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Abstract: Antenna protein aggregation is one of the principal mechanisms considered effective in
protecting phototrophs against high light damage. Commonly, it is induced, in vitro, by decreas-
ing detergent concentration and pH of a solution of purified antennas; the resulting reduction in
fluorescence emission is considered to be representative of non-photochemical quenching in vivo.
However, little is known about the actual size and organization of antenna particles formed by this
means, and hence the physiological relevance of this experimental approach is questionable. Here,
a quasi-single molecule method, fluorescence correlation spectroscopy (FCS), was applied during
in vitro quenching of LHCII trimers from higher plants for a parallel estimation of particle size,
fluorescence, and antenna cluster homogeneity in a single measurement. FCS revealed that, below
detergent critical micelle concentration, low pH promoted the formation of large protein oligomers
of sizes up to micrometers, and therefore is apparently incompatible with thylakoid membranes.
In contrast, LHCII clusters formed at high pH were smaller and homogenous, and yet still capable of
efficient quenching. The results altogether set the physiological validity limits of in vitro quenching
experiments. Our data also support the idea that the small, moderately quenching LHCII oligomers
found at high pH could be relevant with respect to non-photochemical quenching in vivo.

Keywords: photosynthesis; photoprotection; antenna proteins; non-photochemical quenching; fluo-
rescence correlation spectroscopy; detergent critical micelle concentration; protein oligomerization

1. Introduction

Photosynthesis is the process at the basis of almost all life on Earth; it allows con-
version of sunlight energy into chemical energy. The very first step of the process, the
harvesting of light, is performed by so-called “antenna proteins”, which bind hundreds of
pigment molecules, mainly chlorophylls and carotenoids. The most well-known model
for these pigment proteins is the major antenna of the photosystem II (PSII) of green or-
ganisms, LHCII. It is organized as trimers of Lhcb1-3 isoforms, each monomer counting
3 transmembrane helices and Times New Roman binding 14 chlorophyll molecules and
4 carotenoids [1,2].

These antennas are associated with photosystem complexes and play a crucial role in
transferring the absorbed energy to the core. However, they are also involved in another
essential function—the dissipation of excess light energy. In conditions where the electron
transport chain gets saturated, photosynthetic organisms may face a potentially harmful
over-absorption of light energy that cannot be converted into chemical energy. A number
of regulatory mechanisms thus allow safe dissipation of excess energy; most of them are
regrouped under the appellation of non-photochemical quenching (NPQ). The largest
part of NPQ, the energy-dependent qE, consists of the pH-dependent de-excitation of
chlorophyll-excited states through heat [3]. It is therefore assessed in an indirect way, on
the basis of the measured decrease in fluorescence emission (quenching) [4]. It is called
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energetic quenching as it is triggered, in a matter of seconds to minutes, by luminal acidi-
fication concurrent with light illumination. Several different processes are suggested to
be at the basis of qE, amongst which the widely spread xanthophyll cycle (the reversible
de-epoxidation of violaxanthin in zeaxanthin) or specific proteins sensitive to low pH (PsbS
in the green lineage, LHCSR/Lhcx in algae [5]). It has also been proposed that lumen
acidification directly acts on antenna proteins, inducing their protonation and, in turn,
aggregation [6–10]. The basis for this model is the observation that purified antenna pro-
teins artificially aggregated in vitro present similar spectral properties to those seen in vivo
when fluorescence quenching occurs [11,12]. Moreover, the extent of quenching within
solubilized antennas seem to correlate with buffer acidification (see, for example, [13–15]).
A typical feature often associated with energetic quenching is a red shift in LHCII fluo-
rescence emission [16,17]. This specifically consists in an increase in fluorescence around
700 nm, contrasting with the usual single sharp 680 nm emission peak of solubilized
trimers [11,18]. Its origin is still debated. It has been put in relation with a physiological
alteration of chlorophyll energy levels within antennas [19]; however, other optical effects
cannot be excluded. In artificial membrane systems, for example, this seems to be more
pronounced in presence of aggregates [20,21].

The in vitro quenching method has been widely used in the past three decades to
study energy dissipation in antenna proteins of various organisms, including plants [22–25]
and algae [14,26,27]. Most of these studies use a similar protocol—detergent content is
decreased either by sample dilution (see [14,24,25,27]) or by dialysis or titration with
Bio-Beads, which remove almost all detergent from the solution, but without clear con-
trol [22,28–30]. At the same time, the protocol requires lowering the pH of the medium to
enhance fluorescence quenching. Whilst it is generally thought that low (<6.5) pH is the
trigger for qE activation, a direct measure of lumenal pH is not straightforward and there
is still debate on the actual lower limit range [31–33]. Several authors claim that the pH of
the lumen cannot go below pH 5.5 or even 6.0 [34,35]. However, most of in vitro quenching
experiments are commonly performed between pH 5.0 and 3.5 (see, for instance, [25,36]),
and little is known on the organization and size of the particles obtained at these pH condi-
tions. The physiological relevance of the results obtained in vitro is therefore debatable for
the in vivo situation in thylakoids.

Among all the methods that can be used to clarify these points, fluorescence correla-
tion spectroscopy (FCS; described in Figure S1) is a promising candidate. As a confocal
microscopy method, it can resolve temporal fluctuations in fluorescence intensity of parti-
cles diffusing through a very small volume (around 1 fL). Photophysical parameters can
be accurately estimated from FCS data, obtaining valuable information about changes in
the states of the sample (such as changes in size, which is interlinked with diffusion, see
the Section 4). The raw FCS data is interpreted through an autocorrelation function (ACF)
(Figure S1B), which is subsequently further analyzed (Figure S1C). Several fitting routines
can be applied for the analysis, with the Levenberg–Marquardt multi-tau algorithm [37]
being the most used to obtain average values (see the Section 4 and Figure S1C). The results
can also be fitted using the maximum entropy method (MEMFCS) [38], a multi-component
data algorithm capable of distinguishing between several diffusing species [38,39], which
allows breaking down the average diffusion times into several components, unveiling
sample heterogeneity. Such investigation presents the advantage of being model-free, and
thus rules out the uncertainty that comes from the manual determination of the number
of components.

Compared to other methods providing similar information, FCS presents the advan-
tage of studying the molecules directly in solution, and allows direct measurement of the
fluorescence properties of the particles on top of their size. Although it has been very
minimally used in photosynthesis to this day, it has already proven to be applicable to study
the diffusion properties and size of photosynthetic antennas [40–42] and other thylakoid
membrane proteins [43].
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Here, we took a step further and used FCS to shed new light on the in vitro clustering
of plant LHCII antennas, in association with classical, bulk quenching experiments in
detergent solution. This approach allowed us to estimate fluorescence quenching and
LHCII particle size at the same time. The results, on one hand, disclosed clear limits of
in vitro quenching experiments, showing that certain experimental conditions induce the
formation of large oligomers up to aggregates unlikely to be physiologically sound. On the
other hand, they supported the idea that a slow, mild quenching, such as the one found in
small oligomers, may better represent non-photochemical quenching in vivo.

2. Results
2.1. Effect of pH and Detergent on LHCII Fluorescence Quenching: Bulk Measurements

In vitro fluorescence quenching is a commonly used method to induce fluorescence
quenching of isolated antenna proteins by means of detergent dilution often in association
to pH drop [14,25,28–30,44,45]. When LHCII antennas were injected in a buffer of pH 7.3
and 200 µM (final concentration) of n-dodecyl-β-D-maltoside (hereafter DDM), their flu-
orescence signal decreased by ≈15% (quenching KD = 0.1) compared to the initial signal
due to light-induced effects [44,46] (Figure 1A, Table 1). At pH 7.3, 100 µM DDM, fluo-
rescence quenching was about 40% (KD = 0.7), due to the halved detergent concentration.
Finally, at pH 7.3, 25 µM DDM, quenching was about 60% (KD = 1.4), for an overall almost
linear trend between detergent dilution and fluorescence quenching (Figure 1C). When
the same experiment was performed at pH 5.0 (Figure 1B), the extent of quenching was
not proportional to the decrease in detergent concentration. From 200 to 100 µM DDM,
a threefold increase in quenching was observed (corresponding to quenching KDs of 0.2 and
2, respectively, see Figure 1C and Table 1). Finally, at 25 µM DDM, the fraction quenched
was 75% corresponding to a KD of 3 (Table 1). The most evident effect of pH, however,
concerned quenching rate constants (QR, see also the Section 4). Whilst at pH 7.3, QRs were
constant and the trend was flat (Figure 1D), their value increased exponentially at pH 5.0,
confirming a synergic action of detergent depletion and acidification [25,47]. In order to
assess the physical properties of particles formed during the oligomerization, we applied
fluorescence correlation spectroscopy (FCS) to samples prepared using the same “in vitro
quenching” protocol.

Int. J. Mol. Sci. 2021, 22, x 4 of 19 
 

 

 
Figure 1. Fluorescence quenching analysis of LHCII trimers during bulk measurement in vitro. Panels (A,B) represent 
time course of fluorescence quenching of LHCII trimers (in HEPES 10 mM (pH 7.3) and 200 µM n-dodecyl-β-D-maltoside 
(DDM)) injected in a buffer of pH 7.3 (A) or 5.0 (B) at different detergent concentrations. (C) Titration curves of quenched 
fraction of fluorescence calculated from panels (A,B) (see the Section 4 for calculation). (D) Rate constants of fluorescence 
quenching, calculated by fitting time courses of fluorescence (A,B) with a sigmoidal Hill equation y = [axb]/[cb + xb] (see, 
for instance, [10,14]). Circles/squares = data average; dashed lines = data fittings; error bars: SD. Data are average of three 
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Table 1. Summary of the measured fluorescence fraction quenched (FQ) and calculated KDs in the
samples measured in Figure 1.

pH DDM Concentration FQ KD

7.3
200 µM 12.4 ± 1.2% 0.1
100 µM 43.7 ± 0.5% 0.7
25 µM 61.7 ± 1.7% 1.4

5.0
200 µM 20.1 ± 3.5% 0.2
100 µM 70.9 ± 1.2% 2
25 µM 75.6 ± 0.7% 3

2.2. FCS Unveiled Sizes of LHCII Clusters

FCS measuring protocol was applied to determine LHCII antenna particles sizes on
the basis of their diffusional properties in solution (Figure S1). Samples were prepared in
the same way as for bulk measurements (Figure 1). First, the measured autocorrelation
functions (ACFs) were fitted by Levenberg–Marquardt method (see the Section 4), using
one diffusional component for each type of sample (Figure 2 and Table 2, as well as Figures
S2 and S3 for raw curves and weighted residuals of the fittings, respectively). At 200 µM
DDM, samples incubated either at pH 7.3 or at pH 5.0 displayed similar diffusion times
of 1.18 and 1.10 ms, respectively (Table 2). The values corresponded to apparent radius
of 9.2 nm for pH 7.3 and 7.9 nm for pH 5.0 (see Table 2). These values were compatible
with behavior of a trimeric LHCII in detergent [41,48], confirming lack of a significant
pH effect on LHCII oligomerization state above detergent critical micellar concentration
(CMC). At pH 7.3, a low order oligomerization started to be visible below 100 µM DDM,
with average particle radii ranging between 13 and 15 nm at 100 and 25 µM, respectively
(Table 2). Interestingly, at this pH, a further decrease in detergent concentration (down to
25 µM DDM) did not yield any detectable increase in LHCII clustering (Figure 2). On the
contrary, at pH 5.0 and 100 µM DDM, a twofold increase in particle radius was found,
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corresponding to about 30 nm. This result indicates that low pH deeply affects LHCII
antenna protein cluster sizes. Even larger protein oligomers (of apparent radius over
65 nm) seemed characteristic of the pH 5 and 25 µM DDM condition (see Figure 2, Table 2).
However, their presence is based on calculations that are distorted by the quality of the
fittings (see Figure S3C), and must therefore be taken with caution (see the Section 3).
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Figure 2. Averaged fittings of the autocorrelation functions and calculated diffusion times of LHCII trimers obtained
by conventional (Levenberg–Marquardt) method. The full list of parameters obtained is presented in the Table 2. See
Figures S2 and S3 for raw curves and weighted residuals of the fittings, respectively. (A) Averaged autocorrelation curves.
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Table 2. Properties of LHCII particles incubated at different pH and detergent concentrations on
the basis of fluorescence correlation spectroscopy (FCS) measurements and fitted by Levenberg–
Marquardt method (see Figure 2). Parameters were obtained assuming one single diffusional
component. The calculated parameters include average diffusion time, hydro-dynamical radius of
LHCII particle, total photon count rate per focal volume; N—number of LHCII particles per focal
volume. Results from low-quality fittings are highlighted in gray (see the main text for more details).
Error: SD.

DDM Con-
centration pH Diffusion

Time (ms) Radius (nm) Total Count
Rate (KHz) N

200 µM
pH 7.3 1.18 ± 0.10 9.2 ± 0.8 11.48 ± 0.21 35.0 ± 0.7
pH 5.0 1.10 ± 0.09 7.9 ± 0.0 11.67 ± 0.17 36.3 ± 3.2

100 µM
pH 7.3 1.83 ± 0.18 13.4 ± 1.4 8.16 ± 0.19 23.5 ± 3.0
pH 5.0 3.56 ± 0.53 30.1 ± 1.5 4.11 ± 0.05 4.7 ± 1.2

25 µM
pH 7.3 1.80 ± 0.28 15.4 ± 2.4 4.69 ± 0.32 18.3 ± 2.1
pH 5.0 7.60 ± 3.05 65.8 ± 27.0 1.56 ± 0.14 0.5 ± 0.0

2.3. Low pH Induced LHCII Large Particle Clusters

Besides particle size, the Levenberg–Marquardt method of ACFs fitting allowed for
simultaneous characterization of the fluorescence properties of LHCII, in terms of total
photon count rate (see Table 2), and average number of LHCII clusters per focal volume (N,
Table 2). Photon count rate data were in good agreement with bulk data (see Figure 1 and
Table 2). Concerning the number of particles, above detergent CMC (200 µM DDM), no
major differences were observed between low and high pH (Table 2). A marked difference
was instead evident below the detergent CMC. At high pH, the apparent number of
particles in the confocal volume decreased between 200 µM and 100 µM DDM by ≈30%
(from 35.0 to 23.5) and then again by ≈30% at 25 µM DDM (see Table 2). It confirmed a
“mild”, seemingly controlled detergent-induced particle clustering at high pH. The drop
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in particles per volume was instead very pronounced at pH 5.0; it decreased from 36.3 at
200 µM DDM to 4.7 at 100 µM DDM, pointing at a more abrupt clustering process induced
by low pH.

2.4. MEMFCS Analysis Highlighted LHCII Cluster Size Heterogeneity at Low pH

In order to uncover potential heterogeneity in particle size, we applied maximum
entropy method fitting of FCS data (MEMFCS) (see Figure S1 and the Section 4). This is a
well-established, model-free method typically employed for heterogeneous samples [38].
The method also determines the number of components in the sample when their respective
brightness is unknown [49–51]. The MEMFCS analysis showed that one main component
was sufficient to fit satisfactorily samples prepared at pH 7.3 (see Figure 3A, and resid-
uals in Figure S4). The diffusion times were comparable to those obtained by classical
Levenberg–Marquardt analysis (Table 2). These samples were therefore represented by
quasi-homogeneous populations of radii ranging from 8 to 30 nm. Instead, at 25 µM DDM,
pH 7.3, beside the 30 nm component, a seemingly novel component appeared, characterized
by an apparently short diffusion time of around 0.3 ms (Figure S5). This was interpreted as
due to photophysical dynamics of the protein (see the Section 3). At pH 5.0, the clustering
process appeared to be different (Figure 3B). Whilst one main trimeric population was
present in the sample at 200 µM, decreasing detergent below the CMC resulted in the
appearance of heterogeneous populations of LHCII, some trimeric (with radii around 8 nm
at 100 µM DDM), and others made of larger oligomers or small aggregates of apparent
radii up to 60 to 80 nanometers. A similar behavior was apparent at 25 µM DDM; however,
in this case, the mathematical model failed to properly describe this condition (see Figure
S5B and the Section 3).
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2.5. Aggregates Out of Physiological Range Induced by In Vitro Fluorescence quenching

Within the photosynthetic literature, it is not uncommon to use very high protein
to detergent ratio and low pH to induce and investigate non-photochemical quenching
[24,25,28–30,52]. As these types of samples were found problematic to study by FCS (see
25 µM DDM, pH 5.0 condition in Figures S3 and S5 and Table 2), we applied classical
confocal analysis instead to estimate sizes and fluorescence of LHCII clusters. As shown in
Figure 4A,B (original confocal picture and detected particles, respectively), acidic samples
prepared far below CMC were characterized by LHCII clusters of cross-section areas
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between 1 and 10 µm2. The particles were variegated in size (Figure 4A,B) and fluorescence
intensity per particle (Figure 4C). The size distribution calculated on the basis of the
polydispersity index (PDI) (also called heterogeneity index, see the Section 4 and [53])
had a value of 1.1, indicative of highly disperse, multi-sized populations of LHCII trimers.
When the fluorescence per particle was plotted as a function of the cross-section surface, the
graph showed an interesting trend. Below 3 µm2, it increased linearly with particle size (R2

of straight-line fit = 0.8, see Figure 4C); above this value, any further increase in size did not
correspond to an increase in fluorescence intensity. Particles were also characterized by a
marked fluorescence heterogeneity; for cross-sections between 2.4 and 2.8 µm2, for example,
fluorescence intensities of between 9071 and 18,072 (arbitrary fluorescence units) were
found, with an up to 100% increase in fluorescence for a 17% area increase.
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Figure 4. Analysis by confocal microscopy of the large LHCII particles formed below 25 µM DDM and pH 5.0. (A) Confocal
microscopy picture of the LHCII particles precipitated at the bottom of the well. The fluorescence is presented in arbitrary
units. Scalebar: 10 µm. (B) Analysis of the confocal picture from (A), with the cross-section of each detectable aggregate
circled. (C) Fluorescence intensity per LHCII particles as a function of the measured cross-section area. Insert: zoom of the
section between 0 and 3 µm2, with average particle fluorescence values and standard deviations. Red line: straight line
fitting of the data; R2 = 0.8.

These results altogether seem to indicate that the harshest conditions often employed
during in vitro quenching induce not just fluorescence quenching, but also a seemingly
random LHCII particle organization, probably far from what is considered a finely tuned
physiological process of non-photochemical quenching (see the Section 3).
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2.6. Assessment of the Red-Shifted Fluorescence in the Samples

NPQ is sometimes put in direct relation with an increased emission of the redmost
part of the spectrum (see the Section 1 and, for instance, [16,17]). We assessed the extent
of red shift in LHCII by measuring low-temperature steady-state fluorescence of particles
formed in the same conditions used for in vitro quenching (Figure 1). Our results showed
that, at pH 7.3, only a very weak red shift was visible in samples incubated below detergent
CMC (Figure 5A). This was visible from the ratio of the fluorescence emission peaks at
700 and 680 nm (F700/F680, Figure 5C). F700/F680 at pH 7.3 increased from 0.06 to 0.09
between the higher (200 µM DDM) and the lower (25 µM DDM) detergent concentrations,
respectively. In contrast, at pH 5.0, the F700/F680 ratio was more than doubled (0.07 to
0.17) after lowering DDM from 200 µM to 25 µM DDM (Figure 5B,C), although it stayed
very low compared to previously reported values [18,54]. Only by significantly increasing
the protein to detergent ratio were we able to detect a clear, red-shifted emission band in
our samples (up to a F700/F680 ratio of 0.48 at pH 5.0 and 100 µM DDM, see Figure S6).
Interestingly, confocal microscopy provided an indication that large LHCII aggregates
display red-shifted fluorescence (Figure S7). Intra-aggregate heterogeneity was observed
in the emission—most aggregates mainly displayed red fluorescence (displayed here in
blue), while some of them presented areas of far-red fluorescence (pink). These results
altogether suggest that red shifts, rather than with non-photochemical quenching, relate
with protein aggregation.
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fluorescence at 680 nm for each sample. Results are the average of three replicates. Error bars: SD.
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3. Discussion

Antenna aggregation has long been considered a major molecular mechanism of
energy dissipation in photosynthetic organisms, called non-photochemical quenching
(NPQ). However, most protocols used to study NPQ in vitro involve detergent removal and
pH drop, yielding particles of unknown size and organization (see for instance [14,25,27]).
This casts doubts on the relevance with respect to the in vivo non-photochemical quenching
mechanism. To address this point, we used FCS as a well-established method to assess the
oligomerization state of membrane protein complexes in a surfactant solution. FCS allowed
for a simultaneous estimation of the oligomerization state of LHCII trimers and some of
their fluorescence properties upon detergent depletion and/or acidification. We were thus
able to validate the direct effect of both these parameters on LHCII clustering (namely,
oligomerization and/or uncontrolled aggregation), as well as heterogeneity in the particles
formed. The fluorescence quenching observed at this quasi-single molecule level was also
comparable to the one observed in more traditional, bulk measurements.

It is first necessary to make a parenthesis concerning the correct interpretation of the
FCS results and goodness of the fittings. One concern relates with the overlap of times
purely due to particle diffusion with those due to photophysics in LHCII trimers. Indeed,
most photophysical processes occurring in LHCII trimers fall out of range of the typical
diffusion part of the autocorrelation curve. However, in the most extreme quenching
conditions, photophysical effects tend to overlap with diffusion times [55,56]. For samples
prepared at 25 µM DDM at pH 5.0, for instance, the extent of overlap of photophysics
processes impeded proper fitting (Figures S3 and S5). One possible explanation for this is
that at low DDM concentration, the LHCII complexes are more exposed to the environment,
and a drop in pH induces a modification in the energetic landscape of the proteins, leading
to new conformational transitions [57]. This would in turn cause changes in the energetic
coupling between pigments [58], bringing new sceneries where LHCII presents different
photophysical behavior, with consequent overestimation of the oligomers’ size (see, for
instance, [59,60]).

Another limit of FCS interpretation concerns samples characterized by particle and
pigment heterogeneity (see Figure 3 and Figure S5). The FCS models currently available are
designed for systems of proteins containing only a few fluorescent chromophores [61,62].
A single LHCII trimer counts 42 chlorophylls and 12 carotenoids [63]. Upon LHCII
oligomerization, two opposing processes occur simultaneously; on one hand, fluorescence
increases with the size of the LHCII cluster due to an increased number of chlorophylls, on
the other, protein oligomerization leads to fluorescence quenching [64]. As a consequence,
the fluorescence yield of LHCII clusters is not fixed and the disentanglement between
brightness of different components is not currently feasible. This is the reason why it
was not possible to extract information concerning the concentration of different antenna
clusters for heterogeneous samples. Nevertheless, by means of MEMFCS, we were able to
decipher which conditions yielded sample heterogeneity at low and high pH, respectively
(compare Figure 3A,B).

Despite the limits mentioned above, our FCS data brought few clear results. Fitting
of FCS traces at 200 µM showed that LHCII does not cluster in detergent concentrations
above CMC (Figures 2B and 3). This is in accordance with previous studies [25]. Further,
there was no pH effect above CMC, likely due to a large belt of detergent in micelles, which
protects antenna complexes from the action of pH. Lack of pH effect was observed for
all fluorescence properties analyzed here: kinetics, red shift, bulk, and single-molecule
quenching. This point reinforces the idea that the changes in fluorescence observed during
in vitro LHCII fluorescence quenching reflect a change in the structural organization in the
protein environment.

Further, FCS revealed a specific pH effect on LHCII clustering. Whilst at high pH,
even below detergent CMC, fluorescence quenching was always characterized by a slow
rate, low pH instead accelerated the quenching process (Figure 1). On the basis of FCS
data, we can suggest that this is the reflection of a different particle organization in the two
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conditions. In fact, an ordered particle clustering process, yielding small and homogeneous
oligomers, was found at high pH (Figures 2B and 3A). At low pH, instead, results evi-
denced the formation of larger (>30 nm) and heterogeneous particles (Figures 2B and 3B).
This seemingly uncontrolled oligomerization typical of low pH conditions can, in principle,
explain the different, exponential fluorescence quenching kinetics found typical of in bulk
pH 5.0 measurements (Figure 1D, see also [25] and references therein). It is interesting
to point out that, according to our results, the quenching extent did not correlate with
particle size. As summarized in Table S1, in bulk fluorescence measurements showed that
samples incubated at 25 µM DDM, pH 7.3, displayed fluorescence quenching amounts
very different from the LHCII incubated at 100 µM (FQ ≈ 62% and 44%, respectively), even
though the particle size was similar. Their quenching was instead closer to the sample
incubated at 100 µM DDM and pH 5.0 (FQ ≈ 71%). On the basis of this, we tend to suggest
that low pH is more effective on protein–protein clustering and quenching kinetics and
less on fluorescence quenching yields.

The apparent diameter found for single trimers in solution by FCS (Table 2, just un-
der 20 nm) is in line with the previous light scattering study [48]. It is larger than the
diameter of LHCII trimers alone as determined by electron microscopy (7 to 8 nm, see,
for instance, [65,66]). This is because FCS does not estimate the actual diameter of the
molecules, but their hydrodynamic radius. It thus also takes into account (a) the ring of
natural lipids co-purified with the trimers, which can be quite large in our mildly solubi-
lized proteins; (b) the ring of detergent or pseudo-micelles, which depends on detergent
concentration and is known to affect the measured diameter of protein complexes [67];
(c) the hydrodynamic volume moving with the particle. Indeed, our samples presented
shorter diffusion times than previously observed in higher detergent concentrations [42].
However, it is difficult to estimate how these parameters, especially the detergent and hy-
drodynamic rings, are affected during the oligomerization. Combined with the fact that the
actual structure of the oligomers is unknown, it is difficult to estimate the number of LHCII
trimers involved in an oligomer from its calculated diameter only. The evolution of the
number of particles, also estimated by FCS measurements, however, gives us hints on this
point. For instance, the number of particles detected throughout the experiment changed
from around 35 (at pH 7.3 and above detergent CMC) to an apparent 5 particles (at pH 5.0
and around CMC (Table 2)). This suggests the pH-induced formation of assorted low order
oligomers, accounting for sample heterogeneity. Interestingly, particles of seven associated
LHCII trimers have been observed by electron microscopy in partially solubilized plant
membranes pre-washed in a pH 6.5 buffer [68], meaning that LHCII clusters similar to the
ones found here can indeed occur in vivo. In any case, our results show that these rather
small LHCII oligomers would be sufficient to induce fluorescence quenching, and thus
play a physiological role in NPQ, in accordance with the current models [7,69].

It is interesting to analyze our results in terms of extents of physiological quenching.
In vivo studies of qE showed that KD values between 1 and 1.5 are typical of wild type
chloroplasts and leaves [13,70]. These values are well compatible with those obtained
here in small oligomers at pH 7.3 at both 100 and 25 µM DDM (see Table 1). On the
other hand, greater KDs, typical of in vitro quenching experiments and close to those
found here at low pH at 25 µM DDM (KD ≈ 3), seem uncommon in vivo. They are
usually obtained by the artificial addition of proton enhancers to the chloroplast suspension
(see, for instance, [13]) or rather characteristics of mutants (L17) and plants treated with
lincomycin [71,72]. Whilst we cannot exclude that in some specific conditions even large
oligomers may be physiologically relevant (see below), still our results cast doubts on
the use of buffer acidification below pH 5.5 when combined with detergent depletion,
to represent in vivo photoprotection. Indeed, typical values of lumen pH in excess light
were suggested to lie in the range between pH 6.5 and 5.8, whilst lower values lead to
photoinhibition ([34]; also reviewed in [15,73]). However, a significant part of in vitro
experiments of LHCII quenching led to this day involve pH values below 5 [25,52] and
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extremely low detergent concentrations (for example, [24]) or use of Bio-Beads to remove
almost all detergent from the solution [28–30].

It is, however, important to distinguish between the effects of detergent depletion
and buffer acidification. Whilst at pH 7.3, even the lowest detergent concentration tested
(25 µM DDM) did not impact on sample homogeneity, yielding rather uniform small
oligomers, at pH 5.0, lowering detergent to 100 µM was sufficient to induce sample hetero-
geneity (Figure 3B). This evidence goes against a previous “dogma”, considering detergent
depletion-induced quenching and low pH-induced quenching as part of a continuum,
arising from the same mechanism, where acidification simply accelerates the rate at which
maximum quenching is reached [10,47]. FCS data instead showed that pH and detergent
have a clear different impact on protein clustering (Figure 2, Table 2). Presence of aggre-
gates of size up to several micrometers was noted only at low pH (Figure 4). Importantly,
some of these aggregates were even larger than the average grana size (200–600 nm [74–76]).
These micrometric aggregates are thus unlikely to be physiologically relevant. Interestingly,
however, “supergrana” of micrometric size were found in plants treated by lincomycin [77].
At this condition, the cores of the photosystems are drastically depleted, leading to mem-
branes highly enriched in aggregated LHCII [71]. We can thus speculate that this enlarge-
ment of the grana with lincomycin may be caused by the organization of LHCII into these
large aggregates, as other proteins (like photosystems) do not impede their formation.

Notably, thylakoids from lincomycin-treated [71,72] as well as other highly stressed
plants [16,17] displayed a strong red-shifted fluorescence, as was often observed in in vitro
quenching [18,54] or in model membrane systems [20,21]. Our results indicate that this
shift is strongly reduced in vitro in conditions yielding small LHCII particles. Indeed, the
low F700/F680 ratios that we obtained in these conditions are in agreement with the ones
obtained in liposomes by Tietz and coworkers [78], where the protein amount was limited
to on average six LHCII trimers per liposome. This similarity seems to support the fact
that the extent of the red-shift is rising proportionally with the size of the aggregates [21].
Confocal microscopy with two detectors (Figure S7) revealed heterogeneity within the
aggregates, with patches of red-shifted fluorescence emission in the large clusters. Such
intra-particle heterogeneity is in line with previous measurements in fluorescence lifetime
microscopy [56]. It could also fit models predicting the presence of LHCII trimers or
monomers playing the part of quenchers in aggregates (see, for instance, [24,79]), especially
as its apparition has been put in relation with chlorophyll–chlorophyll charge transfer
quenching states [45,79]. Unfortunately, the low resolution of the technique and the lack of
information on the organization of the aggregates or number of LHCII trimers involved
did not allow determining the physiological relevance of the phenomenon. The results
indicated, on one hand, that antenna oligomerization does not induce significant red shifts,
even though quenching is present. On the other hand, they suggest that red shifts relate
with protein aggregation—a process of questionable physiological relevance—rather than
with quenching. Nevertheless, we cannot exclude that the red-shifted emission observed
in some in vivo studies (for instance, [19]) could have a different origin and result from of
a highly packed natural environment or related to some specific lipid effect.

Our main results showed that LHCII oligomerization is increased by low pH (see
Figure 2 and Table 2). It is worth mentioning that the formation of large LHCII aggre-
gates in vivo or in artificial membranes was found to be pH-independent in some other
studies [16,20,21]. This clustering seems to occur in the absence of other proteins in the
membrane, or, in vivo, when the photosystem cores have been largely depleted (for in-
stance under lincomycin treatment [71]). Low pH is therefore not the only parameter
that promotes aggregation. We suggest that fast and extensive oligomerization involves a
combination of two mechanisms. The first is triggered by low pH, and the second one rep-
resents some other pH-independent oligomerization processes that might come at play in
extreme stress situations [16,17]. Further studies are necessary to untangle these potentially
separate components.
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4. Materials and Methods
4.1. LHCII Purification

Thylakoid membranes were purified from store-bought spinach leaves. Dark-adapted
leaves were rinsed, and thylakoids extracted as described previously [65] with the following
modifications: B1 solution contained 0.4 M sorbitol, 2 mM MgCl2, 20 mM Tricine KOH
(pH 7.8), 0.5% Bovine Serum Albumin, and 1 mM aminocaproic acid; the leaves grinded in
this solution were filtered through muslin and cotton.

For complex purification, these thylakoids were washed in a solution of 4-(2-
hydroxyethyl)-1-piperazineethanesulfonic acid (HEPES) KOH 10 mM (pH 7.3) and re-
suspended to a concentration of 1 mg of chlorophyll (Chl)/mL in HEPES KOH 10 mM
(pH 7.3). They were then solubilized in 9.8 mM (0.5%) n-dodecyl-β-D-maltoside (hereafter
DDM) to a final concentration of 0.5 mg Chl/mL. After centrifugation at 12,500× g, 4 ◦C for
10 min, the supernatant was deposited on sucrose gradients prepared by freeze-thawing
of a solution of 0.6 M sucrose, HEPES KOH 10 mM (pH 7.3), and 98 µM (0.005%) DDM.
The gradients were ultracentrifuged in a SW40 rotor (Beckman Coulter, Brea, CA, USA) at
40,000 revolutions per minute (RPM), 4 ◦C, for 20 h.

4.2. Bulk Fluorescence Kinetic Measurements

Isolated LHCII (OD676 = 1 cm−1), solubilized in 200 µM DDM (final concentration),
were diluted 20 times, with constant stirring, at room temperature in a 10 mM HEPES or
2-(N-morpholino)ethanesulfonic acid (MES) buffer (pH 7.3 or 5.0). DDM concentration was
either 200 µM (0.01%), 100 µM (0.0051%), or 25 µM (0.0013%), representing final protein
to detergent ratios of 1:2520, 1:1260, and 1:315, respectively. Chlorophyll fluorescence
was continuously monitored using a FL 3000 fluorometer (PSI, Brno, Czech Republic)
under orange actinic light (635 nm, 200 µmol photons m−2 × s−1). Fluorescence fraction
quenched (FQ, in percentage), quenching KD, and rate constants (QR) were determined
as previously described (see, for instance, [80,81]). Briefly, quenched fractions were calcu-
lated at each detergent concentration and pH as (F0−F500)/F0, with F500 the fluorescence
intensity at 500 s (corresponding to steady state) and F0 the unquenched fluorescence at the
beginning of the protocol. Quenching KDS were calculated as (F0−F500)/F500. Quenching
rate constants (QR) were obtained by fitting each trace with a three-parameter hyperbolic
decay function: y = (y0 + ab)/(b + x), where 1/b represents the QR of the process.

4.3. Fluorescence Correlation Spectroscopy

FCS measurements were performed with an inverted Zeiss LSM 880 laser scanning
confocal microscope (Carl Zeiss Microscopy GmbH, Oberkochen, Germany) equipped
with a C-Apochromat 40×/1.2 NA water immersion objective. The LHCII surfactant
solution was placed in an 8-well chambered coverslip (Ibidi GmbH, Gräfelfing Germany),
and chlorophyll auto-fluorescence was excited by a HeNe 633 nm wavelength laser (in-
tensity approx. 1.0 µW) and detected at 642–695 nm by photon-counting GaAsP detector.
The pinhole was adjusted to 70 µm aperture. The raw signals of chlorophyll a fluorescence
fluctuations were detected during 100 s in total (10 s × 10 times with almost continuous
acquisition) for each measurement. The autocorrelation function was processed through
a digital signal correlator card. For each condition under investigation (200 µM, 100 µM,
or 25 µM of DDM, corresponding in these experiments to protein to detergent molar ra-
tios of around 1:8400, 1:4200, and 1:1050, respectively; 10 mM HEPES (pH 7.3) or MES
(pH 5.0)), we made 3 independent repetitions. All measurements were performed at room
temperature.

4.4. FCS Data Analysis—Fitting of Autocorrelation Functions

At first, the autocorrelation functions (ACFs) were fitted by the conventional Levenberg–
Marquardt multi-tau algorithm [37] by Zeiss Zen Black software to obtain characteristic
diffusion times. To avoid artifacts due to uncorrelated signal belonging to photophys-
ical components [82], we performed the fitting routine starting from 10 µs in the ACF.
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The ACF traces with significantly larger characteristic time were removed from the analysis
to avoid overestimation of the molecular sizes. The fluorescence traces were fitted using a
three-dimensional free diffusion model (Equation (1)) with 1 or 2 diffusional components.
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4.5. FCS Data Analysis—Characterization of the Oligomers by the Maximum Entropy Method
Algorithm (MEMFCS)

The characterization of the LHCII particles by MEMFCS was carried out by employing
the plugin fcs_maxent in the open-source data evaluation package QuickFit 3.0 [83]. We used
a physical model of 3D normal diffusion (Equation (2)).
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where αi is the amplitude of ith species, r/l is the ratio between radial and longitudinal
dimensions of the confocal volume (known as structural parameter), and τDi is the diffusion
time of the particles in solution. In the classical maximum entropy theory, α represents
a regularization parameter determined by successive iterations. Although proportional
to particle brightness (see [38] for details), it does not require the prior knowledge of the
number of components nor their respective brightness. The optimum maximum entropy
solutions yield the distribution of the αi values that account for the best fitting when the
entropy is maximized. The axial ratio was set to 6 and other local parameters such as triplet
and triplet population were settled up with the values obtained from conventional FCS
fitting routine with 1 additional triplet component in this occasion.

The goodness of the fitting was evaluated on the basis of the calculated weighted
residual [38].

4.6. FCS Data Analysis—Estimation of the Size of LHCII Particles

The size of the LHCII particles were calculated from ACF fitting using the diffusion
coefficient (D) starting from the diffusion time (τD) following the equation (Equation (3)).

τD =
ω2

x
4D

(3)

Here, ωx is the length of the confocal volume in the x-axis, determined using a standard
Atto 647-carboxylic acid dye (MW: 746 g/moL, concentration: 30 nM, excitation: 633 nm,
detection 642–695 nm) with an assumed diffusion coefficient of 4.1 × 10−6 cm2 × s−1 at
25 ◦C [84] and ωx ≈ 340 nm.

The Stoke–Einstein equation (Equation (4)) was used to calculate the hydrodynamic
radius RH (with temperature T = 298.15 K; water dynamic viscosity, η = 8.91 × 10−4 Ns/m2;
k is the Boltzmann constant).

D =
kT

6πηRH
(4)

4.7. Standard Confocal Microscopy Imaging of LHCII Particles

µ-Slide 8-Well Chamber Slides were prepared for imaging by incubation at room
temperature with 100 µL/well of 0.1% of poly-L-lysine (PLL) solution. After 5 min of
incubation, the remaining solution was discarded, and the wells were washed 3 times with
water. Then, the PLL-coated wells were incubated with a solution containing 10 nM of
LHCII trimers at pH 5.0 and 6 µM of DDM, respectively, for 20 min and the bottom of the
well was further imaged.
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Confocal images of the immobilized protein aggregates were acquired by a laser
scanning confocal microscope (Zeiss LSM 880; Carl Zeiss Microscopy GmbH, Oberkochen,
Germany) equipped with a Plan-Apochromatic 63×/1.4 Oil DIC M27 objective (Carl Zeiss
Microscopy GmbH, Oberkochen, Germany). The LHCII auto-fluorescence signal was col-
lected by a GaAsP photomultiplier in 16-bit mode. The images sized at 103.81 × 103.81 µm
were taken with the following parameters: zoom: 1.3; pinhole: 63 µm; pixel dwell time:
2.06 µs; frame 512 × 512 pixels; dichroic mirror: MBS 488. The auto-fluorescence of LHCII
was excited with a 488 nm laser and detected in 2 channels, ChS1 624–695 nm and Ch2
696–758 nm. The acquired images were segmented and analyzed by the FIJI [85] version
of ImageJ as 8-bit RGB pictures. The images were first converted from 16 to 8 bit and
manually prepared (threshold processing) to eliminate the background. They were then
analyzed by means of Analyze particle plugin, and the 3D surface plot plugin was used for
presenting the particle density in the images. Data presented in Figure 4C were fitted by
polynomial (linear) and sigmoidal (3 Hill parameter) functions using Sigmaplot Regression
Wizard tool.

The polydispersity index (PDI), or heterogeneity index, was calculated as the square
of the area standard deviation divided by the square of the area mean. PDI smaller than
0.05 indicate a highly homogeneous population; PDI over 0.7 point to a very broad particle
size distribution [53].

4.8. Low-Temperature Fluorescence

Low-temperature steady-state fluorescence was measured on LHCII incubated 20 mM
HEPES or MES buffer and the same protein and detergent concentrations as for the fluores-
cence kinetic measurements (see above), at the pH of interest, with an excitation at 475 nm
and emission measured between 600 and 800 nm. Resulting curves were normalized on
the maximum.

5. Conclusions

Our FCS results show that, below detergent CMC, low pH enhanced protein cluster-
ing. Far below CMC (25 µM or less), it induced formation of a highly heterogeneous mix
of large, almost micrometer-sized LHCII particles. These experimental conditions, often
employed during in vitro experiments with photosynthetic antennas, seem to induce rather
uncontrolled aggregation. The consequent effects of fluorescence quenching are therefore
probably not relevant to the finely tuned in vivo processes connected with photoprotection.
However, milder detergent conditions at neutral pH instead promoted oligomerization of
the LHCII in small complexes of under 10 trimers, closer to physiological conditions [68].
Our bulk measurements proved that these small particles are sufficient to induce fluores-
cence quenching, albeit slower than observed in extreme conditions (Figure 1). However,
is strong and fast quenching—such as voluntarily pushed in most in vitro aggregation
studies—really necessary for in vivo photoprotection? The recently proposed model of
“economic photoprotection” [86] already suggested that slow quenchers offer more flexi-
bility for light acclimation without competing with photochemistry, ensuring optimized
photosynthesis at all times. The moderately quenching LHCII oligomers observed in the
present study at high pH, would fit well with this model.

Supplementary Materials: The following are available online at https://www.mdpi.com/1422-006
7/22/6/2969/s1: Figure S1: Workflow in a typical FCS experiment. Figure S2: Overlap between raw
autocorrelation FCS traces and conventional Levenberg–Marquardt fittings. Figure S3: Weighted
residuals of Levenberg–Marquardt fittings. Figure S4: Weighted residuals of maximum entropy
method (MEMFCS) fits. Figure S5: FCS results obtained at 25 µM DDM by MEMFCS. Figure S6: 77K
fluorescence emission spectra of LHCII clusters formed at higher protein concentration. Figure S7:
Red-shifted fluorescence in cross-sections of large aggregates of LHCII. Table S1: Particle size increase.
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02363Y to E.B.; GAČR project 19-11494S to R.K.). The instrumentation at the center ALGATECH
has been supported by institutional project Algamic (CZ.1.05/2.1.00/19.0392) financed by the Czech
Ministry of Education, Youth and Sport.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data that support the findings of this study are available from the
corresponding authors upon reasonable request.

Acknowledgments: Anna M. Yeates is thanked for English corrections. Jesús Salgado and Víctor A.
Lórenz-Fonfría are thanked for discussion.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Liu, Z.; Yan, H.; Wang, K.; Kuang, T.; Zhang, J.; Gui, L.; An, X.; Chang, W. Crystal structure of spinach major light-harvesting

complex at 2.72 A resolution. Nature 2004, 428, 287–292. [CrossRef]
2. Standfuss, R.; van Scheltinga, A.C.T.; Lamborghini, M.; Kuhlbrandt, W. Mechanisms of photoprotection and nonphotochemical

quenching in pea light-harvesting complex at 2.5 A resolution. EMBO J. 2005, 24, 919–928. [CrossRef]
3. Kana, R.; Vass, I. Thermoimaging as a tool for studying light-induced heating of leaves Correlation of heat dissipation with the

efficiency of photosystem II photochemistry and non-photochemical quenching. Environ. Exp. Bot. 2008, 64, 90–96. [CrossRef]
4. Holt, N.E.; Fleming, G.R.; Niyogi, K.K. Toward an understanding of the mechanism of nonphotochemical quenching in green

plants. Biochemistry 2004, 43, 8281–8289. [CrossRef]
5. Goss, R.; Lepetit, B. Biodiversity of NPQ. J. Plant Physiol. 2015, 172, 13–32. [CrossRef] [PubMed]
6. Horton, P.; Ruban, A.V.; Rees, D.; Pascal, A.A.; Noctor, G.; Young, A.J. Control of the light-harvesting function of chloroplast

membranes by aggregation of the LHCII chlorophyll-protein complex. FEBS Lett. 1991, 292, 1–4. [PubMed]
7. Horton, P.; Wentworth, M.; Ruban, A. Control of the light harvesting function of chloroplast membranes: The LHCII-aggregation

model for non-photochemical quenching. FEBS Lett. 2005, 579, 4201–4206. [CrossRef] [PubMed]
8. Li, X.P.; Gilmore, A.M.; Caffarri, S.; Bassi, R.; Golan, T.; Kramer, D.; Niyogi, K.K. Regulation of photosynthetic light harvesting

involves intrathylakoid lumen pH sensing by the PsbS protein. J. Biol. Chem. 2004, 279, 22866–22874. [CrossRef]
9. Ahn, T.K.; Avenson, T.J.; Ballottari, M.; Cheng, Y.C.; Niyogi, K.K.; Bassi, R.; Fleming, G.R. Architecture of a charge-transfer state

regulating light harvesting in a plant antenna protein. Science 2008, 320, 794–797. [CrossRef] [PubMed]
10. Belgio, E.; Duffy, C.D.; Ruban, A.V. Switching light harvesting complex II into photoprotective state involves the lumen-facing

apoprotein loop. Phys. Chem. Chem. Phys. 2013, 15, 12253–12261. [CrossRef] [PubMed]
11. Ruban, A.V.; Horton, P. Mechanism of DeltapH-Dependent Dissipation of Absorbed Excitation Energy by Photosynthetic

Membranes. 1. Spectroscopic Analysis of Isolated Light-Harvesting Complexes. Biochim. Biophys. Acta 1992, 1102, 30–38.
[CrossRef]

12. Ruban, A.V.; Rees, D.; Pascal, A.A.; Horton, P. Mechanism of DeltapH-Dependent Dissipation of Absorbed Excitation Energy by
Photosynthetic Membranes. 2. The Relationship Between LHCII Aggregation Invitro and qE in Isolated Thylakoids. Biochim.
Biophys. Acta 1992, 1102, 39–44. [CrossRef]

13. Johnson, M.P.; Ruban, A.V. Restoration of rapidly reversible photoprotective energy dissipation in the absence of PsbS protein by
enhanced DeltapH. J. Biol. Chem. 2011, 286, 19973–19981. [CrossRef] [PubMed]

14. Kuthanova Trskova, E.; Belgio, E.; Yeates, A.M.; Sobotka, R.; Ruban, A.V.; Kana, R. Antenna proton sensitivity determines
photosynthetic light harvesting strategy. J. Exp. Bot. 2018, 69, 4483–4493. [CrossRef] [PubMed]

15. Tian, L.; Nawrocki, W.J.; Liu, X.; Polukhina, I.; van Stokkum, I.H.M.; Croce, R. pH dependence, kinetics and light-harvesting
regulation of nonphotochemical quenching in Chlamydomonas. Proc Natl. Acad. Sci. USA 2019, 116, 8320–8325. [CrossRef]

16. Siffel, P.; Vacha, F. Aggregation of the light-harvesting complex in intact leaves of tobacco plants stressed by CO2 deficit. Photochem.
Photobiol. 1998, 67, 304–311. [CrossRef]

17. Tang, Y.L.; Wen, X.G.; Lu, Q.T.; Yang, Z.P.; Cheng, Z.K.; Lu, C.M. Heat stress induces an aggregation of the light-harvesting
complex of photosystem II in spinach plants. Plant Physiol. 2007, 143, 629–638. [CrossRef]

18. Miloslavina, Y.; Wehner, A.; Lambrev, P.H.; Wientjes, E.; Reus, M.; Garab, G.; Croce, R.; Holzwarth, A.R. Far-red fluorescence:
A direct spectroscopic marker for LHCII oligomer formation in non-photochemical quenching. FEBS Lett. 2008, 582, 3625–3631.
[CrossRef]

19. Johnson, M.P.; Ruban, A.V. Photoprotective energy dissipation in higher plants involves alteration of the excited state energy of
the emitting chlorophyll(s) in the light harvesting antenna II (LHCII). J. Biol. Chem. 2009, 284, 23592–23601. [CrossRef]

http://doi.org/10.1038/nature02373
http://doi.org/10.1038/sj.emboj.7600585
http://doi.org/10.1016/j.envexpbot.2008.02.006
http://doi.org/10.1021/bi0494020
http://doi.org/10.1016/j.jplph.2014.03.004
http://www.ncbi.nlm.nih.gov/pubmed/24854581
http://www.ncbi.nlm.nih.gov/pubmed/1959588
http://doi.org/10.1016/j.febslet.2005.07.003
http://www.ncbi.nlm.nih.gov/pubmed/16051219
http://doi.org/10.1074/jbc.M402461200
http://doi.org/10.1126/science.1154800
http://www.ncbi.nlm.nih.gov/pubmed/18467588
http://doi.org/10.1039/c3cp51925b
http://www.ncbi.nlm.nih.gov/pubmed/23771239
http://doi.org/10.1016/0005-2728(92)90061-6
http://doi.org/10.1016/0005-2728(92)90062-7
http://doi.org/10.1074/jbc.M111.237255
http://www.ncbi.nlm.nih.gov/pubmed/21474447
http://doi.org/10.1093/jxb/ery240
http://www.ncbi.nlm.nih.gov/pubmed/29955883
http://doi.org/10.1073/pnas.1817796116
http://doi.org/10.1562/0031-8655(1998)067&lt;0304:AOTLHC&gt;2.3.CO;2
http://doi.org/10.1104/pp.106.090712
http://doi.org/10.1016/j.febslet.2008.09.044
http://doi.org/10.1074/jbc.M109.013557


Int. J. Mol. Sci. 2021, 22, 2969 16 of 18

20. Janik, E.; Bednarska, J.; Zubik, M.; Puzio, M.; Luchowski, R.; Grudzinski, W.; Mazur, R.; Garstka, M.; Maksymiec, W.; Kulik, A.;
et al. Molecular architecture of plant thylakoids under physiological and light stress conditions: A study of lipid-light-harvesting
complex II model membranes. Plant Cell 2013, 25, 2155–2170. [CrossRef]

21. Natali, A.; Gruber, J.M.; Dietzel, L.; Stuart, M.C.; van Grondelle, R.; Croce, R. Light-harvesting Complexes (LHCs) Cluster
Spontaneously in Membrane Environment Leading to Shortening of Their Excited State Lifetimes. J. Biol. Chem. 2016, 291,
16730–16739. [CrossRef] [PubMed]

22. Ruban, A.V.; Horton, P.; Robert, B. Resonance Raman spectroscopy of the photosystem II light- harvesting complex of green
plants: A comparison of trimeric and aggregated. Biochemistry 1995, 34, 2333–2337. [CrossRef] [PubMed]

23. Barzda, V.; Peterman, E.J.G.; van Grondelle, R.; Van Amerongen, H. The influence of aggregation on triplet formation in light-
harvesting chlorophyll a/b pigment-protein complex II of green plants. Biochemistry 1998, 37, 546–551. [CrossRef] [PubMed]

24. Van Oort, B.; van Hoek, A.; Ruban, A.V.; van Amerongen, H. Aggregation of light-harvesting complex II leads to formation of
efficient excitation energy traps in monomeric and trimeric complexes. FEBS Lett. 2007, 581, 3528–3532. [CrossRef] [PubMed]

25. Petrou, K.; Belgio, E.; Ruban, A.V. pH sensitivity of chlorophyll fluorescence quenching is determined by the detergent/protein
ratio and the state of LHCII aggregation. Biochim. Biophys. Acta 2014, 1837, 1533–1539. [CrossRef]

26. Schaller, S.; Richter, K.; Wilhelm, C.; Goss, R. Influence of pH, Mg2+, and lipid composition on the aggregation state of the diatom
FCP in comparison to the LHCII of vascular plants. Photosynth. Res. 2014, 119, 305–317. [CrossRef] [PubMed]

27. Kana, R.; Kotabova, E.; Sobotka, R.; Prasil, O. Non-photochemical quenching in cryptophyte alga Rhodomonas salina is located
in chlorophyll a/c antennae. PLoS ONE 2012, 7, e29700. [CrossRef]

28. Lambrev, P.H.; Schmitt, F.J.; Kussin, S.; Schoengen, M.; Varkonyi, Z.; Eichler, H.J.; Garab, G.; Renger, G. Functional domain size in
aggregates of light-harvesting complex II and thylakoid membranes. Biochim. Biophys. Acta 2011, 1807, 1022–1031. [CrossRef]

29. Magdaong, N.M.; Enriquez, M.M.; LaFountain, A.M.; Rafka, L.; Frank, H.A. Effect of protein aggregation on the spectroscopic
properties and excited state kinetics of the LHCII pigment-protein complex from green plants. Photosynth. Res. 2013, 118, 259–276.
[CrossRef]

30. Enriquez, M.M.; Akhtar, P.; Zhang, C.; Garab, G.; Lambrev, P.H.; Tan, H.S. Energy transfer dynamics in trimers and aggregates of
light-harvesting complex II probed by 2D electronic spectroscopy. J. Chem. Phys. 2015, 142, 212432. [CrossRef]

31. Kramer, D.M.; Avenson, T.J.; Edwards, G.E. Dynamic flexibility in the light reactions of photosynthesis governed by both electron
and proton transfer reactions. Trends Plant Sci. 2004, 9, 349–357. [CrossRef] [PubMed]

32. Joliot, P.; Johnson, G.N. Regulation of cyclic and linear electron flow in higher plants. Proc. Natl. Acad. Sci. USA 2011, 108,
13317–13322. [CrossRef]

33. Jarvi, S.; Gollan, P.J.; Aro, E.M. Understanding the roles of the thylakoid lumen in photosynthesis regulation. Front. Plant Sci.
2013, 4, 434. [CrossRef]

34. Kramer, D.M.; Sacksteder, C.A.; Cruz, J.A. How acidic is the lumen? Photosynth. Res. 1999, 60, 151–163. [CrossRef]
35. Kramer, D.M.; Cruz, J.A.; Kanazawa, A. Balancing the central roles of the thylakoid proton gradient. Trends Plant Sci. 2003, 8,

27–32. [CrossRef]
36. Perozeni, F.; Cazzaniga, S.; Ballottari, M. In vitro and in vivo investigation of chlorophyll binding sites involved in non-

photochemical quenching in Chlamydomonas reinhardtii. Plant Cell Environ. 2019, 42, 2522–2535. [CrossRef]
37. Levenberg, K. A method for the solution of certain non-linear problems in least squares. Quart. Appl. Math. 1944, 2, 164–168.

[CrossRef]
38. Sengupta, P.; Garai, K.; Balaji, J.; Periasamy, N.; Maiti, S. Measuring size distribution in highly heterogeneous systems with

fluorescence correlation spectroscopy. Biophys. J. 2003, 84, 1977–1984. [CrossRef]
39. Goins, A.B.; Sanabria, H.; Waxham, M.N. Macromolecular crowding and size effects on probe microviscosity. Biophys. J. 2008, 95,

5362–5373. [CrossRef]
40. David, L.; Prado, M.; Arteni, A.A.; Elmlund, D.A.; Blankenship, R.E.; Adir, N. Structural studies show energy transfer within

stabilized phycobilisomes independent of the mode of rod-core assembly. Biochim. Biophys. Acta 2014, 1837, 385–395. [CrossRef]
[PubMed]

41. Iwai, M.; Pack, C.G.; Takenaka, Y.; Sako, Y.; Nakano, A. Photosystem II antenna phosphorylation-dependent protein diffusion
determined by fluorescence correlation spectroscopy. Sci. Rep. 2013, 3, 2833. [CrossRef] [PubMed]

42. Janik, E.; Bednarska, J.; Sowinski, K.; Luchowski, R.; Zubik, M.; Grudzinski, W.; Gruszecki, W.I. Light-induced formation of
dimeric LHCII. Photosynth. Res. 2017, 132, 265–276. [CrossRef] [PubMed]

43. Kana, R.; Steinbach, G.; Sobotka, R.; Vamosi, G.; Komenda, J. Fast Diffusion of the Unassembled PetC1-GFP Protein in the
Cyanobacterial Thylakoid Membrane. Life 2020, 11, 15. [CrossRef]

44. Jennings, R.C.; Garlaschi, F.M.; Zucchelli, G. Light-induced fluorescence quenching in the light-harvesting chlorophyll a/b
protein complex. Photosynth. Res. 1991, 27, 57–64. [CrossRef]

45. Ostroumov, E.E.; Gotze, J.P.; Reus, M.; Lambrev, P.H.; Holzwarth, A.R. Characterization of fluorescent chlorophyll charge-transfer
states as intermediates in the excited state quenching of light-harvesting complex II. Photosynth. Res. 2020, 144, 171–193. [CrossRef]

46. Gruszecki, W.I.; Zubik, M.; Luchowski, R.; Grudzinski, W.; Gospodarek, M.; Szurkowski, J.; Gryczynski, Z.; Gryczynski, I.
Investigation of the molecular mechanism of the blue-light-specific excitation energy quenching in the plant antenna complex
LHCII. J. Plant Physiol. 2011, 168, 409–414. [CrossRef]

http://doi.org/10.1105/tpc.113.113076
http://doi.org/10.1074/jbc.M116.730101
http://www.ncbi.nlm.nih.gov/pubmed/27252376
http://doi.org/10.1021/bi00007a029
http://www.ncbi.nlm.nih.gov/pubmed/7857944
http://doi.org/10.1021/bi972123a
http://www.ncbi.nlm.nih.gov/pubmed/9425075
http://doi.org/10.1016/j.febslet.2007.06.070
http://www.ncbi.nlm.nih.gov/pubmed/17624333
http://doi.org/10.1016/j.bbabio.2013.11.018
http://doi.org/10.1007/s11120-013-9951-x
http://www.ncbi.nlm.nih.gov/pubmed/24197266
http://doi.org/10.1371/journal.pone.0029700
http://doi.org/10.1016/j.bbabio.2011.05.003
http://doi.org/10.1007/s11120-013-9924-0
http://doi.org/10.1063/1.4919239
http://doi.org/10.1016/j.tplants.2004.05.001
http://www.ncbi.nlm.nih.gov/pubmed/15231280
http://doi.org/10.1073/pnas.1110189108
http://doi.org/10.3389/fpls.2013.00434
http://doi.org/10.1023/A:1006212014787
http://doi.org/10.1016/S1360-1385(02)00010-9
http://doi.org/10.1111/pce.13566
http://doi.org/10.1090/qam/10666
http://doi.org/10.1016/S0006-3495(03)75006-1
http://doi.org/10.1529/biophysj.108.131250
http://doi.org/10.1016/j.bbabio.2013.12.014
http://www.ncbi.nlm.nih.gov/pubmed/24407142
http://doi.org/10.1038/srep02833
http://www.ncbi.nlm.nih.gov/pubmed/24088948
http://doi.org/10.1007/s11120-017-0387-6
http://www.ncbi.nlm.nih.gov/pubmed/28425025
http://doi.org/10.3390/life11010015
http://doi.org/10.1007/BF00029976
http://doi.org/10.1007/s11120-020-00745-8
http://doi.org/10.1016/j.jplph.2010.08.009


Int. J. Mol. Sci. 2021, 22, 2969 17 of 18

47. Ruban, A.V.; Young, A.; Horton, P. Modulation of chlorophyll fluorescence quenching in isolated light harvesting complex of
Photosystem II. Biochim. Biophys. Acta 1994, 1186, 123–127. [CrossRef]

48. Schaller, S.; Latowski, D.; Jemiola-Rzeminska, M.; Dawood, A.; Wilhelm, C.; Strzalka, K.; Goss, R. Regulation of LHCII aggregation
by different thylakoid membrane lipids. BBA Bioenerg. 2011, 1807, 326–335. [CrossRef]

49. Sahoo, B.; Goswami, M.; Nag, S.; Maiti, S. Spontaneous formation of a protein corona prevents the loss of quantum dot
fluorescence in physiological buffers. Chem. Phys. Lett. 2007, 445, 217–220. [CrossRef]

50. Sahoo, B.; Nag, S.; Sengupta, P.; Maiti, S. On the Stability of the Soluble Amyloid Aggregates. Biophys. J. 2009, 97, 1454–1460.
[CrossRef] [PubMed]

51. Pal, N.; Verma, S.D.; Singh, M.K.; Sen, S. Fluorescence Correlation Spectroscopy: An Efficient Tool for Measuring Size, Size-
Distribution and Polydispersity of Microemulsion Droplets in Solution. Anal. Chem. 2011, 83, 7736–7744. [CrossRef]

52. Wentworth, M.; Ruban, A.V.; Horton, P. Kinetic analysis of nonphotochemical quenching of chlorophyll fluorescence. 2. Isolated
light-harvesting complexes. Biochemistry 2001, 40, 9902–9908. [CrossRef] [PubMed]

53. Danaei, M.; Dehghankhold, M.; Ataei, S.; Hasanzadeh Davarani, F.; Javanmard, R.; Dokhani, A.; Khorasani, S.; Mozafari, M.R.
Impact of Particle Size and Polydispersity Index on the Clinical Applications of Lipidic Nanocarrier Systems. Pharmaceutics 2018,
10, 57. [CrossRef]

54. Gruszecki, W.I.; Grudzinski, W.; Gospodarek, M.; Patyra, M.; Maksymiec, W. Xanthophyll-induced aggregation of LHCII as a
switch between light-harvesting and energy dissipation systems. Biochim. Biophys. Acta 2006, 1757, 1504–1511. [CrossRef]

55. Barzda, V.; Vengris, M.; Valkunas, L.; van Grondelle, R.; Van Amerongen, H. Generation of fluorescence quenchers from the triplet
states of chlorophylls in the major light-harvesting complex II from green plants. Biochemistry 2000, 39, 10468–10477. [CrossRef]
[PubMed]

56. Barzda, V.; de Grauw, C.J.; Gerritsen, H.C.; Kleima, F.J.; Van Amerongen, H.; van Grondelle, R.; Vroom, J. Fluorescence lifetime
heterogeneity in aggregates of LHCII revealed by time-resolved microscopy. Biophys. J. 2001, 81, 538–546. [CrossRef]

57. Liu, B.X.; Chia, D.; Csizmok, V.; Farber, P.; Forman-Kay, J.D.; Gradinaru, C.C. The Effect of Intrachain Electrostatic Repulsion on
Conformational Disorder and Dynamics of the Sic1 Protein. J. Phys. Chem. B 2014, 118, 4088–4097. [CrossRef]

58. Vrandecic, K.; Ratsep, M.; Wilk, L.; Rusevich, L.; Golub, M.; Reppert, M.; Irrgang, K.D.; Kuhlbrandt, W.; Pieper, J. Protein
dynamics tunes excited state positions in light-harvesting complex II. J. Phys. Chem. B 2015, 119, 3920–3930. [CrossRef]

59. Kandula, H.N.; Jee, A.Y.; Granick, S. Robustness of FCS (Fluorescence Correlation Spectroscopy) with Quenchers Present. J. Phys.
Chem. A 2019, 123, 10184–10189. [CrossRef]

60. Dittrich, P.S.; Schwille, P. Photobleaching and stabilization of fluorophores used for single-molecule analysis with one- and
two-photon excitation. Appl. Phys. B Lasers Opt. 2001, 73, 829–837. [CrossRef]

61. Zhang, Z.; Yomo, D.; Gradinaru, C. Choosing the right fluorophore for single-molecule fluorescence studies in a lipid environment.
BBA Biomembr. 2017, 1859, 1242–1253. [CrossRef]

62. Gendron, P.O.; Avaltroni, F.; Wilkinson, K.J. Diffusion coefficients of several rhodamine derivatives as determined by pulsed field
gradient-nuclear magnetic resonance and fluorescence correlation spectroscopy. J. Fluoresc. 2008, 18, 1093–1101. [CrossRef]

63. Caffarri, S.; Tibiletti, T.; Jennings, R.C.; Santabarbara, S. A comparison between plant photosystem I and photosystem II
architecture and functioning. Curr. Protein Pept. Sci. 2014, 15, 296–331. [CrossRef]

64. Ruban, A.V.; Rees, D.; Noctor, G.D.; Young, A.; Horton, P. Long-wavelength chlorophyll species are associated with amplification
of high-energy-state excitation quenching in higher plants. Biochim. Biophys. Acta 1991, 1059, 355–360. [CrossRef]

65. Caffarri, S.; Kouril, R.; Kereiche, S.; Boekema, E.J.; Croce, R. Functional architecture of higher plant photosystem II supercomplexes.
EMBO J. 2009, 28, 3052–3063. [CrossRef]

66. Su, X.; Ma, J.; Wei, X.; Cao, P.; Zhu, D.; Chang, W.; Liu, Z.; Zhang, X.; Li, M. Structure and assembly mechanism of plant
C2S2M2-type PSII-LHCII supercomplex. Science 2017, 357, 815–820. [CrossRef]

67. Van Haeringen, B.; Dekker, J.P.; Bloemendal, M.; Rögner, M.; van Grondelle, R.; Van Amerongen, H. Simultaneous measurement
of electric birefringence and dichroism. A study on photosystem 1 particles. Biophys. J. 1994, 67, 411–417. [CrossRef]

68. Dekker, J.P.; van Roon, H.; Boekem, E.J. Heptameric association of light-harvesting complex II trimers in partially solubilized
photosystem II membranes. FEBS Lett. 1999, 449, 211–214. [CrossRef]

69. Ruban, A.V. Light harvesting control in plants. FEBS Lett. 2018, 592, 3030–3039. [CrossRef]
70. Ruban, A.V.; Johnson, M.P.; Duffy, C.D. The photoprotective molecular switch in the photosystem II antenna. Biochim. Biophys.

Acta 2012, 1817, 167–181. [CrossRef]
71. Belgio, E.; Johnson, M.P.; Juric, S.; Ruban, A.V. Higher plant photosystem II light-harvesting antenna, not the reaction center,

determines the excited-state lifetime-both the maximum and the nonphotochemically quenched. Biophys. J. 2012, 102, 2761–2771.
[CrossRef]

72. Ware, M.A.; Giovagnetti, V.; Belgio, E.; Ruban, A.V. PsbS protein modulates non-photochemical chlorophyll fluorescence
quenching in membranes depleted of photosystems. J. Photoch. Photobio. B 2015, 152, 301–307. [CrossRef] [PubMed]

73. Zaks, J.; Amarnath, K.; Sylak-Glassman, E.J.; Fleming, G.R. Models and measurements of energy-dependent quenching.
Photosynth. Res. 2013, 116, 389–409. [CrossRef] [PubMed]

74. Daum, B.; Nicastro, D.; Il, J.A.; McIntosh, J.R.; Kuhlbrandt, W. Arrangement of Photosystem II and ATP Synthase in Chloroplast
Membranes of Spinach and Pea. Plant Cell 2010, 22, 1299–1312. [CrossRef]

75. Kirchhoff, H. Chloroplast ultrastructure in plants. New Phytol. 2019, 223, 565–574. [CrossRef]

http://doi.org/10.1016/0005-2728(94)90143-0
http://doi.org/10.1016/j.bbabio.2010.12.017
http://doi.org/10.1016/j.cplett.2007.07.075
http://doi.org/10.1016/j.bpj.2009.05.055
http://www.ncbi.nlm.nih.gov/pubmed/19720034
http://doi.org/10.1021/ac2012637
http://doi.org/10.1021/bi0103718
http://www.ncbi.nlm.nih.gov/pubmed/11502184
http://doi.org/10.3390/pharmaceutics10020057
http://doi.org/10.1016/j.bbabio.2006.08.002
http://doi.org/10.1021/bi992826n
http://www.ncbi.nlm.nih.gov/pubmed/10956037
http://doi.org/10.1016/S0006-3495(01)75720-7
http://doi.org/10.1021/jp500776v
http://doi.org/10.1021/jp5112873
http://doi.org/10.1021/acs.jpca.9b08273
http://doi.org/10.1007/s003400100737
http://doi.org/10.1016/j.bbamem.2017.04.001
http://doi.org/10.1007/s10895-008-0357-7
http://doi.org/10.2174/1389203715666140327102218
http://doi.org/10.1016/S0005-2728(05)80221-X
http://doi.org/10.1038/emboj.2009.232
http://doi.org/10.1126/science.aan0327
http://doi.org/10.1016/S0006-3495(94)80496-5
http://doi.org/10.1016/S0014-5793(99)00442-1
http://doi.org/10.1002/1873-3468.13111
http://doi.org/10.1016/j.bbabio.2011.04.007
http://doi.org/10.1016/j.bpj.2012.05.004
http://doi.org/10.1016/j.jphotobiol.2015.07.016
http://www.ncbi.nlm.nih.gov/pubmed/26233261
http://doi.org/10.1007/s11120-013-9857-7
http://www.ncbi.nlm.nih.gov/pubmed/23793348
http://doi.org/10.1105/tpc.109.071431
http://doi.org/10.1111/nph.15730


Int. J. Mol. Sci. 2021, 22, 2969 18 of 18

76. Wood, W.H.J.; Barnett, S.F.H.; Flannery, S.; Hunter, C.N.; Johnson, M.P. Dynamic Thylakoid Stacking Is Regulated by LHCII
Phosphorylation but Not Its interaction with PSI. Plant Physiol. 2019, 180, 2152–2166. [CrossRef]

77. Belgio, E.; Ungerer, P.; Ruban, A.V. Light-harvesting superstructures of green plant chloroplasts lacking photosystems. Plant Cell
Environ. 2015, 38, 2035–2047. [CrossRef]

78. Tietz, S.; Leuenberger, M.; Hohner, R.; Olson, A.H.; Fleming, G.R.; Kirchhoff, H. A proteoliposome-based system reveals how
lipids control photosynthetic light harvesting. J. Biol. Chem. 2020, 295, 1857–1866. [CrossRef]

79. Chmeliov, J.; Gelzinis, A.; Songaila, E.; Augulis, R.; Duffy, C.D.; Ruban, A.V.; Valkunas, L. The nature of self-regulation in
photosynthetic light-harvesting antenna. Nat. Plants 2016, 2, 16045. [CrossRef]

80. Ruban, A.V.; Horton, P. The xanthophyll cycle modulates the kinetics of nonphotochemical energy dissipation in isolated
light-harvesting complexes, intact chloroplasts, and leaves of spinach. Plant Physiol. 1999, 119, 531–542. [CrossRef]

81. Wentworth, M.; Ruban, A.V.; Horton, P. Chlorophyll fluorescence quenching in isolated light harvesting complexes induced by
zeaxanthin. FEBS Lett. 2000, 471, 71–74. [CrossRef]

82. Banks, D.S.; Tressler, C.; Peters, R.D.; Hofling, F.; Fradin, C. Characterizing anomalous diffusion in crowded polymer solutions
and gels over five decades in time with variable-lengthscale fluorescence correlation spectroscopy. Soft Matter. 2016, 12, 4190–4203.
[CrossRef] [PubMed]

83. Krieger, J.W.; Langowski, J. QuickFit 3.0: A Data Evaluation Application for Biophysics. 2015. Available online: http://www.
dkfz.de/Macromol/quickfit/ (accessed on 7 January 2019).

84. Dertinger, T.; Pacheco, V.; von der Hocht, I.; Hartmann, R.; Gregor, I.; Enderlein, J. Two-focus fluorescence correlation spectroscopy:
A new tool for accurate and absolute diffusion measurements. Chem. Phys. Chem. 2007, 8, 433–443. [CrossRef] [PubMed]

85. Schindelin, J.; Arganda-Carreras, I.; Frise, E.; Kaynig, V.; Longair, M.; Pietzsch, T.; Preibisch, S.; Rueden, C.; Saalfeld, S.; Schmid,
B.; et al. Fiji: An open-source platform for biological-image analysis. Nat. Methods 2012, 9, 676–682. [CrossRef]

86. Belgio, E.; Kapitonova, E.; Chmeliov, J.; Duffy, C.D.P.; Ungerer, P.; Valkunas, L.; Ruban, A.V. Economic photoprotection in
photosystem II that retains a complete light-harvesting system with slow energy traps. Nat. Commun. 2014, 5. [CrossRef]

http://doi.org/10.1104/pp.19.00503
http://doi.org/10.1111/pce.12528
http://doi.org/10.1074/jbc.RA119.011707
http://doi.org/10.1038/nplants.2016.45
http://doi.org/10.1104/pp.119.2.531
http://doi.org/10.1016/S0014-5793(00)01369-7
http://doi.org/10.1039/C5SM01213A
http://www.ncbi.nlm.nih.gov/pubmed/27050290
http://www.dkfz.de/Macromol/quickfit/
http://www.dkfz.de/Macromol/quickfit/
http://doi.org/10.1002/cphc.200600638
http://www.ncbi.nlm.nih.gov/pubmed/17269116
http://doi.org/10.1038/nmeth.2019
http://doi.org/10.1038/ncomms5433

	Introduction 
	Results 
	Effect of pH and Detergent on LHCII Fluorescence Quenching: Bulk Measurements 
	FCS Unveiled Sizes of LHCII Clusters 
	Low pH Induced LHCII Large Particle Clusters 
	MEMFCS Analysis Highlighted LHCII Cluster Size Heterogeneity at Low pH 
	Aggregates Out of Physiological Range Induced by In Vitro Fluorescence quenching 
	Assessment of the Red-Shifted Fluorescence in the Samples 

	Discussion 
	Materials and Methods 
	LHCII Purification 
	Bulk Fluorescence Kinetic Measurements 
	Fluorescence Correlation Spectroscopy 
	FCS Data Analysis—Fitting of Autocorrelation Functions 
	FCS Data Analysis—Characterization of the Oligomers by the Maximum Entropy Method Algorithm (MEMFCS) 
	FCS Data Analysis—Estimation of the Size of LHCII Particles 
	Standard Confocal Microscopy Imaging of LHCII Particles 
	Low-Temperature Fluorescence 

	Conclusions 
	References

