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Supplementary Figure S1. Comparison of soil water content between normal and catchment tank 

treatments over 22 weeks. X-axis represents week of drought treatment, and y-axis represents soil 

water content (%).Statistically significant differences of soil water content between normal 

treatment and drought treatment (water-catch tank treatment) are marked with asterisks (*P < 0.05, 

**P<0.01 and *** P < 0.001, Student’s t-test. ns, non-significant). 



 

Supplementary Figure S2. Relationship between genetic and physical positions with each 

chromosome. In each plot, genetic distance is on the x-axis, and physical distance is on the y-axis. 

 

 
 


