCATGTTCGAG
TGCGACAGATACCCGTGCATCAAGGAGGTGGAGTGCTACGTGTCGCGGCCCACCGAGAAG
ACCGTCTTCCTCGTCTTCATGTTCGCCGTGAGCGGCCTCTGCGTCGTCCTCAACCTGGCC
GAGCTCAACCACCTGGGCTGGCGCAAGATCAAGCAGGCGGTGCAGGGCGTGCAAGCGCGG
CGCAAGTCCATCGGCGAGATCCGCTCTCAGGGTGGCCCCGTCGGCTTCGGCCGCACGCAC
TCCAGCGAGTCGGCCTACGTGTGA

>LcAL-gjd3.1-KE993731:770317F Splice site
ATGGGAGAATGGAGCTTCCTGGGGGACCTCCTGGAGGCGGTGAATGCACACTCCACCATG
ACCGGTCGTTTGTGGCTCATGATCTTCATCATCTTCCGCGTCCTAGTCATAGCAACTATC
GGCGACAACCTCTACGAGGATGAACAAGAAGCTTTTATATGCAATACACTGCAACCAGGC
TGCAATCAGGTCTGCTACGACAAGGCCTTCCCAATGTCGCATTTCCGCTTCTGGGTATTC
CAGATCGTGGTTCTGGCTGCACCCTCCCTTTCTTTCATTGCCTTCGCTATACACAGCCAG
ACCAAGGAGGAGAAGGCAGAGAGAATTGTTGAAAAGAAGCCATTTCAAAGCATGGAGGAA
CAGAAAAAGTGGGAGAAAAGCCGGTCCAACAGGGAGGCGAGAAGACACGCCATGTATGCT
GTGCATGTAGTTCTCAAGCTGGTGCTGGAGATTGGCTGCCTCGTGAGCCAGTACTTTGTT
TACGGGTTCACCATCAACGCCCACTTTCCATGTGAGCGCTTCCCGTGCCCCAACAAGGTG
GACTGCTTCGTGTCGCGTCCCACAGAAAAGAACGTCTTCCTCCTCTACTACTTTGTGGTG
AACGTTTTCTCCGCGCTTCTGTGCTTCGTCGAGATCAACCTGATCGGGCTGAAGACGCTG
CGTCGCAGGCTCAAGCACGTGGTGGACACGGACTCGGACGAAGAATATCACCATGCTCCA
CCATCATTCAGTTCCGCCGTCACCTACCCTGACACAAAGAGGATGAACGGCCACGTCGTC
AGTGTTGCCATGCAGAACGCAGACCACCTCAGCATCTCCACTCGAGACATAAGCAGGCAG
CAAAACATGAGTAATGCAGCTCACGAAAATTCCACAAGCATGATGGAACCTCTGCTCATG
GAGATGCAGAGGCA

>LcAL-gjd3.2-APJL01024026:13192F+KE993731.1:749485F Splice site
ATGGGAGAATGGAGCTTTTTAGGCGATATCCTCCAGGTGGTGAACATTCACTCCACCATG
ACAGGCCGATTCTGGCTGCTCATCTTCGTCATATTCCGCATCATGGTGCTCTCAACTATC
GGCGACAATCTCTACGAAGACGAGCAAGAGGCTTTCATATGTAATACTTTGCAACCAGGC
TGCAATCAGGTTTGCTATGACAAGGCCTTCCCAATGTCGCACTATCGCTTCTGGATATTC
CAGATTATGGTGCTGTCAGTGCCTCCACTCTCCTTCATCGCATATGCCATACACAGCCAG
ACCAAGGAGGAAATGGCAGAGAAAATCATTGAAAAAACCCCATTGAGAAATACTGAAGAA
AAAGTGAGGTGGGAGAAGACTAAAGCTCAGAGAAGGACCAGAAGATACACCTTGTATGTA
GTCCACGTGGTGTTCAAGCTGGTCCTGGAGATCGGCTGCCTCGTGAGCCAGTACTTTGTT
TACGGGTTCACCATCGAGGCCCACTTTCCGTGTGAGCGCTTCCCGTGCCCCAACAGGGTG
GACTGCTTCGTGTCGCGTCCCACAGAAAAGAACGTCTTCCTCCTCTACTACTTTGTCATC
AACGTGATCTCAACTCTTCTGTGCTTGATCGAGATCAACCTTATTGGGCTGAAGATGCTA
AGATGGAGGCTCAAAAGGACAGAGAATAATGAGAAATATGTAAAAGACTATGCATTTCCT
CTGCCCTCATGCAAGTCCCCCACCAATAACCCTAAATCAAAAAATGGTATTACATTGATC
CTGCATGATGGAGTGTTTCTAAATGGCTCTGCTCGAGACATCACCAGAGTTCAAAACTAC
AGCAACATAAATCATGAAAACACCTCGATGAGAATGGACCCTCTGCCTATGGACATGCCT
AGGCAGCCAGACAGTGGTATGATCCGAAGCAGAGTTGGCTCCCAGTCAGTGTTGAACTCA
TAA

>LcAL-gjd6-KE993697.1:1877082R 
ATGACGGAATGGGCAGTGTTCAAGCGCCTCCTGGACGCCGTCTACCAGCATTCAACTCTT
CTGGGGCAAGTGTGGCTCACGGTCACGCTGATATTTCGGCTCTTGGTCGTGGCGGTGGCG
AGTGAAAGCGTGTACGAAGACGAGCAGGCACAGTTCGCCTGCAACACCCTACAGCCAGGC
TGCCCGACCGTTTGCTACGACCGCTTCGCACCCATCTCGCATCCACGCTTCTGGATTTTC
CAGATAGTCATCGTGTCTTCCCCTTCGCTCTGCTTCCTTATCTACGTGTGGCATATGCTG
TCCAAAGGTGGAACTGTCGGAGATGAACGCAAAGGGATATGTCCCATCTCAGAAGACGCC
AGCAACAAGGATCAAGCTGACGAATCAAAATGCAAGCCATACGCGGATGGACCGTACAAG
AGTGATGAACATCTACTCTTTCTTTACAGCGAACAGGACACCTTTCGTGACCTAAATGCT
GAAACCTGCACAACGAAATGGGGCAAGATGGGACAACCGCGGAATCGAATATGGAACTGC
TATGTCCTGCACGTGTGCTGTAGAACTATTCTGGAAGTTGCATTTGTGTTGGGTCAGTGG
TTGCTCTTTGGTTTTAGGGTCCCCGTTCACTACAAGTGCCAGGTTTTCCCTTGTCCGCTT
ATAGTCGACTGCTTTGTATCCAGGCCAACTGAAAAAAAGATCTTCTTGCTGTTCATGTTT
TCTGTCGGTGTTTTCTGCATTTGTCTCAACGTCGTCGAGTTGAACCACTTGGGATGGAAG
AAAATCAAGAGCCTGATCACAAAGCGAAATACTTTGCGTGTGCAAATTGAAGAAAGAACA
AATCCCATAAGTGCCGCTGAAGATTTCGGTTGCCAAGTCTCCCCTCATCATGATCTACAA
GACAATAAATGTCATCTACAAACGAAGTGTTCATCTTCTTCCAGCACTTCAGCAGCTTAC
GACGATGTGTACGCTCAGGAACATCTCCACCCACACTTGAACTTAGCTCAAAAAATAACT
TTGGACAAACAATTCCAAGAACAGACACCGTACCGTATGGGTGAGGAAAGTGGAGAGATT
TCACCGAAAAAGGTATCACGGAAAAACATTGACTTGTGGGTATAA

>LcAL-gjd-gen1-KE993853.1:1114178R  Splice site 
ATGGGAGAGTGGACGATTCTGGAGCGACTGCTCGCTGCAGCCGTTCAACAGCACGCGACG
ATGATAGGGCGGATCCTACTGACCGTGGTGGTCATTTTCCGCATCTTGATCGTGGCCATT
GTCGGAGAAACCGTCTACGGTGACGAGCAGACCATGTTCGTGTGTAACACTCTGCAGCCC
GGCTGCAACCAGGTCTGCTACGACAAAACCTTCCCCATCTCCCACCTCCGCTACTGGGTG
TTTCAAATCATCATGGTCTGCACGCCGAGCCTCTGCTTCATCACCTACTCGGTGCACCAG
TCCACCAAGCAGCGGGACCGATTCTCGATCCTCAACCCGCCCCTGAGCGATGCGCGCGAG
AGGCGCAAATACGGCAGATTCTACAGACAGGAGAGCATCTCTCGCTTTTACATCCTGCAG
GTTGTCCTGCGCAACGTGTTGGAGATCGCATTTCTCATCGGGCAGTACTTCTTGTACGGC
CTCTACGTACCATCCGTGGTGGCGTGCGAGCGTCACCCATGCATCAGGCAGGTGGAGTGC
TACGTGTCACGGCCCACCGAGAAGACGGTCTTTCTGCTCTTCATGTTCGGCGTCAGCGGC
TTGTGCTTGGTGCTCAACCTCGCAGAGCTCAACCATCTGGGCTGGCGCAAGATCAAGGGG
GCCGTGCAGGGTGTCCGGACTCGCAAGACGTCGTTTTGGGAGATTCGGCACAAGGACTTT
GAGCATGCAATACGGACGCCTCGCTTCAGTCGCACGCACTCGAGCGAATCTGCCTACGTC
TGA

>LcAL-APJL01162196.1:421F Only possible to define first conserved domain. Sequence not included in analyses
ATGGGCGACTGGAGCATGCTGGGAGGCGTGCTGGAGCAGGCCCACGAGCACTCGACGGCG
CTGGGCAAGGTGTGGCTCACAGTCCTGTTCGTCTTCCGCATGCTCGTGCTGGGCACGGCC
GCCGAGAGCGTGTGGGGCGACGAGCAGTCCGACTTCCACTGCAACACGCTGCAGCCCGGC
TGCGAGAACGTCTGCTACGACGCCGCCTTCCCCGTGTCCCACGTGCGCCTCTGGGTGCTC
CAGATCGTCTTCGTGTCGACGCCGTCGCTCGCATACCTCGGCCACGTGCTGCACGGAGCC
CGGGCGGTCGCGCGCAGGAGGGAGCGGCGAGCGAGGGCAGCAGCCGCCGCCGCCGCCGCC
GAGGGGAGGACGAGGGGGGCCGCCGAGGGGAGGGCCGCGGACTCGGCAGGAGCGGCGGTC
GAAGGCGGAGAGGACGGCAAGGACGAGGGGAGGGGAGAGGAGGTGGNNNNNNAGGTGTAC
CACCTCGGCTGGAAAGCGTTCACGCGCAGCATCAACTACCGAGAACCCACCTACGAGGTC
CCCGATTATTCCGAGCAGCACAAGACTCCTCCGCCACCTCCGCCCGCAAAGAACCACCGC
TCCCAGCAACCGGGAGTCGAACCCAGGCCCCCGCAGGCTCCGGGCCTTCCGTGGGCGAGC
TCTCGCGAAGGAGACGAGACGGGAGGAGGAGGAGGTGGACAAGATGAGGCCTACCTCACC
GCGGCGGCTCCACCGTACCGCCGGCAGGACTGGCCAACAATGTTTGCGTCCGAATTCGAC
ACTGGCCGCTCCACGTTCGACACCCTGTGGGACGAGCCCTCCGCTTCCACGGGGATGACG
CAGCAAGCGACGAGGAGCTCCCCCGCCGGGCAGCTGCCCCCAGCCACGGCGCCCGGCTTC
CCCCGGCTGCCCTTGCCCCCCACGATGCCCCTGCCCCTGCCCCCCTTCCCCCTGCACATG
CACATTCAGGAGCCCCCCCACAGCCGCAGCAGCGGCGGCGGCGGCAGCAGCAACGGCAGG
AGCCGCTTGGATGACCTCGCCGTTTGA

[bookmark: _Toc62483464]Supplementary Figure S43. Inshore hagfish (Eptatretus burgeri) connexins.
The sequences were found by blasting directly into GenBank genome assembly Eburgeri_3.2 GCA_900186335.2. 


>Eb-gja3.1-FYBX02010228.1:7450099R 
ATGGGAGACTGGAGCTTCCTTGGAAACCTGTTGGAAAATGCTCAGACACATTCCACCGTG
GTGGGTAAGATTTGGCTCTCCATCCTCTTCATCTTCCGAATCCTGGTGTTAGGTTCCGCG
GCCGAGTCTGTTTGGGGTGACGAGCAGTCGGACTTCAGCTGCAACACGGAGCAACCCGGT
TGTGAGAACGCGTGCTATGACCAAGCCTTTCCCATATCACACATCAGGTTCTGGGTGCTG
CAGATCATCTTCGTGTCAACGCCGGCGCTGATCTACCTGGGACACGTTACGCACATTACA
CACCGGGAGGAAAGGCGCAAGGAGCGTCTAAAAGAAGAACGGGAGCAACTCAGAGAGCAG
GAGTTGTCGGAAGACCGGCAGGCCCTGCTTCAGGGGCAAAAACCACCCAAGAAACATAAA
AACGAGCAGCCATCATACATCGACGATAAAGGAAAAATTCACCTCAAAGGAGCGCTGCTG
AGGACTTATGTTCTCAACATCGTGAGCAGGACGATTCTGGAGGTGGGTTTTGTCATTGGA
CAATACTGGCTCTATGGTTTCGGTCTAGAACTGCTCTACAAATGCAAGCGACTGCCTTGC
CCGAACGTCGTCGACTGTTTCGTGTCACGTCCGACCGAGAAAACCATTTTCATCATTTTC
ATGCTTGTGGTCGCGTTTCTTTCGCTCTTCCTCAACCTGCTGGAGATCTACCACTTGGGC
TGGAGGAAGCTGCGCCGTGGAATATCCCACCGATATGTTTACAACCAGAATGAACAGGTG
ACAAAACAGGCTCCTGCCTTTGCCTACACCAATTACCCCACAAACGCACCCAACTTCTCC

>Eb-gja3.2-FYBX02010228.1:7519880R
ATGGCACAAGACTGGGAATTAGTTGCAAGCCTGCTCAGGTACATTAAGGAATACTCCATC
GTGCTGGGAAAGGTCTGGCTCATCGTCCTCTTCATCTTCCGAATCCTGGTGTTAACCGCT
TCGGCCGAGTCCGTTTGGGGTGACGAGCAGTCGGACTTCACCTGCAACACGAAGCAACCC
GGTTGTGAGAACGCGTGCTATGACAAAGCCTTTCCCATATCACACATCAGGTTCTGGGTG
CTGCAGATCATCTTCGTGTCGACGCCGGGAATCTTCTACGTGATCCACGAGTTGGAACTA
ACAACCCTGGAGAACAAAAAGTGCAAGGACTGCAAAAGTAAAGAAAGACCAAAATACCTC
CAAAAACCTCTATGCACATCTTATGTTCTCAGCATCATCATCAGGATGATTCTGGAGGGG
GCTTTCATCGCTGGACAATACTGGCTCTACGGGTTCCATCTCGATCTGCTCTACAAATGC
CGAGCCGAGCCTTGCCCGCACGACGTCGACTGCTTCGTGTCACGTCCGACGGAGAAAACC
ATTTTCATCAATTTCATGCTTGCGGTTGCGTTTGTCTCCATCTTCGTCAGCCTGGTTGAG
TTAATCGTCTTTTGCGAGAAGCTATGTCACAAACAAACCGAAGGTAAATGTGCCAAAAAA
GAGCCACCGACACCGTACATGGATTGCCACCCTACCCTGTCGACCTCAAATTCTTCATCA
CTCGTCAATGTCCCACGAGATGACAAAGGATCCTCCTGCTGCTGCAAACCAAAGAATAAG
AATAATAAATTGGAGTCAATAAGCGTTTAG

>Eb-gja3.4-FYBX02010228.1:7550784R 
ATGGCAGGAGACTGGGATTTCATTGAACACCTGCTCGTATATATTAAGAAATACTCCACC
GTGGTAGGAAAGGTCTGGCTCGTGTTCCTCTTCATCTTCCGAATCCTGGTGTTAGTTTCC
GCGGCCGAGTCCGTTTGGGGTGACGAGCAGTCGGACTTCACCTGCAACACGAAGCAACCC
GGTTGTGAGAACGCGTGCTACGACCAAGCCTTTCCCATATCACACATCAGGTTCTGGGTG
CTGCAGATCATCTTCGTGTCAACGCCGGTGATCGTTTACCTGTTACATTCTGCGATAATC
GACGAGAAGTACGAAGAACATGAGAACGAAGGATGTGACAACGAAGAGTGCGAGAACAAC
AGAGATGGGAAAGAGGATGAGTTGCAATTAAAACTCACATTCCTTGATAAACTGCTGACC
ACCAGCAATAAAGGTGAGGGAGAAGTTAAAAGAAGATTACAAAAGTGAAAAGAAAGAGTTA
AAACTGAAATCCAAAAGAGAAGAGGAAAGGAAGTTGAAACGAAACTCCCGAACCCGAAGA
GAACGTGATGAAAAGCGATTGAAGCGGACGAGTTACGTTCTCAACATCCTGGGAAGGATG
ATTCTGGAGGGGGCTTTCGTCGTTGGACATTGCTGGCTCTACGGGTTCCATCTCGATCTG
CTCTACAAATGCCGAGCCGAGCCTTGCCCGCACGACGTCGACTGCTTCGTGTCACGTCCG
ACGGAGAAAACCATTTTCATCAATTTCATGCTTGCGATTGCGTTTGTCTCCATCTTCGTC
AGCCTGGTTGAGTTAATCGTGTTGTGCTCGGAGTTGTGCTGCAAATCTTCTTCAAGTTCT
TCATCCTCCAAAACCACACGAGATGCCCACCAAGGATCCGCCCCATTCATCGGAGGCAAC
AACTGA

[bookmark: _Hlk58070137]>Eb-gja3.3-FYBX02010228.1:7561853R-7560900 
ATGGAAAACTGGAGCTTCCTTGGACACCTGTTGGAAAATGCTCAGACACATTCCACCGTG
GTGGGTAAGATTTGGCTCTCCATCGTCTTCATCTTCCGAATCCTGGTGTTAGGTTCCGCG
GCCGAGTCCGCATGGGATGATGAACAGTCGGACTTTTTCTGCAACACGGAGCAACCTGGT
TGTGAGAACGCGTGCTATGACCAAGCTTTTCCCATATCACACATCAGGTTCTGGGTGCTG
CAGATCATCTTCGTGTCAACACCGCCACTGATCTACCTGGGACACGTTACACACATTACA
CATTGGGAGGAAAAGCGCAAGGAGCGTCTAAAAGAAGAACATGAGCAACGCAGAGAACAG
TGTTTGCAAAACTTGCTGCAATACTGCGAGAATCTGAAGAAGGGGCTAAAACCATCCCAG
AAAGATATTTACAAGCAGCCATCGTGCATCGACGCAAAAGGAAAAATTCACCTGAAAGGA
GCGCTGCTAAAGACTTACATCTTCAACATCATCAGCAGGATTATTTTGGAGGTGACTTTT
ATCATTGGACAATACTGGCTCTATGGTTTCCATCTAGACCTGCTCTACGAATGCGACAAT
GATTATTGCCCGAATGTTGTCGACTGCTTCGTGTCACGTCCAACAGAGAAAACCATTTTC
ATCATTTTCATGTATGTGGTTGCATTTATTTCGCTCTTCCTCAACTTGCTGGAGCTTTAC
CTCTTAGGCTACAAGAAACTGTGCCAAGTATTGTCCCGCCGGACCGTTGACAGCCCGCAT
GATTCGCCTCCTGCATCTTCCACAAAGCAATTCGGCGTATTGCAAACAAGCATCAAAGAT
GTGACAAATAAGCAGCCACCCGACGGCATTATGCGGAGTATGGAAAAACTGGCGAGTGAG
GATGACATAGGAAACCTCGTCACTGAACAAGATCACAACTACGGATCTTCACAG

>Eb-gjb1/8.1-FYBX02010228.1:7053135F-7053890 Eptatretus burgeri 
ATGAACTGGGAGTCTCTGTACACGTTGGTGAACGGCGCCAGCAGGTTCTCCACCAGCATT
GGACGCGTCTGGCTCTCCGTGCTCTTCATCTTCCGGATCATGGTGCTGGTGGTCGCTGCG
GAGGCCGTTTGGGGGGACGAGCAGGATGACTTCGTATGCAACACGCTACAACCGGGCTGC
AAGACCGTGTGCTACGACCATTTCTTCCCCTTGTCGCACATTCGGCTGTGGGCTTTGCAG
CTCATCTTCGTGTCAACCCCTGCACTGCTGGTGGCACTCCACGCCACAAGAAGCACGCGC
CACATGCACACCATCAAGGACAACACGCACGTCTGGCAAGGAATCACGGGATCGCTCCTG
TACACGTACCTGTTCAGCGTTTTATGCAGGATTCTATTGGAATGCGGATTCCTGGCCGTT
TTCTACTACCTGTATCAAGGATTCATCATGCCTCGCCTCGTTAAGTGCGACGCACCTCCG
TGTCCCAACGTGGTGGACTGCTTCATCTCACGTCCCACCGAGAAAACGATCTTCACAATC
TTCATGCTGACCGTGTCGGCGATCTGCATGCTCCTCAACATGGCTGAGCTCTTCTACCTG
CTCTGCCAAGGATGTGTCCTGCAACACCCGGCGGCTCCTTGCGAGTGTTACAGCAACGCT
CGCCGCCATCCTCCTTCGCCCCCGGCAGAAAATATCGACCCTCTCGCCCTGGGGTCCGGC
GACCCGAACCCGACTCATGGTAGAAATGGGAACTGA

>Eb-gjb1/8.2-FYBX02010228.1:7093278F-7094000 Eptatretus burgeri 
ATGAACTGGGGTGGTCTATATGAGATCCTCAGTGGCGTGAACAAGTACTCAACATCCATC
GGGCGCATCTGGCTCTCTGTGCTGTTCATTTTCCGCATCATGGTTCTGGTAGTGGCAGCG
GAGTCTGTCTGGGACGACGAGCAGTCAGACTTTGTATGCAACACTCAACAGCCAGGCTGC
CGCACCGTGTGCTACGACCATTTCTTTCCCGTGTCCCACATCCGGCTGTGGGCACTGCAA
CTCATCTTCGTATCGACTCCAGCGTTGTTAGTCACGGCGCATGTGGCTCATCGTCACCAC
CGCGCCAAAAAGAGCAAGACCCGACGGCAGCAAGCGAACGTTCTGCCAGCAACGAGTCTCC
AACTGGTTCAAGGAGGTGCAGAGAGTGCGGATAAACGGCATGTTGCTCTGGACGTACATC
GCGAGTGTCCTTTTTAGGATCGTGGTGGAATGTGTCTCACTGTACATCTTTTATTCCATA
TACCCTGGATTCATCATGCCTCGTCTTGTCAAATGCGACGCATCTCCATGTCCCAACATT
GTGGACTGCTTCATCTCGCGTCCCACCGAGAAAACGGTCTTCACAATCTTCATGCTGTCA
GTCTCTGCGGTCTGCATGCTCCTCAACATGGCAGAGGGACTCTACCTGCTCGTTAAGGAG
TGCTCGCGCAACTGCTGTCCGGGTCGAGCGCGATGGAGAGCCACGGCCGAGGGGGAGCCT
TT

>Eb-gjc-gen2-FYBX02010285.1:115272F  Near exact copy 7 kb away (see below)
ATGAGTTGGAGTTTCATCACAACTTTGCTGGAACAAATTGACAACCATGCTACATATGTG
GGAAAGATCTGGTTCACAACCTTTCTTATCTTCCGCATTATGCTCACTGCTGTTGGTGGT
GAGACCATCTATTACGATGAACAAAGCAAGTTTCTTTGCAATACATTGCAGCCCGGTTGC
GATAATGTCTGCTATGATGAGTTTGCTCCAATCTCACATGTTCGCTTTTGGATATTTCAG
ACAATTTTGGTATCGCTACCCTCTGTAGTATATCTAGGTTTTGCCATCCATCGGCTGAGC
CATGATGCGTCTGCCACTGAAAATGAGGAAAAAGCAAGTGTACGCTGCAAGATGCCCGTG
TTTAACCGACGACAACATCGGCATATTGAAGACACAGAAGGAGATAATGAGGAGGATCCC
ATGATTGTAGAAACGACTGTAGAAAATATGAGTAAcgaaaaaaaaggaaataaggAAACA
ACGAAGCATGATGGTCGGAAAAAGATCAAACAAGAAGGGTTAATGAAAGCCTATGTGATG
CACATCTTTGCAAGATCGATATTTGAAATAGGCTTTCTGTTTGGGCAATACTACCTTTAT
GGATTTTCTGTAATAGACAGATTTGTGTGCAGCCGTGACCCATGTCCTCATAATGTTGAT
TGCTTTGTCTCACGTCCAACTGAAAAAAGCATTTTCTTGATCATTATGTATGCTGTGGCA
ATATTATGCATGTTCCTTAATGTGTGGGAGATTTTGCACCTTTGTTGTGGTTCATTCAGA
GATAAAAAGCAATCCAAACAATTGCAGCGAAAACAAAATAGACCAAATGATAACTATACT
CATCCACTACCATACAGCCATGGCTTTCATAATAGCACCGCTCATGCACCACCTGTCTAT
GACTCTCTCCTGAAGCCCCCTCAAGCTAA

>FYBX02010285.1:122662F The only difference from the sequence above is the first Cys codon of second conserved domain being TAC.
ATGAGTTGGAGTTTCATCACAACTTTGCTGGAACAAATTGACAACCATGCTACATATGTG
GGAAAGATCTGGTTCACAACCTTTCTTATCTTCCGCATTATGCTCACTGCTGTTGGTGGT
GAGACCATCTATTACGATGAACAAAGCAAGTTTCTTTGCAATACATTGCAGCCCGGTTGC
GATAATGTCTGCTATGATGAGTTTGCTCCAATCTCACATGTTCGCTTTTGGATATTTCAG
ACAATTTTGGTATCGCTACCCTCTGTAGTATATCTAGGTTTTGCCATCCATCGGCTGAGC
CATGATGCGTCTGCCACTGAAAATGAGGAAAAAGCAAGTGTACGCTGCAAGATGCCCGTG
TTTAACCGACGACAACATCGGCATATTGAAGACACAGAAGGAGATAATGAGGAGGATCCC
ATGATTGTAGAAACGACTGTAGAAAATATGAGTAAcgaaaaaaaaggaaataaggAAACA
ACGAAGCATGATGGTCGGAAAAAGATCAAACAAGAAGGGTTAATGAAAGCCTATGTGATG
CACATCTTTGCAAGATCGATATTTGAAATAGGCTTTCTGTTTGGGCAATACTACCTTTAT
GGATTTTCTGTAATAGACAGATTTGTGTACAGCCGTGACCCATGTCCTCATAATGTTGAT
TGCTTTGTCTCACGTCCAACTGAAAAAAGCATTTTCTTGATCATTATGTATGCTGTGGCA
ATATTATGCATGTTCCTTAATGTGTGGGAGATTTTGCACCTTTGTTGTGGTTCATTCAGA
GATAAAAAGCAATCCAAACAATTGCAGCGAAAACAAAATAGACCAAATGATAACTATACT
CATCCACTACCATACAGCCATGGCTTTCATAATAGCACCGCTCATGCACCACCTGTCTAT
GACTCTCTCCTGAAGCCCCCTCAAGCTAATGCTCAAAATGAAAAGCTTCCAATTGGAGCC
ATACCACATGGGCTATATCCTGGAATTCCAAATGAGAAGCAGGGCCAAGTTGGGCCAGTT
GAAGCAACAGCACCATCTGTTCCCTATGCACTGCACCAAGCCGACAACAATGCTTTTCAC
AATTCACGCTGCCCATCTCCAGTTGACCCAAGCAACAACACAGTGGCACAGAATCAGGCA
AATCTCGCTCATGAAGCAGCACAGCAGGCCTCACAAGCAGACAAGCCTCTTGCAGAGAAA
AATTCTTCTGTCTGGATTTAA

>Eb-gjc-gen3.1-FYBX02009842.1:3713372F 
ATGAGCTGGAGCTTCCTTACCCGACTCCTTGAGGAAGTTCATCAGCACTCCACGTTCGTG
GGCAAGATCTGGTTCACGGTTTTCCTAGTGTTCCGCATAGTGCTCACGGCAGTCGGTGGA
GAATCTATCTACTATGATGAGCAAAGCAAATTCGTGTGCAACACGCAGCAGCCAGGCTGT
GAGAACGTGTGTTATGACTCATTCGCGCCGCTTTCGCATGTCCGCTTCTGGATTTTCCAA
GCAATTCTGGTGGCAACACCTACCCTCATTTATCTCGCTTTTGCAATACACCGAATCGCA
AGGTACATCCAGACACCTGATTATATTGTAAGGATCTTCAGTAAATAGTCTTTTTTTTTAAT
GCTTCCTTACAAGTAAACAAATTGTTGCCTTTGGTCTCACATTTAATTAAATGGGTGTTC
TTATCTTTGACCAATGTTAATAGGAGAAAAATATTGAAGTAATTATAAACCAATCCACAA
AGGAAAATAATTTTACTTTGTCCATTGGTTTTAAATGACTTCATTATTTTGTACTGTAAC
TTTAACTGCTTTCTTTTTTCTTGCCTCTTAAACTTGGAATTTACATTCACATTTTATCAT
CCTCCTTCACATTGCTTTTTTTTTTGTTTGTTTTTTGTGCTTTTTTGTTTTTCCTCGCTT
TAGCTTTTGTTTAAATTCTTGTGTAATTCTTGCATTCTCTCCTCCTTCAGGATGGATTAT
GACTATCCGCCAAGGAAAAGGAAACGTACACCGCTTGTGCGAAGAGGGCCAGACCGTGCC
TTCGAGGAAGCTGAAGATAACGGTGAGGAAGATCCCATGGTGTTTGAAGAAGAGGAGAGA
GAGGGAAGGAAGGAAACTGCAGGAAAGTCGAGCAGCGGGGACAAGAGACATGATGGGCGG
AGGCGTATCAAGCAAGATGGTCTAATGCAAGCTTACATCTTGCAGCTGATCCTACGCACG
CTGCTTGAGGTGGCTTTTCTGTTTGGCCAATACCTACTTTATGGCGTTGAAGTGATACCA
CGTTTTGAGTGTACCAGAGATCCGTGTCCACATAAGGTCGACTGTTTTGTGTCCCGACCT
CGTGAGAAATCCATCTTCCTGCTCATCATGTATGGCGTGGCTGCCATTTGCCTGGTCCTA
GACATTGCTGAAATGTGGCATTTAGGGCTTGGTGCAGTTAGTGATGTCGTGCGTGGTCGC
CGACAGCATCATCAGCAACAACAAGAACTACAAAATCGTAAGTTGCGAGGAAGCCAACAC

>Eb-gjc-gen3.2-FYBX02009576.1:853291F-853592 + 864111F-864749 We are here quite certain that an intron starts at the indicated position (due to the subsequent stop codons in red font), but we are not sure of its endpoint, except for that it is somewhere inbetween the red TAA and the start of the following grey  box. 
ATGAGTTGGGGAATCCTAACGAAACTGTTCGAGGAGGTCGATCGTCACTCAACCTTCGTG
GGCAAGCTGTGGTTCACGGTGTTCCTGGTCTTCCGCATCGTGCTCACCGCCGTGGCTGGT
GAGTCCATCTACCAAGACGAACAAAGCAAGTTCGTGTGTAACACCGCTCAACCTGGCTGC
GAGAACGTGTGCTACGATTCGTTCGCTCCGCTCTCTCACGTTCGTTTCTGGATCTTTCAC
ATAATCCTGGTTGCGATGCCCACAATCCTTTACCTTGGCTTTGCCATTCATCGCATCTCC
AGGTGATAAAGGAGAGAAGAGTGCAATGCAAAGGAATTACAACCGGTCATTGGAAAAAGG
AGTCGACATCATGGAATTGAAGAAGCGGAGGATGATGGCGTGGAAGATCCAATGGTGTGT
GAGGAAGAAACAAAGGAACAGACGGTGGAGAAAAAGGCACAAAAAGACCGCAGTCGGAAG
AGGCACGACGGAAGGCGACTCATTAAGATAGATGGCTTGATGAGAGCGTATGTTTTGCAG
CTTGTCGTGCGCTCCATCTTTGAGTTGGCATTCCTCGTCGGTCAGTACTTCATCTACGGT
TTGGTAGTTCTTGCACGCTTTAAGTGTGGCCGGGATCCTTGCCCACACTATGTCGACTGC
TTTGTGTCGCGCCCAAAAGAGAAGACCATTTTTCTGCTGGTGATGTACGGTGTCGCGGGA
CTTTGCCTCATGCTAAACCTTGCGGAGATGTGGCACTTGGGCTTTGGGGCGATCGCCGAT
GCTGTGCGCGGACGCCGAGAACGTGAACGCCAGATGTCACTCGACCACAAAAGAAAACAT
CTCTCTCCTTATGAACCGCGAGGAAAACTGTCGGCACCACCGGGATATACCAGTATGGTT
AGACTTCCTATGATGCAGAATGAGAGGTACGTGATGTTAATGTGA

>Eb-gjd3.1-FYBX02009698.1:6658961R  ATGGGTGAATGGAATTTTTTAACTGACCTGGTGATTGCTGTAAATGACCATGCCACGTTG
ATGGGTCGACTCTGGCTAATAATTTTCCTCATCTTTCGTGTCATGGTGATTGCAACAGTT
GGTGAGCACTTGTACTTGGATGAACAAGAAGCCTTCGTTTGCAACACGTTGCAGCCTGGC
TGCAATCAAGTGTGTTATAACGCCGCCTTTCCGATATCTCACTTTCGCTTCTGGGTTTTC
CAGTTGGTGGTGCTGTCAGCACCACCACTCGTGTTTGTTGCGTACACAATCCATCAAAGT
TCCAAGCCGGCCGAGTCACGTCGGCCTGAAAATGCAGCACGCACTCGTGTCTTCTACACT
CTGCAGGTACTCATGAGGTTTCTGCTTGAGGTGGTGAGTCTTACGGTTCAGTACCTGGTA
TATGGTTTCACAATCAACGATCACGTTACATGTACCCGCTGGCCTTGCCCACATCGTGTT
GACTGCTTCGTCTCTCGAGCCACCGAGAAGACCGTATTCCTTCTCTATTATTTCTCAGCG
AACGTGCTCTCAGTGCTGCTGTGCTTCTTGGAACTCCTCATGATCATCTGTAAGACCCTG
GTGTGTACAAGACAACGGCAACGCAGGAGAGATTGCAAGCGGCAGCAACACATTGCATAC
GTTGATAAGAGCGAGCCTTTCGCACAAAACTTGGCCAACGTGCATCGTGAGACATTGCAC
CTGACACCTGCTACAGACATACCTGTCGGAGCTGAAGAAAGT

>Eb-gjd3.2-FYBX02005648.1:3367616R
ATGGGAGAACTGAACATCCTTGGAAGCTTCCTCGGCACCATCAACACCCATTCAACGATG
CTTGGCCGCCTCTGGCTCAGCATTTTCGTTTTCTGTCGGATCGTAGTCATCGGAACCGTG
GGGGACAACCTGTACGAGGACGAGCAGGAGCAGTTCGTCTGCAATACACTGCAACCCGGG
TGCAACCAGGTGTGCTACGACCAGGCATTTCCCATATCCCAATACCGATTCTGGGTCTTT
CAAATCGTGATGCTATCTATCCCCGTGATGACCTTCCTCGCTTATTCAATTCATATCGAT
GAGAAGGTGAAAGCCGAACACGAAAACAATACCTGCCTGGAAGACGTCAGTCAGTCCGAG
AGGACTCAAAAGTGGAGACGAAGGAAGCAGCACAGGACAAGACAAGCGTATATTGTTCAG
GTCTTTGTCAAACTGTTGTTAGAAATAGGAGGCCTTTTGAGCCATTACTACATTTATGGC
TTCACGATCAATGCGCACTACACCTGCCTGCGGTTTCCTTGTCCACACAAGGTGGATTGC
TTTGTGTCCCGTCCGGCAGAGAAGAGAATTTTCCTCCTGTACTATTTCAGTGTGAATATT
TTATCAGCATTCATTTGTTTCATTGAACTCCAGTGGCTCGGCCTAAAGAGGTTAAAACGT
TTCCTGAATGCATCACAGCGCACGGCACGCAAACTAGAGAGTGCACACGACTCCGTAACT
CCACTACAGACTTCCCACGTTGACAAATACATGAATGTCACCTTAGAAGAGAAACGCAAA
ATGTTGGAGAACAGGAAACACATCGTGACCGACACGAACGTGCATCAAGAGATGGCAGAT
TGCAATGGCACACTGGCAGAGAAgaacgtcggtgaaagagataGCACAGCCAACTACGtg
taa

>Eb-gjd-gen1.1-FYBX02010009.1:3610251R  (3610251-3610181 + 3609944-3609104)   
ATGGGGGAATGGTCCATTCTGGAGAGGCTGCTGGAAGCTGCTGTCCAGCAGCATTCCACG
ATGATAGGAAGGATCCTTCTTACAGTTGTGGTCATCTTCAGAATCCTCATAGTGGCGATC
GTTGGAGAGACCGTTTATGAAGACGAACAGACTATGTTTGTGTGTAACACGTTACAGCCT
GGCTGTAACCAAGCTTGCTACGACAGTGCTTTCCCGATCTCCCACATACGATTCTGGGTC
TTTCAGATCATCATGATCTGCACGCCCAGCCTGTGCTTCATCACGTACACTGTACACCAG
GCGACAAAGCAGCGGGACAAGGAGAAACGTAATTCCATCTTGCAAACCCTGGTGCCTGAT
CTCAAGGATGAACTGGTATCTCCGGACGTAAACGAATCGAAGAAGCAGAATGCCTTGGTG
AATGGAATACTGCTGCAAAACACGGAAAACACCTCCAAGGAACCGGACGATTCGGAGACC
AAGGACGCACCTGCACCTCTTAAGGAAGGGAAGAGCAAAGCCAAACGGCAGGAAGGGATT
TCTCGCTTCTACACCATTCAAGTTGTCTTCAGAAATGTGTTTGAAATAAGCTTCCTGGTC
GGTCAGTATTTTTTGTATGGCTTCCACGTGCAGCAGACTTACCAATGTGATAGATACCCA
TGTGTCAAGGAAGTCGAATGCTATGTGTCGAGACCCACGGAAAAGACCGTCTTCCTTGTG
TTCATGTTCGCAGTCAGTGGTTTGTGCGTCATCTTGAATCTAGCCGAACTGAACCACTTG
GGCTGGAGTAAAATTGAGTATGCAATGCGGGGCACAGAGGCACAGAAGAAGTCCACGGTC
GAAATTCGCTCGCACAACAGCTCGGTGCCGAACTTTGGACGCACTCACTCCAGCGAGTCC
GCATATGTCTGA

[bookmark: _Hlk58057870]>Eb-gjd1/2-FYBX02010628.1:2200396F (2200396-2200466 + 2227093-2227900) 
ATGGGTGAATGGACCATCCTCGAGCGACTTCTAGAGGCTGCCGTGCAACAACACTCCACG
ATGATCGGCAGAATTTTGCTGACAGTTGTGGTCATCTTCCGCATCCTTATCGTGGCCATC
GTTGGAGAGACTGTGTATGAGGATGAACAATCTATGTTTATTTGTAATACGTTGCAACCT
GGATGCAACCAGGCCTGCTATGACAAGGCATTTCCTATATCACATATCCGTTACTGGGTC
TTTCAGATCATCATGGTCTGCACACCCAGCCTTTGCTTCATTACCTACTCAGTGCATCAG
TCAACCAAGCAAAGGGAGAGAAAGCCAGAGGCTTTGGATGCCCTCATAATGCAGGACAAC
GAGCCTGAATCTCCGCAAAAGCGGCCTGAACCCAAAAAATCCAAGTCAACCATGCTCAAT
GGAATCCTGCTGCAGAATACGGAGAACTCATCGCGTGAACCGGGTACGCTTGAGAGCAAA
AGCATCTCTGCAACGGTGCAGAATCGTTTGAAGGAGAAAAAGGTCCGTCAACAAGAGGGA
ATTTCACGCTTCTATATCATCCAAGTGGTCTTCCGGAACATTCTGGAGATATTGTTTCTC
GCAGGCCAATATTTCCTTTACGGTTTCAACGTGCCACCAATCCTGGGATGTGACCGCTAT
CCTTGCATCAATGAGGTCGAGTGCTACGTATCACGGCCAACTGAGAAGACGGTCTTCCTC
GTTTTCATGTTTGCTGTCAGCACGCTTTGCGTACTGCTCAACCTGGCTGAGCTGAACCAT
TTGGGCTGGCGCAAGATCAGGATGGCAATCCGCGGAGTACGTGCACGTCGCAAGTCACTG
AGCGAGGTGCGCCTGCATCCACTCAGTTTGACACCCAACT
[bookmark: _Hlk57813678]
[bookmark: _Hlk58056893]>En-gjd6-FYBX02009427.1:3720780R-3719800
ATGAGCGAGTGGGGACTCTTCAAACGACTCCTCGATGCCGTTTACCAACACTCCACACTC
CCTGGTCGTGTCTGGCTCACAGTCATGCTCGTCTTTCGGCTTCTCCTGCTTGCGGTTGCC
AGTGAAGGGGTATATCAGGATGAGCAATCGAGCTTCATCTGCAACACAATGCAGCCGGGA
TGCACAACAGTGTGCTATGACCGTTTCGCACCGGTCTCTCACCCGCGCTTTTGGGTCTTT
CAGATAATCCTCGTTTCAGCTCCGTCGCTTGCCTTCCTCGTTTATATCTGGCATCAGCTA
CCGACCAGCAGCGTTGTTGAGAGCCAAGAGGTCCAATCCTGCAACAGCACTGATGGTCCA
GCACATAATATGGGAGACCAGCAAGGGCATTTTCAAACTGAAGATGTTTTGGCATTCTGC
AAGGATGGGCTGAAGATGGTTCCAACGATGGAGAAAATCAAGCAAGCTGGTGATGACGAA
CGACCGGTGCATAAGCTACCACCTTCCGTCTGGAATTGTTACGTCTTTCACGCAGTCTGC
AGGTTACTCTTGGAGGTCGTGTTTTTGTTGGGTCAGTGGTGGCTGTACGGTTTCAGTGTG
CCGTTTCGATATGTATGCCATGCTTTCCCATGTCCTCACGTTGTCGACTGCTTTATATCA
CGCCCGACGGAAAAAAGCATCTTCCTCATGTTCATGTTTAGTGTCGGCGCATTTTGTGTG
CTCCTCAACATCGTGGAACTGAGCCATTTGTGTTGGAATAAGTTTATGGTGGTTGCAATC
CACGTCGGAACACACAAGCTGAGAAGGAACACGTCTCGATTTTCTCATGACTCGTCCCAA
GCTTTGGTAGCGATAGATGCCGAAAATAAAACAGAAACAAGAAGCAGCATTTCAAACTTC
TCAAAAAAACATTATGACGACAATGATGTGGTGATCAGCTTGAACAAGGATTTGTCATAT
TTTAAAAAGGAAGGCAATGAA

>Eb-FYBX02010713.1:3457988R Only first conserved domain found. Not included in phylogenetic analyses.
ATGGATTGGGGTGATCTTTTTGACATAATTAATGGCATCTCCCAATACTCAACGGTCATC
GGACGTATCTGGCTCTTCGTGGTCTTCCTGTTCCGAGTCCTCGTGCTGGTGGTCGCTGGA
GAGTCGGTTTGGGGAGATGACCAGTCAGATTTTGAGTGCAACACACTACAGCCCGGGTGC
ACCAACGTGTGTTACGACCACTTTTTCCCTATTTCCCACGTCCGTCTTTGGGCACTGCAA
CTCATCTTTGTCGCCACGCCAACAATGCTAGTAGCGATGCACGTCAGTTCACGCTACCGG
TGGAAGAAGAAGAATGCCATCAAAGTAAGGATGAAGTTCTCTTCTCAACAAAATTCAATC

>Eb-FYBX02009788.1:89106R  Only first conserved domain found. Not included in phylogenetic analyses.
ATGGATTGGGGTGGTCTTTTTGACATAGTTAATGGCATCTCCAGATACTCAACGGTCATC
GGACGTATCTGGCTCTTTGTGGTCTTCTTGTTCCGAGTCCTCGTGCTGGTGGTCGCTGGA
GAGTCGGTTTGGGGAGATGACCAGTCAGATTTCGAGTGCAACACACTGCAGCCCGGGTGC
ACCAACGTGTGCTACGACCACTTTTTCCCTATTTCCCACGTCCGTCTGTGGGCGCTGCAA
CTCATCTTTGTCGCCACACCGACAATGCTAGTAGCGATGCACGTCAGTTCACGCTACCGG
CGGGAGAAGAAGAATGGTGGTCAGGTGAGAATGAAGTTATGAAGTTTATCTTCATTCATA
ACTTCAGGTAATTCTGCAGAATTTTAAGGATTTTTAATCATCTCTTTACTGGTAATCAGT

>Eb-FYBX02010839.1:456572F Only first conserved domain found. Not included in phylogenetic analyses. 
ATGTCCTGGGGATACATCACCAGCCTCCTGCAGGACATCGAACGCCACTCGACGTACCTG
GGGAAGCTCTGGTTCCTGGCCTTCCTGGTGCTTCGCGTCGTGCTCACAAGTGTGGCTGGC
GAGTCGATCTACTACGACGAACAAGGACAATTCATGTGCAACACCAGACAGCCGGGCTGT
ACGAACGTGTGCTACGACCTGTACGCTCCACTCTCACATGTTCGATTCTGGATCTTTCAC
ATGATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

>Eb-FYBX02009489.1:294160R Only first conserved domain found. Not included in phylogenetic analyses.
ATGTCCTGGGGATACATCACCAGTCTCCTGCAGGCGATCGAACACCACTCGACCTACCTG
GGGAAGCTTTGGTTCCTGGCCTTCCTCGTGCTTCGCGTCGTGCTCACAAGTGTGGCTGGC
GAGTCGATCTACTACGACGAACAAGGACAATTCACGTGCAACACCATACAGCCGGGCTGT
ACGAACGTGTGCTACGACCTGTACGCTCCACTCTCACATGTTCGATTCTGGACCTTTCAC
ATAATTGCGGTCGCCATTCCGACCATCCTGTACATCGCCTTTGCTTTAACTCACATTTCC
AGGTAGGATTGCTTTTGAGGGATTGGGGGAGGGCAGGGGCACACCTGGAGTATTTGGCAC

>Eb-FYBX02010713.1:3397761R Only first conserved domain found. Not included in phylogenetic analyses.
ATGGATTGGGCTCATCTCTTCTCCACAATCAATGTCATATCTAAATACTCCACTGTCATC
GGACGTATCTGGCTGTCCGTCATCTTCGTATTCCGTGTGCTTGTGCTGGTGGTCGCCGCA
CAGTCAGTGTGGCATGATGAACAGTCAGACTTCCAGTGTAACACGCTGCAACCAGGCTGC
AAGAACGTGTGTTTCGACCATTTTTTCCCCATCCTCCATGTCCGTCTGTGGGCGCTCCAA
CTCATCTTTGTAGCCACGCCGACAATGTTGGTGGTGATGCATGTCAGTTCACGTTACCGG
CGGGAGAAGAAGAAAGGCAAGGTGAAAGATAAGTTTAGGTACTTTGGTTGAGCTGAGTAT
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