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Figure S1. Cell viability curves for the determination of the cytotoxicity levels after 45 minutes exposure of Dubca
cells overexpressing human Panx1 to the drug panel. Drugs are categorized as cytotoxic in the concentrations that

decreases cell viability with more than 20%. Data are expressed as mean + standard deviation (N = 3, n = 4) and
visualised in separate graphs per drug.
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Figure S2. Cell viability after 45 minutes exposure of Dubca cells overexpressing human Panx1 to the positive
controls (100 uM of Lanthanum and 350 uM of 1°Panx1) in the Panx1 channel activity assay. Drugs are categorized
as cytotoxic in the concentrations that decreases cell viability with more than 20%. Data are expressed as mean *
standard deviation (N =3, n =4).
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Figure S3. Panx1 total protein loading for normalization of immunoblot analysis. Before incubation with the
primary antibody directed against Panx1, total protein loading was visualized on a ChemiDoc™ MP imaging
system. Image Lab 6.1 software was used for densiometric analysis. Total protein loading was used to normalize

immunoblot signals.
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Figure S4. Ratio of the non-glycosylated (Gly0) isoform against the 2 glycosylated isoforms of Panx1 (Glyl and
Gly2). Transduced Dubca cells overexpressing human Panxl were exposed for 24 h to the drug panel.
Immunoblotting was performed and data were extracted from the obtained blots using Image Lab 6.1 software.
Afterwards, data were normalized against total protein loading and a ratio of Gly1 and Gly0 (grey bars; Gly1/Gly0)
and Gly2 and GlyO0 (black bars; Gly2/Gly0) was calculated per drug. The ratios were normalized to the fold change
of their respective control. Data are expressed as mean + standard deviation (N = 3, n = 1) and visualised in

separate graphs per drug.



